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SEQUEKCES CHARACTERISTIC OF HUMAN GENE TRANSCRIPTION 

PRODUCT 

5 

Technical Field 

The present invention relates to newly identified 
polynucleotide sequences corresponding to transcription 
products of human genes, and to complete gene sequences 
10 associated therewith. 



Background 

This invention relates to human genes. Identification 

15 and sequencing of human genes is a major goal of modern 
scientific research. The sequence of human genes is more 
than just a scientific curiosity. For example, by 
identifying genes and determining their sequences, scientists 
have been able to make large quantities of valuable human 

20 "gene products." These include human insulin, interferon, 
Factor VIII, tumor necrosis factor, human growth hormone, 
tissue plasminogen activator, and numerous other compounds. 
Additionally, knowledge of gene sequences can provide the key 
to treatment or cure of genetic diseases (such as muscular 

25 dystrophy and cystic fibrosis) . The present invention 
represents a quantum leap forward in mankind's knowledge of 
human gene sequences. 

There are several basic concepts of molecular biology 
which figure prominently in the invention. A brief 

30 explanation of those concepts follows. Additional background 
information and definitions for scientific terms can be found 
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in the literature. See, for example, "Glossary of Genetics, 
Classical and Molecular 11 by R. Rieger, A. Michaelis, and M.M. 
Green (Fifth Edition, Springer-Verlag, New York (1991)). The 
contents of this and other publications cited in the 
5 specification are incorporated by reference herein. 

At an initial level, the present invention is based on 
identification and characterization of gene segments. Genes 
are the basic units of inheritance. Each gene is a string of 
connected bases called nucleotides. Most genes are formed of 

10 deoxyribonucleic acid, DNA. (Some viruses contain genes of 

ribonucleic acid, RNA.) The genetic information resides in 
the particular sequence in which the bases are arranged. A 
short sequence of nucleotides is often called a 
polynucleotide or an oligonucleotide. 

15 Like genes, polypeptides are built from long strings of 

individual units. These units are amino acids. The 
nucleotide sequence of a gene tells the cell the sequence in 
which to arrange the amino acids to make the polypeptide 
encoded by that gene. In general, chains of up to about 200 

20 amino acids are called polypeptides, while proteins are 

larger molecules made up of polypeptide subunits; both types 
of molecules are referred to generally herein as 
polypeptides. A triplet of nucleotides (codon) in DNA codes 
for each amino acid or signals the beginning or end of the 

25 message (anticodon) * The term codon is also used for the 

corresponding (and complementary) sequences of three 
nucleotides in the mRNA into which the original DNA sequence 
is transcribed. 

Generally, enzymes in the cell transcribe the permanent 

30 DNA of the gene into a temporary RNA copy, called messenger 

RNA or mRNA. The mRNA, in turn, can be translated into a 
polypeptide by the cell. This entire process is called gene 
expression, and the polypeptide is the gene product encoded 
by the gene. 

35 Scientists have previously discovered how to reverse the 

transcription process and copy mRNA back into DNA using an 
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enzyme called reverse transcriptase. The resulting is called 
complementary DNA, or cDNA. This is schematically shown in 
the single Figure. When substantially all of the mRNA from 
one cell or tissue is converted to cDNA at once and cloned 
into multiple copies of a recombinant vector to allow 
replication and manipulation in the laboratory, the result is 
called a cDNA library. 

The various types of genes include those which code for 
polypeptides, those which are transcribed into RNA but are 
not translated into polypeptides, and those whose functional 
significance does not demand that they be transcribed at all. 
Most genes are found on large molecules of DNA located in 
chromosomes. Double stranded cDNA carries all the 
information of a gene. Each base of the first strand is 
joined to a complementary base (hybridized) in the second 
strand. The linear DNA molecules in chromosomes have 
thousands of genes distributed along their length. 
Chromosomes include both coding regions (coding for 
polypeptides) and noncoding regions; the coding regions 
represent only about three percent of the total chromosome 
sequence . 

An individual gene has regulatory regions that include 
a promoter which directs expression of the gene, a coding- 
region which can code for a polypeptide, and a termination 
signal. The regulatory DNA sequence is usually a noncoding 
region that determines if, where, when, and at what level a 
particular gene is expressed. 

The coding regions of many genes are discontinuous, with 
coding sequences (exons) alternating with noncoding regions 
(introns) . The final mRNA copy of the gene does not include 
these introns (which can be much longer than the coding 
region itself) , although it does contain certain untranslated 
regions that usually do not code for the polynucleotide gene 
product . Untranslated sequences at the beginning and end of 
the mRNA are known as 5 1 - and 3 1 -untranslated regions, 
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respectively. This nomenclature reflects the orientation of 
the nucleotide constituents of the mRNA. 

A cDNA is a DNA copy of a messenger RNA, which 
contains all of the exons of a gene. The cDNA can be thought 

5 of as having three parts: an untranslated 5' leader, an 

uninterrupted polypeptide-coding sequence, and a 3 1 
untranslated region. The untranslated leader and trailing 
sequences are important for initiation of translation, mRNA 
stability, and other functions. The untranslated leader and 

0 trailing sequences are called 5 1 - and 3 1 -untranslated 

sequences, respectively. The 3' untranslated sequence is 
usually longer than the 5 ! untranslated leader, and can be 
longer than the polypeptide-coding sequence. The 
untranslated regions typically have many, randomly- 

5 distributed stop codons, and do not display the nonrandom 

base arrangements found in coding sequences. The 5'- 
untranslated sequence is relatively short, generally between 
20 and 200 bases. The 3 ' -untranslated sequence is often many 
times longer, up to several thousand bases. 

0 The translated or coding sequence begins with a 

translational start codon (AUG or GUG) and ends with a 
translational stop codon (UAA, UGA, or UAG) . Generally, 
translation begins at the first "start" codon on the mRNA and 
proceeds to the first "stop" codon. Coding sequences can be 

5 distinguished by their nonrandom distribution of bases; 

numerous computer algorithms have been developed to 
distinguish coding from noncoding regions in this way. 

Human DNA differs from person to person. No two persons 
(except perhaps identical twins) have identical DNA. While 

0 the differences, called allelic variations or polymorphisms, 

are slight on a molecular level, they account for most of the 
physical and other observable differences between 
individuals. It has been estimated that approximately 14 
million sequence polymorphism differences exist between 

5 individuals. 
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The ability of one strand of DNA to attach or hybridize 
to a complementary strand has already been exploited for 
several purposes. For example, small pieces of DNA (15 to 25 
base pairs long) can be made which will hybridize to longer 
5 strands of DNA which have a complementary sequence. These 

short "primers" can be selected such that they hybridize to 
a specific, unique location on the longer strand. Once the 
primers have hybridized to their target on the DNA, the 
polymerase chain reaction (PCR) can be employed to generate 

10 millions of copies of (or amplify) the particular segment of 

DNA between the locations to which two primers are bound. 
Briefly, this technique allows amplification of a DNA region 
situated between two convergent primers, using 
oligonucleotide primers that hybridize to opposite strands. 

15 Primer extension proceeds inward across the region between 

the two primers, and the product of DNA synthesis of one 
primer serves as a template for the other primer. Repeated 
cycles of DNA denaturation, annealing of primers, and 
extension result in an exponential increase in the number of 

20 copies of the region bounded by the primers. 

Similarly, a labeled segment of single -stranded DNA can 
be hybridized to a longer DNA sequence, such as a chromosome, 
to mark a specific location on the longer sequence. . Segments 
of DNA 50 bases long or longer that hybridize to a unique DNA 

25 location in the human genome are extremely unlikely to 

hybridize elsewhere in the human genome. 

The Human Genome Project is an effort to sequence all 
human DNA (the human genome) . The human genome is estimated 
to comprise 50,000 - 100,000 genes, up to 30,000 of which 

30 might be expressed in the brain (Sutcliffe, Ann. Rev. 

Neurosci. 11:157 (1988)). Once dedicated human chromosome 
sequencing begins in three to five years, it was expected 
that 12-15 years will be required to complete the sequence of 
the genome (Report of the Ad Hoc Program Advisory Committee 

35 on Complex Genomes, Reston, Va., Feb. 1988, D. Baltimore Ed. 

(NIH, Bethesda, Md, 1988)). At that rate, the majority of 
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human genes would remain unknown for at least the next 
decade. The present invention can greatly accelerate the 
pace at which human genes can be identified and mapped. Most 
gene researchers, in conjunction with publication of their 
5 results in this field, submit sequence data to the GenBank 

database. Prior to the present invention, GenBank listed the 
sequences of only a few thousand human genes and less than 
two hundred human brain mRNAs (GenBank Release 66*0, 
December, 1990) . 

10 The role of sequencing complementary DNA (cDNA) , reverse 

transcribed from mRNA, as a part of the human genome project 
has been vigorously debated since the idea of determining the 
complete nucleotide sequence of humans first surfaced. The 
coding sequence of all human genes represents most of the 

15 information content of the genome, but only 3-5% of the total 

DNA. In contrast, cDNA (which is only made from the 
transcription product of active genes) is one -half to three - 
fourths (the remainder being 5'- and 3 ' -untranslated 
sequence) meaningful genetic information. Thus, some have 

20 argued that cDNA sequencing should take precedence over 

genomic sequencing (Brenner, CIBA Found. Symp. 149:6 (1990)), 
However, until now, such arguments have not been heeded. . 

Genomic sequencing proponents have argued the difficulty 
of finding every mRNA expressed in all tissues, cell types , 

25 and developmental states, and that much valuable information 

from intronic and intergenic regions, including control and 
regulatory sequences, will be missed by cDNA sequencing. 
(Report of the Committee on Mapping and Sequencing the Human 
Genome, National Research Council (National Academy Press, 

30 Washington, D.C. 1988)). Further, sequencing of transcribed 

regions of the genome using cDNA libraries has heretofore 
been considered impractical or unsatisfactory. Libraries of 
cDNA were believed to be dominated by repetitive elements, 
mitochondrial genes, ribosomal RNA genes, and other nuclear 

35 genes comprising common or housekeeping sequences. It was 

believed that cDNA libraries would provide few sequences 
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corresponding to structural and regulatory polypeptides or 
peptides. See, for example, Putney, et al . , Nature 302:718- 
721 (1983) . Putney, et al . sequenced over 150 clones from a 
rabbit muscle cDNA library and identified clones for 13 of 
5 the 19 known muscle polypeptides, including one new isotype 

but no unknown coding sequences . 

Another perceived drawback of cDNA sequencing was that 
some mRNAs are abundant, and some are rare. The cellular 
quantities of mRNA from various genes can vary by several 

10 orders of magnitude. This led critics to believe that most 

information obtained from cDNA sequencing would be 
repetitious and useless. 

The present invention demonstrates that, despite such 
skepticism, cDNA sequencing now provides a rapid method for 

15 obtaining enormous amounts of valuable genetic information 

and DNA products of great utility for the biotechnology and 
pharmaceutical industries. Not only can many distinct cDNAs 
be isolated and sequenced, even partial cDNAs can be used, 
with conventional, well -understood methods, to isolate entire. 

20 genes, and to determine the chromosomal locations and 

biological functions of these genes. As is demonstrated 
here, fragments of only a few hundred bases are sufficient, 
in many cases, to identify the probable function of a new 
human gene if it is similar in structure to a gene from 

25 another animal, or from plants or bacteria. Similarly, even 

fragments of untranslated regions of a cDNA can be used to: 
i) isolate the coding sequence of the cDNA; ii) isolate the 
complete gene; iii) determine the position of the gene on a 
human chromosome, and hence the potential of the gene to 

30 cause a human genetic disease; and iv) determine the function 

of the gene by means of experiments in which the function of 
the native gene is disrupted by the addition of a short DNA 
fragment to the cell, e.g., using triple helix or antisense 
probes . 

35 Because coding regions comprise such a small portion of 

the human genome, identification and mapping of transcribed 
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regions and coding regions of chromosomes is of significant 
interest . There is a corresponding need for reagents for 
identifying and marking coding regions and transcribed 
regions of chromosomes. Furthermore, such human sequences are 
5 valuable for chromosome mapping, human identification, 

identification of tissue type and origin, forensic 
identification, and locating disease-associated genes (i.e., 
genes that are associated with an inherited human disease, 
whether through mutation, deletion, or faulty gene 
10 expression) on the chromosome. 

SUMMARY OF THE INVENTION 

Contrary to the expectations of the scientific 
community, cDNA screening and sequencing techniques have now 

15 been used to discover a large number of heretofore unknown 

human genes. Disclosed herein are over 2,400 new human 
polynucleotide sequences. These sequences could represent up 
to 5% of all human genes. The novelty of these sequences has 
been established through comparison to both nucleotide 

20 sequence databases and amino acid sequence databases. 

Surprisingly, over 80% of the sequences generated were 
unrelated to any sequences previously described in the 
literature. 

The sequences of the present invention were ascertained 
25 using a fast approach to cDNA characterization. This 

approach could facilitate the tagging of most expressed human 
genes within a few years at a fraction of the cost of 
complete genomic sequencing, provide new genetic markers, 
provide new DNA-based therapeutics and diagnostics, and 
3 0 provide other valuable nucleotide reagents. 

The sequences disclosed herein, styled Expressed 
Sequence Tags ("ESTs" ), are markers for human genes actually 
transcribed in vivo. Techniques are disclosed for using 
these ESTs to obtain the full coding region of the 
35 corresponding gene. The use of ESTs, complete coding 

sequences, or fragments thereof for marking chromosomes, for 
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mapping locations of expressed genes on chromosomes, for 
individual or forensic identification, for mapping locations 
of disease-associated genes, for identification of tissue 
type, and for preparation of antisense sequences, probes, and 
5 constructs is discussed in detail below. Unlike the random 

genomic DNA sequence tagged sites (STSs) (Olson et al. # 
Science 245:1434 (1989)), ESTs point directly to expressed 
genes . 

Various aspects of the present invention thus include 
10 the individual ESTs, corresponding partial and complete cDNA, 

genomic DNA, mRNA, antisense strands ; triple helix probes, 
PCR primers, coding regions, and constructs. Also,. where one 
skilled in the art is enabled by this specification to 
prepare expression vectors and polypeptide expression 
15 products, they are also within the scope of the present 

invention, along with antibodies, especially monoclonal 
antibodies, to such expression products. 

BRIEF DESCRIPTION OF THE DRAWING 
20 The single drawing Figure schematically illustrates the 

progression from chromosome to gene to mRNA to cDNA. 



DETAILED DESCRIPTION OF THE INVENTION 
25 The detailed description that follows provides not only 

. the actual sequence of each new EST, but also explains how 
the ESTs were obtained, how to obtain the corresponding 
complete cDNA sequence and the corresponding genomic DNA 
sequence, how to make DNA constructs from the ESTs and 
30 corresponding sequences, how to use those sequences as 

reagents in molecular biology and other fields, how to 
produce gene products from the ESTs and corresponding 
sequences and antibodies to those gene products, and the 
functional categories of many ESTs and corresponding genes. 
35 Furthermore, numerous actual working examples and predictive 
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examples are provided to demonstrate and exemplify numerous 
aspects of the invention. 

ESTs from cDNA Libraries 

5 The sequences of the present invention were isolated 

from commercially available and custom made cDNA libraries 
using a rapid screening and sequencing technique . In 
general, the method comprises applying conventional automated 
DNA sequencing technology to screening clones, advantageously 

10 randomly selected clones, from a cDNA library. Preferably, 

the library is initially "enriched 11 through removal of 
ribosomal sequences and other common sequences prior to clone 
selection. According to the present method, ESTs are 
generated from partial DNA sequencing of the selected clones. 

15 The ESTs of the present invention were generated using low 

redundancy of sequencing, typically a single sequencing 
reaction. While single sequencing reactions may have an 
accuracy as low as 97%,. this nevertheless provides sufficient 
fidelity for identification of the sequence and design of PCR 

20 primers. 

Most human genes can be identified by EST sequencing 
from libraries of cDNA copies of messenger RNAs . However, 
some genes are expressed only at specific times during 
embryonic development, or only in small amounts in a few 

25 specific cell types. Other genes have mRNAs that are 

degraded very quickly by the cell in which they are 
expressed. If any of these are the case, transcripts of the 
gene will not be represented in cDNA libraries so the gene 
will not be identifiable by EST sequencing, A new method 

30 called "exon amplification", however, can be used to isolate 

and identify transcripts of such genes. 

Exon amplification works by artificially expressing part 
or all of a gene that is contained in a cloned fragment of 
genomic DNA such as a cosmid or yeast artificial chromosome 

35 (YAC) . The gene is cloned into a special vector, designed at 

MIT, that uses control elements from virus genes to express 
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the protein- coding exons of the human gene of interest. Exon 
trapping shows considerable promise as a general technique 
for identifying those genes in the human genome that cannot 
be found by cDNA cloning and EST sequencing. Exon 
5 amplification will also be useful for identifying the genes 

in regions of genomic DNA to which disease genes have been 
mapped. The exon amplification method can be used directly 
with the cosmid and YAC clones frown human chromosomes that 
are being obtained by both NIH and DOE supported human genome 

10 centers. ESTs comprise DNA sequences corresponding to 

a portion of nuclear encoded messenger RNA. An EST is of 
sufficient length to permit: (1) amplification of the 
specific sequence from a cDNA library, e.g., by polymerase 
chain reaction (PCR) ; (2) use of a synthetic polynucleotide 

15 corresponding to a partial or complete sequence of the EST as 

a hybridization probe of a cDNA library, generally having 30 
- 50 base pairs; or (3) unique designation of the pure cDNA 
clone from which the EST was derived (the EST clone) for use 
as a hybridization probe of a cDNA library. Preferably, EST- 

20 derived primer pairs and sequences amplify or detectably 

hybridize to a sequence from a genomic library. 

It has been found that .sufficient information is 
contained in the 150-4 00 base ESTs from one sequencing. run to 
effect preliminary identification and exact chromosome 

25 mapping. Accordingly, the ESTs disclosed herein are generally 

at least 150 base pairs in length. The length of an EST is 
determined by the quality of sequencing data and the length 
of the cloned cDNA. Raw data from the automated sequencers 
is edited to remove low quality sequence at the end of the 

30 sequencing run. High quality sequences (usually a result of 

sequencing templates without excessive salt contamination) 
generally give about 4 00 bp of reliable sequence data; other 
sequences give fewer bases of reliable data. A 150 bp EST is 
long enough to be translated into a 50 amino acid peptide 

35 sequence. This length is sufficient to observe similarities 

when they exist in a database search. Furthermore, 150 bp is 
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long enough to design PCR primers from each end of the 
sequence to amplify the complete EST. Sequences shorter than 
150 bp are difficult to purify and use following PCR 
amplification. Furthermore, a 150 bp polynucleotide is 
5 likely to give a very strong signal with low background in a 

screen of a genomic library. 

Finally, it is highly unlikely that a sequence of the 
same 150 bp exists in any genes in the genome besides the one 
tagged by the EST. Some closely related gene family members 

10 have very similar nucleotide sequences, but no examples of 

pairs of human genes with long segments of identical sequence 
have been reported to date. For instance, there are three 
known /3-tubulin genes in humans. Several ESTs were found 
that matched one or another of these tubulin genes, but 

15 several new members of this gene family were also found and 

could be clearly distinguished from the three known members . 
ESTs that match perfectly to several different genes can be 
detected by hybridizing to chromosomes: if many chromosomal 
loci are observed, the sequence (or a close variant) is 

20 present in more than one gene. This problem can be 

circumvented by using the 3 1 -untranslated part of the cDNA 
alone as a probe for the chromosomal location or for the 
full-length cDNA or gene. The 3 * -untranslated region is more 
. likely to be unique within gene families, since there is no 

25 evolutionary pressure to conserve a coding function of this 

region of the mRNA. 

As demonstrated in the Examples that follow, ESTs can be 
used to map the expressed sequence to a particular 
chromosome. In addition, ESTs can be expanded to provide the 

3 0 full coding regions, as detailed below. In this manner, 

previously unknown genes can be identified. 

While a variety of cDNA libraries can be used to obtain 
ESTs, human brain cDNA libraries are exemplified and 
represent a preferred embodiment. Suitable cDNA libraries 

35 can be freshly prepared or obtained commercially, e.g., as 

shown in Examples 1, 2, and 11. The cDNA libraries from the 
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desired tissue are preferably preprocessed by conventional 
techniques to reduce repeated sequencing of high and 
intermediate abundance clones and to maximize the chances of 
finding rare messages from specific cell populations. 
5 Preferably, preprocessing includes the use of defined 

composition prescreening probes, e.g., cDNA corresponding to 
mitochondria, abundant sequences, ribosomes, act ins, myelin 
basic polypeptides, or any other known high abundance 
peptide; these prescreening probes used for preprocessing are 

10 generally derived from known ESTs. Other useful 

preprocessing techniques include subtraction, which 
preferentially reduces the population of certain sequences in 
the library (e.g., see A. Swaroop et al . , Nucl, Acids Res. 
19 , 1954 (1991) ) , and normalization, which results in all 

15 sequences being represented in approximately equal 

proportions in the library (Patanjali et al, Proc. Natl, 
Acad. Sci. USA 88:1943 (1991)). 

The cDNA libraries used in the present method will 
ideally use directional cloning methods so that either the 5.' 

20 end of the cDNA (likely to contain coding sequence) or the 3* 

end (likely to be a non- coding sequence) can be selectively 
obtained." 

Libraries of cDNA can also be generated from recombinant 
expression of genomic DNA. After they are amplified, ESTs 
25 can be obtained and sequenced, e.g., as illustrated in 

Example 11 . 

The sequences of the present invention include the 
specific sequences set forth in the Sequence Listing and 
designated SEQ ID NO: 1 - SEQ ID NO: 2412. In one aspect of 

30 this embodiment, the invention relates to those sequences of 

SEQ ID NOS: 1 - 2412 that comprise the cDNA coding sequences 
for polypeptides having less than 95% identity with known 
amino acid sequences (see Table 2) and more preferably less 
than 90% or 85% identity. In a second aspect, the invention 

35 relates to those sequences of SEQ ID NOS: 1 - 2412 that 

encode polypeptides having no similarity to known amino acid 
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sequences (see Examples that follow) . Precisely because they 
do not contain coding regions and are therefore more unique 
in their sequence structures, those sequences which meet 
neither of the preceding criteria can be most useful and are 
5 generally preferred for mapping. 

Consistent with the NIH mission and its responsibilities 
to disseminate knowledge and share the tangible fruits of its 
research, the present inventors have taken a number of steps 
to facilitate sequence data and clone availability. All EST 

10 sequences have been submitted to GenBank (representing an 

addition equivalent to 7% of the human nucleotides in Release 
69 of GenBank, September 1991) . The corresponding cDNA 
clones have been submitted to the American Type Culture 
Collection and information on clones and sequences has been 

15 submitted to the Genome Data Base (Pearson, P, Nucl. Acids 

Res. 19 (Suppl.) : 2237-9 (1991)). 

II. Complete Coding Sequences from ESTs 

The ESTs of the present invention generally represent 

20 relatively small coding regions or untranslated regions of 

human genes. Although most of these sequences do not code 
for a complete gene product, the ESTs of the present 
invention are highly specific markers for the corresponding 
complete coding regions. The ESTs are of sufficient length 

25 that they will hybridize, under stringent . conditions, only 

with DNA for that gene to which they correspond. Suitably 
stringent conditions comprise conditions/ for example, where 
at least 95%, preferably at least 97% or 98% identity (base 
pairing), is required for hybridization. This property 

3 0 permits use of the EST to isolate the entire coding region 

and even the entire sequence. Therefore, only routine 
laboratory work is necessary to parlay the unique EST 
sequence into the corresponding unique complete gene 
sequence. 

35 Thus, each of the ESTs of the present invention 

"corresponds" to a particular unique human gene. Knowledge 
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of the EST sequence permits routine isolation and sequencing 
of the complete coding sequence of the corresponding gene. 
The complete coding sequence is present in a full-length cDNA 
clone as well as in the gene carried on genomic clones* 
5 Therefore, each EST "corresponds" to a cDNA (from which the 

EST was derived) , a complete genomic gene sequence, a 
polypeptide coding region (which can be obtained either from 
the cDNA or genomic DNA) , and a polypeptide or amino acid 
sequence encoded by that region. 

10 The first step in determining where an EST is located in 

the cDNA is to analyze the EST for the presence of coding 
sequence, e.g., as described in Example 14. The CRM program 
predicts the extent and orientation of the coding region of 
a sequence. Based on this information, one can infer the 

15 presence of start or stop codons within a sequence and 
whether the sequence is completely coding or completely non- 
coding. If start or stop codons are present, then the EST 
can cover both part of the 5' -untranslated or 3 ' -untranslated 
part of the mRNA (respectively) as well as part of the coding 

20 sequence. If no coding sequence is present, it is likely 

that the EST is derived from the 3 1 -untranslated sequence due 
to its longer length and the fact that most cDNA library 
construction methods are biased toward the 3 * end of the 
. mRNA. 

25 One general procedure for obtaining complete sequences 

from ESTs is as follows: 

1. Purify selected human DNA from an EST clone (the 
cDNA clone that was sequenced to give the EST), e.g., by 
endonuclease digestion using ECOR1, gel electrophoresis, and 

30 isolation of the aforementioned clone by removal from low- 

melting agarose gel. 

2. Radiolabel the isolated insert DNA, e.g., with 32 P 
labels, preferably by nick translation or random primer 
labeling. 

35 3. Use the labeled EST insert as a probe to screen a 

lambda phage cDNA library or a plasmid cDNA library.' 
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4. Identify colonies containing clones related to the 
probe cDNA and purify them by known purification methods. 

5. Nucleotide sequence the ends of the newly purified 
clones to identify full length sequences. 

5 6. Perform complete sequencing of full length clones 

by Exonuclease III digestion or primer walking. Northern 
blots of the mRNA from various tissues using at least part of 
the EST clone as a probe can optionally be performed to check 
the size of the mRNA against that of the purported full 

10 length cDNA. 

An EST is a specific tag for a messenger RNA molecule. 
The complete sequence of that messenger RNA, in the form of 
cDNA, can be determined using the EST as a probe to identify 
a cDNA clone corresponding to a full-length transcript, 

15 followed by sequencing of that clone. The EST or the full- 

length cDNA clone can also be used as a probe to identify a 
genomic clone or clones that contain the complete gene 
including regulatory and . promoter regions, exons , and 
introns . 

20 ESTs are used as probes to identify the cDNA clones from 

which an EST was derived. ESTs, or portions thereof, can be 
nick-translated or end-labelled with P 32 using polynucleotide 
kinase using labelling methods known to those with skill in 
the art (Basic Methods in Molecular Biology, L.G. Davis, M.D. 

25 Dibner, and J.F. Battey, ed., Elsevier Press, NY, 1986). The 

lambda library can be directly screened with the labelled 
ESTs of interest or the library can be converted en masse to 
pBluescript (Stratagene, La Jolla, California) to facilitate 
bacterial colony screening. Both methods are well known in 

30 the art. Briefly, filters with bacterial colonies containing 

the library in pBluescript or bacterial lawns containing 
lambda plaques are denatured and the DNA is fixed to the 
filters. The filters are hybridized with the labelled probe 
using hybridization conditions described by Davis et al . The 

35 ESTs, cloned into lambda or pBluescript, can be used as 

positive controls to assess background binding and to adjust 
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the hybridization and washing stringencies necessary for 
accurate clone identification. The resulting autoradiograms 
are compared to duplicate plates of colonies or plaques; each 
exposed spot corresponds to a positive colony or plaque. The 
5 colonies or plaques are selected, expanded and the DNA is 

isolated from the colonies for further analysis and 
sequencing . 

The ESTs can additionally be used to screen Northern 
blots of mRNA obtained from various tissues or cell cultures, 

10 including the tissue of origin of the EST clone. Northern 

analysis will most often produce one to several positive 
bands. The bands can be selected for further study based on 
the predicted size of the mRNA. 

Positive cDNA clones in phage lambda are analyzed to 

.15 determine the amount of additional sequence they contain 

using PCR with one primer from the EST and the other primer 
from the vector. Clones with a larger vector- insert PCR 
product than the original EST clone are analyzed . by 
restriction digestion and DNA sequencing to determine whether 

20 they contain an insert of the same size or similar as the 

mRNA size on a Northern blot. 

Once one or more overlapping cDNA clones are identified, 
the complete sequence of the clones can be determined. The 
preferred method is to use exonuclease III digestion 

25 (McCombie, W.R, Kirkness, E., Fleming, J.T. , Kerlavage, A.R., 

Iovannisci, D.M., and Martin-Gallardo, R., Methods: 3: 33- 
40, 1991) . A series of deletion clones is generated, each of 
which is sequenced. The resulting overlapping sequences are 
assembled into a single contiguous sequence of high 

30 redundancy (usually three to five overlapping sequences at 

each nucleotide position) , resulting in a highly accurate 
f ina 1 sequence . 

A similar screening and clone selection approach can be 
applied to obtaining cosmid or lambda clones from a genomic 

3 5 DNA library that contains the complete gene from which the 

EST was derived {Kirkness, E.F., Kusiak, J.W., Menninger, J., 
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Gocayne, J.D., Ward, D.C., and Venter, J.C. Genomics 10: 985- 
995 (1991) . Although the process is much more laborious, 
these genomic clones can be sequenced in their entirety also. 
A shotgun approach is preferred to sequencing clones with 
5 inserts longer than 10 kb (genomic cosmid and lambda clones) . 

In shotgun sequencing, the clone is randomly broken into many 
small pieces, each of which is partially sequenced. The 
sequence fragments are then aligned to produce the final 
contiguous sequence with high redundancy. An intermediate 

10 approach is to sequence just the promoter region and the 

intron-exon boundaries and to estimate the size of the 
introns by restriction endonuclease digestion (ibid.). 

Using the sequence information provided herein, the 
polynucleotides of the present invention can be. derived from 

15 natural sources or synthesized, using known methods. The 

sequences falling within the scope of the present invention 
are not limited to the specific sequences described, but 
include human allelic and species variations thereof and 
portions thereof of at least 15-18 bases. (Sequences of at 

20 least 15-18 bases can be used, for example, as PCR primers or 

as DNA probes.) In addition, the invention includes the 
entire coding sequence associated with the specific 
polynucleotide, sequence of bases described in the Sequence 
Listing, as well as portions of the entire coding sequence of 

25 at least 15-18 bases and allelic and species variations 

thereof. Furthermore, to accommodate codon variability, the 
invention includes sequences coding for the same amino acid 
sequences as do the specific sequences disclosed herein. 
Finally, although the error rate in the automated sequencing 

30 used in the present invention is small, there remains some 

chance of error. Therefore, claims to particular sequences 
should not be so narrowly construed as to require inclusion 
of erroneously identified bases or to exclude corrections. 

Any specific sequence disclosed herein can be readily 

3 5 screened for errors by resequencing each EST in both 

directions (i.e., sequence both strands of cDNA) . 
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The sequences, constructs, vectors, clones, and other 
materials comprising the present invention can advantageously 
be in enriched or isolated form. As used herein, "enriched" 
means that the concentration of the material is at least 
5 about 2, 5, 10, 100, or 1000 times its natural concentration 

(for example) , advantageously 0.01%, by weight, preferably at 
least about 0.1% by weight. Enriched preparations of about 
0.5%, 1%, 5%, 10%, and 20% by weight are also contemplated. 
Further, removal of clones corresponding to ribosomal RNA and 
10 "housekeeping" genes and clones without human cDNA inserts 

results in a library that is "enriched" in the desired 
clones . 

The term "isolated" requires that the material be 
removed from its original environment (e.g., the natural. 

15 environment if it is naturally occurring) . For example, a 
naturally- occurring polynucleotide present in a living animal 
is not isolated, but the same polynucleotide, separated from 
some or all of the coexisting materials in the natural 
system, is isolated. 

20 It is also advantageous that the sequences be in 

purified form. The term "purified" does .not require absolute 
purity; rather, it is intended as a relative definition. 
Individual EST clones isolated from a cDNA library have been 
conventionally purified to electrophoretic homogeneity. The 

25 sequences obtained from these clones could not be obtained 

. directly either from the library or from total human DNA. 
The cDNA clones are not naturally occurring as such, but 
rather are obtained via manipulation of a partially purified 
naturally occurring substance (messenger RNA) . The 

30 conversion of mRNA into a cDNA library involves the creation 

of a synthetic substance (cDNA) and pure individual cDNA 
clones can be isolated from the synthetic library by clonal 
selection. Thus, creating a cDNA library from messenger RNA 
and subsequently isolating individual clones from that 

35 library results in an approximately 10 6 -fold purification of 

the native message. Purification of starting material or 
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natural material to at least one order of magnitude, 
preferably two or three orders, and more preferably four or 
five orders of magnitude is expressly contemplated. 

In a cDNA library there are many species of mRNA 
5 represented. Each cDNA clone can be interesting in its own 

right, but must be isolated from the library before further 
experimentation can be completed. In order to sequence any 
specific cDNA, it must be removed and separated (i.e. 
isolated and purified) from all the other sequences. This 

10 can be accomplished by many techniques known to those of 

skill in the art. These procedures normally involve 
identification of a bacterial colony containing the cDNA of 
interest and further amplification of that bacteria. Once a 
cDNA is separated from the mixed clone library, it can be 

15 used as a template for further procedures such as nucleotide 

sequencing. 

Although claims to large numbers of ESTs and 
corresponding sequences are presented herein, the invention 
is not limited to these particular groupings of sequences. 

20 Thus, individual sequences are considered as applicants 1 

discoveries or inventions, as are subgroupings of sequences. 
All of the functional subgroupings set forth in the tables 
define groupings for which separate claims are contemplated 
as being within the scope of this invention. Moreover, in 

25 addition to claims to individual clones, it is intended that 

the present disclosure also support claims to numerical 
subgroupings. Thus, subgroupings of 50 ESTs (and 

corresponding sequences) are contemplated (e.g., SEQ ID NOS 
1-50, 51-100, 101-150, etc.) as being within the scope of 

30 this invention, as are subgroupings of 5, 10, 25, 100, 2 00, 

and 500 ESTs and corresponding sequences. 

Ill . DNA Constructs 

The present invention also includes recombinant 
35 constructs comprising one or more of the sequences as broadly 

described above. The constructs comprise a vector, such as 
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a plasmid or viral vector, into which a sequence of the 
invention has been inserted, in a sense or antisense 
orientation. In a preferred aspect of this embodiment, the 
construct further comprises regulatory sequences, including 
5 for example, a promoter, operably linked to the sequence. 

Large numbers of suitable vectors and promoters are known to 
« those of skill in the art, and are commercially available. 

The following vectors are provided by way of example* 
Bacterial ; pBs, phagescript, 0X174, pBluescript SK, pBs KS, 

10 pNH8a, pNH16a, pNH18a, pNH46a (Stratagene) ; pTrc99A, 

pKK223-3, pKK233-3, pDR540, pRITB (Pharmacia). 
Eukarvotic : pWLneo, pSV2cat, pOG44, pXTl , pSG (Stratagene); 
pSVK3, pBPV, pMSG, pSVL (Pharmacia). 

Promoter regions can be selected from any desired gene 

15 using CAT (chloramphenicol transferase) vectors or other 

vectors with selectable markers. Two appropriate vectors are 
pKK232-8 and pCM7. Particular named bacterial promoters 
include lad, lacZ, T3, T7, gpt, lambda P R , and trc. 
Eukaryotic promoters include CMV immediate early, HSV 

20 thymidine kinase, early and late SV40, LTRs from retrovirus, 

and mouse metallothionein-I . Selection of the appropriate 
vector and promoter is well within the level of ordinary 
skill in the art. 

In a further embodiment, the present invention relates 

25 to host cells containing the above -described construct. The 

host cell can be a higher eukaryotic cell, such as a 
mammalian cell, or a lower eukaryotic cell, such as a yeast 
cell, or the host cell can be a procaryotic cell, such as a 
bacterial cell . Introduction of the construct into the host 

,30 cell can be effected by calcium phosphate transf ection, DEAE 

dextran mediated transf ection, or electroporation (Davis, L. , 
Dibner, M., Battey, I., Basic Methods in Molecular Biology, 
(1986)). 

v The constructs in host cells can be used in a 

35 conventional manner to produce the gene product coded by the 

recombinant sequence. Alternatively, the encoded polypeptide 
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can be synthetically produced by conventional peptide 
synthesizers. 

Certain ESTs have already been preliminarily categorized 
by analogy to related sequences in other organisms (see Table 
5 2) . Table 10 of Example 10 categorizes particular ESTs 

broadly as metabolic, regulatory, and structural sequences 
where known. Constructs comprising genes or coding sequences 
corresponding to each of these categories are, therefore, 
specifically and individually contemplated. 

10 Table 11 more particularly separates 127 new ESTs into 

13 categories using a different criteria. These are genes 
related to cell surface; developmental control; energy 
metabolism; kinase and phosphatase; oncogenes; other 
metabolism-related polypeptides; peptidases and peptidase 

15 inhibitors; receptors; structural and cytoskeletal ; signal 

transduction; transporters; transcription, translation, and 
subcellular localization; and transcription factors; Table 
11 further identifies the EST by the particular gene product 
for which it apparently codes. Each of these categories 

20 individually comprises a preferred category of EST, and 

preferred constructs and resulting polypeptide can be 
prepared from those ESTs or the corresponding complete gene 
sequence . 

25 I V . ESTs and Corresponding Sequences as Reagents 

Each of the cDNA sequences identified herein (and the 
corresponding complete gene sequences) can be used in 
numerous ways as polynucleotide reagents. The sequences can 
be used as diagnostic probes for the presence of a specific 

30 mRNA in a particular cell type. In addition, these sequences 

can be used as diagnostic probes suitable for use in genetic 
linkage analysis (polymorphisms) . Further, the sequences can 
be used as probes for locating gene regions associated with 
genetic disease, as explained in more detail below. 

3 5 The EST and complete gene sequences of the present 

invention are also valuable for chromosome identification. 
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Each sequence is specifically targeted to and can hybridize 
with a particular location on an individual human chromosome. 
Moreover, there is a current need for identifying particular 
sites on the chromosome. Few chromosome marking reagents 
5 based on actual sequence data (repeat polymorphisms) are 

presently available for marking chromosomal location. The 
present invention constitutes a major expansion of available 
chromosome markers . One hundred ESTS have already been 
mapped to chromosomes . Using the techniques described in 

10 Example 5 or 6, the remaining ESTs and the corresponding 

complete sequences can similarly be mapped to chromosomes. 
The mapping of ESTs and cDNAs to chromosomes according to the 
present invention is an important first step in correlating 
those sequences with genes associated with disease. 

15 Briefly, sequences can be mapped to chromosomes by 

preparing PCR primers (preferably 15-25 bp) from the ESTs. 
Computer analysis of the ESTs is used to rapidly select 
primers that do not span more than one exon in the genomic 
DNA, thus complicating the amplification process. These 

20 primers are then used for PCR screening of somatic cell 

hybrids containing individual human chromosomes * Only those* 
hybrids containing the human gene corresponding to the EST 
will yield an amplified fragment. 

PCR mapping of somatic cell hybrids is a rapid procedure 

25 for assigning a particular EST to a particular chromosome. 

Three or more clones can be assigned per day using a single 
thermal cycler. Using the present invention with the same 
oligonucleotide primers, sublocalization can be achieved with 
panels of fragments from specific chromosomes or pools of 

3 0 large genomic clones in an analogous manner. Other mapping 

strategies that can similarly be used to map an EST to its 
chromosome include in situ hybridization, prescreening with 
labeled flow-sorted chromosomes and preselection by 
hybridization to construct chromosome specific cDNA 

35 libraries. Results of mapping ESTs to chromosomal segments 

are listed in Tables 3 and 4. 
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Fluorescence in situ hybridization (FISH) of a cDNA 
clone to a metaphase chromosomal spread can be used to 
provide a precise chromosomal location in one step. This 
technique can be used with cDNA as short as 500 or 600 bases; 
5 however, clones larger than 2,000 bp have a higher likelihood 

of binding to a unique chromosomal location with sufficient 
signal intensity for simple detection. FISH requires use of 
the clone from which the EST was derived, and the longer the 
better. 2,000 bp is good, 4,000 is better, and more than 

10 4,000 is probably not necessary to get good results a 

reasonable percentage of the time. For a review of this 
technique, see Verma et al . , Human Chromosomes: a Manual of 
Basic Techniques. Pergamon Press, New York (1988) . 

Reagents for chromosome mapping can be used individually 

15 (to mark a single chromosome or a single site on that 

chromosome) or as panels of reagents (for marking multiple 
sites and/or multiple chromosomes) . Reagents corresponding 
to noncoding regions of the genes actually are preferred. for 
mapping purposes. Coding sequences are more likely to be 

20 conserved within gene families, thus increasing the chance of 

cross hybridizations during chromosomal mapping (see Tables 
8 and 9) . 

Once a sequence has been mapped to a precise chromosomal 
location, the physical position of the sequence on the 

25 chromosome can be correlated with genetic map data. (Such 

data are found, for example, in V. McKusick, Mendelian 
Inheritance in Man (available on line through Johns Hopkins 
University Welch Medical Library) . ) The relationship between 
genes and diseases that have been mapped to the same 

3 0 chromosomal region are then identified through linkage 

analysis (coinheritance of physically adjacent genes) . 

Next, it is necessary to determine the differences in 
the cDNA or genomic sequence between affected and unaffected 
individuals. If a mutation is observed in some or all of the 

35 affected individuals but not in any normal individuals, then 



WO 93/16178 



PCIYUS93/01294 



-25- 

the mutation is likely to be the causative agent of the 
disease . 

With current resolution of physical mapping and genetic 
mapping techniques, a cDNA precisely localized to a 
5 chromosomal region associated with the disease could be one 

of between 50 and 500 potential causative genes. (This 
assumes 1 megabase mapping resolution and one gene per 20 
kb. ) 

Comparison of affected and unaffected individuals 

10 generally involves first looking for structural alterations 
in the chromosomes, such as deletions or translocations that 
are visible from chromosome spreads or detectable using PGR 
based on that cDNA sequence. Ultimately, complete sequencing 
of genes from several individuals is required to confirm the 

15 presence of a mutation and to distinguish mutations from 

polymorphisms . 

In addition to the foregoing, the sequences of the 
invention, as broadly described, can be used to control gene 
expression through triple helix formation or antisense DNA or 

20 RNA, both of which methods are based on binding of a 

.polynucleotide sequence to DNA or RNA. Polynucleotides 
suitable for use in these methods are usually 20 to 4 0 bases 
in length and are designed to be complementary to a region of 
the gene involved in transcription {triple helix - see Lee et 

25 al, Nucl. Acids Res. 6: 3073 (1979); Cooney et al, Science 

241: 456 (1988); and Dervan et al, Science 251; 1360 (1991)) 
or to the mRNA itself (antisense - Okano, J* Neurochem. 56: 
560 (1991) ; Oligodeoxynucleotides as Antisense Inhibitors of 
Gene Expression, CRC Press, Boca Raton, FL (1988)). Triple 

30 helix formation optimally results in a shut-off of RNA 

transcription from DNA, while antisense RNA hybridization 
blocks translation of an mRNA molecule into polypeptide. 
Both techniques have been demonstrated to be efficient in 
model systems. Information contained in the sequences of the 

35 present invention is necessary for the design of an antisense 

or triple helix oligonucleotide. 
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The present invention is also useful tool in gene 
therapy, which requires isolation of the disease-associated 
gene in question as a prerequisite to the insertion of a 
normal gene into an organism to correct a genetic defect. B 
5 high specificity of the cDNA probes according to this 

invention have promise of targeting such gene locations in a 
highly accurate manner. 

The sequences of the present invention, as broadly 
defined, are also useful for identification of individuals 

10 from minute biological samples. The United States military, 

for example, is considering the use of restriction fragment 
length polymorphism (RFLP) for identification of its 
personnel. In this technique, an individuals genomic DNA is 
digested with one or more restriction enzymes, and probed on 

15 a Southern blot to yield unique bands for identifying 

personnel . This method does not suffer from the current 
limitations of "Dog Tags" which can be lost, switched, or 
stolen, making positive identification difficult. The 
sequences of the present invention are useful as additional 

20 DNA markers for RFLP. 

However, RFLP is a pattern based technique, which does 
not directly focus on the actual DNA sequence of the 
individual . The sequences of the present invention can be 
used to provide an alternative technique that determines the 

25 actual base-by-base DNA sequence of selected portions of an 

individual's genome. These sequences can be used to prepare 
PCR primers for amplifying and isolating such selected DNA. 
One can, for example, take an EST of the invention and 
prepare two PCR primers from the 5 1 and 3* ends of the EST. 

30 These are used to amplify an individual's DNA, corresponding 

to the EST. The amplified DNA is sequenced. 

Panels of corresponding DNA sequences from individuals, 
made this way, can provide unique individual identifications, 
as each individual will have a unique set of such DNA 

35 sequences, due to allelic differences. The sequences of the 

present invention can be used to particular advantage to 
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obtain such identification sequences from individuals and 
from tissue, as explained in Examples 12-14. 

The EST sequences from Examples 1 and 2 and the complete 
sequences from Example 13 uniquely represent portions of the 
5 human genome. Allelic variation occurs to some degree in the 

coding regions of these sequences, and to a greater degree in 
the noncoding regions. It is estimated that allelic 
variation between individual humans occurs with a frequency 
of about once per each 500 bases. Each of the ESTs or 

10 complete coding sequences comprising a part of the present 

invention can, to some degree, be used as a standard against 
which DNA from an individual can be compared for 
identification purposes. Because greater numbers of 
polymorphisms occur in the noncoding regions, fewer sequences 

15 are necessary to differentiate individuals. The noncoding 

sequences of Table 9 for example, could comfortably provide 
positive individual identification with a panel of perhaps 
100 to 1,000 primers which each yield a noncoding amplified 
sequence of 100 bp. If predicted coding sequences, such as 

20 those from Table 6, are used, a more appropriate number of 

primers for positive individual identification would be 500- 
2,000. 

If a panel of reagents from ESTs complete sequences 
of this invention is used to generate a unique ID database 

25 for an individual, those same reagents can later be used to 

identify tissue from that individual. Positive 
identification of that individual, living or dead can be made 
from extremely small tissue samples. 

Another use for DNA-based identification techniques is 

30 in forensic biology. PCR technology can be used to amplify 

DNA sequences taken from very small biological samples such 
as tissues, e.g., hair or skin, or body fluids, e.g., blood, 
saliva, semen, etc. In one prior art technique, gene 
sequences are amplified at specific loci known to contain a 

35 large number of allelic variations, for example the DQor class 

II HLA gene (Erlich, H., PCR Technology, Freeman and Co. 
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(1992) ) . Once this specific area of the genome is amplified, 
it is digested with one or more restriction enzymes to yield 
an identifying set of bands on a Southern blot probed with 
DNA corresponding to the DQa class II HLA gene. 
5 The sequences of the present invention can be used to 

provide polynucleotide reagents specifically targeted to 
additional loci in the human genome, and can enhance the 
reliability of DNA-based forensic identifications. Those 
sequences targeted to noncoding regions {see, e.g., Tables 8 

10 and 9) are particularly appropriate. As mentioned above, 

actual base sequence information can be used for 
identification as an accurate alternative to patterns formed 
by restriction enzyme generated fragments. Reagents for 
obtaining such sequence information are within the scope of 

15 the present invention.. Such reagents can comprise complete 

ESTs or corresponding coding regions, or fragments of either 
of at least 15 bp, preferably at least 18 bp. 

There is also a need for reagents capable of identifying 
the source of a particular tissue. Such need arises, for 

20 example, in forensics when presented with tissue of unknown 

origin. Appropriate reagents can comprise, for example, DNA 
probes or primers specific to particular tissue prepared from 
the ESTs or complete sequences of the present invention. 
Panels of such reagents can identify tissue by species and/or 

25 by organ type. In a similar fashion, these reagents can be 

used to screen tissue culture for contamination. 

V. Production of Polypeptide Corresponding to ESTs 

As previously explained, each EST corresponds not only 
30 to a coding region, but also to a polypeptide. Once the 

coding sequence is known, or the gene is cloned which encodes 
the polypeptide, conventional techniques in molecular biology 
can be used to obtain the polypeptide. 

At the simplest level, the amino acid sequence encoded 
3 5 by the polynucleotide sequence can be synthesized using 

commercially available peptide synthesizers. This is 
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particularly useful in producing small peptides and fragments 
of larger polypeptides. (Fragments are useful, for example, 
in generating antibodies against the native polypeptide.) 

Alternatively, the DNA encoding the desired polypeptide 

5 can be inserted into a host organism and expressed. The 

organism can be a bacterium, yeast, cell line, or 
multicellular plant or animal. The literature is replete 
with examples of suitable host organisms and expression 
techniques. For example, naked polynucleotide (DNA or mRNA) 

0 can be injected directly into muscle tissue of mammals, where 

it is expressed. This methodology can be used to deliver the 
polypeptide to the animal, or to generate an immune response 
against a foreign polypeptide. Wolff, et al., Science 
247:1465 (1990); Feigner, et al . , Nature 349:351 (1991). 

5 Alternatively, the coding sequence, together with appropriate 

regulatory regions (i.e., a construct), can be inserted into 
a vector, which is then used to transfect a cell. The cell 
(which may or may not be part of a larger organism) then 
expresses the polypeptide. (See Example 25.) 

0 Antibodies generated against the polypeptide 

corresponding to a sequence of the present invention can be 
obtained by direct injection of the naked polypeptide into an 
animal (as above) or by administering the polypeptide to an 
animal, preferably a nonhuman. The antibody so obtained will 

5 then bind the polypeptide itself. In this manner, even- a 

sequence encoding only a fragment of the polypeptide can be 
used to generate antibodies binding the whole native 
polypeptide. Such antibodies can then be used to isolate the 
polypeptide from tissue expressing that polypeptide. 

0 Moreover, a panel of such antibodies, specific to a large 

number of polypeptides, can be used to identify and 
differentiate such tissue. 

VI. Examples 

5 Certain aspects of the present invention are described 

in greater detail in the non- limiting- Examples that follow. 
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EXAMPLE 1 

cDNA Sequences Determined by Random 
Clone Selection; First set 

5 

METHODOLOGY : 

With reference to the data presented in Table 1, lambda 
ZAP libraries were converted en masse to pBluescript 
plasmids, transfected into E. coli XLl-Blue cells, and plated 

10 on X-gal/IPTG/ampicillin plates. A total of 1058 clones were 

picked at random from three human brain cDNA libraries: 
fetal brain, two-year-old hippocampus, and two-year-old 
temporal cortex (Stratagene catalog #936206, 936205, 935, 
respectively. Stratagene, 11099 N. Torrey Pines Rd. , La 

15 Jolla, CA 92037) . An analysis of these clones is summarized 

in Table I (see below) In addition, clones selected from the 
hippocampus library were also analyzed after subtractive 
hybridization with the fibroblast library. These results are 
listed in the "Hippocampus Subtracted" column of Table 1. 

20 Templates for DNA sequencing were PCR products or plasmids 

prepared by the alkaline lysis method. About half of the 
templates prepared by PCR failed to yield an amplified 
fragment suitable for sequencing. This was primarily due to 
use of PCR conditions that minimized the need for further 

25 .purification of the product but also selected against 
amplification of long inserts (5 /xl fresh or frozen overnight 
culture of E. coli carrying the pBluescript plasmid, 7.5 /xM 
each dNTP, and 0.1 /xM each primer for 3 5 cycles: 94 °C, 
40 sec; 55°C, 40 sec; 72°C, 90 sec). A further percentage of 

30 the PCR-generated templates failed to sequence, largely due 

to primer-dimer or other amplification artifacts. Qiagen™ 
columns improved the percentage of plasmid templates, 
increasing the yields of usable sequence from about 60% with 
a standard alkaline lysis protocol to over 90%. Overall, 117 

35 PCR-generated templates and 497 plasmid templates resulted in 

usable sequence. Dideoxy chain termination sequencing 
reactions were performed with fluorescent dye-labeled M13 
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universal or reverse primers. After a cycle sequencing 
protocol, carried out in a Perkin-Elmer thermal cycler, 
sequencing reactions were run on an Applied Biosystems, Inc, 
(Foster City, CA) 373A automated DNA sequencer. (Cycle 
5 sequencing was performed in a Perkin Elmer Thermal Cycler for 

15 cycles of 95°C, 30 sec; 60°C, 1 sec; 70°C / 60 sec and 
15 cycles of 95°C, 30 sec; 70°C, 60 sec with the Applied 
Biosystems, Inc. Taq Dye Primer Cycle Sequencing Core Kit 
protocol) . Some sequencing reactions were performed on an 
10 ABI robotic workstation (Cathcart, Nature 347: 310 (1990) 

hereby incorporated by reference) . 



RESULTS ; 

Singe -run DNA sequence data were obtained from 609 
15 randomly chosen cDNA clones. The number of clones sequenced 

- ' "from each library is summarized in Table 1. Double -stranded 
cDNA clones in the pBluescript vector were sequenced by a 
cycle sequencing protocol with dye -labeled primers and 
Applied Biosystems, Inc. 373A DNA Sequences. The average 
20 length of usable sequence was 397 bases with a standard 

deviation of 99 bases. 

Subtractive hybridization has been used successfully to 
reduce the population of highly represented sequences in a 
cDNA library by selectively removing sequences shared by 
25 another library. (Schmid and Girou, Neurochem. 48: 307 

(1987); Fargnoli et al, Anal. Biochem. 187: 364 (1990) 
Duguid and Dinauer, Nucl. Acids. Res. 18: 2789 (1990) 
Schweinfest, et al, Genet. Anal. Techn. Appl. 7: 64 (1990) 
Travis and Sutcliffe, Proc. Natl. Acad. Sci. USA 85: 1696 
30 (1988); Kato, Eur. J. Neurosci. 2: 704 (1990)). Subtractive 

hybridization was therefore tested as a way of enhancing the 
number of brain-specific clones in the hippocampus library by 
hybridizing the hippocampus library with a WI38 human lung 
fibroblast cell line cDNA library and removing the common 
35 sequences (Schweinfest et al, Genet. Anal. Techn. A£pl. 7: 64 

(1990); Sive and St. John, Nucl. Acids Res. 16: 10937 
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(1988)). Clones from this subtraction are listed in the 
column "Hippocampus Subtracted" in Table 1. 

The EST sequences from this Example 1 are identified as 
SEQ ID NOs 1-315. 
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EXAMPLE 2 

Sequencing of Additional ESTs: Second set 

Over 2600 additional cDNA clones have been isolated, 
partially sequenced and screened. The clones were isolated 
from four human brain cDNA libraries . The new sequences thus 
discovered, together with the 315 brain ESTs from Example 1, 
correspond to over 2400 new human genes. These data 
represent an approximate doubling of the number of human 
genes identified by DNA sequencing. 

Specifically, four cDNA libraries were used as sources 
of clones for sequencing. Human hippocampus and fetal brain 
libraries, plasmid template preparation, sequencing 
reactions, and automated sequencing were performed as 
described (Adams, M.D., Kelley, J.M., Gocayne, J.D., Dubnick, 
M., Polymeropoulos, M.H., Xiao, H., Merril, C.R., Wu, A., 
Olde, B., Moreno, R.F., Ker lavage, A.R., McCombie, W.R., & 
Venter, J.C. Science, 252: 1651-56 (1991)). A pooled probe 
consisting of inserts from 10 different EST clones with 
sequences that matched either mitochondrial genes or the 18S 
or 28S ribosomal RNAs was used to prescreen a gridded filter 
array of the hippocampus library; nonhybridizing clones are 
referred to as the !l prescreened library" . Another fetal 
brain library was constructed by and was a gift from Bento 
Soares (Columbia University) . A directionally-cloned library 
was prepared using the method of Rubenstein, et al. 
(Rubenstein, J., Elizabeth, A., Brice, A., Ciaranello, R., 
Denney, D., Porteus, M. & Usdin, T. Nucl. Acids Res, 18: 
4833-4842) using human adult brain mRNA purchased from 
Clontech (Palo Alto, CA; Catalogue # 6516-1) . Of 482 clones 
analyzed by restriction enzyme digestion, 33% contained 
inserts at least 1500 base pairs in length. Stratagene 
hippocampus and fetal brain library totals include data from 
Adams et al Science 252: 1651. 

Sequences of nuclear -encoded cDNAs that did not include 
interspersed repeats (Schmid, C. W. & Jelinek, W. R. Science 
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216: 1065-1070 (1982); Paulson, K. E., Deka, N. , Schmid, C. 
W., Misra, R., Schlinder, C. W., Rush, M. G., Kadyk, L., & 
Leinwand, L . Nature 316: 359-361 (1985); Fanning, T. G. & 
Singer, M. F. Biochem. Biophys . Acta 910: 203-212 (1987)) 
were searched against all of GenBank and, in 6- frame 
translation, against a comprehensive, non-redundant peptide 
database using the network BLAST (Altschul, S. F., Gish, W., 
Miller, W., Myers, E.W., & Lipman, D. J. Mol* Biol* 215: 
403-410 (1990)) server at the National Center for 
Biotechnology Information. BLAST output was parsed, and an 
interactive alignment editor was used to select which 
matches, if any, from each search to record in a relational 
EST database, which was developed to track sequencing, 
identification, tissue localization, physical mapping, and 
the public distribution of the clones, mapping and sequence 
data. For significant similarities, a putative gene name and 
Protein Identification Resource (PIR) gene • family 
identification (Barker, W. , George, D., Hunt, L. , & 
Garavelli, J . Nucl. Acids Res. 19 (Suppl) : 2231-2236 (1991)) 
for the EST were assigned. ESTs without significant matches 
using BLAST were searched in translation against PIR using 
FASTA. Ten additional marginal matches were found. A total 
of 2300 new EST sequences comprising 765,505 nucleotides from 
the current data set have been submitted to GenBank and 
assigned accession numbers M77851-M79278 and M85308-M86179 . 
All ESTs except those multiply representing actin, tubulin, 
and myelin basic protein clones were submitted. ATCC 
accession numbers of cDNA clones from which ESTs were derived 
are 77501-78999 and 81000-81756. The Genome Data Base 
expressed D-segment numbers for these clones are D0S1E - 
D0S2422E. The ESTs from this Example are identified herein 
as SEQ ID NOs 316-2407. 
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EXAMPLE 3 
EST Characterization: First Set 

ESTs including SEQ ID NOs 1-315 were analyzed as 
follows. Initially, the EST sequences were examined for 
similarities in the GenBank nucleic acid database (GenBank 
Release 65.0), Protein Information Resource Release 26.0 
(PIR) , and ProSite (MacPattern from the EMBL data library, 
Fuchs R. Cornput. Appl. Biosci. 7: 105 (1990) Release 5.0 were 
used) . BLAST was used to search Genbank and the PIR (both 
maintained by the National Center for Biotechnology 
Information) ESTs without exact GenBank matches were 
translated in all six reading frames and each translation was 
compared with the protein sequence database PIR and the 
ProSite protein motif database. Comparisons with the ProSite 
motif database were done by means of the program MacPattern 
from the EMBL Data Library. . GenBank and PIR searches were 
conducted with the "basic local alignment search tool" 
programs for nucleotide (BLASTN) and peptide (BLASTX) 
comparisons (Altschul et al f J. Mol. Biol. 215: 403 (1990)). 
PIR searches were run on the National Center for 
Biotechnology Information BLAST network service. The BLAST 
programs contain a very rapid database -searching algorithm 
that searches for local areas of similarity between two 
sequences and then extends the alignments on the basis of 
defined match and mismatch criteria. The algorithm does not 
consider the potential gaps to improve the alignment, thus 
sacrificing some sensitivity for a 6-80 fold increase in 
speed over other database- searching programs such as FASTA 
(Peqarson and Lipman, Proc . Natl. Acad. Sci. USA, 85: 2444 
(1988)). 

Sequence similarities identified by the BLAST programs 
were considered statistically significant with a Poisson P- 
value than 0.01. The Poisson P- value less than the 
probability of as high a score occurring by chance given the 
number of residues in the query sequence and the database. 
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After the BLASTN search, 3 0 unmatched ESTs were compared 
against GenBank by FASTA to determine if significant matches 
were missed due to the use of BLASTN for the database search. 
No additional statistically significant matches were found. 
5 Statistical significance does not necessarily mean functional 

similarity; some of the reported matches may indicate the 
presence of a conserved domain or motif or simply a common 
protein structure pattern. Those ESTs identified as fully 
corresponding to known human genes or proteins are not 

10 included in this disclosure. Statistically significant 

matches are reported in Table 2, together with the length and 
percent identity or similarity of each alignment . 

On the basis of database searches, 609 EST sequences 
were classified into eight groups as shown in Table 1 (see 

15 Example 1 above) . Four groups, with 197 or 32% of the 

sequences, consist of matches to human sequences: repetitive 
elements, mitochondrial genes f ribosomal ENA. genes , and other 
nuclear genes. Forty-eight (8%) of the sequences matched 
non-human entries in GenBank or PIR while 230 (38%) had no 

20 significant matches. The remaining 134 (22%) sequences 

contained no insert or consisted entirely of polyA between 
the EcoRI cloning sites. 

Thirty- six ESTs matched previously sequenced human 
nuclear genes with more than 97% identity. Four of these 

25 ESTs are from genes encoding enzymes involved in maintaining 

metabolic energy, including ADP/ATP translocase, aldolase C, 
hexokinase, and phosphoglycerate kinase. Human homologs of 
genes for the bovine mitochondrial ATP synthase F 0 S-subunit 
and porcine aconitase were also found (Table 2) . Brain- 

3 0 specific cDNAs included synaptophysin, glial fibrillary 

acidic protein (GFAP) , and neurofilament light chain. At 
least six ESTs are from genes encoding proteins involved in 
signal transduction: 2 1 , 3 1 -cyclic nucleotide 3 1 - 

phosphodiesterase (2 ESTs) , calmodulin, c-erbA-a-2, G s a, and 

35" Na + /K + ATPase a-subunit. Other ESTs were matches to genes 

for ubiquitous structural proteins -- actins, tubulins, and 



WO 93/16178 



PCI7US93/01294 



-38- 

fodrin (non-erythroid spectrin) . ESTs also document the 
presence in the hippocampus cDNA library of the ret proto- 
oncogene, the ras- related gene rhoB, and one of the 
chromosome 22 breakpoint cluster region transcripts. Eight 
ESTs are from genes known to be associated with genetic 
disorders (Online Mendelian Inheritance in Man ) . More than 
half of the human -matched ESTs from Example 1 have been 
mapped to chromosomes, indicating the bias of GenBank entries 
toward well -studied genes and proteins. 

ESTs without significant GenBank matches were also 
compared to the ProSite database of recognized protein 
motifs . Not counting post -translational -modification 

signatures, fifty-four sequences contained motifs from the 
database. Some patterns, particularly the "leucine zipper 11 , 
are found in scores or hundreds of proteins that do not share 
the functional property implied by the presence of the motif. 

Similarities to sequences from other organisms were also 
detected in the BLAST searches of GenBank and PIR (Table 2) . 
Several ESTs displayed similarity to "housekeeping" genes, 
including the ribosomal proteins S10 and L30 (rat) and. the 
above glycolytic enzymes. EST00257 (SEQ ID NO: 77) shows 
strong nucleotide sequence similarity to the squid (67%) and 
Drosophila (70.4%) kinesin heavy chain. Kinesin was first 
described as a microtubule -associated motor protein involved 
in organelle transport in the squid giant axon (Vale et al, 
Cell 42: 39 (1985)). Six oncogene -related sequences were 
also among the cDNA clones sequenced. EST00299 (SEQ ID 
NO: 180) and EST00283 (SEQ ID NO: 271) show similarity to 
several ras-related genes and EST00248 (SEQ ID NO : 102 ) 
matched the 3 ' untranslated region of the bovine substrate of 
botulinum toxin ADP-ribosyltransf erase . Similarities with an 
S. cerevisiae RNA polymerase subunit and Torpedo electromotor 
neuron- associated protein were also observed. Two ESTs may 
represent new members of known human gene families: EST00270 
matched the three S- tubulin genes with 88-91% identity and 
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EST00271 (SEQ ID NO:248) matched a-actinin with 85% identity 
at the nucleotide level . 

Among the most interesting of the primary sequence 
relationships was the similarity of ESTs to the Drosophila 
5 genes Notch and Enhancer of split. Nucleotide and peptide 

alignments of EST00256 (SEQ ID NO: 188) and EST00259 (SEQ ID 
NO: 227) with the Drosophila genes have been demonstrated. 
Both genes are part of a signal cascade encoded by the 
"neurogenic" genes that are involved in the differentiation 

10 of neuronal and epidermal cell lineages in the neuroectoderm 

of the developing Drosophila embryo (Campos -Ortega, Trends in 
Neuro. Sci. 11: 400 (1988)). It has been proposed that the 
Enhancer of split protein interacts with a membrane protein 
that is the product of the Notch gene to convert a 

15 developmental signal into an altered pattern of gene 

expression (id. J. Mol. Biol. 215; 403 (1990)). EST00256 
(SEQ ID NO:188) matches near the 5' end of the Enhancer of 
split coding sequence, away from the mammalian G protein £ 
subunit- and yeast cdc4-like elements (Hartley et al, Cell 

20 55: 785 (1988); Klambt et al . EMBO J. 8: 203 (1989)). Part 

of the EST00259 (SEQ ID NO: 227) match to Notch in the 
cdcl0/SW16 region that is similar to three cell-cycle control 
genes in yeast and is tightly conserved in the Xenopus Notch 
homolog, Xotch. In Drosophila, Enhancer of split is 

25 absolutely required for formation of epidermal tissue. Notch 

contains several epidermal growth factor- like repeats and 
appears to play a general role in cell -cell communication 
during development (Banerjee and Zipursky, Neuron 4:177 
(1990) ) . 

'30 Seven genes were represented by more than one EST . 

Comparisons of all the ESTs against one another revealed two 
overlaps of unknown ESTs: EST00233 (SEQ ID NO: 32) and 
EST00234 (SEQ ID NO: 8) match in opposite orientations and 
EST00235 (SEQ ID NO:204) and EST00236 (SEQ ID NO:148) match 
35 in the same orientation beginning at the same nucleotide. 

Five human genes were represented by more than one EST: £- 
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actin (3) , X-actin (2) , a-tubulin (2) , a-2-macroglobulin (2) , 
and 2 1 3 1 -cyclic-nucleotide-3 ' -phosphodiesterase (2). Those 
few instances where two or more ESTs represent different 
portions of a single cDNA can be readily ascertained when the 
5 sequence of the full cDNA insert is determined in accordance 

with Example 13 . 

Example 4 

EST Sequences Characterization; Second Set 

The ESTs of Example 2, including SEQ ID NOs 316-2407, 

10 were screened against known sequences listed in GenBank and 

other databases, as in Example 3. The results are reported 
in Table 2, The quality of the match is given as percent 
identity and length in base pairs for nucleotide matches and 
amino acid residues for peptide matches. In many cases ESTs 

15 match multiple domains on several related proteins; for 

example, EST00825 matches two transmembrane domains on both 
GABA and Norepinephrine transporters. Nucleotide databases 
are: GenBank (GB) , and EMBL (E) ; peptide databases are: 
GenPept (GPU) , Swiss-Prot (SP) , and PIR. 

20 The. great majority (83%) of the partial cDNA sequences 

reported in Example 2 are unrelated to any sequences 
previously described in the literature. Based on database 
matches to known genes from humans as well as from such 
evolutionarily distant organisms as E. coli, yeast, C 

25 elegans, Drosophila, barley, Arabidopsis, rice, and green 

algae, we have preliminarily identified the functional type 
of a number of the ESTs (Table 2). These include a novel 
gene similar to Notch/Tan-1 (Adams et al . , supra ) , a new 
neurotransmitter transporter gene, and a new member of the 

30 multi-drug resistance gene family. Several genes involved in 

development or cell differentiation in Drosophila are 
represented by similar human ESTs, including seven in 
absentia (Carthew, R. & Rubin, G. Cell 63: 561-577 (1990)), 
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big-brain (bib) (Rao, Y,, Jan, L. , & Jan, Y. Nature 345: 
163-167 (1990)), the discs tumor suppressor (Woods, D. & 
Bryant, P. Cell 66: 1-20 (1991)), and the homeotic gene 
orthodenticle (Finkelstein, R., Smouse, D. Capaci, T., 
Spradling, A, & Perrimon, N. Genes. Dev. 4: 1516-1527 
(1990)). New members of gene families previously known in 
humans include a Ca +2 - transporting ATPase, an ADP 
ribosylation factor, and a new neural-cell adhesion molecule 
gene. 

The 1971 ESTs without a putative identification were 
analyzed using the coding-region prediction program CRM via 
the GRAIL server (Uberbacher, E. & Mural, R. Proc. Natl. 
Acad. Sci. USA 88: 11261-5 (1991)). Fifteen percent of the 
unknown ESTs scored an excellent probability of containing 
protein-coding sequence. Fifty percent of the ESTs to known 
human genes contain protein- coding sequences, therefore, at 
most half of the unknown ESTs are likely to contain coding 
sequences. We have found no evidence that genomic DNA or 
cDNA to unspliced precursor RNA is a major contaminant of 
either the hippocampus or fetal brain library. 
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SEQ ID EST# Putative fdentification 



Table 2: ESTs Idenrff ied by Database Hatches 
Accession DB Len %ID 



208 EST00250 60K filarial antigen 
2320 EST01784 60K filarial antigen 
969 EST01982 ADP-ribosylation factor 1 
1B34 EST01620 AMP deaminase, brain 
97 EST00289 Aconitase 
251 EST00370 Actin, other 
248 EST00271 Actmin, alpha 
891 ESTO 1891 Actinin, alpha 
1500 EST02538 Actinin, alpha 
132 ESTOOltO Agrrn 
1852 EST01625 Agrin 
1094 EST02113 Ala 
691 EST00675 Alcohol dehydrogenase 
2408 EST00244 Amyloid A4 
1965 ESTO 1664 Amyloid A4 
2068 EST01694 Amyloid A4 
2092 EST 01 700 Anion exchanger homolog AE3 
1880 EST01634 Axonal glycoprotein TAG-1 



A28209 
A28209 
B33283 
A37056 
A35544 
S10021 
HUMACTAR 
HUMACTAR 



PiR 108 56.9 
PIR 88 50.6 
PIR 84 41.2 
PIR 57 100.0 
PIR 105 90.6 
PIR 44 51.1 
GB 271 85.3 
GB 315 81.6 



HUMACTAR GB 271 75,0 
RATAGR GB 269 82.2 
RAT AG R GB 103 84.6 
HUMALA GB 92 82.B 

RICGOS2GJ GPU 38 59.0 
HUMAFPA4 ■ GB 135 91.9 
A29030 PIR 52 54.7 
QRHUA4 PfR 83 69.0 

A33638 PIR 95 97.9 
A34695 PIR 69 87.1 



1492 EST02530 B cell-specific Mo-MLV integration site 1 (bmi-1) MUSBMI1 A GB 111 B7.5 
1277 EST02306 Bib protein S09699 PIR 57 53.4 

13 EST00255 Cadhertns CADIM$HUMAN SP 41 45.2 



GB 234 91.5 
PIR 21 86.4 
GB 363 69,0 
PIR 33 41.2 
PIR 125 88.9 



1348 EST 02378 cAMP-dependent protein kinase inhibitor MUSPKI 
1931 EST01O41 cAMP-regulated phosphoprotein B35308 
1413 EST02447 cAMP-specific phosphodiesterase HUMPDEAA 
396 EST01443 COPdiaeylglycerol-serine O-phosphatidyltransf erase JH0368 
1956 EST01663 Ca2 + -transporting ATPase 2 B28065 
1126 EST02146 Calbindin D28 RATCAIBD28 GB 81 87.8 

1039 EST02055 Calcium channel S05054 PIR 33 67.6 

1910 EST01645 Calmodulin RATRCM1 GB 120 90,1 

485 EST01466 Calmodulin-dependent protein kinase, type H, beta A26464 PIR 93 98.9 
913 EST01913 Clathrin coat assembly protein AP50 homolog YSCYAP54J GPU 62 63.5 



2004 EST01676 Cofitin 

2400 EST01B24 Cysteine-rich intestinal protein 
1588 EST02633 02223 repetitive DMA 
2192 EST01257 Diacylglycerol kinase, lymphyocytc 
1441 EST02477 Diamine acetyltransferase 

650 EST00642 Dilute (myosin heavy chain) 
2302 EST01779 Discs-large tumor suppressor 

IBS EST00256 Enhancer of split 
2289 EST01325 Fatty acid synthase 

310 EST00377 Fo ATPase beta subunit, mitochondrial 
1332 EST02362 GA binding protein, beta subunit 
1667 ESTOOB25 Gamma-aminobutyric acid transporter 
2217 EST01738 Gelation factor ABP-280 
1412 EST02446 Glutamate-aspartate carrier protein 
1020 EST02034 Glutaminase 

1885 EST01639 Histocompatibility antigen modifier 1 
1495 EST02533 Hypothetical 43.5K protein 
2326 EST0179I Inositol -1,4. 5-trisphosphate 3-kinase 
SEQ ID ESTtf Putative Identification 



PIGCOFIL GB 132 89.5 
GYRTI PIR 56 66.7 

HUMREP GB 160 76.4 
S09156 PIR 44 42.2 
ATDA$HUMAN SP 74 45.3 
MUSDIIUTEJ GPU 27 100.0 
DRODLGA1 GPU 53 63.0 
A30047 PIR 86 58.6 
RAT FAS GB 98 79.8 

BOVMTASB GB 293 85.4 
MUSGAC 1 GPU 86 90.8 
A35918 PIR 26 59.3 
A37098 PIR 74 80.0 
JV0092 PIR 57 37.9 
GLS$RAT SP 34 74.3 
A37779 PIR 63 75.0 
JU0319 PIR 43 52.3 
JN0129 PIR 65 68.2 
Accession DB Len %ID 
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724 EST01529 Int erf er on-induced 54 K protein 
1035 EST02051 J1 protein 
1229 EST0225B KUP protern 
993 ESTO2007 Kinase 5 protein 

77 EST00257 Kmestn 

78 EST00258 Kinesin 

2245 EST01748 Kinesm 

2282 EST01764 Lamin B receptor 

2173 EST01724 Lon protease 

1427 EST 02 463 Long-cham-farty-acid-CoA ligase 
313 EST00276 Lysosomal membrane glycoprotein 1 tLAMP-1) 
161 EST00247 MARCKS (myristoylated alanine-rich protein kinase 



JNI4$HUMAN SP 76 70.1 
MUSJ1PR0 GB 362 85.7 
HUMKUPMRJ GPU 54 36.4 
CHKCEK5 "l" GPU 68 94,2 
A35075 ~PIR 57 86.2 
A35075 PIR 62 47.6 
A3507S PIR 98 52.5 
A36427 PIR 76 71.4 
JQ0901 PIR 103 41.3 
A36275 PIR 36 62.2 

A31959 PIR 53 46.3 
BOVMARCKS GB 139 83.6 



1386 EST0241B MARCKS homolog 
769 EST00734 MARCKS homolog 
43 EST00371 Maternal G10 protein 
1468 EST02505 Matrin 3 



MMF52 
S08341 
S05955 
RATMATR1N3 



EU 237 92.4 
PIR 61 40.3 
PIR 38 92.3 
GB 137 93.5 



639 EST00632 Membrane transport superf amity (GTP-de pendent) A24400 PfR 63 39,1 
1894 EST01643 Membrane transport superfamily (GTP-dependent) A24400 PIR 71 50.0 
824 EST01865 Microtubute-assoctated protein 1 B RATNEU GB 293 86.4 

223 EST00368 Mtcrotubule associated protein 1B A33645 PIR 30 54.8 

2032 EST01683 Microtubule-assoeiated protein IB A33645 PIR 49 62.0 

2017 EST01 678 Milk fat globule membrane protein A36479 PIR 48 61.2 

1704 ESTO1580 Myeloid differentiation primary response gene MyD1 MUSMY0118_1 GPU 76 
2226 EST01744 NAD(P>+ transhydrogenase (B-specific> DEBOXM PIR 86 93.1 



88.3 



1567 ESTO2610 Neural cell adhesion molecule L1 

506 EST01471 Neuraxm 
1566 EST02609 Neutrophil oxidase factor 

952 EST01961 Notch/Xotch 

227 EST00259 Notch/Xotch 
1395 EST02429 Nuclear factor 1 -tike protern (NF1) 
1681 EST01573 Nucleoside diphosphate kinase 
• 346 EST01828 Otd homeotic protein 
2254 EST01751 Phosphat*dylinositol-4.5-bispho5phate phosphodiest A28807 
1 869 EST00992 Polymyxin B resistance 

93 EST00287 Processing enhancing protein 
2353 EST01B06 Prohibnm 
2297 EST01775 Prohormone cleavage enzyme 

9 EST00376 Prolyl endopeptidase 
1069 EST02087 Protein kinase C, zeta 
1933 ESTO1650 Protein phosphatase 2 A beta subunit 

202 EST00298 Protem-tyrosine phosphatase LRP 
1654 EST01572 Protochlorophyllide reductase 

38 EST00374 RNA polymerase II 6th subunit (RP026) 
1478 EST02515 Rab5 
2368 EST01389 Radial spoke protein 3 



S05479 PIR 82 43.4 
S06017 PIR 120 84.3 
A34855 PIR 43 47.7 
HUMTAN1_1 GPU 85 57.0 
A35844 " PIR 74 85.3 

HAMNF1A GB 111 92.0 
A33386 PIR 71 52.8 
A35912 PIR 35 52.8 

PIR 40 90.2 
A32714 PIR 20 76.2 
S0396B PIR 96 58.8 
RATPROHIBJ GPU 120 97.5 

MUSMPC1AJ GPU 91 93-5 
PtGPREP GB ~223 83.9 
HUMPKCL GB 382 58.7 

HUMPR0P2AB GB 288 76.8 
LRP$M0USE SP 62 44.4 . 
S04783 PIR 34 57.1 
A36352 PIR 72 75.3 
F34323 PIR 91 82.6 
S05962 PIR 58 52.5 



37 EST00038 ras p21-like small GTP-binding protein (smg GDS) BOVSMGGOS 

180 EST00299 ras-related proteins S10493 PIR 51 

1 700 EST01 579 Retrovtrus-related gag potyprotein F0HUE2 PIR 

1511 EST02 550 Retrovtrus-related pol poly protein GNUGL PIR 

102 EST00248 rhoH12/ARH12 BOVBGBRH GB 

1715 EST01583 Ri bo soma I protein LI 8a R5RT18 PIR 

SEQ ID EST# Putative Identification Accession DB Len 



GB 131 89.4 
46.1 

95 77.1 
50 54.9 
195 79.6 
68 95.7 
%ID 



WO 93/16178 



PCT/US93/01294 



-44- 



18S6 EST01627 Ribosomal protein L1 a 
1974 EST01667 Ribosomal protein L3 

301 EST00300 Ribosomal protein L30 
22 EST00301 Ribosomal protein S10 
2402 EST01826 Ribosomal protein SlO 

463 EST01459 Ribosomal protein YL 10 
1 408 EST02442 Seven in absentia 

299 EST00249 smg p25A GDP dissociation inhibitor 
951 EST01960 Spectrin, beta 

2089 EST01699 Sperm membrane protein 
2073 EST01697 Succinate dehydrogenase ftavoprotein 
2138 EST01715 Succinate dehydrogenase flavoprotein 
430 EST00472 Synaptotagmin (p65l 
1371 EST02402 Tatin 

1771 EST01601 Thiosutf ate sulfurtransf erase (rhodanese) 

300 EST00232 Transforming protein (dbl) 
189 EST00282 trkB 
653 EST01512 Tubulin, alpha 
594 EST01 490 Tubulin, beta 
757 EST01542 Tubulin, beta 
1245 EST02274 Tubulin, beta 
1147 EST021C9 Tyrosine kinase 
1701 EST00853 Unc-104 
2121 EST01711 Valine-tRNA ligase 

187 EST00152 Wilm's tumor-related protein 
1726 EST01588 XPR2 alkaline extracellular protease 

249 EST00275 Zinc Finger Proteins 

413 EST01446 2inc Finger Proteins 

469 EST01460 Zinc Finger Proteins 

B33 EST01560 Zinc Finger Proteins 
1230 EST02259 Zinc finger proteins 
1496 EST02534 Zinc finger proteins 
2324 EST01352 Zinc Finger Proteins 



A24579 PIR 75 63.1 
JQ0771 PIR 74 80.0 
R6RT30 PIR 57 96.5 
R3RT10 PIR 66 97.0 
R3YM10 PIR 36 51.4 
S11581 PIR 40 68.3 
A36195 PIR 46 80.8 

A35652 PIR 97 77.5 
HUMSPTB GB 268 67.7 

A35981 PIR 52 58.5 
B0VSDHFP1J GPU 44 100.0 
BOVSDHFP1J GPU 49 92.0 
SY65$HUMAN ~SP 27 53.6 
MUSTAUNR_1 GPU 79 81.2 

R0B~0 PIR 65 81.8 

TVHUDB PIR 25 65.4 
A35104 PIR 33 67.6 
HUMTUBAG GB 223 75.0 
HUMTBB5 GB 298 93.6 
GB 217 90.4 
PIR 105 88.7 

GB 384 74.3 
NR 36 45.0 
PIR 56 57.9 
GB 228 99.6 
PIR 88 46.1 
PIR 25 



HUMTUBBM 
A26561 
HUMECK 
JN0114 
A29871 
HUMQM 
B26955 
S06551 
S00754 
C32891 
S00754 
S00754 
A34612 
S10397 



PIR 
PIR 
PIR 
PIR 
PIR 
PIR 



45 
34 
105 
71 
50 
29 



57.7 
60.9 
54.3 
67.0 
62.5 
45.1 
56.7 
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There is little redundancy in EST sequencing according 
to the present invention. Of the nuclear-encoded messenger 
RNAs , the most common ESTs were to the /J-actin (0,6% of the 
EST clones) and myelin basic protein genes (MBP, 0.5% of 
the clones) . MBP, a highly expressed structural component 
of nerve tissue (Kamholtz, J. , de Ferra, F., Puckett, C. , & 
Lazzarini, R. Proc. Natl. Acad. Sci., USA 83: 4962-4966 

(1986)), displays four alternate splicing forms, of which 
at least two are present among the ESTs reported here. 
Other common ESTs were Gs-alpha gamma-actin and both a- and 
alpha -tubulin . 

By matching ESTs to known database sequences, a 
phenotypic characterization of the tissue begins to emerge. 
Protein superf amilies matched by ESTs were grouped into 
three broad functional categories to assess the biological 
spectrum represented by these randomly selected cDNA 
clones. Structural and metabolic classes comprised about 
30% of the ESTs with database matches. Twenty-five percent 
were involved in regulatory pathways and the remainder were 
not classifiable. Eleven of the eighteen enzymes of 
glycolysis and the citric acid cycle are represented by at 
least one subunit or isozyme. In addition, several genes 
not previously known to be expressed in the brain were 
matched, including spermine/spermidine acetyl transferase 

(Casero, R. , Celano, P, Ervin, S., Applegren, N,, Wiest , L. 
Sc Pegg, A. J. Biol. Chem. 266: 810-814 (1991)) and 
osteopontin (Young, M., Kerr, J., Termine, J., Viewer, U., 
Wang, M., McBride, W. & Fisher, L. Genomics 7:491-502 

(1990) ) . 

EXAMPLE 5 

Mapping of ESTs to Human Chromosomes 

Randomly selected ESTs corresponding to SEQ ID NOs-. 
were assigned to chromosomes via PCR (see Table 3) . 
Oligonucleotide primer pairs were designed from EST 
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sequences to minimize the chance of amplifying through an 
intron. The oligonucleotides were 18-23 bp in length and 
designed for PCR amplification using the computer program 
INTRON (National Institutes of Mental Health, Bethesda, 
MD) . • The program is based on the assumptions that: 1) 
introns are genomic sequences that interrupt the coding and 
noncoding sequences of genes (Smith, J. Mol. Evol. 27:45-55 
(1988)); 2) there are consensus sequences for splice 
junctions (Shapiro, et al., Nucl. Acids Res. 15:7155-7174 

(1987) ); and 3) that 90% of the human genes studied have 

3 ' untranslated regions of mRNA not interrupted by introns 
in the genomic DNA (Hawkins, Nucl. Acids Res. 16:9893-9908 

(1988) ) . 

The program evaluates the likelihood that a given GG 
or CC dinucleotide represents a former exon- intron 
boundary. Specifically, every input strand is processed by 
the INTRON program twice, first evaluating the sense mRNA 
strand, and then processing the complementary or anti-sense 
strand. The program evaluates each sequence by finding all 
GG or CC pairs (possible former splice sites) , searching 
for STOP codons in all three reading frames, and analyzing 
the GG or CC pairs surrounded by stop codons. All regions 
of the EST that are unlikely to contain splice junctions 
based on CC content, GG content, and stop codon frequency 
are then marked by the program in uppercase. 

The creation of PCR primers from known sequences is 
well known to those with skill in the art. For a review of 
PCR technology see Erlich, H.A., PCR Technology; Principles 
and Applications for DNA Amplification . 1992. W.H. Freeman 
and Co., New York. ESTs were examined for the presence of 
stop codons in each reading frame and for consensus splice 
junctions. The presence of stop codons and absence of 
splice junction sequences are more characteristic of 3 1 
untranslated sequences than of introns. The untranslated 
sequences are unique to a given gene; thus, primers from 
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these regions are less likely to prime other members of a 
gene family or pseudogenes. 

The primers were used in polymerase chain reactions 
(PCR) to amplify templates from total human genomic DNA. 
PCR conditions were as follows: 60 ng of genomic DNA was 
used as a template for PCR with 8 0 ng of each 
oligonucleotide primer, 0.6 unit of Tag polymerase, and 1 
uCu of a 32 P- labeled deoxycytidine triphosphate. The PCR 
was performed in a microplate thermocycler (Techne) under 
the following conditions: 30 cycles of 94°C, 1.4 min; 55°C, 
2 min; and 72°C, 2 min; with a final extension at 72°C for 
10 min. The amplified products were analyzed on a 6% 
polyacrylamide sequencing gel and visualized by 
autoradiography. If the size of the resulting product was 
equivalent to the EST from which the primers are derived, 
then the PCR reaction was repeated with DNA templates from 
two panels of human-rodent somatic cell hybrids; BIOS 
PCRable DNA (BIOS Corporation) and NIGMS Human-Rodent 
Somatic Cell Hybrid Mapping Panel Number 1 (NIGMS, Camden, 
NJ) . 

PCR was used to screen a series of somatic cell hybrid 
cell lines containing defined sets of human chromosomes for 
the presence of a given EST. DNA was isolated from the 
somatic hybrids and used as starting templates for PCR 
reactions using the primer pairs from EST sequences 
selected above. Only those somatic cell hybrids with 
chromosomes containing the human gene corresponding to the 
EST will yield an amplified fragment. ESTs were assigned 
to a chromosome by analysis of the segregation pattern of 
PCR products from hybrid DNA templates. For a review of 
techniques and analysis of results from somatic cell gene 
mapping experiments. (See Ledbetter et al., Genomics 
6:475-481 (1990).) The single human chromosome present in 
all cell hybrids that give rise to an amplified fragment 
represents the chromosome containing that EST. 
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The assignment of 10 0 ESTs and corresponding genes to 
chromosomes by PCR is shown in Table 3 . 
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Table 3 : Assignment of ESTs to Chromosomes by PCR 



10 ID 


EST# 


Chr 


PRIMER #1 


PRIMER #2 


5 


EST00012 


1 


TCC AGG CAATCCCAG AATAG 


CTAATTGAGCTCACTGGCCC 


57 


EST00058 


1 


CTGTTTGCAAGTTTCAAAGC 


GCCATTTCTAACAACCAGAG 


64 


EST00066 


1 


G CCATTGTGCTGAATAGAGT 


G TTAG TG TTTCC TT AG C AAG 


O *i 
O J 


h>£>l (JUU / 3 


1 


LAtsClAAi ICaACl* 1 otalal-i. A 


LAALAruC TLTCaACaCi I IAO 


83 


t*b i 00O7 3 


1 


t> Qs\- A<o A(jC A 1 AA I <j AQa 1 A I A 


CATATGCATATGGTCCCTAT 


91 


EST00086 


1 


AGTTTAGATGGAGGGCTGTC 


TCTGCCCTAATGCGCAGGCT 


105 


EST00365 


1 


CTTAATCACCTC CCTTTTGT 


CCTTAGTTGGAGATAAGGTC 


109 


EST00095 


1 


AGTCTAATCCTGTACACTTG 


CGGG CTTTCTCTG AAT TGGT 


116 


EST00100 


1 


TTAGAAGTGCCCATGGGAGG 


TTTTAAGGCTCTGGAGTGTT 


141 


EST00118 


1 


CTCAGAGAAACTTAGGTGAA 


CTACAGAATCATTTCACCAG 


220 


EST00372 


1 


AAGTTGCACATTGCCCAAGG 


ATAG TACTG CAAGG TTATTC 


237 


EST00187 


1 


TTACAAATTTCTCTTGACGC 


CTGAAGGAGCACAGTTTCTC 


242 


EST00192 


1 


GGATCAGATAATCAAACAGG 


G CTT AGG ATATG AATG CATA 


259 


EST00202 


1 


GCATCACAGTTTAACTGAGG 


CTACATATTTGTGCCTCCTT 


269 


EST002 93 


1 


CTG TTG CTGTG CAGTAG CTT 


CTTTTGACCCAGTGAAACTT 


299 


EST0024 9 


1 


GATCATGCAGACGTAGATAT 


CCAACTCCTGCCAGATCATT 


1651 


EST00810 


1 


TAG TCG CTGTAAGTTGATTC 


GCTTTGCTGGATGCTTCATT 


16 


EST00021 


2 


CAGGCAAGTTTCTTCCAGGA 


TCAGACCCATGGTCAGCTT 


1898 


EST01013 


2 


GGCTGAGAACGGTTAGCATA 


CCCTCAGCTTAGGGGAATG 


8 


EST00234 


2 


TAGAAGG CAAACTATGTCCC 


GGTTGAGGATTGGCTTTTAC 


36 


EST00037 


2 


AG CCAGAAGGCTGCTTAAAG 


GCAG TGAACCAGTAC TCCTA 


123 


EST00106 


2 


GTCTAATTTGTAACCTTCAG 


GATAGATTGTATAAGAAGCC 


192 


EST00155 


2 


GATTTATGTCTGGGAACTAA 


GCAGCATGTGAAAG AATGAT " 


200 


EST00162 


2 


TTTAATGG GTGGTGGGAG CT 


CGATG CACATCCTTCTC CAT 


284 


EST00216 


2 


CCTAAGAATTCGTTTGGCTC 


GTCTGGCACATAATAGATTTG 


102 


EST00248 


3 


ATACTACATCTAGTCTGG 


TTACAGTTCTGTGGTTTC 


167 


EST00138 


3 


AAACAGCTGCGGAGTACA 


AAAGG ATCCTCC AC T CC AG A 


12 


EST00274 


3 


CCTAG CAAACT CATACACAC 


CATAAGTGAATGGACACAGG 


60 


EST00062 


3 


ACACATTAACG GTG CTG CAG 


GGAATCAGCCCTTGAGGACT 


77 


EST00257 


3 


AAGCTCACAACGCAGATCTG 


CTGG AAC AG CTTAC AAAG G T • 


107 


EST00093 


3 


ATTGAACTCTGTCAACAGTG 


TGTAAAACAAAGG CC AAAC T 


108 


EST00094 


3 


AL2 -GCAGGATGTCAGTCTTTTGAG 


AGCACACATTATCTACCACGGC 


1706 


EST00857 


3 


AL2 - GCAGGATGTCAGTCTTTTGAG 


CCAGCACACATTATCTACCACG 


37 


EST00038 


4 


AACTTCG CAGTCATGAGAAC 


TGTATCGGGCAGTTCTCAG 


6 


EST00013 


4 


CACATGTTCT CC CT CTTTCA 


G C ATTTTGG AG CTC TTC CGT 


37 


EST00038 


4 


AL2 - GG AAGTAC AGG ATTTGG C 


TT AG AG ATGGG ATG ATG CCG 


31 


EST00033 


5 


TGGGTACCCTAAGGTGTTTG 


GACTAATCTAAGGTCTAGG 


28 


EST00030 


5 


AGATAAGTTAGGAAGCTGGT 


ACTC ACTG CTAG TA T CA TCC 


59 


EST00061 


5 


AAAGTTTCTTAGCACCCCCC 


CAGACTTTGACAAAAGAATC 


74 


EST00073 


5 


ATCAGACACGTGGCAGGGTT 


AAGTC CC TG AGGG TG C AG AA 


121 


EST00104 


5 


TGAAGG CAGCTGCTAAATCT 


GGATGTATTGATCTGACTCA 


14 9 


EST00123 


5 


ATACTGTCAACGGAGGGTGA 


GTCTG CAGGTTTCTCC TTG A 


235 


EST00185 


5 


TTACTGTCCCATCAGATATC 


TACACTCTTAAG AAGG TATG 


1643 


EST00803 


5 


GAGCGTTTAAAAGAGATTCT 


TACAGACAGCCATGTTCCAA 


1677 


EST0083 5 


5 


AL2 - TCTCCAACACAGTCATGC 


CGGATGCCATCATATACC 


23 


EST00026 


5 


CCTGCAGTGACACTTAACAT 


CTGCTCACCTGAAATTGATAC 


121 


EST00104 


5 


Ali2 - CAGATCAATACATCCTCTGGG 


CTGTG CAG TGGTG AG T AAAAGG 
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SEO ID 


.EjO a ft 


PV»t- 
LITX 


nn TMt?D ill 
r'KXlMriK tf X 


1 


EST00007 


g 


TAGTTGATGGTCTGGGTTAT 


19 


EST00023 


s 


C ARC* TTACATTAGGGGTTTG 


155 


EST00129 


s 


GGAAG CTG CCATATAAGCTC 


224 


EST00356 


s 


GPTGTATGTTAACCCTTTGT 


.288 


EST00219 


6 


ACTTTCATGTTGAGAAGTAT 


1638 


EST00798 


6 


CTTCATCTGTTAACTGTTGA 


1675 


EST00833 


6 


AL2 - ACCCAGTTCTCAAAGACC 


22 


EST00301 




CTCCG TG ATT A CCTTCATCT 


207 


EST00167 


7 


GGTGCTACTTTGTGAATG CT 


13 7 


EST00272 


7 


AGTGGTCACTATCTACATGG 


1659 


EST00817 


7 


TGT ATAGG CTCTACATAAAG 


1680 


EST0083 8 


7 


AL2 - GTTCTTTCCCAGGTATGC 


292 


EST00223 


g 


TGCAG CAGTG AC C ATGAG AA 


134 


EST00375 


9 


TCTGGGCTTCTGTGGTTCAA 


1906 


EST01021 


9 


GGATGTTTTCTATGTGACGA 

w\3rt AwA AA A^uA u/A 


1645 






PTrT*TTTGGG A OA A A PA A CT 


20 


XJ O X \J \J \J *t 


10 


AGP TG TTPPTG A G A G ATG P A 

.rs.Vjv_ lull A O/i.VAri'Jrt A 


157 


Ciui UUJ.J1 


10 


TP A G P A A P AGG TP A PTTTGG 


172 




1 A 
X V 


TAPTZiGPATTTPTTAPTPTP 


250 


HiO 1 / 


X u 


OV3 A on A 1 AuAuAu lLlul lu 


133 


FCT0A1 1 1 


X X 


GGA A ATTAGGPTTAGPTPAP 
uynhft A A /ioVa til nuL A ^rt.\_ 


-L / O 


V QTOA"? Qd, 


X X 


GTTTG A A GG Zl A GTG &TTTPP 
ul 1 1 \zs±n\3\3f\nSJ A HILL 


i n 

1U 


IiOl UUU1D 


XX 


OlLl 1 i bbH J. 1LI A 


J.Z o 




XX 


t\ t n r*TR?ir , r , 7ir , 7i7\r*r»r , ftPAr , ft'T»p^i 
>U-jZ - LiAftLLAUyiLLWiL.ALAi I o 






XZ 


STiPTrnPIlTiPTiTA ARTAPTAT 




H<0 1 uuzuu 


X J 


I iulul «.v- iylLl L3/i A >i\j/iL 


-) / AO 


CiD 1 U UZ / O 


X-4 


ppTi 7\ /~" 7\ TV"' 7\ T , /^ , (^ 7\ TV/^7\T > /™»/^r* 

LiLHAbAlbAi bbAAUA A L-L. L. 


x / u 


T?OTAA*>GC 


14 


(jbluLl iAAbwL^Atl 1 1 lb 


*5 c c 




1 A 




290 


Hi O A 


X<± 


f2TYi r*p a a n n t rnriC T T , r' & tot a 


Z _7 -5 


AjO A W^sZH - 


X4 


2i 7\TPPRTTIiTf2PP r Tra2TPTT 




JjO 1 UUO^Z 


X4 


P/TPTPlPTVATTIiAPJlPPTPT 1 




T?OTAA AA D 


Lh 


RIiPPTPPPTP(?r!ai BTVPTP 


1 coo 

1003 


T?QTAAR A c 




AT O - A(^(^AGf2 A AC2PTGA AflTPP 




t?ota a a q o 




bibALAuALLftHjlLJlAl I(jt 


a Uj 


£tO 1 UU1D D 


X D 




33 


EST00034 


16 


TGTGTGAAAGGGAGTCTTGT 


247 


EST00279 


16 


TGGCTAGGGCAGGCCTTAAA 


18 


EST003 73 


16 


CC71TCTGTGTCCCAATTAAGC 


. 68 


EST00068 


17 


CAAAGACGGGAGACGAATGA 


1652 


EST00811 


17 


GAG CTG CATG TTGATAAG TA 


1702. 


EST00854 


17 


AL2 - TTGCTGTGGAATCCATGAGAG 


84 ' 


EST00080 


19 


AGAGATGTCAGTCCATTATC 


223 


EST00368 


19 


CATCATGTCGGAGACGCATT 


21 


EST00025 


20 


AG TTCTGGAGG CTAGG AG TT 


210 


EST00168 


20 


TGTCAACTTCCCTTTGGCCT 


136 


EST00113 


20 


AL2 - TCGGAGAAGTTGCAGTTTCTG 


120 


EST00103 


22 


CACTG ACTG AC TC CT CTTT A 


313 


EST00276 


X 


ATTGACCTTCAATGTAATAA 



PRIMER #2 

GAAATCCCAGGGAGACAATG 

GACCTCATTAGAAGAGC CCA 

TCAGTGTCGTACAATCTACC 

TGGAACCCTCAAACACTGCT 

ATCTAGCTGAAACATTGCTG 

TGAAAATGAGTCACAGGCAG 

GGTTTACCATTCAGAGGC 

TTGTAGGTATCTCTGTCAGCT 

AG CAATGTGATTTTGTAGG 

GATTCAGAATTACTAAGCCG 

CTTAATCATGGATTCTTCGT 

TTGTTGGTACTGAGGAAGTGCG 

ATCATCTTTCCACG CGGCTT 

CTGGCTGCTCAGCAACTCAT 

TTCCAGTG CCCCTTTTGTCC 

CC AACC C AAAC AT A TT C T A 

CCTTGTGAAGAAAGACTTTC 

CTAAGCATCTGCATGTCCAG 

TATGCTGATTGTTTGCACTC 

GAACTCTGTAGTGTTCTAAA 

GTGCAGAATACTTAGAGTCC 

TAGGGCCACCTCCAGTTCAT 

CGATAATG A CATTT C TTCTG G 

CCTCAGCACAAGAGAAGAATGG 

GAGCAATGATTTCTAACAGT 

TAAGCCATGGGCATCTATAA 

TTCCTTCTGGAGGCTCTACA 

CTTAG AGG ATC AT AGG T CTG 

GCAGAGTTGAATATGAACCT 

GTATAGCTTTAAGC C AGTTC 

GG AAAAGTCTAGAACTTAGT 

GTTCATCTCTAACTC CTTTC 

GTCATGCTAGTAAACTTACAC 

GGAAGTCCATAAG AGACTCAC C 

AAGTG AG CGATTG CA C C TT C 

CCATGGCAGCAAGGAACTCT 

CCATTTTGACTGTTCCATAG 

GAGAAGAATATCAAATGGGG 

AGGGAAG AAG TC TAG AG CG A 

AGTGGAACGCGTGGCCTATG 

TTGACTTAAGCTGACCTTAA 

GGCAAGTGATCTGTTCTTGG 

CTATTCCACCTTACTCAAGG 

TGGATGACCTGAGTCTGCAG 

ATGTAAGGACCCCTAGATGG 

G AAGCTTG CT CATTC AGG AA 

GTTAAAAGCTGTTAGA CGGGGC 

GGAACCGTAACTCTC CAT AG 

TTGGATTGGGCAAAATAG 
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SEP ID EST# 



Chr PRIMER #1 



PRIMER #2 



162 EST00133 X ATGTGAGCATCTATACCTGC 

1669 EST00827 X CGGACAACTAGG ATAAATG C 

1917 EST01029 X GAATAGCATTATTAGCCAGT 

1708 EST00858 X AL2 - AAGGCGAGGATTATGTGC 



AATGAAGGCATGAGAATAGG 
T ACGCGTTTGAATGG CTTG A 
GGACCTATTGGAGATCTACT 
TTCTACTGGGTACACTTCGACC 



Abbreviation: AL2 : Amxno-Link-2 Fluorescent Tag, Chr. : Chromosome. 
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The foregoing techniques have been used to further 
localize 9 ESTs and their associated genes to precise 
locations onto chromosome 6 or chromosome X, as reflected 
in Table 4A (in Example 7 below) , using sublocalization 
5 techniques that employ somatic cell hybrids. ESTs were 

used as hybridization probes and mapped to other 
chromosomes using techniques disclosed in Example 7. 
Somatic cell hybrids were prepared that contained defined 
subsets of chromosomes 6 and X. Methods for preparing and 

10 selecting somatic cell hybrids are known in the art. For a 

review of an exemplary procedure to generate somatic cell 
hybrids containing the short arm of human chromosome 6, see 
Zoghbi, et al . , Genomics 9{4):713-720 (1991). For a 
general review of somatic cell hybridization see Ledbetter 

15 et al* (supra) . The hybrids were processed to obtain DNA 

and analyzed by PCR and by fluorescence in situ 
hybridization. SEQ ID NOs 19, 22, 1, 224, 288 mapped to 
chromosome 6, while SEQ ID NOs 162, 1917, 1699 and 1899 
mapped to chromosome X using somatic cell hybrids. 

20 EXAMPLE 6 

Mapping of All ESTs to Human Chromosomes 

The procedure of Example 5 is repeated for all of the 
ESTs from Examples 1 and 2 not previously mapped to human 
chromosomes. Data are generated corresponding to the data 
in Table 3 for all of the unmapped ESTs. As previously 
mentioned, virtually all of the ESTs will map to a unique 
chromosomal location. The inability of any ESTs to 
localize to a unique location will be readily ascertainable 
during the mapping process . 

Physical mapping of the type reported in Table 4 on 
all the EST clones reported here would provide human 
chromosome markers spaced on average every 1.2 megabases 
and would roughly double the number of expressed sequences 
that have been localized to chromosomes (McKusick, V. FASEB 



25 



30 
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J. 5: 12-20 (1991)) . Mapped ESTs are also a new resource 
to identify candidates for the estimated 5000 single-locus 
disease-associated genes (Id.). 

EXAMPLE 7 

Alternative Technique for Mapping to Chromosomes 
Mapping of ESTs to chromosomes using fluorescence in situ 

hybridization 

This technique was used to map an EST to a particular 
location on a given chromosome. Cell cultures, tissue, or 
whole blood were used to obtain chromosomes. 

0.5 ml. of whole blood was added to RPMI 1640 and 
incubated 96 hours in a 5%C0 2 /37°C incubator. 0.05 ug/ml 
colcemide was added to the culture one hour before harvest. 
Cells were collected and washed in PBS . The suspension was 
incubated with a hypotonic solution of KCl added dropwise to 
reach a final volume of 5 ml. The cells were spun down and 
fixed by resuspending the cells in methanol and glacial 
acetic acid (3:1). The cell suspension was dropped onto 
glass slides and dried. 

The slides were treated with RNase A and washed then 
dehydrated in a series of increasing concentrations of 
ethanol . 

The EST to be localized was nick-translated using 
f luorescently labeled nucleotide (Korenberg, Jr., et al., 
Cell 53 (3) :391-400 (1988)). Following nick translation, 
unincorporated label was removed by spin dialysis through 
Sepharose. The probe was further extracted with phenol- 
chloroform to remove additional protein. The chromosomes 
were denatured in formamide using techniques known in the art 
and the denatured probe was added to the slides . Following 
hybridization, the cells were washed. The slides were 
studied under a fluorescent microscope. In addition, the 
chromosomes can be stained for G-banding or Q-banding using 
techniques known in the art. 
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Th e resulting metaphase chromosomes had fluorescent tags 
localized to those regions of the chromosome that were 
homologous to the EST. Thus, a particular EST was localized 
to a particular region on a given chromosome. In this 
5 manner, SEQ ID NOs 3 96, 485, 506, 1880 and 1894 were mapped 

using fluorescent in situ hybridization to locations on 
chromosomes 17, 7, 10 and 1 respectively (See Table 4B 
below). For a review of the technique see Verma et al . , 
Human Chromosomes: A Manual of Basic Techniques. Pergamon 
10 Press, NY (1988), which is hereby incorporated by reference. 



Table 4: Precise Chromosomal Localization of ESTs 







SEQ ID 


EST# 


Map Location 




A. 


19 


EST00023 


6p 


15 




22 


EST00301 


6p 






1894 


EST01643 


6p21 






1 


EST00007 


6q 






224 


EST00356 


6q 






288 


EST00219 


6q 


20 




162 


EST00133 


Xpll. 21 - Xp21.2 






1917 


EST01029 


Xpll.21 - Xp21.2 






1669 


EST00827 


Xq26 - Xq27.1 






1899 


EST01014 


Xq2 8 




B. 


1880 


EST01634 


lq32 


25 




485 


EST01466 


7pl3 






506 


EST01471 


10qll.2 






396 


EST01443 


17q25 



EXAMPLE 8 
Automated DNA Sequencing Accuracy 

30 ESTs that match human sequences in GenBank are 

excellent tools for the analysis of the accuracy of double- 
strand automated DNA sequencing. Ninety EST/GenBank 
matches were examined for the number of nucleotide 
mismatches and gaps required to achieve optimal alignment 

35 by the Genetics Computer Group (GCG) program BESTFIT 

(Devereux et al, Nucleic Acids Research 12: 387 (1984)). 
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The number of mismatches, insertions and deletions was 
counted for each hundred bases of the sequence (Table 5) . 
As expected, the sequence quality was best closest to the 
primer and decreased rapidly after about 400 bases. The 
number of deletions and insertions relative to the GenBank 
reference sequence increased five- to ten -fold beyond 4 00 
bases, while the number of mismatches doubled. The average 
accuracy rate for individual double -stranded sequencing 
runs was 97.7% to 400 bases. 



WO 93/1 6T 78 



PCI7US93/01294 



-56- 



TABLE 5. Accuracy Of Single-Run Double- Stranded Automated Sequencing 



Bases from Mismatches/ Gaps Percent Aligned 

Primer Ambiguities * Insertions "*" Deletions"*" Accurate 



Bases 

101 - 200 1.45 0.18 0.19 98.2 8,800 

201 - 300 1.72 -0.25 0.11 97,9 8,130 

301 - 400 2.07 0.98 0,37 96.6 5,404 

>400 3.53 2.63 1.06 92.8 3,197 



ESTs statistically identical to known human sequences and those matching 
mitochondrial and ribosomal genes were aligned with sequenced from GenBank using 
the GCG program BESTFIT. The first 85 nucleotides was polylinker sequence which 
was not aligned with the pBluescript SK reference seguence. Tabulation of errors 
began 15 bases into the BESTFIT alignment and thus is reported beginning with 
bases 101-200. Error rates are reported as number of mismatches, insertions, or 
deletions per hundred aligned bases, "Mismatches" includes ambiguous base calls. 



SUBSTITUTE SHEET 
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EXAMPLE 9 

Probability of ESTs Containing Coding Sequences 



The ESTs of the present invention were statistically 
evaluated using the coding- region prediction program CRM 
via the GRAIL server (Uberbacher, E. & Mural, R. Proc. 
Natl. Acad. Sci. USA, 88: 11261-5 (1991)). The CRM program 
uses a neural network to combine results from several 
different coding regions by looking at different 6 bp 
sequences found in coding exons and in introns . The 
program additionally conducts reading frame searches and 
assesses randomness at the third position of codons. This, 
protocol categorizes sequences as having an excellent, 
good, marginal, or poor probability of containing coding 
regions. The results are reported in Tables 6-9. There 
were 219 ESTs categorized as "excellent" (Table 6) ; 120 
categorized as "good" {Table 7) ; 113 categorized as 
"marginal" (Table 8); and 1743 categorized as "poor" (Table 
9) . These results indicate that most ESTs of the present 
invention comprise noncoding regions. 
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Table 6: ESTs with Excellent Probability of Containing Coding Sequence 



SEQ 1D# 


EST# 


973 


EST01987 


1807 


EST00941 






979 


EST01993 


1809 


EST00943 


7 


EST00014 


980 


EST01994 


1820 


EST00951 


15 


EST00020 


986 


EST02000 


1829 


EST00958 


48 


E5T 00291 


1000 


EST02014 


1849 


EST00975 


62 


EST00064 


1004 


EST02018 


1860 


EST00983 


66 


EST00067 


1007 


EST02021 


1866 


EST 00989 


75 


EST00074 


1018 


EST02032 


1871 


EST00994 


98 


EST00260 


1021 


EST02035 


1888 


EST01005 


106 


EST00092 


1034 


EST02050 


1890 


EST01007 


108 


EST00094 


1047 


EST 02063 


1892 


EST01009 


in 


EST 00098 


1090 


EST 02 109 


1903 


EST01018 


115 


EST00099 


1096 


EST02115 


1904 


EST01019 


124 


EST00107 


1115 


EST02135 


1914 


EST01026 


128 


EST00252 


1118 


EST02138 


1930 


EST01040 


156 


EST00130 


1129 


EST02149 


1944 


EST01050 


164 


EST00135 


1133 


EST02153 


1949 


EST01054 


166 


EST00137 


1141 


EST02163 


1962 


EST01062 


174 


EST00296 


1163 


EST02187 


1973 


EST01071 


179 


EST00145 


1183 


EST02208 


1977 


EST01075 


183 


EST00148 


1243 


EST02272 


1982 


EST01080 


201 


EST00163 


1264 


EST02293 


1991 


EST01088 


205 


EST00165 


1265 


EST02294 


1993 


EST01090 


215 


EST00172 


1266 


EST02295 


2000 


EST01097 


230 


EST00181 


1287 


EST02317 


2001 


EST01098 


253 


EST00199 


1308 


EST02338 


2012 


EST01106 


263 


EST00203 


1324 - 


EST02354 


2013 


EST01107 


268 


EST00369 


1344 


EST02374 


2024 


EST01117 


270 


EST00207 


1356 


EST02386 


2043 


EST01131 


271 


ES700283 


1365 


EST02396 


2051 


EST01138 


273 


EST00208 


1383 


EST02415 


2056 


EST01142 


276 


EST00211 


1399 


EST02433 


2058 


EST01144 


281 


EST00214 


1401 


EST02435 


2059 


EST01145 


285 


EST00286 


1405 


EST02439 


2064 


EST01149 


333 


EST00394 


1417 


EST02452 


2090 


EST01167 


336 


EST00397 


1451 


EST 02487 


2094 


EST01171 


339 


EST00400 


1457 


EST02493 


2116 


EST01192 


362 


EST00418 


1463 


EST02500 


2117 


EST01193 


389 


EST 00440 


1473 


EST02510 


2128 


EST01202 


441 


EST00481 


1479 


EST02516 


2131 


EST01205 


454 


EST00493 


1516 


EST02555 


2134 


EST01208 


476 


EST00509 


1528 


EST02569 


2144 


EST01216 


493 


EST00522 


1531 


EST02572 


2145 


EST01217 


504 


EST00529 


1544 


EST02586 


2150 


EST01222 


516 


EST00538 


1551 


EST02593 


2155 


EST01227 


518 


EST00540 


1558 


EST02601 


2161 


EST01231 


551 


EST01482 


1561 


EST 02604 


2';3 


EST01238 


552 


EST00565 


1581 


EST02625 


2174 


EST01242 


559 


EST00570 


1586 


EST02631 


2176 


EST01244 


582 


EST00592 


1591 


EST02636 


2189 


EST01255 


602 


EST00606 


1616 


EST02661 


2214 


EST01272 


606 


EST00609 


1624 


EST02670 


2225 


EST01278 


608 


EST00611 


1630 


EST02676 


2227 


EST01279 


621 


EST00620 


1637 


EST00796 


2233 


EST012S4 


635 


EST00629 


1639 


EST00799 


2235 


EST01286 


642 


EST00634 


1649 


EST00808 


2236 


EST01287 


644 


EST00636 


1651 


EST00810 


2255 


EST01302 


687 


EST00671 


1677 


EST00835 


2259 


EST01304 


700 


EST 00683 


1682 


EST00839 


2263 


EST01307 


743 


EST00714 


1694 


EST00849 


SEQ I0# 


EST# 


753 


EST00721 


1706 


EST00857 






760 


EST00726 


1708 


EST00858 


2267 


EST01756 


764 


EST00729 


1710 


EST00860 


2281 


EST01321 


808 


EST00761 


1716 


EST00B65 


2283 


EST01322 


823 


EST01864 


SEQ 1D# 


EST# 


2300 


EST01333 


834 


EST 00771 






2303 


EST01335 


886 


EST018S6 


1718 


EST00867 


2303 


EST01335 


919 


EST01921 


1731 


EST00879 


2314 


EST01345 


930 


EST01933 


1742 


EST00887 


2334 


EST01358 


SEQ ID# 


EST* 


1746 


EST00891 


2339 


EST01362 






1760 


EST00903 


2342 


EST01365 


936 


EST01939 


1767 


EST00907 


2348 


EST01371 


948 


EST01957 


1769 


EST00909 


2358 


EST01379 


965 


EST01978 


1777 


EST00913 


2367 


EST01388 



2373 EST01393 

2374 EST01394 

2393 EST01417 

2394 EST01418 
2396 EST01420 
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Table 7: ESTe with Good Probability of Containing Coding Sequ nee 



oil (J 




EST7F 


1041 


EST02057 








1083 


EST02102 




o n 


1 (J UUz4 


1099 


EST02118 




■7*5 

1 z, 


bs 1UUU /X 


1105 


EST02124 






c*b 1 UUU / o 


1113 


EST02133 




o o 


Eo rUUUo4 


1139 


EST02161 




-L.3 / 


E5TUU272 


1146 


EST02168 




177 


EST00328 


1196 


EST02221 




193 


EST00156 


1210 


EST02238 




200 


EST00162 


1233 


EST02262 




218 


EST00175 


1285 


EST02314 




228 


EST00179 


1331 


EST02361 




247 


EST00279 


1388 


EST02421 




264 


EST00204 


1418 


EST02453 




267 


EST00297 


1439 


EST02475 




296 


EST00228 


1502 


EST02540 




371 


EST00426 


1537 


EST02578 




385 


EST00436 


1563 


EST02606 




392 


EST00442 


1599 


EST02644 




414 


EST00460 


1602 


EST02647 




433 


EST00474 


1693 


EST00848 




453 


EST00492 


1695 


EST00850 




471 


EST00505 


1729 


EST00877 




496 


EST00525 


1730 


EST00878 




S24 


EST00544 


1738 


EST00883 




526 


EST00546 


1739 


EST00885 




529 


EST00549 


1743 


EST00888 




549 


EST00563 


1768 


EST00908 




557 


EST00569 


1780 


EST00916 




578 


EST00588 


1804 


EST00938 




596 


EST00602 


1805 


EST00939 




607 


EST00610 


. 1811 


EST00945 




619 


EST00619 


1819 


EST00950 




657 


EST00646 


1826 


EST00956 




660 


EST00649 


1830 


EST00959 




689 


EST00673 


1845 


EST00971 




695 


EST00679 


1848 


EST00974 




699 


EST00682 


1853 


EST00977 




729 


EST00703 


1967 


EST01066 




742 


EST00713 


1992 


EST01089 




74 7 


EST00717 


1994 


EST01091 




755 


EST00723 


SEO ID# 


EST# 




759 


EST00725 








776 


EST00738 


1997 


EST01094 




778 


EST00740 


2046 


EST01134 




782 


EST01551 


2101 


EST01177 




829 


EST00768 


2102 


EST01178 




835 


EST00772 


2105 


EST011B1 




836 


EST00773 


2106 


EST01182 




862 


EST01872 


2141 


EST01213 




881 


EST01881 


2184 


EST01251 


SEg 


ID# 


EST# 


2196 


EST01260 








2203 


EST01264 




884 


EST01884 


2232 


EST01283 




924 


EST01926 


2308 


EST01339 




929 


EST01932 


2345 


EST01368 




938 


EST01941 


2346 


EST01369 




971 


EST01985 


2351 


EST01373 




995 


EST02009 


2354 


EST01375 




996 


EST02010 


2355 


EST01376 


1031 


EST02046 


2359 


EST01380 



2362 EST01383 

2378 EST01397 

2399 EST01423 

2407 EST02714 
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Table 8: ESTs with Marginal Probability of Containing Coding Sequence 



SEO ID# 


EST# 


1222 


EST02251 






1224 


EST02253 


11 


EST00018 


1228 


EST02257 


12 


EST00274 


1267 


EST02296 


24 


EST00027 


1301 


EST02331 


45 


EST00364 


1397 


EST02431 


79 


EST00076 


1448 


EST02484 


90 


EST00302 


1480 


EST02517 


110 


EST00096 


1493 


EST02531 


■A 4. 


EST00120 


1499 


EST02517 


.A5 


EST00121 


1503 


EST09 541 


-92 


EST00155 


1527 


EST0256R 

<Uw X v O 


222 


EST00177 


1536 


577 


234 


EST00184 


1548 


F^Tn?^Qn 

DO X Ui: J 


211 


EST0021? 


1562 




319 


EST003S1 

' » » J X V/ W J, 


1572 


DO 1 UZDJ.3 


368 


i-J X U w*S 4& .3 


T ^7^ 


DO lUZDlO 


370 






Do1Uj£0**U 


38 7 


do J. Uv'ijO 


XOUO 


DO J. U/D3 j 


402 


X->kJ.XV/VS*±« a fX 


lOlU 


DO 


415 


DOJ.UU*xOX 


IDZi 


Hoi. U/bo / 


418 




T 7 


FCT/T5C 7 >i 
Do iUZO /ft 


42 6 






DO lU^D / / 


503 




IDjI 


DO lU^D / o 


517 


EST0053 9 


lOOJ 


F^Tnnfi 4n 


522 






do 1 UUofi / 


532 


EST00551 


1 7^1 


FQTAH ft Q R 
DOl UU073 


540 


EST00557 


X / jo 


DO 1 UU3UU 


570 


EST00580 


1 7£4 




573 




1 770 
X / / U 


TCTnnoi a 
tol UU71U 


576 


EST00586 


1 TOT 

X / J J 




613 


EST00615 


1847 


DO lUUJ / J 


617 


EST00617 


1877 


FQTfinQQfl 


626 


EST00622 

l^thi? J. W V V> ^* ^ 


T fl 07 


A "1 O 
XjlJ J. UlUiZ 


681 


uw -L w V O O ^ 


17UU 


DO 1 UxUxo 


726 


EST00700 


1939 


Xa %J X \J X.\J -J ^} 


727 


EST00701 


X 27 *i V/ 


C*0 J. 


738 


F c ?Tnn7i i 

ZLiJ J. U U /XX 




UCTn 1 ACQ 
DO X UlUDo 


745 


DOi U\J / X D 




do r*f 


752 


DO x \J \J I 






791 


DO ± U V / *± O 




DO Jl UlUtJ / 


7Q^ 






EbrOllUJ 


803 


DO 1UU / 3D 


^UJ x 


bb i 01123 


84 5 


I-iO X \J \J I i i 




do 1U1XJU 


pro 

O -J ^ 


PQTfl m ft 0 
DO 1UU / oz 


2 Ufifl 


TTOTAI TOO 

do x01132 


ODIt 


DO 1UU / Oft 


2060 


EST01146 


907 


EST01907 


2100 


EST01176 


912 


EST01912 


2136 


EST01210 


935 


EST01938 


2153 


EST01225 


SEO ID# 


EST# 


2204 


EST01265 






2212 


EST01270 


968 


EST01981 


2248 


EST01297 


985 


EST01999 


2250 


EST01299 


988 


EST02 002 


2266 


EST01310 


1043 


EST02 059 


2309 


EST01340 


1081 


EST02100 . 


2347 


EST01370 


1089 


EST02108 


2388 


EST014 06 


1116 


EST02136 


2398 


EST01422 


1134 


EST02154 


2405 


EST01427 


1205 


EST02233 







WO 93/16178 



PCT/US93/01294 



-61- 

Table 9: ESTs with Poor Coding Probability 



SEQ ID# 


EST# 


107 


FST00317 


204 


EST00235 


700 
juy 


FCTflfll7A 
coi uu 1 r h 


AAA 
HUH 


FCTflflAIT 
tO 1 UUH 33 


104 


EST00354 


206 


EST00166 


315 


FSTOOflOft 
COI uuuuo 


405 


FCT00A5A 

COI OOHJH 


1 


FC.T00007 


1 U3 


COT A AT AC 
CO 1 VvJU> 


207 


EST00167 

I* 1 UU lUl 


316 

J IO 


FCT0077R 
to i uuor o 


406 


FCTflflAC.C 
CO 1 UUH33 


2 


FST0000O 


107 


E5700093 


209 


EST0D331 


317 


FCT00770 
co i wji y 


407 


FCTOOA^A 
co 1 whjo 


3 


FCTflAAl A 


109 


EST00095 


210 

c i u 


FST00168 


318 


FCT007R0 

CO 1 UUJUU 


408 


FCTflflAC7 
CO 1 UUH3 I 


4 


EST00011 


111 


EST00281 


211 


EST00332 


320 


FCT007R9 


409 


CO 1 U IHHH 


5 


EST00012 


1 12 


EST00318 


212 


EST00169 


321 


EST 00383 


410 


co 1 whjo 


6 


EST00013 


113 


EST00097 


213 


EST00170 


322 


FSTQ0384 


411 


EST 00450 


8 


FST00234 


116 


EST00100 


214 


EST00171 


323 


FST007R5 
coi woo j 


413 

H IC 


FCTOIAAC. 
CO 1 U IHH3 


10 


FST00016 


117 


EST00319 

U>w | W J | Z 


216 


EST00173 


325 


FST007AA 

CO 1 UUJUD 


A1A 

H IO 


FCTnflAA9 
CO 1 UUHOC 


1A 
IH 


fctooqio 


1 1R 
1 to 


FST00101 

CO 1 Uv | \J I 


910 
£ i y 


co i uu i io 


73A 


CCTAA707 
CO 1 UU30f 


A17 

H I / 


CCTAA/ A7 
to 1 VvhOj 


1A 


fctaaa?i 


1 10 
i iy 


CO 1 UU IUC 


990 
££U 


FCTf|A779 

C O 1 UU J I £ 


737 
3£f 


FCTftfl7flfl 
CO 1 UU300 


A10 

h i y 


CCTAA/ AC 
to 1 UUH03 


1 r 


CO 1 UUU££ 


13A 
I cu 


FCTAA1A7 

co i uu i uj 


991 
££ 1 


to I vujjy 


79fl 
3£0 


FCTAA7RO 
Co IUU30y 


A9A 

HCU 


rCTAA/ AA 

to 1 UUhoo 


1A 


cctaa777 

tOl UUJI J 


191 


CO 1 UU 1 UH 


99A 


Co 1 UU330 


790 
3£y 


FCTAA70A 

CO 1 uu3yu 


A91 
h£1 


CCTAA/. A7 
tOl UUHOf 


i y 


FCTfin037 
CO 1 uuu£ j 


1 ££ 


FCTOoin^ 

CO 1 UU 1 U7 


99^ 
££3 


Co 1 UU 1 f O 




FCTnfl701 
CO 1 UU3Y 1 


A99 

HtA 


FCTA1/./7 
tO I U iHHf 


31 


to I uuucj 


197 
i£3 


CCTAA1 AA 
CO 1 UU 1 uo 


99A 
££0 


FCT00777 

CO 1 VKJJJJ 


*71 


FCTf1ft709 
COI UU3Y£ 


A 97 
**£3 


FCTAflAAft 
CO 1 UUHOO 


97 

£3 


tOl UUUtO 


1?*; 


CeTAftlAO 

col uw iuo 


990 

££y 


col uu lou 


773 
33 £ 


ccTftft707 
to 1 UU3y 3 


A3A 

H£H 


FCTftl AAft 
to I U IhhO 




CO 1 uuuco 


1 9A 

■ £o 


co i uu iuy 


971 
£ J 1 


FCTAn77A 

C O 1 VXJJJH 


77A 


FCTAA70C 
1 0 1 uujy 3 


A9C 

HA3 


FCTAflAAO 
CO 1 uunoy 


97 


tOl UUU£Y 


l£T 


Co i uujcu 


979 


ccTftAI R9 
CO 1 UU 1 0£ 


77C 
333 


toiuu3yo 


A97 


FCTA1AA0 
CO \ U IHH7 


3A 
to 


CD I UUUJU 


icy 


F^T 00791 

COt UUJt 1 


977 
£33 


CO 1 UU \Oj 




FCTnn70ft 

co 1 uu3 yo 


hCO 


FCTfllA**! 
CO 1 U IH3 1 


90 


ecTfinn^i 

tdl UUUO I 


17A 
I3U 


cctaatci; 

Co 1 UUOJJ 


97C 
£33 


CCTAAIOC 
Col UU 103 


7Afl 
3HU 


FCTftnAA3 
to IUUHUA 


A 90 

n£y 


FCTAAA71 
to \ UUH ( \ 


7A 
3U 


t5TUUU3c 


171 

131 


to)UU3c£. 


37A 
£30 


CCTAA10A 
to I UU IOO 


7A1 
3h1 


CCTAAAnT 
coIuUhU3 


A71 
H31 


CCTA A/.7T 
COlUUHf J 


31 


CCTAAA77 

co 1 UUU33 


1 J J 


to 1 UUl 1 1 


977 
£3/ 


CCTAA1A7 
tol UU lot 


7A3 
3H£ 


CCTAA/. A A 
tol UUhUh 


A79 
h3c 


CCTA1/C3 

to I U1h3c 


73 
3fc 


cctaap77 


IV 

1 J** 


CCTAA77C 
CO 1 V\JO/j 


97ft 
£30 


Co 1 UU 1 OO 


7AA 
3hh 


FCTftnAAC 
tol UUHU3 


ATA 

H3H 


FCTAAA7C 
Co I UUH/ 3 


77 
33 


CCTAAA7A 


133 


CCTAfll 1 9 
COlUUll^ 


370 

£3y 


CCTAA1AO 

to) uu toy 


7AC 
3*0 


CCTAAAAA 
tol UUhUO 


A7C 
h33 


CCTAA/7A 
tbl UUH/O 


7A 
3** 


ecTftftftTC 
to 1 UUUOj 


1TA 

1 JO 


Co 1 UU 1 13 


9Afi 

AHU 


rcTAff77C 
to 1 UUJOj 


7A7 

3Hf 


FCTA.1ft.30 
to IU I0£y 


ATA 
h30 


FCTAAA77 
tO I UUH/ f 


J? 


CCTAAA7A 
to 1 UUU30 


I JO 


FCTrtfH 1A 

co i uu i in 


9A1 
£H I 


pCTAAIOI 

to i uu iy i 


7AR 
3HO 


FCTnifl7ft 
to I U I03U 


AT7 

H Jl 


FCTAAA7R 
CO I UUH/ 0 


7A 
jo 


rcTflftn.77 


1T0 

uy 


CO 1 UU 1 IO 


9A9 
£H£ 


PCTAAIOP 

cot uu iyt 


740 


FCT01R71 

CO|U IOO 1 


A7R 

H30 


Co l UUH| y 


70 


CCTAAATO 

tsi wvjy 


1A A 
IhU 


FCTflft117 
to I uu I I r 


3A7 
£*»3 


FCTAA107 
tol UU IY3 


7cn 

33U 


FCTAAAA7 
to 1 UUhU/ 


A70 

H3y 


CCTAA/. Rn 
to i UUhoV 


hu 


cctaaaaa 

tol UUUHU 


1A1 


FCTflfH 1R 
COIUU 1 IO 


9AA 

CHH 


FctnniOA 


7^1 
33 1 


CCTAA/AR 
to \ UUHUO 


AAfl 


FCTA1ACA 
COI U 1H3H 


/, 1 

HI 


CCTAAAA1 


1HC 


to 1 UU3A3 


3 AC 
CH3 


CCTAA7A7 

tol uu3Hr 


7C9 
33£ 


CCTAAA AO 

toi uuh uy 


AA3 

Hit 


CCTA1 ACA 
tol U1h30 


A3 


cctaaaa9 

to 1 WUhC 


1A7 


FCTfim 10 

to I uu i iy 


9AA 
£HO 


CCTAAIOA 
CO 1 UU 1 YO 


7^7 
333 


FCTftflAlfl 
to 1 UUH IU 


AA7 

HHJ 


FCTflflAR9 
COI UUHO£ 


A A 


cctaaaaa 
to I uuuhh 


1 AA 


FC-TftA.199 
CO 1 UU lc£ 


9cn 

£3U 


FCT0.ni 07 

coi uu iy# 


71A 
33H 


FCT0.1A77 
CO 1 U !*0 3 


444 


FCT AA/R7 

co i uuh 03 


A 7 
Hi 


cctaaaaa • 

tol UUUhO 


1/7 
iHf 


to 1 UU£y& 


9C9 
£3£ 


FCTAA10R 

to i uu iyo 


333 


FCTftAAH 
tol UUH 1 I 


AAA 

HHO 


FCTAAAftC 
Col UUH03 


AO 


neTAAAA7 

tolUULKtr 


1 Aft 


toiuuoo 


9CA 
£3h 


to 1 UU£UU 


7CA 
33 O 


FCTflA/1 3 
CO I UUH t £ 


AA7 

HH/ 


ccTnnAftA 

tol UUHOO 


ca 

3U 


cctaaaar 
to I uuuho 


1AO 
IHT 


pern A 19T 
tolUUl£3 


£33 


CCTA09ni 
to 1 UU£U 1 


7R7 

33 f 


FCTAAA17 
t O | UUH 1 3 


AAft 

HHO 


FCT nA/R7 
CO I UUHOf 


ci 


CCTftftftAQ 

to i UUy*»y 


1<^A 


CCTflftl 3 A 
tOl UU I£h 


C30 


to 1 UU3*0 


33 O 


FCTflftAIA 
CO 1 UUH Ih 


AAO 
H**y 


FCTfVnAftR 
to I UUHOO 


C7 
3a 


cotaaaC3 
to 1 UUU3c 


1^1 

131 


to I UU l£3 


3C7 
t3f 


FCTAA777 
to I W^Jf 


7*%0 

33y 


FCTftftA 1C 
tol UUH 13 


A 1 ?!! 

H3U 


CCTAAAftO 

to i uunoy 


CT 
33 


CCTrtflftt/. 
C5TUVJU3H 


4 CO 

13t 


eisTAAlOA 


•5 CO 
C3V 


CCTAA9A3 
to 1 UUC.UC 


7AA 
3t>U 


CCTftflAI A 
COI UUH ID 


h3 1 


CCTAA A Oft 
to i UuhVU 


ca 


cctaaacc 

Co 1 UUU33 


135 


FC-Tnni37 
tol UU It/ 


3AA 
COU 


FCTfin7C7 
to!UU33r 


7/>1 
30 1 


FCT0AA17 
CO 1 UUH 1 / 


A*»3 
H3£ 


EST00491 


33 


t5lUUU3o 


13h 


CCTAA13A 
to I UUl AO 


3A1 
col 


FCTAA77ft 
tol UU330 


7A7 
303 


to I Uuh ly 


A"?C 
H33 


CCTAAAOA 
tO 1 UUHTH 


CA 

3o 


CCTAAAC7 
E51UUU3/ 


133 


CCTAA130 
tolUUIdr 


3A3 


FCTAA770 
tol UU33y 


7AA 
30H 


FCTnAA9A 
to I UUh£U 


A*i7 
H3# 


CCTAAAOC 

to 1 uu*»y3 


C7 

Jf 


ceTAAACR 
tol UUU30 


1C7 

13r 


to 1 UU 13 1 


9AC 
£03 


CCTAA3AC 
to 1 UUAU3 


7AC 
303 


CCTA1A7A 
to 1 U IH3H 


ACR 
H30 


CCTAAAOA 
to 1 UUHYO 


CR 
30 


CCTAfiACO 

to luuupy 


l3o 


CCTAA179 
to I UU \JC 


3AA 

too 


to 1 UU£UO 


7AA 
300 


Co 1 UUH£ 1 


A<»0 
H?y 


CCTAAA07 

to 1 uuny/ 


CO 
JT 


cctaaaai 

tol UUUol 


1 CO 
13y 


CCTAA73C 
to I UU3A3 


973 
cY £ 


FCTftA7An 
tol UU3HU 


7A7 
30f 


tO 1 VUHC.C. 


AAfl 

hou 


CCTA1AC7 
1 0 1 U 1 H3 / 


Aft 
OU 


to lUUUOt 


1 Aft 

low 


CCTnA73A 
to I UU3AO 


37A 


to 1 UU£00 


7A0 

3oy 


tol UUh£h 


AA1 
ho i 


CCTA1RTA 
tO I U I 030 


03 


CCTAAAAC 
to| UUUO 3 


1 A5 

lol 


CCTAA177 
t o 1 UU 1 33 


97C 
C/3 


toi uucuy 


773 
3f c 


FCTflflA37 
to 1 VWCI 


AA3 
H0£ 


CCTAAAOR 
1 0 1 Uuh yo 


A/ 
OH 


CCTAAAAA 


1 AT 
TOO 


tolUU I3H 


37ft 


EST00342 


777 

3/3 


tol U!u3£ 


AAA 
hOh 


C CT n A AOO 
to t UuhW 


/7 

or 


ESTUU331 


1 AC 

103 


CCTAA17A 
to I UUl 3D 


370 


CCTAA317 

tolUU£l3 


77A 

3/ H 


CCTAA/ 3a 
tOlUUHtO 


AAC 
H03 


CCTAACAA 

tol UU3UU 


AO 
OO 


tSTuUUoo 


1 A7 
lOf 


CCTAA17ft 
tolUU130 


3 OA 

coU 


CCTAATA7 
to 1 UU3A3 


77C 
3f 3 


CCTAA/ 30 

to I UUhaY 


AAA 
HOO 


CCTAACA1 

tol UU3U1 


69 


ESTUU30U 


4 AO 

loo 


cSTUUIhU 


907 

£o3 


CCTAA91C 

tblUUtl3 


77A 
3f O 


CCTA1/TA 

c51U1h3o 


/A7 
HOf 


CCTAACAA 


71 
f 1 


cerAAA7A 
tSTUUWU 


4 AO 

loy 


EST00141 


3BA 
£OH 


CCTAA31A 

to I UUt to 


777 

3/ f 


CCTAAA7n 

to 1 v\)**o\) 


AAft 
HOO 


CCTAACA7 
to I UU3U3 


ri 


ESTOOO/t 


4 7ft 

1 70 


tsiuucys 


OOA 

too 


CCTAA317 
tol UUcl / 


77R 
3f 0 


CCTAA/71 

to 1UUh31 


Z7A 
H { U 


•CCTAACAA 
to f UU3UH 


ft 

IH 


ESTUUW3 


A 74 

1 11 


CCTAA737 


907 
AOf 


toiuu^io 


770 
3f y 


CCTAA/ 70 

to IUUh3^ 


5tU ivtf 


CCT* 
tol ff 


7A 

7o 


ee>TAAA7C 

ESTUUUY3 


1 fc 


ceTAftl/3 


3fiQ 

too 


CCTAA310 

toiuuAiy 


3oU 


CCTA1/70 

tolUlH3y 




oa 
oU 


er»YAAA77 

EoTUUU/ / 


177 


CCTAA1/.7 

tol UUl h3 


3fiO 

toy 


CCTAA99A 
tol UUAtU 


7R1 

301 


CCTAAA77 
to IUuh33 


A77 
HI 3 


CCTAACAA 
1 0 I UU3UO 


81 


ESTU0313 


47C 

173 


ceTftfrt / / 
COIUU tHH 


£VU 


CCTftri33^ 

toluUcA I 


7R3 
3ot 


CCTftft/7/ 

to I UUh3h 


L 7/. 

H f H 


CCTftftCft7 

ho 1 UU3Ur 


83 


p ** ▼ rt A ft7n 
ESTuOuTY 


4 70 
I/O 


CCTAA30/ 

to I UUtyn 


£y1 


tOlUUtAA 


SEQ ID# 


CCT4t 
COTflF 


/77 

Hff 


CCTA1 A A7 
tOlUlH03 


ftA 

OH 


ta I uuuou 


1R9 
IOC 


F^T00790 


302 


CO! UUCU 






478 


CCTAOStO 
CO 1 UU3 IU 


85 


EST00081 


184 


EST00149 


293 


EST00224 


383 


EST00435 


479 


EST00511 


86 


ESTO0O82 


185 


EST00150 


294 


EST00225 


384 


EST01440 


480 


EST01464 


87 


EST00083 


186 


EST00151 


SEQ ID# 


EST# 


386 


EST00437 


481 


EST00512 


89 


EST00085 


190 


EST00153 




388 


EST00439 


482 


EST01465 


91 


EST00086 


191 


EST00154 


295 


EST00226 


390 


EST01442 


483 


EST00513 


92 


EST00087 


194 


EST00157 


297 


EST00230 


391 


EST00441 


484 


EST00514 


94 


ES700353 


SEQ ID# 




298 


EST00231 


393 


EST00443 


487 


EST00516 


'95 


EST00088 




302 


EST00303 


395 


EST00445 


488 


EST00517 


96 


EST00089 


195 


EST00158 


303 


EST00348 


397 


EST00446 


489 


EST00518 


99 


EST00316 


196 


EST00159 


304 


EST0O307 


398 


EST00447 


490 


EST00519 


SEQ ID# 


EST# 


197 


EST00160 


305 


EST00308 


399 


EST00448 


491 


EST00520 






198 


EST00161 


306 


EST00309 


400 


EST00449 


492 


EST00521 


100 


EST00090 


199 


EST00277 


307 


EST00312 


401 


EST00450 


495 


EST00524 


101 


EST00091 


203 


EST00164 


308 


EST00314 


403 


EST00452 


497 


EST00526 
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498 


EST01467 


600 


EST01492 


697 


499 


EST01468 


601 


EST01493 


698 


500 


EST00527 


603 


EST01494 


701 


501 


EST02715 


604 


EST 00607 


702 


502 


EST01469 


605 


EST00608 


703 


507 


EST00530 


609 


EST01496 


704 


508 


EST00531 


610 


EST00612 


705 


509 


EST01472 


611 


EST00613 


706 


510 


ESTD0532 


612 


EST00614 


708 


C4 4 

3 11 


EST00333 


615 


EST00616 


709 


512 


EST00534 


616 


f***TA4 / A^ 

EST01497 


710 


513 


EST00335 


618 


EST01498 


74 A 
711 


514 


EST00536 


620 


EST01499 


712 


515 


EST00537 


622 


r>ntA4 ft / 1 

EST01843 


713 


519 


^#*vAftC / 4) 

EST00541 


623 


EST00621 


714 


520 


EST00542 


624 


EST01500 


715 


521 


EST01474 


625 


EST01844 


716 


523 


E ST 0 1035 


627 


EST 00623 


717 


525 


EST0D545 


628 


EST01503 


718 


527 


EST00547 


629 


EST00624 


719 


528 


I" jtvftftt / A 

EST00548 


630 


EST01505 


720 


530 


rprnl / "7T 

EST01477 


631 


EST00625 


721 


531 


EST00550 


632 


EST00626 


722 


533 


EST00552 


633 


EST00627 


723 


534 


EST01478 


634 


EST 00628 


725 


535 


EST00553 


636 


EST01507 


728 


536 


EST01479 


637 


EST00630 


730 


537 


EST00554 


638 


EST00631 


731 


538 


EST00555 


640 


EST01509 


732 


539 


EST00556 


641 


EST00633 


733 


541 


EST00558 


643 


EST00635 


734 


542 


EST01480 


645 


EST00637 


735 


543 


EST00559 


646 


EST00638 


736 


544 


EST00560 


647 


EST00639 


737 


545 


EST01481 


648 


EST00640 


739 


547 


EST00561 


649 


EST00641 


740 


548 


EST00562 


651 


EST00643 


741 


550 


EST00564 


652 


EST01510 


744 


553 


EST00566 


654 


EST00644 


746 


555 


EST01483 


655 


EST00645 


748 


556 


E5T00568 


656 


EST01513 


749 


558 


EST01484 


658 


EST00647 


750 


560 


EST01485 


659 


EST00648 


751 


561 


EST00571 


661 


EST00650 


754 


562 


EST00572 


662 


EST00651 


SEQ 1D# 


563 


EST00573 


663 


EST00652 




564 


EST00574 


664 


EST00653 


756 


565 


EST00575 


665 


EST00654 


758 


566 


EST00576 


SEQ ID* 


EST# 


761 


567 


EST00577 






762 


568 


EST00578 


666 


EST01514 


763 


569 


EST00579 


667 


EST00655 


765 


SEQ ID# 


EST* 


668 


EST00656 


766 






669 


EST00657 


767 


571 


EST00581 


670 


EST00658 


768 


572 


EST00582 


671 


EST00659 


770 


574 


EST00584 


672 


EST00660 


771 


575 


EST00585 


673 


EST01515 


772 


577 


EST00587 


674 


EST01516 


774 


580 


EST00590 


675 


EST00661 


775 


581 


EST00591 


676 


EST00662 


777 


583 


EST00593 


677 


EST00663 


779 


584 


EST00594 


678 


EST01517 


780 


585 


EST00595 


679 


EST01518 


781 


586 


EST00596 


680 


EST00664 


783 


587 


EST01488 


682 


EST00666 


785 


588 


EST00597 


683 


EST00667 


786 


589 


EST00598 


684 


EST00668 


787 


590 


EST00599 


685 


EST00669 


788 


591 


EST01489 


686 


EST00670 


789 


592 


EST00600 


688 


EST00672 


790 


593 


EST00601 


690 


EST00674 


792 


595 


EST01840 


692 


EST00676 


793 


.597 


EST00603 


693 


EST00677 


794 


598 


EST00604 


694 


EST00678 


796 


599 


EST00605 


696 


EST01521 


797 
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EST00680 


799 


EST00752 


894 


EST01894 


EST00681 


800 


EST00753 


895 


EST01895 


EST01522 


801 


EST00754 


896 


EST01896 


^Aft ^ f) / 

EST00684 


804 


EST00757 


897 


EST01897 


EST00685 


805 


EST00758 


898 


^**Vft4 AAA 

EST01898 


EST00656 


806 


EST00759 


899 


tr ^ n 4 oaa 

EST01899 


EST00687 


807 


A AT £ A 

EST 00760 


900 


EST01900 


EST00688 


809 


EST00762 


901 


pnf A« A A 4 

EST01901 


EST006oy 


810 


r^tAA7/ T 

EST00763 


902 


EST01902 


EST00690 


81 1 


EST00764 


903 


r* A 4 A A*7 

EST01903 


EST 00691 


813 


EST00765 


904 


EST01904 


EST 00692 


0.4/ 


ESTUU766 


905 


tPTAI AAC 

EST01905 


EST 00693 


04C 

013 


EST01855 


906 


r ** T ft 4 Art ,/ 

EST01906 


EST00694 


Q4Z 

OIO 


rrTni OCZ 

EST01856 


908 


f- (>Tn4 AAA 

ESTOIyOo 


EST 00695 


817 


EST01857 


909 


EST 01 909 


EST01523 


818 


EST01858 


910 


r AT ft 4 A 4 A 

EST01910 


EST01524 


819 


EST01859 


911 


EST01911 


EST01525 


820 


EST 01 860 


914 


r *»Tft4 A4 y 

EST01914 


ccTnnzoz 


822 


CCTHI BZT 
tSTUlS63 


AIC 


CST01915 


ccTni ciz 




rerm oXZ 


01 z 

y 16 


EST01917 


EST00697 


826 


EST01867 


917 


r* Y ft 4 At A 

EST01919 


EST015Z7 


827 


EST01558 


918 


EST01920 


r r*^f\ 4 r ao 

EST01528 


828 


V* #fc V A A T / —9 

EST00767 


920 


A ^ A 4 A^ ^ 

EST01922 


EST00698 


830 


EST01559 


921 


EST01923 


EST 00699 


831 


P*t A AT* A 

EST 00769 


922 


EST01924 


EST00702 


832 


EST00770 


923 


EST01925 


EST00704 


837 


EST01561 


925 


EST01927 


EST00705 


838 


EST00774 


926 


EST01929 


EST00706 


839 


EST01562 


927 


EST01930 


EST00707 


840 


EST00775 


928 


EST01931 


EST00708 


841 


EST00776 


931 


EST01934 


EST00709 


842 


EST01563 


932 


EST01935 


EST01532 


843 


EST01564 


933 


EST01936 


EST00710 


844 


EST01565 


934 


EST01937 


EST01534 


846 


EST00778 


937 


EST01940 


EST01535 


847 


EST00779 


939 


EST01943 


EST00712 


848 


EST01566 


SEQ ID# 


EST# 


EST01537 


849 


EST01567 






EST00716 


850 


EST00780 


940 


EST01944 


EST01850 


851 


EST00781 


941 


EST01945 


EST00719 


SEQ ID# 


EST# 


942 


EST01947 


EST01539 






943 


EST01948 


EST01540 


853 


EST00783 


944 


EST01949 


EST00722 


855 


EST00785 


945 


EST01950 


EST# 


856 


EST01 568 


946 


EST01953 




857 


EST01868 


947 


EST01954 


EST01541 


858 


EST01869 


949 


EST01958 


EST00724 


859 


EST01870 


950 


EST01959 


EST01544 


860 


EST00786 


953 


EST01962 


EST00727 


861 


EST01871 


954 


EST01963 


EST00728 


863 


EST01B73 


956 


EST 01 968 


EST00730 


864 


EST00787 


957 


EST01969 


EST00731 


865 


EST01569 


958 


EST01970 


EST00732 


866 


EST01874 


959 


EST01972 


EST00733 


867 


EST01875 


960 


EST01973 


EST00735 


868 


EST01876 


961 


EST01974 


EST01546 


869 


EST00788 


962 


EST01975 


EST00736 


870 


EST00789 


963 


EST01976 


EST01548 


871 


EST00790 


964 


EST01977 


EST00737 


872 


EST 00791 


966 


EST01979 


EST00739 


873 


EST00792 


967 


EST01980 


EST00741 


874 


EST00793 


970 


EST01983 


EST 01 549 


875 


EST00794 


972 


EST01986 


EST01550 


876 


EST 00795 


974 


EST01988 




077 

Of f 


ESTUloY r 


Yf D 


CCTA1QOO 


EST01553 


878 


EST01878 


976 


EST01990 


EST00742 


879 


EST01879 


977 


EST01991 


EST00743 


880 


EST01880 


978 


EST01992 


EST00744 


882 


EST01882 


981 


EST01995 


EST00745 


883 


EST01883 


982 


EST01996 


EST01554 


885 


EST01885 


983 


EST01997 


EST00747 


887 


EST01887 


984 


EST01998 


EST00748 


889 


EST01889 


987 


EST02001 


EST01555 


890 


EST01890 


989 


EST02003 


EST00750 


892 


EST01892 


990 


EST02004 


EST00751 


893 


EST01893 


991 


EST02005 
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992 


Col utvuo 


1086 


COI Ut 1 u? 




COI UCCUT 


1274 


FSTR2707 

CO 1 UbJUj 


17A7 
I0O3 


PCTft970A 

t o i ucoy** 


994 


EST02008 


1087 


CO 1 \JC 1 WW 


1185 


EST02210 

CO 1 Ubb 1 V 


1275 


EST02304 


1364 


CO 1 UCJT^ 


997 


EST0201 1 


1088 


FST02107 

C O 1 UL IVI 


1186 


EST02211 


1276 


EST02305 


1366 


EST02397 


999 


EST02013 


1091 


EST02110 


1187 


EST02212 


1278 


EST02307 


1367 


EST 0239fi 


1001 


EST02015 


1093 


EST02112 

L» W 1 lib 


1188 


EST02213 


1279 


EST02308 


1368 


EST02399 

CO 1 VU/7 


1002 


EST02016 


1095 


FST02114 


1189 


EST02214 


1280 


EST02309 


1370 


EST02401 


1003 


EST 0201 7 


1097 


EST 021 16 


1190 


EST02215 


1281 


Crf 1 UbJ ■ v 


1372 


EST02403 

COI WtHUJ 


1005 


EST02019 


1098 


EST02117 


1191 


EST02216 


1282 


EST02311 


1373 


EST02404 


1006 


EST02020 


1100 


EST021 19 


1192 


EST02217 


1283 


EST02312 

V 1 www 1 b 


1375 


EST 024 06 


1008 


EST02022 


1101 


EST02120 


1193 


EST02218 


1284 


EST02313 


1376 


EST02407 


1009 


EST02023 


1102 


FST02121 


1194 


EST02219 


1286 


EST02316 


1377 


EST02408 

COI wbtVU 


1010 


FST02024 


1104 


EST 02125 

CO 1 UL 1 


1195 


EST 022 20 

COI wbLbU 


1288 


CO 1 UCO IO 


1378 


F<*T02AftO 
CD 1 UCHUy 


1011 


F^T 02025 


1 106 


co i uc i t j 


1 197 

1 IT/ 


F^TD???2 
CO 1 ucccc 


12 AO 
ICOY 


F<T02710 

Co 1 UCO IY 


1770 
io# y 


PCT02A1ft 
Co 1 VCH iu 


101? 

IV 1 c 


F ST 02026 

CO f vtUtt> 


1107 


F«*T0?12fi 

CO 1 Ub 1 to 


1198 


EST 022 23 

CO 1 UbbbJ 


1290 


F5Trt27?0 

Co 1 UC3CU 


17Aft 

IOOU 


FCT02A1 1 

Co 1 UCH 1 1 


mix 


F ST 02027 

CO 1 "twtl 


1108 


F^T0?127 

COI UL ICf 


1 199 


FST02224 

CO 1 Vbbbl 


1201 

1 CT 1 


EST02321 


1381 


FCT02A17 

Co 1 UCH 1 o 


1ft1A 




1 109 


F^T 02128 
co i i/c i to 


1200 


EST02226 

CO 1 UbbbD 


170? 

1 CT t 


FQT02722 
Col ucocc 


1382 


Co 1 UC** I** 


1015 


EST 02029 


1110 


EST02129 

CO 1 Ub It/ 


1201 


EST02228 

CO 1 VbtbU 


1293 


EST02323 

CO I VbJbJ 






1016 


EST02070 

cot WCUJU 


1111 


EST02131 


1202 


EST02229 


1294 


EST 02324 

CO 1 UbJLt 






ini7 

1 V I 1 ■ 


Ed 1 u£UJ 1 


111? 


F^T0?1*?2 

CO 1 UL Ub 


1203 


f<;to??7D 

CO 1 UbbJU 


120S 

ICT J 


FST0272? 
co i ucoc^ 






1019 


F ST 02077 
col utujj 


1114 


FST02134 

Co 1 Ub 1 


1204 


EST 02232 

CO 1 UbbJb 


1296 


EST02726 
CO 1 ucoco 






iVCC 


FcTft?n7A 
Col U£UJO 


1 117 

lit/ 


Co i ut u» 


1 cvo 


CO 1 UCCjH 


OCU III tt 


CO 1 ft 






1ft27 


ceTn?n^7 


1 110 

1 1 IT 


CO } Ufc 1 J7 


1207 


FST02?Vi 

CO 1 VCCjJ 










1024 


FST02038 


1 120 


EST02140 

CO 1 Ub 1 "v 


1208 


EST02236 

CO 1 VbbVV 


1298 


EST02728 

tri 1 Ub JbU 






IUCO 


FSTft20An 


1 121 


FQT0?141 

CO 1 Ub IH 1 


1209 


EST02237 

CO 1 UtbJ/ 


1299 


FSTQ2720 

CO 1 UC3C7 






10.2 a 


FCTft2ftA1 
Co IUCU** 1 


1 1?? 

1 ICC 


FCTn?1A? 
to | Ub IHC 


OCU lUfr 


EST# 


IOUU 


FQTft277ft 

Co 1 VCOjV 






in?7 


FCTft?ftA2 
to 1 UcUhc 


1 ICO 


Co 1 Ub 




1 JUC 


FQT02772 
Co 1 VCjjC 






10.9ft 

lUco 


ESTUcwo 


119A 




1211 
It i 1 


peTf\22X0 

CO 1 UCCOT 


touo 


per ft 9777 
to 1 UC333 






moo 


tol UtUH4 


1 It3 


FCTfl51A^ 
co| vc It? 


121? 
>C l£ 


FCTft2?Afl 
to 1 VCChV 


17. r»A 


FCTft?77A 
Co 1 VCjO'* 






1 ata 
1050 


ESTUcUAo 


SEQ ID# 


ESI w 


121"? 


CO I UctH 1 


13U2 


cbl Ucoo? 






1 a79 

lUOC 


Eo I UtUstJ 






1?1A 


CO 1 UttHt 




peTft277A 
Co 1 UtOOO 






1 ATT 

1033 


ESTUcUAy 


llcY 


ceTn51/.7 
tSl UtlHf 


1c 12 


CO) UttH'fr 


iTn7 


CeTfi97T7 
tol VC3Ji 






4ATA 

1036 


ESJUCUOC 




ceTA31 Aft 


121A 


tol Ucch2 


i7.no 

1 JUT 


CCTn9770 
tbl UCOOT 






SEQ ID# 


EST» 


1 17fl 
1 I3U 


to lucl3U 


1217 
1c 1 f 


PCT029AA 
Co 1 UCC40 


iTin 
I31U 


to 1 UcOhU 










1 171 
I 1 j I 


Co 1 VC 1 7 1 


121fl 
1 C IO 


F«IT ft ??A7 

CO I VCCHl 


171 1 

13 11 


FCTH27A1 
Co I UC3H ■ 






lUo/ 


tSIUcUOO 


1 172 
1 13c 


FCTn21l\? 
to I UC Ob 


1210 
It It 


CO 1 VCchO 


13 l J 


peTft27A7 
cot ucoho 






lUOC 




1 17s 


to 1 UC 133 


122fl 
ICCU 


FCTfl22AO 
Co I uccny 


171A 
13 1** 


FCTft27AA 
Co I UCOH** 






IUhU 


tolUcUoo 


1 17A 


ccTn?1 , \A 

calUcOO 


1221 
let 1 


peTri22^A 
Co 1 UCC3V 


IOl2 


FCT0.97AC 






1ftA9 


tbl UCU30 


1 H7 
i Of 


Co I VC ■ 7 r 


122? 

ICCJ 


Co 1 VCCjC 


171A 
13 IO 


peTn27AA 

Col UCOHQ 






m// 


tol VCVOM 


1 HA 


CO I VC *J7 


122 1 ! 
1 CCj 


FCTn,?2C.A 
Co 1 VCCJt 


1717 
13 I f 


pcTft27A7 
Co I VC2HI 






i a/c 


tol Ucuol 


1 1Afl 


CO ( VC IOC 


122A 
1 ttO 


pcTft22«;<; 

Co 1 VCOj 


171 A 
13 10 


PCTft97AA 
to I UcOHO 






1 fl/ A' 
1U*»0 


E 51 Ucuoc 


11/5 


cSTUclOH 


1927 


CO) UCC30 


1710 
l3 iy 


tbl UC3*»y 










1 1 At 


CCTfl^lAR 

catutfOj 


\£ac 


pCTn22A1 




CCTf\97RfV 
to 1 UC33U 






i n/ o 

iu*»y 


cpt a9a.ac 
ESI UtuoD 


11// 


cern51 AA 
to I UC I DO 


1 P^tA 

1 CJH 


CO I UCCOO 


1791 
13^1 


PCTft97C1 
tbl UCOO 1 






i ncn 

IU9U 


tol UtUOO 


1 1A 1 ; 


FCTn?1A7 
to 1 UC lOl 




FQTf)22AA 
Co I VCCOH 


1722 
■ 3CC 


F«Tfl27 , ;2 
CO 1 ucooc 






1U91 


ceTft?ftA7 

toiucuor 


1 1AA 


pern? 17ft 
ColUC 1 f u 


12^A 
1 COO 


F<!Tft?2A'> 
CO I UCCOJ 


1727 
I3CO 


peTft27 ( ;7 

to I VC^JJ 






i nc9 


t o 1 UCUOO 


1 I/O 


FCTn5l7l 
to I uc l r 1 


1277 


PCT022AA 
Co I UCCOO 


I3C3 


to 1 UC333 






1ACT 

1U93 




1 1Rrt 


to I Ucl f c 


127A 

I too 


pCTft22A7 
to I UCCOr 


172A 

loco 


pcTn97»;A 






IflRA 
IUOh- 




1 1R? 


tol UC 1 f H 


12^9 


FQT0.22AR 

Col UCCOO 


1727 
lOtf 


FQTft27<*7 
Col UCOOf 






incc 
IU99 


CCT-fl9ft7l 
Cbl UcU/ 1 




to 1 uc 1 r J 


12Aft 

I CHU 


Co I UCCOt 


172A 


pcTn27*;A 
col uco jo 






1ftC;A 


to 1 VCVf C 


1 1**A 

1 1 JH 


Col UC 1 f o 


1241 


F«!T0227n 
co i veer v 


1720 

1 OCT 


peTn97Ro 

COI VCJJV 








to 1 VCVf 3 


'1 1 1 ? 1 ; 
i ijj 


FCTn?177 
Co [ UC I ' / 


12A? 
ic**c 


FCT0.2271 
to 1 UCCr 1 


177ft 

IOOU 


peTn27An 
Co 1 VCDOV 






IU90 


FCTft2ft7A 
to 1 VCVf *f 


1 i->o 


Co i uc i / o 


1244 


FSTn.2277. 
co i ucc r o 


1777 

lOOO 


EST02363 






inco 


PCTfl9ft7i; 


1 1*17 


CO 1 UC 1 ou 


1?AA 

It HO 


pcTn227 1 ; 

CO 1 VCCf J 


177A 
IOOh 


PCT0.77AA 
Co 1 Utjw 






iaao. 

luDU 




1 1 JO 


ccTn21R1 
to 1 UC IO ) 


12A7 


Co 1 VCClO 


■ 333 


pcTn27A | ; 

Co 1 ucooo 






lUOl 


ceTft9A*7fl 
ESI VcWo 


l I3y 


coTUc ioc 


1?AR 
IcHO 


CO | VCCf ( 


177 A 
lOOO 


to 1 UCOOO 






1fiA9 
IUOC 


ccTrt5n7o 
tol L/cU/y 


I lOU 


to i UC IOJ 


1?A0 

I CHT 


FQT0227R 
Co I veef o 


1777 
I33f 


peTft27A7 
to 1 UCOOf 






4A/7 


EST 02081 


41/4 

1 16 1 


cSTUclo*! 


rc3U 


CCTAD970 

cblUCcry 


looo 


CCTfl97An 

tST Ucooo 






1064 


ESTOcuSc 


1 I/O 

1 IO£ 


ESTUc lOD 


1 on 


to I vecov 


looy 


tbTUcooy 






1065 


EST0ZO83 


1164 


tSTOcloo 


1C3C 


cSTuctol 


17/ 9 


tSTUCOf ^ 






1066 


tST0cA)o4 


1 103 


ESTu^ioV 


ICJO 


toiuccoc 


loAo 


tST Ucof o 






1067 


ESTDZ085 


1166 


EST0Z190 


IcjA 


c5T0cco3 


IT/ C 

1345 


ESTOcoTo 






1068 


r *»TftOftOZ 

ESTQZQ86 


1 167 


ESTOclyl 




tSTUccoa 


17// 


tSTUco/6 






1070 


EST0ZO88 


1168 


EST02 193 


1256 


EST022B2 


IT/ "7 

134/ 


EST0c3/7 






1071 


EST02089 


1169 


EST0Z194 


1257 


EST02ZB6 


1349 


EST02379 






10/ c 


cerA7(\Qft 
ESTUtUVU 


1 17n 


ColUC IV3 


19RR 
1C3D 


tolUCCOr 


I33U 


pcTft97Rft 

Co 1 VCjOX) 






1073 


EST02091 


1171 


EST02196 


1259 


EST02288 


1351 


EST02381 






1074 


EST02092 


1172 


EST02197 


1260 


EST02289 


1352 


EST02382 






1075 


EST02093 


1173 


EST02198 


1261 


EST02290 


1353 


EST02383 






1076 


EST02094 


1174 


EST02199 


1262 


EST02291 


1354 


EST02384 






1077 


EST02096 


1175 


EST02200 


1263 


EST02292 


1355 


EST023B5 






1078 


EST02097 


1176 


EST02201 


1268 


EST02297 


1357 


EST02387 






1079 


EST02098 


1177 


EST02202 


1269 


EST02298 


1358 


EST02388 






1080 


EST02099 


1178 


EST02203 


1270 


EST02299 


1359 


EST02390 






1082 


EST02101 


1179 


EST02204 


1271 


EST02300 


1360 


EST02391 






1084 


EST02103 


1180 


EST02205 


1272 


EST02301 


1361 


EST02392 






1085 


E5T02104 


1182 


EST02207 


1273 


EST023O2 


1362 


EST02393 







WO 93/16178 



PCT/US93/01294 



SEO ID# 


EST* 


1485 


EST02522 


1592 






1486 


EST02523 


1593 


1384 


EST02416 


1487 


EST02524 


1594 


1387 


EST02419 


1488 


EST02525 


1596 


1389 


EST02422 


1489 


EST02526 


1597 


1390 


EST02423 


1490 


EST02527 


1598 


1391 


EST02424 


1491 


EST02529 


1600 


1392 


EST02425 


1494 


EST02532 


1601 


1393 


EST02426 


1497 


EST02535 


1603 


1394 


EST02427 


1498 


EST02536 


1604 


1396 


EST02430 


1501 


EST02539 


1605 


1398 


EST02432 


1504 


EST02542 


1606 


1400 


EST02434 


1506 


EST02545 


1607 


1402 


EST02436 


1507 


EST02546 


1609 


1403 


EST02437 


1508 


EST02547 


1611 


1404 


EST02438 


1509 


EST02548 


1612 


1406 


EST02440. 


1510 


EST02549 


1613 


1407 


EST02441 


1512 


EST02551 


1614 


1410 


EST02444 


1513 


EST02552 


1615 


1411 


EST02445 


1514 


EST02553 


1617 


1414 


EST02448 


1515 


EST02554 


1618 


1415 


EST02449 


1517 


EST02558 


1619 


1416 


EST02450 


1518 


EST02559 


1620 


1419 


EST02454 


1519 


EST02560 


1622 


1420 


EST02456 


1520 


ESt02561 


1623 


1421 


EST02457 


1521 


EST02562 


1625 


1422 


EST02458 


1522 


EST02563 


1626 


1423 


EST02459 


1523 


EST02564 


1628 


1424 


EST02460 


1524 


EST02565 


1632 


1425 


EST02461 


1525 


EST02566 


1633 


1426 


EST02462 


1526 


EST02567 


1634 


1428 


EST02464 


1529 


EST02570 


1635 


1429 


EST02465 


1530 


EST02571 


1636 


1431 


EST02467 


1532 


EST02573 


1638 


1432 


EST02468 


1533 


EST02574 


1640 


1433 


EST02469 


1534 


EST02575 


1641 


1434 


EST02470 


1535 


EST02576 


1642 


1435 


EST02471 


1538 


EST02579 


1643 


1436 


EST02472 


1539 


EST02580 


1645 


1437 


EST02473 


1540 


EST02581 


1646 


1438 


EST02474 


1541 


EST02582 


1647 


1440 


EST02476 


1542 


EST02583 


1648 


1442 


EST02478 


1545 


EST02587 


1650 


1443 


EST02479 


1546 


EST02588 


1652 


1444 


EST02480 


1547 


EST02589 


1653 


1445 


EST02481 


1549 


EST02591 


1655 


1446 


E5T02482 


1550 


EST02592 


1656 


1447 


EST02483 


1552 


EST02594 


1657 


1450 


EST02486 


1553 


EST02595 


1658 


1452 


EST02488 


1554 


EST02597 


1659 


1453 


EST02489 


1555 


EST02598 


1660 


1454 


EST02490 


1556 


EST02599 


1661 


1455 


EST02491 


1557 


EST02600 


1662 


1456 


EST02492 


1559 


EST02602 


1663 


* 1458 


EST02495 


1560 


EST02603 


1664 


1459 


EST02496 


1564 


EST02607 


1665 


1460 


EST02497 


1565 


EST02608 


1666 


1461 


EST02498 


1568 


EST02611 


1668 


1462 


EST02499 


1569 


EST02612 


1669 


1464 


EST025D1 


1570 


EST02613 


1670 


1466 


EST02503 


1571 


EST02614 


1671 


1467 


EST02504 


1573 


EST02616 


1672 


1469 


EST02506 


1574 


EST02617 


1673 


1470 


EST02507 


1576 


EST02619 


1674 


1471 


EST02508 


1577 


EST02620 


SEO ID* 


1472 


EST02509 


1578 


EST02621 




1474 


EST0251 1 


1579 


EST02622 


1675 


1475 


EST02512 


1580 


EST02623 


1676 


1476 


EST02513 


SEQ ID* 


EST* 


1678 


1477 


EST02514 






1679 


1481 


EST02518 


1582 


EST02626 


1680 


1482 


EST02519 


1583 


EST02628 


1684 


SEO ID# 


EST# 


1584 


EST02629 


1685 






1585 


EST02630 


1686 


1483 


EST02520 


1587 


EST02632 


1687 


1484 


EST02521 


1590 


EST02635 


1688 



-64- 



EST 02637 


1689 


EST008A5 


1799 


EST00934 


EST02638 


1690 


EST008A6 


1800 


EST00935 


EST02639 


1691 


EST01577 


1801 


EST00936 


EST02641 


1696 


EST00851 


1802 


EST00937 


EST02642 


1697 


EST00852 


1803 


EST01613 


EST02643 


1702 


EST00854 


1806 


EST00940 


EST02645 


1703 


EST00855 


1808 


EST00942 


EST02646 


1705 


EST00856 


1810 


EST00944 


EST02648 


1707 


EST01581 


1812 


EST02693 


EST 02649 


1709 


EST00859 


1813 


EST00946 


EST02650 


1711 


EST00861 


1814 


EST00947 


EST02651 


1712 


EST00862 


1815 


EST01615 


EST02652 


1713 


EST00863 


1816 


EST00948 


EST02654 


1714 


EST00864 


1817 


EST00949 


EST02656 


1717 


EST00866 


1818 


EST01616 


EST02657 


1719 


EST00868 


1821 


EST00952 


EST02658 


1720 


EST00869 


1822 


EST00953 


EST02659 


1721 


EST00870 


1823 


EST00954 


EST02660 


1722 


EST00871 


1824 


EST01617 


EST02662 


1723 


EST00872 


1825 


EST00955 


EST02663 


1724 


EST00873 


1827 


EST01618 


EST 02665 


1725 


EST00874 


1828 


EST00957 


EST02666 


1727 


EST00875 


1831 


EST01619 


EST02668 


1728 


EST00876 


1832 


EST00960 


EST02669 


1732 


EST01590 


1833 


EST00961 


EST02672 


1733 


EST01591 


1835 


EST00962 


EST02673 


1734 


EST0088O 


1836 


EST01622 


EST02675 


1735 


EST00881 


1837 


EST00963 


EST02679 


1736 


EST01592 


1838 


EST00964 


EST02680 


1737 


EST00882 


1839 


EST00965 ' 


EST02681 


1740 


EST02687 


1840 


EST00966 


EST02682 


1741 


EST00886 


1841 


EST00967 


EST02684 


1744 


EST00889 


1842 


EST00968 


EST00798 


1745 


EST00890 


1843 


EST00969 


EST00800 


1747 


EST00892 


1844 


EST00970 


EST00801 


1748 


EST00893 


1846 


EST00972 


EST00802 


1749 


EST01593 


1850 


EST01624 


EST00803 


1750 


EST00894 


1851 


EST00976 


EST00804 


1752 


EST00896 


1854 


EST00978 


EST00805 


1753 


EST00897 


1855 


EST00979 


EST00806 


1754 


EST00898 


1857 


EST00980 


EST00807 


1755 


EST00899 


1858 


EST00981 


EST00809 


1757 


EST01594 


1859 


EST00982 


EST00811 


1758 


EST00901 


1861 


EST00984 


EST00812 


1759 


EST00902 


1862 


EST00985 


EST00813 


1761. 


EST01598 


1863 


EST00986 


EST00814 


1762 


EST009O4 


1864 


EST00987 


EST00815 


1763 


EST00905 


1865 


EST00988 


EST00816 


1765 


EST01600 


1867 


EST00990 


EST00817 


1766 


EST00906 


1868 


EST00991 


EST00818 


1772 


EST02691 


1870 


EST00993 


EST00819 


1773 


EST00911 


1872 


EST00995 


EST00820 


1774 


EST00912 


1873 


EST01630 


EST00821 


1775 


EST02692 


1874 


EST00996 


EST00822 


1776 


EST01603 


1875 


EST01631 


EST00823 


1778 


EST00914 


1876 


EST00997 


EST00824 


1779 


EST00915 


SEQ ID* 


EST* 


EST00826 


1781 


EST00917 






EST00827 


1782 


EST00918 


1878 


EST00999 


EST00828 


1783 


EST00919 


1879 


EST01633 


EST00829 


SEQ ID* 


EST* 


1881 


EST01000 


EST00830 






1882 


EST01638 


EST00831 


1784 


EST00920 


1883 


EST01001 


EST00832 


1785 


EST00921 


1884 


EST01002 


EST# 


1786 


EST00922 


1886 


EST01003 




1787 


EST00923 


1887 


EST01004 


EST00833 


1788 


EST00924 


1889 


EST01006 


EST00834 


1789 


EST00925 


1891 


EST01008 


EST00836 


1790 


EST00926 


1893 


EST01642 


EST00837 


1791 


EST00927 


1895 


EST01010 


EST00838 


1792 


EST00928 


1898 


EST01013 


EST00841 


1794 


EST01607 


1899 


EST01014 


EST00842 


1795 


EST00930 


1901 


EST01016 


EST01574 


1796 


EST00931 


1902 


EST01017 


EST00843 


1797 


EST00932 


1905 


EST01020 


EST00844 


1798 


EST00933 


1906 


EST01021 



WO 93/16178 



PCI7US93/01294 



-65- 



1907 


ES701022 


2016 


EST01110 


2118 


EST01194 


2223 


EST01742 


2332 


EST01794 


1908 


EST01023 


2018 


EST01111 


2119 


EST01195 


2224 


EST01277 


2333 


EST01357 


1909 


EST01024 


2019 


EST01112 


2122 


EST01197 


2228 


EST01280 


2335 


EST01359 


1911 


EST02694 


2020 


EST01113 


2123 


EST01713 


2229 


EST01281 


2336 


EST01360 


1912 


EST01025 


2021 


EST01114 


2124 


EST01198 


2231 


EST01746 


2337 


EST01361 


1913 


EST01646 


2022 


EST01115 


2125 


EST01199 


2237 


EST01288 


2340 


EST01802 


1915 


EST01027 


2023 


EST01116 


2126 


EST01200 


2238 


EST01289 


2341 


EST01364 


1916 


EST01028 


2025 


EST01118 


2127 


EST01201 


2239 


EST01290 


2343 


EST01366 


1917 


EST01029 


2026 


EST01119 


2129 


EST01203 


2240 


EST01291 


2344 


EST01367 


1918 


EST02695 


2027 


EST01120 


2130 


EST01204 


2241 


EST01747 


2349 


EST01372 


1919 


EST01030 


2028 


EST01121 


2132 


EST01206 


2242 


EST01292 


2350 


EST02708 


1920 


EST01031 


2029 


EST01682 


2133 


EST01207 


2243 


EST01293 


2352 


EST01374 


1921 


EST01647 


2030 


EST01122 


2135 


EST01209 


2244 


EST01294 


2356 


EST01377 


1922 


EST 01 032 


2033 


EST01684 


2137 


EST01211 


2246 


EST01295 


2357 


EST01378 


1923 


EST01033 


2034 


EST01124 


2139 


EST01716 


2247 


EST01296 


2360 


EST01381 


1924 


EST01034 


2035 


EST01125 


2140 


EST01212 


2249 


EST01298 


2361 


EST01382 


1925 


EST01035 


2036 


EST01126 


2142 


EST01214 


2251 


EST01300 


2363 


EST01384 


1926 


EST01036 


2037 


EST01686 


2143 


EST01215 


2252 


EST01750 


2364 


EST01385 


1927 


EST01037 


2038 


EST01127 


2147 


EST01219 


2253 


EST01301 


2365 


EST01386 


1929 


EST01039 


2039 


EST01128 


2148 


EST01220 


2256 


EST02718 


2366 


EST01387 


1932 


EST01042 


2040 


EST01129 


2151 


EST01223 


2257 


EST01303 


2369 


EST01811 


1934 


EST01043 


2042 


E5T01688 


2152 


EST01224 


2258 


EST01754 


2370 


EST01390 


1935 


EST01044 


2045 


EST01133 


2154 


EST01226 


2260 


EST01305 


2371 


EST01391 


1936 


EST01045 


2047 


EST01135 


2156 


EST01718 


2261 


EST01755 


2372 


EST01392 


1937 


EST01652 


2048 


EST01136 


2157 


EST01719 


2262 


EST01306 


2375 


EST01815 


1938 


EST01654 


2049 


EST01689 


2158 


EST01228 


2264 


EST01308 


2376 


EST01395 


1941 


EST01047 


2050 


EST01137 


2159 


EST01229 


2265 


EST01309 


2377 


EST01396 


1942 


EST01048 


2052 


EST01139 


2160 


EST01230 


2268 


EST01311 


2379 


EST01398 


1943 


EST01049 


2053 


EST01140 


2162 


EST01232 


2269 


EST01312 


2380 


EST01399 


1945 


EST01051 


2054 


EST01141 


2163 


EST01233 


2270 


EST01313 


2381 


EST01400 


1946 


EST02696 


2055 


EST01690 


2164 


EST01234 


2271 


EST01314 


2382 


EST01401 


1947 


EST01052 


2057 


EST01143 


2165 


EST01720 


2272 


EST01762 


2383 


EST01402 


1948 


EST01053 


2061 


ESI 01 147 


2166 


EST01236 


2273 


EST01315 


2384 


EST01403 


1950 


EST01055 


2062 


EST02701 


2167 


EST01237 


2275 


EST01316 


2385 


EST01816 


1951 


EST01056 


2063 


EST01148 


2169 


EST01722 


2276 


EST01317 


2386 


EST01404 


1952 


EST01057 


2065 


EST01691 


2170 


EST01239 


2277 


EST01318 


2387 


EST01405 


1955 


FST01662 


2066 


ES TO 1692 


2171 


EST01240 


2278 


EST01319 






1957 


EST01059 


2067 


EST01693 


2172 


EST01241 


2279 


EST01320 






1958 


EST01060 


2069 


EST01150 


2175 


EST01243 


2280 


EST01763 






1959 


EST01061 


2070 


EST01151 


2177 


EST01245 


2284 


EST01323 






1963 


EST01063 


2072 


EST01152 


2178 


EST01726 


SEQ ID# 


EST# 






1964 


EST01064 


2074 


EST01698 


2179 


EST01246 








1966 


EST01065 


2075 


EST01153 


2180 


EST01247 


2285 


EST01768 






1968 


EST01067 


2076 


EST02702 


2181 


EST01248 


2287 


EST01770 






1969 


EST 01 068 


2077 


EST01154 


SEQ 10# 


EST# 


2288 


EST01324 






1970 


E5T01666 


2078 


EST01155 






2290 


EST 01 772 






1971 


EST01069 


2079 


EST01156 


2182 


EST01249 


2291 


EST01773 






1972 


EST01070 


20B0 


EST01157 


2183 


EST01250 


2292 


EST01326 






1975 


EST01073 


SEQ ID# 


EST# 


2185 


EST01252 


2293 


EST01327 






1976 


EST01074 






2186 


EST01253 


2294 


EST01328 






• 1978 


EST01076 


2081 


EST01158 


2187 


EST01727 


2295 


EST01329 






1979 


EST01077 


2082 


EST01159 


2188 


EST01254 


2296 


EST01330 






SEQ ID# 


EST# 


2083 


EST01160 


2190 


EST01728 


2298 


EST01331 










2084 


EST01161 


2191 


EST01256 


2299 


EST01332 






1980 


EST01078 


2085 


EST01162 


2193 


EST01258 


2301 


EST01334 






1981 


EST01079 


2086 


EST01163 


2194 


EST01729 


2304 


EST017B0 






1983 


EST01081 


2087 


EST01164 


2195 


EST01259 


2305 


EST01336 






1984 


EST 01 082 


2088 


EST01166 


2197 


EST01261 


2306 


EST01337 






1985 


FST01083 


2091 


EST01168 


2198 


EST01730 


2310 


EST01341 






1986 


EST 01 084 


2093 


EST01170 


2199 


EST 01 262 


2311 


EST01342 






1988 


CO IUI UOJ 


2095 




2200 


FSTD17^1 

to 1 V 1 1 J 1 


2312 


EST01343 






1989 


FSTDIfW. 


2096 


EST 01 172 

l>0 IUI lit. 


2201 


EST01263 


2313 


EST01344 






1995 


CO I U IU7C 


2097 


CO IUI ll J 


2202 


EST01732 

C*J I w|f 


2315 


EST01346 






1996 


EST01093 


2098 


EST 01 174 


2205 


EST01735 


2316 


EST01782 






1998 


EST01095 


2099 


EST01175 


2206 


EST01736 


2317 


EST01347 






1999 


EST01096 


2103 


EST01179 


2208 


EST01267 


2318 


EST01348 






2002 


EST01099 


2104 


EST01180 


2209 


EST02717 


2319 


EST01349 






2003 


EST01675 


2107 


EST01183 


2210 


EST01268 


2321 


EST01350 






2005 


EST01100 


2108 


EST01184 


2211 


EST01269 


2322 


EST01351 






2006 


EST01101 


2109 


EST01185 


2213 


EST01271 


2323 


EST01789 






• 2007 


EST01102 


2110 


EST01186 


2215 


EST01273 


2325 


EST01353 






2009 


EST01677 


2111 


EST01187 


2218 


EST01274 


2327 


EST01354 






2010 


EST01104 


2112 


EST01188 


2219 


EST01275 


2328 


EST01355 






2011 


EST01105 


2113 


EST01189 


2220 


EST01740 


2329 


EST01792 






2014 


EST01108 


2114 


EST01190 


2221 


EST01741 


2330 


EST01793 






2015 


EST01109 


2115 


EST01191 


2222 


EST01276 


2331 


EST01356 
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SEQ IDA EST# 

2389 EST0H07 

2391 EST01415 

2392 EST01416 
2395 EST01419 
2397 EST01421 
2401 EST01424 

2403 EST01425 

2404 EST01426 
2406 EST02713 
2409 EST00273 
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EXAMPLE 10 

Functional Groupings of ESTs and Corresponding Genee 

By matching new human ESTs to known sequences from other 
species, the apparent function of the gene corresponding to 
the EST can be ascertained. The data generated in Example 3 
and 4 have been used to categorize 127 of the ESTs of the 
present invention, and their corresponding genes, into 
predicted functional groups. (These 127 are ESTs with 
database matches to sequences from other species for which a 
function was known.) Two different grouping schemes have 
been used. 

The first scheme separates the sequences into three 
broad categories: metabolic; regulatory; and structural. 
These groupings are set out in Table 10 . 

The second grouping scheme separates the sequences into 
13 specific categories: cell surface proteins; developmental 
control; energy metabolism; kinases and phosphatases ; 
oncogenes; other metabolism-related polypeptides; peptidases 
and peptidase inhibitors; receptors; structural ' and 
cytoskeletal ; signal transduction; transporters; 
transcription, translation, and subcellular localization; and 
transcription factors. These groupings are set out in. Table 
11. 
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Table 10; Three-Class Functional Groupings of ESTs 


SEQ ID 


EST# 


Group 


Putative Identification 


1834 


EST01620 


M 


AMP deaminase, brain 


97 


EST00289 


M 


Aconitase 


691 


EST00675 


M 


Alcohol dehydrogenase 


2092 


EST01700 


M 


Anion exchanger homolog AE3 


396 


EST01443 


M 


CDPdiacylglycerol - serine O-phosphatidyltransf era 


1956 


EST01663 


M 


Ca2+- transporting ATPase 2 


1039 


EST02055 


M 


Calcium channel 


2192 


EST01257 


M 


Diacylglycerol kinase, lymphyocyte 


1441 


EST02477 


M 


Diamine acetyltransf erase 


2289 


EST01325 


M 


Fatty acid synthase 


310 


EST00377 


M 


Fo ATPase beta subunit, mitochondrial 


1667 


EST00825 


M 


Gamma -aminobutyric acid transporter 


1412 


EST02446 


M 


Glutamate-aspartate carrier protein 


1020 


EST02034 


M 


Glutaminase 


2326 


EST01791 


M 


Inositol- 1, 4 , 5-trisphosphate 3 -kinase 


2173 


EST01724 


M 


Lon protease 


1427 


EST02463 


M 


Long -chain- fatty- acid- CoA ligase 


2226 


EST01744 


M 


NAD(P)+ transhydrogenase (B-specific) 


1566 


EST02609 


M 


Neutrophil oxidase factor 


1681 


EST01573 


M 


Nucleoside diphosphate kinase 


2254 


EST01751 


M 


Phosphatidylinositol-4 , 5-bisphosphate phosphodie 


93 


EST00287 


M 


Processing enhancing protein 


22 97 


EST01775 


M 


Prohormone cleavage enzyme 


9 


EST00376 


M 


Prolyl endopeptidase 


1654 


EST01572 


M 


protochlorophyllide reductase 


38 


EST00374 


M 


RNA polymerase II 6th subunit (RP026) 


1715 


EST01583 


M 


Ribosomal protein L18a 


1856 


EST01627 


M 


Ribosomal protein Lla 


1974 


EST01667 


M 


Ribosomal protein L3 


- 301 


EST00300 


M 


Ribosomal protein L3 0 


22 


EST00301 


M 


Ribosomal protein S10 


2402 


EST01826 


M. 


Ribosomal protein S10 


463 


EST01459 


M 


Ribosomal protein YL10 


2073 


EST01697 


M 


Succinate dehydrogenase f lavoprotein 


2138 


EST01715 


M 


Succinate dehydrogenase flavoprotein 


1771 


EST01601 


M 


Thiosulfate sulfurtransf erase (rhodanese) 


2121 


EST01711 


M 


Valine- t RNA ligase 


1726 


EST01588 


M 


XPR2 alkaline extracellular protease 


913 




M 




1035 


EST02051 


M 


Jl protein 


969 


EST01982 


R 


ADP-ribosylation factor 1 


1126 


EST02146 


R 


Calbindin D28 


1910 


EST01645 


R 


Calmodulin 


485 


EST01466 


R 


Calmodulin- dependent protein kinase, type II, be 


2302 


EST01779 


R 


Discs -large tumor suppressor 


188 


ESTQ0256 


R 


Enhancer of split 


1229 


EST02258 


R 


KUP protein 


993 


EST02007 


R 


Kinase 5 protein 


2282 


EST01764 


R 


Lamin B . receptor 


SEQ ID 


ESTM 


Group 


Putative Identification 


161 


EST00247 


R 


MARCKS (myristoylated alanine- rich protein kinas 


769 


EST00734 


R 


MARCKS homolog 


1386 


EST02418 


R 


MARCKS homolog 


227 


EST00259 


R 


Notch/Xotch 


952 


EST01961 


R 


Notch/Xotch 


1395 


EST02429 


R 


Nuclear factor l-like protein (NF1) 


2353 


EST01806 


R 


Prohibitin 


1069 


EST02087 


R 


Protein kinase C, zeta 


1933 


EST01650 


R 


Protein phosphatase 2A beta subunit 
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202 


EST00298 


R 


1478 


EST02515 


R 


1408 


EST02442 


R 


300 


EST00232 


R 


114 7 


EST02169 


R 


1348 


EST02378 


R 


1931 


EST01041 


R 


1413 


EST02447 


R 


37 


EST00038 


R 


102 


EST00248 


R 


299 


EST00249 


R 


189 


EST00282 


R 


1332 


EST02362 


R 


1277 


EST02306 


R 


43 


EST003 71 


R 


1704 


EST01580 


R 


346 


EST01828 


R 


187 


EST00152 


R 


249 


EST00275 


R 


413 


EST01446 


R 


469 


EST01460 


R 


833 


EST01560 


R 


1230 


EST02259 


R 


1496 


EST02534 


R 


2324 


EST01352 


R 


208 


EST00250 


S 


2320 


EST01784 


S 


251 


EST00370 


S 


2146 


EST01218 


S 


24 8 


EST00271 


S 


891 


EST01891 


S 


1500 


EST02538 


S 


132 


EST00110 


s 


1852 


EST01625 


s 








2068 


EST01694 


s 


2408 


EST00244 


s 


1880 


EST01634 


s 


2004 


EST01676 


s 


650 


EST00642 


s 


2217 


EST01738 


s 


1885 


EST01639 


s 


77 


EST00257 


s 


SEQ ID 


EST# 


Group 


78 


EST00258 


S 


2245 


EST01748 


S 


313 


EST00276 


S 


223 


EST00368 


S 


824 


EST01865 


S 


2032 


EST01683 


S 


2017 


EST01678 


S 


1567 


EST02610 


S 


506 


EST01471 


s 


2368 


EST01389 


s 


951 


EST01960 


s 


2089 


EST01699 


s 


653 


EST01512 


s 


311 


EST00270 


s 


594 


EST01490 


s 


757 


EST01542 


s 


1245 


EST02274 


s 


1589 


EST02634 


s 


1468 


EST02505 


s 



Protein- tyrosine phosphatase LRp 
Rab5 

Seven in absentia 
Transforming protein (dbl) 
Tyrosine kinase 

cAMP- dependent protein kinase inhibitor 
cAMP- regulated phosphoprotein 
cAMP-specif ic phosphodiesterase 

ras p21~like small GTP-binding protein (smg GDS) 
rho H12/ ARH12 

smg p25A GDP dissociation inhibitor 
trkB 

GA binding protein, beta subunit 
Bib protein 
Maternal G10 protein 

Myeloid differentiation primary response gene My 

Otd homeotic protein 

Wilm's tumor-related protein 

Zinc Finger Proteins 

Zinc Finger Proteins 

Zinc Finger Proteins 

Zinc Finger Proteins 

Zinc finger proteins 

Zinc finger proteins 

Zinc Finger Proteins 

60K filarial antigen 

6 OK filarial antigen 

Actin, other 

Actin, other 

Actinin, alpha 

Actinin, alpha 

Actinin, alpha 

Agrin 

Agrin 

Amyloid A4 

Amyloid A4 

Amyloid A4 

Axonal glycoprotein TAG-l 
Cofilin 

Dilute (myosin heavy chain) 
Gelation factor ABF-280 
Histocompatibility antigen modifier 1 
Kinesin 

Putative Identification 



Kinesin 
Kinesin 

Lysosomal membrane glycoprotein 1 
Microtubule -associated protein IB 
Microtubule -associated protein IB 
Microtubule-associated protein IB 
Milk fat globule membrane protein 
Neural cell adhesion molecule LI 
Neuraxin 

Radial spoke protein 3 
Spectrin, beta 
Sperm membrane protein 
Tubulin, alpha 
Tubulin, beta 
Tubulin, beta 
Tubulin, beta 
Tubulin, beta 
Tubulin, beta 
Matrin 3 



(LAMP-l) 
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1371 EST02402 S Talin 
1701 EST00853 S Unc-104 

Group Key: M; Metabolic, R; Regulatory, S: Structural 
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Table 11: Thirteen-Class Functional Groupings of ESTs 



SEOID 


EST* 


Group 


Putative Identification 


208 


EST00250 


CS 


60K filarial antigen 


2320 


EST01784 


CS 


60K filarial antigen 


1965 


EST01664 


CS 


Amyloid A4 


2068 


EST01694 


CS 


Amyloid A4 


2408 


EST00244 


CS 


Amyloid A4 


1880 


EST01634 


CS 


Axonai glycoprotein TAG-1 


1885 


EST01639 


CS 


Histocompatibility antigen modifier 1 


313 


EST00276 


CS 


Lysosomal membrane glycoprotein 1 (LAMP-1) . 


2017 


EST01678 


CS 


Milk fat globule membrane protein 


1567 


EST02610 


CS 


Neural cell adhesion molecule LI 


2368 


EST01389 


CS 


Radial spoke protein 3 


2089 


EST01699 


CS 


Sperm membrane protein 


1277 


EST02306 


DC 


Bib protein 


188 


EST00256 


DC 


Enhancer of split 


43 


EST00371 


DC 


Maternal G10 protein 


1704 


EST01580 


DC 


Myeloid differentiation primary response gene MyDl 


227 


EST00259 


DC 


Notch/Xotch 


952 


EST01961 


DC 


Notch/Xotch 


346 


EST01828 


DC 


Orthodentical homeotic protein 


1408 


EST02442 


DC 


Seven in absentia 


97 


EST00289 


EM 


Aconitase 


310 


EST00377 


EM 


Fo ATPase beta subunit, mitochondrial 


485 


EST01466 


KP 


Calmodulin-dependent protein kinase, type II, beta 


993 


EST02007 


KP 


Kinase 5 protein 


1069 


EST02087 


KP 


Protein kinase C, zeta 


1933 


EST01650 


KP 


Protein phosphatase 2A beta subunit 


202 


EST00298 


KP 


Protein-tyrosine phosphatase LRP 


1348 


EST02378 


KP 


cAMP-dependent protein kinase inhibitor 


2302 


EST01779 


OG 


Discs-large tumor suppressor 


2353 


EST01806 


OG 


Prohibitin 


1478 


• EST02515 


OG 


Rab5 


300 


EST00232 


OG 


Transforming protein (dbl) 


37 


EST00038 


OG 


ras p21-!ike small GTP-binding protein (smg GDS) 


102 


EST00248 


OG 


rho H12/ ARH12 


1834 


EST01620 


OM 


AMP deaminase, brain 


691 


EST00675 


OM 


Alcohol dehydrogenase 


396 


EST01443 


OM 


CDPdiacylglycerol-serine O-phosphatidyltransferase 


2192 


EST01257 


OM 


Diacylglycerol kinase, lymphyocyte 


1441 


EST02477 


OM 


Diamine acetyltransferase 


2289 


EST01325 


OM 


Fatty acid synthase 


1020 


EST02034 


OM 


Glutaminase 


2326 


EST01791 


OM 


InositoH,4,5-trisphosphate 3-kinase 


1427 


EST02463 


OM 


Long-chain-fatty-acid-CoA ligase 


2226 


EST01744 


OM 


NAD(P)+ transhydrogenase (B-specific) 


1566 


EST02609 


OM 


Neutrophil oxidase factor 


1681 


EST01573 


OM 


Nucleoside diphosphate kinase 
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94R 


FCT00971 

CO 1 Ul/Z / 1 


CP 
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R01 


co i uioyi 


cp 


Acunin, aipiid 


IXJU 


Co 1 UZDJO 


CP 


Actinin, alpha 


ijZ 


CO 1 \A) 1 1 U 


jt 


Agrin 


1 R^9 


CCTA1 A9^ 
COl UiOZD 


OL- 


Agrin 


ZUU4 


T?CTfH A7A 
Co I UiO /0 


CP 

oL, 


Prvflliri 


OjU 


Co 1 UUD4Z 


CP 


Dilute (myosin heavy chain) 


991 7 
ZZ1 / 


CO 1 Ul I JO 


CP 


vjciaiion iactor adk-zbu 


77 
/ / 


CO I UUZD / 


CP 


Kinesin 


*7C 

lo 


Co A UUz!>o 


ot- 


Kinesin 


994^ 


ColUi /4o 


CP 


Kinesin 


14oo 


bo 1 UZDUO 


CP 


Matrin 3 


ZZo 


co 1 UUJOo 


CP 

ov_ 


Microtubule-associated protein IB 


oZ4 


co 1 U 1 oo!> 


CP 

ov_ 


Microtubule-associated protein IB 


9fH'"> 
ZUjZ 


co AUlOoj 


CP 

oL, 


Microtubule-associated protein IB 


DUO 


CO I \JIH 1 1 


CP 


iNeuraxm 




pern t o<a 

co luiyou 


CP 

oL, . 


Spectrin, beta 


1 171 


FCTn9dm 

CO 1 UZhUZ 


CP 
oV_ 


i aim 




co lUlDiZ 


CP 
Ov_ 


luuuiin, aipna 


11 1 


Co 1 UUZ f\J 


CP 


i uuuiiiif ueia 




co 1U14VU 


CP 

oL- 


Tubulin, beta 


7^7 


co I UID4Z 


CP 
OL- 


i UDuiin, oeta 


1Z*0 


T7CXn997/1 
CO 1 UZZ /4 


CP 
ov_ 


i uDuiin, oeta 
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i joy 


co 1 UZ0o*+ 


CP 

oL, 


i Uuuiin, Deia 


1 7H1 
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co i UUoD^ 


CP 


TTnp IfkA 

unc-iLw- 


yoy 


PCTfH QR9 

co i uiyoz 


CT 
o i 


/\i-"r^-riuusyianon iacior j 


1 196 


Co 1 UZ A*tO 


CT 
O 1 


PalhinHin H9R 


1Q10 

171U 




ST 

O 1 


PoitvjoriiiHn 


161 


EST00247 


ST 


MARCKS (myristoylated alanine-rich protein kinase 


769 


EST00734 


ST 


MARCKS homoiog 


1386 


EST02418 


ST 


MARCKS homoiog 


1931 


EST01041 


ST 


cAMP-regulated phosphoprotein 


1413 


EST02447 


ST 


cAMP-specific phosphodiesterase 


299 


EST00249 


ST 


smg p25A GDP dissociation inhibitor 
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pen jt\ 




Group 


Putative Identification 




bolUl /UU 


ir 


Anion exchanger homolog AE3 


1956 


bo I Uloo.5 


lr 


Ca2+ -transporting ATPase 2 




Co IV/ZU*)-) 


TP 


Calcium channel 


100/ 


Co 1 UUoZZ) 


lr 


Gamma-aminobutyric acid transporter 


1 >i 1 1 
14 1Z 


bb 1 UZ440 


lr 


Glutamate-aspartate carrier protein 


yi3 


bo i uiy i j 


1 I 


Clathrin coat assembly protein AP50 homolog 




co 1 UzlD 1 


1 1 


Jl protein 


OO 


bo 1 UUzo / 


rprp 
1 1 


Processing enhancing protein 


Jo 


ErblUUJ /4 


TT 


RNA polymerase II 6th subunit (RP026) 


1715 


CPTAI COO 


TT 


Ribosomal protein LI 8a 


1856 


bS 101627 


TT 


Ribosomal protein LI a 


1974 


bST01667 


TT 


Ribosomal protein L3 


301 


EST00300 


TT 


Ribosomal protein L30 


22 


EST00301 


TT 


Ribosomal protein S10 


2402 


EST01826 


TT 


Ribosomal protein S10 


463 


EST01459 


TT 


Ribosomal protein YL10 


2121 


EST01711 


TT 


t 7 1 * i T"» VIA 1 * 

Vahne-tRNA hgase 


1332 


EST02362 


TV 

TX 


GA binding protein, beta subunit 


1229 


EST02258 


TX 


KUP protein 


1395 


EST02429 


TX 


Nuclear factor l-hke protein (NFl) 


187 


bolvJ0152 


TV 
IX 


Wilm's tumor-related protein 


249 


bSTCX)275 


TX 


Zinc Finger Proteins 


hi j 


Co 1U 1440 


TY 


Zinc Finger Proteins 


469 


EST01460 


TX 


Zinc Finger Proteins 


833 


EST01560 


TX 


Zinc Finger Proteins 


1230 


EST02259 


TX 


Zinc finger proteins 


1496 


EST02534 


TX 


Zinc finger proteins 


2324 


EST01352 


TX 


Zinc Finger Proteins 



Group Key: CS: Cell Surface, DC: Developmental Control, EM: Energy Metabolism, KP: Kinases 
and Phosphatases, OG: Oncogenes, OM: Other Metabolism, PI, Peptidases and Peptidase Inhibitors, 
RT: Receptors, SC: Structural and Cytoskeletal, ST: Signal Transduction, TP: Transporters, TT: 
Transcription, Translation, and Subcellular Localization, TX: Transcription Factors. 
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EXAMPLE 11 

cDNA Libraries Generated From Specific Genomic DNA 
by Exon Expression & Amplification 

5 

Exon amplification was used to express potential exons 
from genomic DNA in a recombinant vector that contains some 
of the signals necessary for splicing. If an exon is present 
in the proper orientation in the vector, that exon will be 

10 spliced in a mammalian cell and will become part of the mRNA 

of that cell. The exon splice -product can be purified from 
other mRNA in the cell by conversion of the mRNA to cDNA and 
selective amplification of the recombinant splice-product 
cDNAs. Cosmid DNA from human chromosome 19ql3.3 was digested 

15 with BamHI or BamHl/Bglll restriction enzymes. The fragments 

generated were collected and size specifically cloned into an 
expression vector (Buckler, et al . Proc. Nat'l. Acad. Sci. 
USA, 88:4005-4009 (1991)). After transfection by 

electroporation of these constructs into COS cells, RNA. 

20 transcripts were generated using the SV40 early promoter and 

a polyadenylation signal derived from SV40 both present in 
the expression vector. When a fragment of genomic DNA 
contains an entire exon with flanking intron sequence in the 
sense orientation, the exon should be retained in the mature 

25 poly (A) + cytoplasmic RNA. Therefore, the mRNA was used as 

template for cDNA synthesis using reverse transcriptase and 
vector-priming. Subsequently, the cDNAs were amplified by 
vector-priming using PCR. A fraction of this first PCR 
product was reamplified using internal vector-primers 

3 0 containing terminal cloning sites. These products were end- 

repaired with T4 DNA polymerase, digested with the 
appropriate restriction enzymes, gel purified and cloned into 
pBluescript vectors. The constructs were transfected into 
XLl-Blue competent cells and plated on LB/X- 

35 gal/IPTG/ampicillin plates . White colonies were selected and 

expanded to prepare DNA templates as described in Example 2. 
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When multiple cosmids or YAC clones were used as the source 
DNA, a pool of specific expressed exons was obtained as a 
cDNA library. The EST/ cDNAs sequenced from this specific 
library are disclosed herein as SEQ ID NOS: 2412-2417. 

EXAMPLE 12 
PCR Amplification from Predicted Exons 

Computational analyses can be applied to genomic DNA 
sequences to predict protein coding regions. The coding 
region prediction program CRM (E. Uberbacher and R. Mural, 
Proc. Natl. Acad. Sci. USA 88:11261-5 (1991)) finds open 
reading frames and classifies them according to their 
probability of being coding regions. These regions are 
subsequently examined using the GM program (C. Fields and C. 
Soderlund, Comp. Applic. Biosci. 6; 263, 1990), which 
predicts intron-exon structure. PCR primers are then 
designed to amplify the predicted exons and used to test 
human cDNA libraries (for example, fetal brain or placental 
libraries) for the presence of these putative exons using a 
PCR assay. 

This strategy has been successfully applied in two large 
scale genomic sequencing projects, the Huntington's locus of 
human chromosome 4pl6.3 (McCombie, et al., submitted) and 
human chromosome locus I9ql3.3 (Martin-Gallardo, et al., 
submitted) . Sequences from eleven predicted exons from 
chromosome 4 were present in tested cDNA libraries, 
indicating that this region has at least two and probably 
three expressed genes. In one case, the method resulted in 
an amplification product which spanned two predicted exons. 
(SEQ ID NO: 2411,) When sequenced, this PCR product 
indicated the presence of the two exons from which the 
primers were initially chosen, as well as an intervening exon 
which was also predicted by the CRM program, but not the 
intervening genomic sequences. In a similar fashion, the 
presence of the two predicted genes in the chromosome 19 
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sequence was confirmed by sequencing PCR products, SEQ ID NO 
2410, includes a partial exon of one of these genes. 

EXAMPLE 13 

Complete Sequence of EST Clone Inserts 

There are a number of methods known to those with skill 
in the art of molecular biology, to obtain sequence 
information from the cDNAs corresponding to the EST 
sequences. Procedures for these methods are provided in 
Basic Methods in Molecular Biology (David et al . supra ) . One 
way to acquire more information about the cDNA from which an 
EST was derived is to sequence the remainder of the cDNA 
clone. The complete sequence of the inserts of four EST 
clones (representing SEQ ID NOs 188, 189, 223, and 227) was 
determined using Exonuclease III deletions. Briefly, EST. 
clones were digested with the restriction enzymes Sail and 
Kpnl or PstI and BamHI (for deletions from the Forward primer 
and Reverse primer ends of the insert, respectively). The 
Kpnl and PstI enzymes leave 3' sticky ends following 
digestion, which Exonuclease III is unable to bind. This 
results in unidirectional deletions into the cDNA insert 
leaving the vector sequence undisturbed. After addition of 
Exonuclease III to the Forward and Reverse deletion 
reactions, aliquots of the reaction were removed at defined 
time intervals and the reaction was stopped to prevent 
further deletion. . SI nuclease and Klenow DNA polymerase were 
added to create blunt ended fragments suitable for ligation. 

Samples for each time point was purified by 
electrophoresis through an agarose gel and religated. Two to 
four representative clones from each time point in each 
direction were sequenced to give between 200 and 400 base 
pairs of sequence data. Careful selection of deletion 
conditions and time points allow a deletion series of 
approximately 100-200 base pairs difference in length at each 
consecutive time point. Sequence fragments were reassembled 
into a redundant contiguous sequence using the INHERIT 
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software from Applied Biosystems, Inc. (Foster City, CA) . In 
this way, the complete insert from these four cDNA clones was 
sequenced on both strands to an average redundancy between 
three and four {each base was sequenced between three and 
four times, on average) . Those complete insert sequences are 
disclosed herein as SEQ ID 2418, 2413, 2420, and 2421, 
corresponding to original ESTs with SEQ ID 223, 189, 227, and 
188, respectively. 

EXAMPLE 14 

Determining Reading Frame, Orientation, Coding Regions; 
ESTs and Complete cDNA Seguences 

Once the complete cDNA sequence has been determined in 
accordance with Example 13, the reading frame, orientation, 
and coding regions are determined by computer techniques, 
(the complete coding region is considered to be the largest 
open reading frame from a methionine to a stop codon,) 

Specifically, the CRM program on the GRAIL server is 
used as explained in Example 9 to determine probable coding 
regions. This information is supplemented by location of 
start and stop codons . Where possible, the results of the 
CRM analysis are validated by comparison of the cDNA sequence 
to known sequences using database matching, in accordance 
with Examples 3 and 4. If a match of 50% (or even less) is 
found in any particular reading frame and orientation, this 
serves to verify corresponding CRM results. Alternatively, 
database matches can be used to determine reading frame and 
orientation without use of the CRM program. Of course, if 
the cDNA is derived from a directional library, the probable 
orientation is already known. 

EXAMPLE 15 

Preparation of PCR Primers and Amplification of PNA 

The EST sequences and the corresponding cDNA sequences 
and genomic sequences may be used, in accordance with the 



WO 93/16178 



PCIYUS93/01294 



-78- 

present invention, to prepare PCR primers for a variety of 
applications. The PCR primers are preferably at least 15 
bases, and more preferably at least 18 bases in length. The 
procedure of Example 5 is repeated using the desired EST, or 
5 using the corresponding cDNA or genomic DNA sequence from 

Example 13. It is preferred that the primer pairs have 
approximately the same G/C ratio, so that melting 
temperatures are approximately the same . When screening 
cDNA, introns are of no concern; however, when screening 
10 genomic DNA, primers should be selected to avoid reading 

across introns, which usually are too large to amplify. The 
PCR primers and amplified DNA of this Example find use in the 
Examples that follow. 

15 EXAMPLE 16 

Forensic Matching by DNA Sequencing 



20 In one exemplary method, DNA samples are isolated from 

forensic specimens of, for example, hair, semen, blood or 
skin cells by conventional methods. A panel of PCR primers 
derived from a number of the sequences of Example 1, 2, 11, 
12 and/or 13 is then utilized in accordance with Example 12 

25 to obtain DNA of approximately 100-200 bases in length from 

the forensic specimen. Corresponding sequences are obtained 
from a suspect. Each of these identification DNAs is then 
sequenced, and a simple database comparison determines the 
differences, if any, between the sequences from the suspect 

30 and those from the sample. Statistically significant 

differences between the suspect's DNA sequences and those 
from the sample conclusively prove a lack of identity. This 
lack of identity can be proven, for example, with only one 
sequence. Identity, on the other hand, should be 

35 demonstrated with a large number of sequences, all matching. 

Preferably, a minimum of 50 statistically identical sequences 
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of 100 bases in length are used to prove identity between the 
suspect and the sample. 

EXAMPLE 17 

Positive Identification by DNA Sequencing 

The technique outlined in the previous example may also 
be used on a larger scale to provide a unique fingerprint - 
type identification of any individual. In this technique , 
primers are prepared from a large number of sequences from 
Examples 1, 2, 11, 12 and/or 13. Preferably, 20 to 50 
different primers are used. These primers are used to obtain 
a corresponding number of PCR-generated DNA segments from the 
individual in question in accordance with Example 15. Each 
of these DNA segments is sequenced, using the methods set. 
forth in Example 1 . The database of sequences generated 
through this procedure uniquely identifies the individual 
from whom the sequences were obtained. The same panel of 
primers may then be used at any later time to absolutely 
correlate tissue or other biological specimen with that 
individual ♦ 

EXAMPLE 18 
Southern Blot Forensic Identification 

The procedure of Example 17 is repeated to obtain a 
panel of from 10 to 2000 amplified sequences from an 
individual and a specimen. This PCR-generated DNA is then 
digested with one or a combination of, preferably, four base 
specific restriction enzymes. Such enzymes are commercially 
available and known to those of skill in the art. After 
digestion, the resultant gene fragments are size separated in 
multiple duplicate wells on an agarose gel and transferred to 
nitrocellulose using Southern blotting techniques well known 
to those with skill in the art. For a review of Southern 
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blotting see Davis et al . ( Basic Methods in Molecular 
Biology , 1986, Elsevier Press, pp 62-65). 

A panel of ESTs or complete cDNA sequences from Examples 
1, 2, and/or 13, or fragments thereof of at least 15 bases, 
5 are radioactively or colorimetrically labeled using end- 

labeled oligonucleotides derived from the ESTs, nick 
translated sequences or the like using methods known in the 
art and hybridized to the Southern blot using techniques 
known in the art (Davis et al . , supra ) . Preferably, at least 

10 5 to 10 of these labeled probes are used, and more preferably 

at least about 20 or 30 are used to provide a unique pattern. 
The resultant bands appearing from the hybridization of a 
large sample of ESTs will be a unique identifier. Since the 
restriction enzyme cleavage will be different for every 

15 individual, the band pattern on the Southern blot will also 

be unique. Increasing the number of EST probes will provide 
a statistically higher level of confidence in the 
identification since there will be an increased number of 
sets of bands used for identification. 

20 

EXAMPLE 19 
Dot Blot Identification Procedure 

2 5 Another technique for identifying individuals using the 

sequences disclosed herein utilizes a dot blot hybridization 
technique. 

Genomic DNA is isolated from nuclei of subject to be 
identified. Oligonucleotide probes of approximately 30 bp in 

30 length were synthesized that correspond to sequences from the 

ESTs. The probes are used to hybridize to the genomic DNA 
through conditions known to those in the art . The 
oligonucleotides are end labelled with P 32 using 
polynucleotide kinase (Pharmacia) . Dot Blots are created by 

35 spotting about 50 ng cDNA of at least 10, preferably at least 

5 0 sequences corresponding to a variety of the Sequence ID 



WO 93/16178 



PCT/US93/01294 



-81- 

NOs provided in Table 7 onto nitrocellulose or the like using 
a vacuum dot blot manifold (BioRad, Richmond California) . 
The nitrocellulose filter containing the EST clone sequences 
is baked or UV linked to the filter, prehybridized and 
5 hybridized with labeled probe using techniques known in the 

art (Davis et al . supra ) . The 32 P labeled DNA fragments are 
sequentially hybridized with successively stringent 
conditions to detect minimal differences between the 3 0 bp 
sequence and the DNA. Tetramethyl ammonium chloride is useful 
10 for identifying clones containing small numbers of nucleotide 
mismatches (Wood et al., Proc. Natl. Acad. Sci. USA 
82 (6) : 1585-1588 (1985) which is hereby incorporated by 
reference. A unique pattern of dots distinguishes one 
individual from another individuals . 

15 

EXAMPLE 20 

Alternative "Fingerprint" Identification Technique 

20 EST sequences and the corresponding complete cDNA 

sequences can be used to create a unique fingerprint for an 
individual . Thus pools of EST sequences can be used in 
forensics, paternity suits or the like to differentiate one 
individual from another. 

25 Entire EST sequences can be used; similarly 

oligonucleotides can be prepared from EST sequences. . In this 
example, 20-mer oligonucleotides are prepared from 200 EST 
sequences using commercially available oligonucleotide 
services such as Oligos Etc., Wilsonville, OR. Patient cell 

30 samples are processed for DNA using techniques well known to 

those with skill in the art. The nucleic acid is digested 
with restriction enzymes EcoRI and Xbal . Following 
digestion, samples are applied to wells for electrophoresis. 
The procedure, as known in the art, may be modified to 

35 accommodate polyacrylamide electrophoresis, however in this 

example, samples containing 5 ug of DNA are loaded into wells 
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and separated on 0.8% agarose gels. The gels are transferred 
using Southern blotting techniques onto nitrocellulose. 

10 ng of each of the oligos are pooled and end-labeled 
with P 32 . The nitrocellulose is prehybridized with blocking[ 
5 solution and hybridized with the labeled probes. Following 

hybridization and washing, the nitrocellulose filter is 
exposed to X-Omat AR X-ray film. The resulting hybridization 
pattern will be unique for each individual. 

It is additionally contemplated within this example that 
10 the representative number of EST sequences can be varied for 

additional accuracy or clarity. 

EXAMPLE 21 

15 Identification of genes associated with hereditary diseases 

This example illustrates an approach useful for the 
association of EST sequences with particular phenotypic 
characteristics. In this example, a particular EST is used 

20 as a test probe to associate that EST with a particular 

phenotypic characteristic. 

An EST clone corresponding to EST01643, (SEQ ID NO 1894) 
maps to a gene rich region of chromosome 6. EST clone 
HHCMH89, from which EST01643 was derived, was mapped to 

25 chromosome 6p21 by Dr. Julie Korenberg of UCLA/ Cedar Sinai 

Hospital using FISH. A search of Mendelian Inheritance in 
Man (supra) revealed 6p21 to be a very gene rich region 
containing several known genes and several diseases for which 
genes have not been identified. The cDNA encoded by EST 

,30 clone HHCMH8 9 thus becomes an immediate candidate for each of 

these genetic diseases. 

Cells from patients with these diseases are isolated and 
expanded in culture. PCR primers from the EST sequences are 
used to screen genomic DNA and RNA or cDNA from the patients. 

35 ESTs that are not amplified in the patients can be positively 

associated with a particular disease by further analysis. 
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EXAMPLE 22 

Identification of a gene associated with 
Angelman's disease 

5 

Angelman's disease (AD) is characterized by deletions 
on the long arm of chromosome 15 (15qllql3) (Williams et al . 
Am. J. Med. Genet. 32:339-345 (1989) hereby incorporated by 
reference) . The symptoms of the disease include 

10 developmental delay, seizures, inappropriate laughter and 

ataxic movements. These symptoms suggest that the disorder 
is a neurologic deficiency. This prophetic example 
illustrates how ESTs, preferably obtained from a cDNA library 
from human brain, may be used in identifying the defective 

15 gene or genes associated with Angelman's Disease. (The 

example is based on analogous work with genomic DNA, rather 
than cDNA and ESTs, in identifying the genetic defect 
associated with Angelman's Disease.) This example also 
illustrates how EST sequences may generally be used for 

20 identifying gene sequences associated with an inherited 

disease that is mapped to a chromosome location. 

ESTs are screened using techniques described in Example 
5 and Example 7 to identify those ESTs that localize to the 
long ' arm of chromosome 15 and preferably localize to 

25 chromosome 15 bands 15qllql3 from normal patients ♦ ESTs that 

bind to the long arm of chromosome 15 are hybridized to 
chromosome 15 from AD patients. These studies are 
preferrably performed using either fluorescence in situ 
hybridization or using somatic cell hybrids that contain 

30 fragments from the long arm of chromosome 15 from AD 

patients. Those chromosome 15-specific ESTs that do not map 
to chromosome 15 from AD patients are useful as markers for 
Angelman's Disease and can be incorporated into diagnostics 
for genetic screening. These ESTs are associated with 

35 chromosome deletions present in Angelman's disease. 

Identification of the gene associated with these AD negative 
ESTs and an analysis of the polypeptides encoded by the genes 
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from normal patients is essential for providing gene or other 
therapies for AD patients. 

Genetic diseases are not always accompanied by gene 
deletions. Therefore, it is also important to use the ESTs 
that bind to bands 15qllql3 from AD patients as tools to 
identify the polymorphisms present within the disease 
population. Restriction fragment length polymorphism (RFLP) 
analysis can be performed on patient cells from AD disease or 
from somatic cell hybrids created using the long arm of 
chromosome 15. For a review of RFLP techniques see Donis- 
Keller et al . (Cell 51:319-337 (1987) hereby incorporated by 
reference) . DNA is isolated from the somatic cell lines or 
from cells from AD patients. The DNA is digested with one or 
more restriction enzymes according to techniques of Donis- 
Keller et al . The resulting fragments are separated by gel 
electrophoresis, denatured, transferred to nitrocellulose and 
hybridized with the selected radio-labeled ESTs that localize 
to the region of interest. The autoradiographic pattern is 
compared both to a number of AD patients and to normal 
patients. Common patterns of EST hybridization in AD 
patients that are not present in normal patients indicates 
that the genes associated with these ESTs are candidate genes 
affected by AD. 

cDNA libraries are prepared from the somatic cell 
hybrids from AD patients. Libraries are prepared using 
Lambda Zap II Library Kits (Stratagene, La Jolla, California) 
or other commercially available library kits. The ESTs of 
interest are used as probes to identify those bacterial 
colonies carrying genes corresponding to the EST probes. 
Positive clones are sequenced and the sequences are compared 
to homologous gene sequences derived from normal patients. 

Alterations, including deletions and substitutions, 
within gene sequences, associated with bands 15qllql3, are 
thus positively identified and associated with AD disease. 
Wagstaff et al. were able to identify deletions and 
substitutions in sequences encoding the GABA A receptor 
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protein subunit from patients with Angelraan ' s disease (Am. J. 
Hum. Genet. 49:330-337, (1991)). It is likely that other 
genes will additionally be associated with the disease. 



5 EXAMPLE 23 

Preparation and Use of Antisense Oligonucleotides 

Antisense RNA molecules are known to be useful for 

10 regulating translation within the cell. Antisense RNA 

molecules can be produced from EST sequences or from the 
corresponding gene sequences. These antisense molecules can 
be used as diagnostic probes to determine whether or not a 
particular gene is expressed in a cell. Similarly, the 

15 antisense molecules can be used as a therapeutic to regulate 

gene expression once the EST is associated with a particular- 
disease (see Example 22) . 

The antisense molecules are obtained from a nucleotide 
sequence by reversing the orientation of the coding region 

20 with regard to the promoter. Thus, the antisense RNA is 

complementary to the corresponding mRNA. For a review of 
antisense design see Green et al., Ann. Rev, Biochem. 55:569- 
597 (1986), which is hereby incorporated by reference. The 
antisense sequences can contain modified sugar phosphate 

25 backbones to increase stability and make them less sensitive 

to RNase activity. Examples of the modifications are 
described by Rossi et al., Pharmacol. Ther. 50 (2) : 245-254 , 
(1991) . 

Antisense molecules are introduced into cells that 
.30 express the gene corresponding to the EST of interest in 

culture. In a preferred application of this invention, the 
polypeptide encoded by the gene is first identified, so that 
the effectiveness of antisense inhibition on translation can 
be monitored using techniques that include but are not 
35 limited to antibody -mediated tests such as RIAs and ELISA, 

functional assays, or radiolabelling . The antisense molecule 
is introduced into the cells by diffusion or by transfection 
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procedures known in the art. The molecules are introduced 
onto cell samples at a number of different concentrations 
preferably between lxlO" 10 M to IxlO^M. Once the minimum 
concentration that can adequately control translation is 
identified, the optimized dose is translated into a dosage 
suitable for use in vivo. For example, an inhibiting 
concentration in culture of IxlO' 7 translates into a dose of 
approximately 0.6 mg/kg bodyweight. Levels of 

oligonucleotide approaching 100 mg/kg bodyweight or higher 
may be possible after testing the toxicity of the 
oligonucleotide in laboratory animals. 

The antisense can be introduced into the body as a bare 
or naked oligonucleotide, oligonucleotide encapsulated in 
lipid, oligonucleotide sequence encapsidated by viral 
protein, or as oligonucleotide contained in an expression 
vector such as those described in Example 25. The antisense 
oligonucleotide is preferably introduced into the vertebrate 
by injection. It is additionally contemplated that cells 
from the vertebrate are removed, treated with the antisense 
oligonucleotide, and reintroduced into the vertebrate. It is 
further contemplated that the antisense oligonucleotide 
sequence is incorporated into a ribozyme sequence to enable 
the antisense to bind and cleave its target. For technical 
applications of ribozyme and antisense oligonucleotides see 
Rossi et al . 

EXAMPLE 24 

Preparation and use of Triple Helix Probes 

Triple helix oligonucleotides are used to inhibit 
transcription from a genome. They are particularly useful 
for studying alterations in cell activity as it is associated 
with a particular gene. The EST sequences or complete 
sequences of the present invention or, more preferably, a 
portion of those sequences, can be used to inhibit gene 
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expression in individuals having diseases associated with a 
particular gene. Similarly, a portion of the EST or 
corresponding gene sequence can be used to study the effect 
of inhibiting transcription of a particular gene within a 
5 cell. Traditionally, homopurine sequences were considered 
the most useful. However, homopyrimidine sequences can also 
inhibit gene expression. Thus, both types of sequences from 
either the EST or from the gene corresponding to the EST are 
contemplated within the scope of this invention. 

10 Homopyrimidine oligonucleotides bind to the major groove at 
homopurine : homopyrimidine sequences. As an example, 10-mer 
to 20-mer homopyrimidine sequences from the ESTs can be used 
to inhibit expression from homopurine sequences. SEQ ID NOs 
such as 282, 888, 719, 670, 994, 240, 873 and 761 contain 

15 homopyrimidine 15-mers. Moreover the natural (beta) anomers 
of the oligonucleotide units can be replaced with alpha' 
anomers to render the oligonucleotide more resistant to 
nucleases. Further, an intercalating agent such as ethidium 
bromide, or the like, can be attached to the 3* end of the 

20 alpha oligonucleotide to stabilize the triple helix. For 
information on the generation of oligonucleotides suitable 
for triple helix formation see Griffin et al . (Science 
245:967-971 (1989), which is hereby incorporated by this 
reference) . 

25 The oligonucleotides may be prepared on an 

oligonucleotide synthesizer or they may be purchased 
commercially from a company specializing in custom 
oligonucleotide synthesis. The sequences are introduced into 
cells in culture using techniques known in the art that 

30 include but are not limited to calcium phosphate 

precipitation, DEAE-Dextran, electroporation, liposome - 
mediated transfection or native uptake. Treated cells are 
monitored for altered cell function. These cell functions 
are predicted based upon the homologies of the gene, 

35 corresponding to the EST from which the oligonucleotide was 

derived, with known genes sequences that have been associated 
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with a particular function. The cell functions can also be 
predicted based on the presence of abnormal physiologies 
within cells derived from individuals with a particular 
inherited disease, particularly when the EST is associated 
5 with the disease using techniques described in Example 22. 



EXAMPLE 25 

Gene expression from DNA Sequences Corresponding to ESTs 



10 



A gene sequence of the present invention coding for all 
or part of a human gene product is introduced into an 
expression vector using conventional technology. (Techniques 
to transfer cloned sequences into expression vectors that 

15 direct protein translation in mammalian, yeast, insect or 

bacterial expression systems are well known in the art.) 
Commercially available vectors and expression systems are 
available from a variety of suppliers including Stratagene 
(La Jolla, California) , Promega (Madison, Wisconsin) , and 

20 Invitrogen (San Diego, California) . If desired, to enhance 

expression and facilitate proper protein folding, the codon 
context and codon pairing of the sequence may be optimized 
for the particular expression organism, as explained by 
Hatfield, et al . , U.S. Patent No. 5,082,767, incorporated 

25 herein by this reference. 

The following is provided as one exemplary method to 
generate polypeptide from cloned cDNA sequences. The cDNA 
from the EST of interest is sequenced to identify the 
methionine initiation codon for the gene and the poly A 

30 sequence. If the cDNA lacks a poly A sequence, this sequence 

can be added to the construct by, for example, splicing out 
the Poly A sequence from pSG5 (Stratagene) using Bgll and 
Sail restriction endomiclease enzymes and incorporating it 
into the mammalian expression vector pXTl (Stratagene) . pXTl 

3 5 contains the LTRs and a portion of the gag gene from Moloney 

Murine Leukemia Virus. The position of the LTRs in the 
construct allow efficient stable transf ection . The vector 
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includes the Herpes Simplex Thymidine Kinase promoter and the 
selectable neomycin gene. The cDNA is obtained by PCR from 
the bacterial vector using oligonucleotide primers 
complementary to the cDNA and containing restriction 
5 endonuclease sequences for Pst I incorporated into the 

5" primer and Bglll at the 5* end of the corresponding cDNA 3' 
primer, taking care to ensure that the cDNA is positioned 
inf rame with the poly A sequence . The purified " fragment 
obtained from the resulting PCR reaction is digested with 

10 Pst I, blunt ended with an exonuclease, digested with Bgl II, 

purified and ligated to pXTl, now containing a poly A 
sequence and digested Bglll. 

The ligated product is transfected into mouse NIH 3T3 
cells using Lipofectin (Life Technologies, Inc., Grand 

15 Island, New York) under conditions outlined in the product 

specification. Positive transf ectants are selected after 
growing the transfected cells in 600ug/ml G418 (Sigma, St. 
Louis, Missouri) . The protein is preferrably released into 
the supernatant . However if the protein has membrane binding 

20 domains, the protein may additionally be retained within the 

cell or expression may be restricted to the cell surface. 

Since it may be necessary to purify and locate the 
transfected product, synthetic 15-mer peptides synthesized 
from the predicted cDNA sequence are injected into mice to 

25 generate antibody to the polypeptide encoded by the cDNA. 

If antibody production is not possible, the cDNA 
sequence is additionally incorporated into' eukaryotic 
expression vectors and expressed as a chimeric with, for 
example, /3-globin. Antibody to j3-globin is used to purify 

30 the chimeric. Corresponding protease cleavage sites 

engineered between the jff-globin gene and the cDNA are then 
used to separate the two polypeptide fragments from one 
another after translation. One useful expression vector for 
generating j3-globin chimerics is pSG5 (Stratagene) . This 

35 vector encodes rabbit j3-globin. Intron II of the rabbit j3- 
globin gene facilitates splicing of the expressed transcript, 
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and the polyadenylation signal incorporated into the 
construct increases the level of expression. These 
techniques as described are well known to those skilled in 
the art of molecular biology. Standard methods are published 
5 in methods texts such as Davis et al . and many of the methods 

are available from the technical assistance representatives 
from Stratagene, Life Technologies, Inc., or Promega. 
Polypeptide may additionally be produced from either 
construct using in vitro translation systems such as In vitro 
10 Express™ Translation Kit (Stratagene) . 

Example 26 

Production of an Antibody to a Human Protein 

15 

Substantially pure protein or polypeptide is isolated 
from the transfected or transformed cells as described in 
Example 25. Concentration of protein in the final 
preparation is adjusted, for example, by concentration on an 
2 0 Amicon filter device, to the level of a few micrograms /ml . 

Monoclonal or polyclonal antibody to the protein can then be 
prepared as follows: 

A. Monoclonal Antibody Production by Hybridoma Fusion 

Monoclonal antibody to epitopes of any of the peptides 
25 identified and isolated as described can be prepared from 

murine hybridomas according to the classical method of 
Kohler, G. and Milstein, C. , Nature 256:495 (1975) or 
derivative methods thereof. Briefly, a mouse is repetitively 
inoculated with a few micrograms of the selected protein over 
30 a period of a few weeks. The mouse is then sacrificed, and 

the antibody producing cells of the spleen isolated. The 
spleen cells are fused by means of polyethylene glycol with 
mouse myeloma cells, and the excess unfused cells destroyed 
by growth of the system on selective media comprising 
35 aminopterin (HAT media) . The successfully fused cells are 

diluted and aliquots of the dilution placed in wells of a 
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microtiter plate where growth of the culture is continued. 
Antibody -producing clones are identified by detection of 
antibody in the supernatant fluid of the wells by immunoassay 
procedures, such as Elisa, as originally described by 
5 Engvall, E., Meth. Enzymol. 70:419 (1980), and derivative 

methods thereof. Selected positive clones can be expanded 
and their monoclonal antibody product harvested for use. 
Detailed procedures for monoclonal antibody production are 
described in Davis, L. et al . Basic Methods in Molecular 

10 Biology Elsevier, New York. Section 21-2. 

B. Polyclonal Antibody Production by Immunization 

Polyclonal antiserum containing antibodies to 
heterogenous epitopes of a single protein can be prepared by 
immunizing suitable animals with the expressed protein 

15 described above, which can be unmodified or modified to 

enhance immunogenicity. Effective polyclonal antibody 
production is affected by many factors related both to the 
antigen and the host species. For example, small molecules 
tend to be less immunogenic than other and may require the 

20 use of carriers and adjuvant. Also, host animals vary in 
response to site of inoculations and dose, with both 
inadequate or excessive doses of antigen resulting in low 
titer antisera. Small doses (ng level) of antigen 
. administered at multiple intradermal sites appears to be most 

25 reliable. An effective immunization protocol for rabbits can 

be found in Vaitukaitis, J. et al. J. Clin. Endocrinol. 
Metab. 33:988-991 (1971). 

Booster injections can be given at regular intervals, 
and antiserum harvested when antibody titer thereof, as 

30 determined semi -quantitatively, for example, by double 

immunodiffusion in agar against known concentrations of the 
antigen, begins to fall. See, for example, Ouchterlony, O. 
et al., Chap. 19 in: Handbook of Experimental Immunology D. 
Wier (ed) Blackwell (1973) . Plateau concentration of 

35 antibody is usually in the range of 0.1 to 0.2 mg/ml of serum 

(about 12 /iM) . Affinity of the antisera for the antigen is 
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determined by preparing competitive binding curves, as 
described, for example, by Fisher, D., Chap. 42 in: Manual of 
Clinical Immunology, 2d Ed. (Rose and Friedman, eds . ) Amer. 
Soc. For Microbiol,, Washington, D.C. (1980). 
5 Antibody preparations prepared according to either 

protocol are useful in quantitative immunoassays which 
determine concentrations of antigen-bearing substances in 
biological samples; they are also used semi-quantitatively or 
qualitatively to identify the presence of antigen in a 
10 biological sample. 

EXAMPLE 27 



15 



Identification of Tissue Types or Cell Species by Means of 
Labeled Tissue Specific Antibodies 



Identification of specific tissues is accomplished by 
the visualization of tissue specific antigens by means of 
antibody preparations according to Example 26 which are 
conjugated, directly or indirectly to a detectable marker. 
20 Selected labeled antibody species bind to their specific 

antigen binding partner in tissue sections, cell suspensions, 
or in extracts of soluble proteins from a tissue sample to 
provide a pattern for qualitative or semi -qualitative 
interpretation. 

25 Ant i sera for these procedures must have a potency 

exceeding that of the native preparation, and for that 
reason, antibodies are concentrated to a mg/ml level by 
isolation of the gamma globulin fraction, for example, by 
ion -exchange chromatography or by ammonium sulfate 

30 fractionation. Also, to provide the most specific antisera, 

unwanted antibodies, for example to common proteins, must be 
removed from the gamma globulin fraction, for example by 
means of insoluble immunoabsorbents , before the antibodies 
are labeled with the marker. Either monoclonal or 

35 heterologous antisera is suitable for either procedure. 
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A. Immunohis to chemical Techniques 

Purified, high-titer antibodies, prepared as described 
above, are conjugated to a detectable marker, as described, 
for example, by Fudenberg, H., Chap. 26 in: Basic & Clinical 
5 Immunology, 3rd Ed. Lange, Los Altos, California (1980) or 

Rose, N. et al M Chap. 12 in: Methods in Immunodiagnosis, 2d 
Ed. John Wiley & Sons, New York (1980) . 

A fluorescent marker, either fluorescein or rhodamine, 
is preferred, but antibodies can also be labeled with an 

10 enzyme that supports a color producing reaction with a 

substrate, such as horseradish peroxidase. Markers can be 
added to tissue-bound antibody in a second step, as described 
below. Alternatively, the specific antit issue antibodies can 
be labeled with ferritin or other electron dense particles, 

15 and localization of the ferritin coupled antigen -antibody 

complexes achieved by means of an electron microscope . In 
yet another approach, the antibodies are radiolabeled, with, 
for example l25 I, and detected by overlaying the antibody 
treated preparation with photographic emulsion. 

20 Preparations to carry out the procedures can comprise 

monoclonal or polyclonal antibodies to a single gene copy or 
protein, identified as specific to a tissue type, for 
example, brain tissue, or antibody preparations to several 
antigenically distinct tissue specific antigens can be used 

25 in panels, independently or in mixtures, as required. 

Tissue sections and cell suspensions are prepared for 
immunohistochemical examination according to common 
histological techniques. Multiple cryostat sections (about 
4 /xm, unfixed) of the unknown tissue and known control, are 

30 mounted and each slide covered with different dilutions of 

the antibody preparation. Sections of known and unknown 
tissues should also be treated with preparations to provide 
a positive control, a negative control, for example, pre- 
immune. sera, and a control for non-specific staining, for 

35 example, buffer. 
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Treated sections are incubated in a humid chamber for 
3 0 min at room temperature, rinsed, then washed in buffer for 
30-45 min. Excess fluid is blotted away, and the marker 
developed. 

If the tissue specific antibody was not labeled in the 
first incubation, it can be labeled at this time in a second 
antibody-antibody reaction, for example, by adding 
fluorescein- or enzyme -conjugated antibody against the 
immunoglobulin class of the antiserum -producing species, for 
example, fluorescein labeled antibody to mouse IgG. Such 
labeled sera are commercially available. 

The antigen found in the tissues by the above procedure 
can be quantified by measuring the intensity of color or 
fluorescence on the tissue section, and calibrating that 
signal using appropriate standards. 

B. Identification of Tissue Specific Soluble Proteins 

The visualization of tissue specific proteins and 
identification of unknown tissues from that procedure is 
carried out using the labeled antibody reagents and detection 
strategy as described for immunohistochemistry ; however the 
sample is prepared according to an electrophoretic technique 
to distribute the proteins extracted from the tissue in an 
orderly array on the basis of molecular weight for detection. 

A tissue sample is homogenized using a Virtis apparatus; 
cell suspensions are disrupted by Dounce homogenization or 
osmotic lysis, using detergents in either case as required to 
disrupt cell membranes, as is the practice in the art. 
Insoluble cell components such as nuclei, microsomes, and 
membrane fragments are removed by ultracentrif ugation, and 
the soluble protein -containing fraction concentrated if 
necessary and reserved for analysis. 

A sample of the soluble protein solution is resolved 
into individual protein species by conventional SDS 
polyacrylamide electrophoresis as described, for example, by 
Davis, L. et al., Section 19-2 in: Basic Methods in Molecular 
Biology (P. Leder, ed) , Elsevier, New York (1986), using a 
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range of amounts of polyacrylamide in a set of gels to 
resolve the entire molecular weight range of proteins to be 
detected in the sample. A size marker is run in parallel for 
purposes of estimating molecular weights of the constituent 
proteins. Sample size for analysis is a convenient volume of 
from 5-50 jul, and containing from about 1 to 100 fig protein. 
An aliquot of each of the resolved proteins is transferred by 
blotting to a nitrocellulose filter paper, a process that 
maintains the pattern of resolution. Multiple copies are 
prepared. The procedure, known as Western Blot Analysis; is 
well described in Davis, L. et al., (above) Section 19-3. 
One set of nitrocellulose blots is stained with Coomassie 
Blue dye to visualize the entire set of proteins for 
comparison with the antibody bound proteins. The remaining 
nitrocellulose filters are then incubated with a solution of 
one or more specific antisera to tissue specific proteins 
prepared as described in Example 26. In this procedure, as in 
procedure A above, appropriate positive and negative sample 
and reagent controls are run. 

In either procedure A or B, a detectable label can be 
attached to the primary tissue antigen-primary antibody 
complex according to various strategies and permutations 
thereof. In a straightforward approach, the primary specific 
antibody can be labeled; alternatively, the unlabeled complex 
can be bound by a labeled secondary anti-IgG antibody. In 
other approaches, either the primary or secondary antibody is 
conjugated to a biotin molecule, which can, in a subsequent 
step, bind an avidin conjugated marker. According to yet 
another strategy, enzyme labeled or radioactive protein A, 
which has the property of binding to any IgG, is bound in a 
final step to either the primary or secondary antibody. 

The visualization of tissue specific antigen binding at 
levels above those seen in control tissues to one or more 
tissue specific antibodies, prepared from the gene sequences 
identified from EST sequences, can identify tissues of 
unknown origin, for example, forensic samples, or 
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dif ferentiated tumor tissue that has metastasized to foreign 
bodily sites. 

The entire contents of all references cited above are 
hereby incorporated by reference. 
5 While the present invention has been described in some 

detail for purposes of clarity and understanding, one skilled 
in the art will appreciate that various changes in form and 
detail can be made without departing from the true scope of 
the invention, 

10 

VII. Correlation of EST and Clone Identifiers 

The EST sequences of the present invention are 
identified herein by SEQ ID NO, and are identified in the 
GenBank database by a different number, are identified in the 

15 inventors' lab (and upcoming publications) by EST number, and 

clones have been submitted to the American Type Culture 
Collection (Rockville, Maryland USA) under clone nam6s. 
Table 12 cross references those different numbers for the 
ESTs from cDNA, SEQ ID NOS 1-2409. 

20 Certain Sequence ID NOS are excluded from some claims 

based on their homology to known non-human sequences (See 
Table 2) . 
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NOTE REGARDING SEQUENCE LISTINGS: The listings of SEQ ID 
NOS: 1-2421 are in numerical order. However, an occasional 
number (for example, SEQ ID NO: 44) is not found in this 
list. In all, 9 SEQ ID NOS are not used. Nevertheless, the 
convention "1-2421" is used, for example, to refer to all the 
SEQ ID NOS in the following list, while "1*315" is used, for 
example, to refer to all the listed sequences falling between 
SEQ ID NO 1 and SEQ ID NO 315. 
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SEQUENCE LISTING 

(1) GENERAL INFORMATION: 

(i) APPLICANT: Venter, J. Craig 
Adams, Mark D. 
Moreno, Ruben F. 

(ii) TITLE OF INVENTION : Sequences Characteristic of Human Gene 

Transcription Product 
(iii) NUMBER OF SEQUENCES: 2412 {1-2421, with 9 SEQ ID NOS unused.) 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Knobbe, Martens, Olson, and Bear 

(B) STREET: 620 Newport Center Dr. Sixteenth Floor 

(C) CITY: Newport Beach 

(D) STATE: CA 

(E) COUNTRY: USA 

(F) ZIP: 92660 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS /MS-DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.25 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 07/837,195 

(B) FILING DATE: 12-FEB-1992 

(Vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER : US 07/716,831 

(B) FILING DATE: 20-JUN-1991 

(viii) ATTORNEY/ AGENT INFORMATION: 

(A) NAME: Israelsen, Ned A. 

(B) REGISTRATION NUMBER: 29,655 

(C) REFERENCE /DOCKET NUMBER: NIH004 . 004CP1 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 619-235-8550 

(B) TELEFAX: 619-235-0176 



SBO ID NO:l: (Length of Sequence = 362 Nucleotides) 

CTTCCC1TJ.T G1TCCCCTCA GTCTCCCTTT TAATTGCTTC CCTCCATTTT CCTTAGCAGC ATCCTACTTG A3GGTCTGGG 
TTATCAGAGG AGCAAAAACA TITAAGTGTC AAAXAATGCT CATTGTCTCC CTGGGATTTC TAAACAGAAA AAATGAAGAA 
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AGAGGCAGAG AAGAGCTTCA CAAGGTGTGT GCCAGCTCTG CATCATTTCC AGCTGCTCAA CCACCATTTC TCCCATTTTA 
GGTCCCCAAA AGTAGGAGGT GGGGCCTCAC AGAGCIGCTG TGGGdTTQG GTATCAAAAG CTGCAGCCAC CATATGGGGC 
ACTCCTGGCT GCTGTACAGG GTGGGCATTC CTCAGGTCIT TT 

SEP ID NPi2: (Length of Sequence = 214 Nucleotides) 
GT1T1NCJTT TTTCTTAGCT TCATTTCTCT TAAAAAACAA GGAACAAGAA 
AAAANACAAA ACAAATCOCC CIGCGAAGAA CAATAAACIT TACATCTCTT 
CCATTCGCTC CAACCACAGC AGTTAGTTAG TTACAAAAAT ATTCCNTGT3 

SEP ID NO: 3: (Length of Sequence = 344 Nucleotides) 
ATTAATAGGA AAGATGATTG TATAGATGGT GGGCTATTAA CTCAGATCAG 
GGTACCCAAA 1X3GCTGCTTG GATATAAGAG TAACAAAAGG ACTGAAAGGG 
TGGTIGGGAG GGTGTTAAGT ATCGACTGTT TFTCCAAACC ATTCCTCCTC 
ATAACnTTA AAAAAGAAAG AA1TGGCTCA AAGCTACTGT AAATTCTAGG 
GATCCCTGTA TTATCAAGGC ACAG 

SEQ ID NO:4: (Length of Sequence = 352 Nucleotides) 
GACCCGC7TAA COGAGGQQGC AAGGAQGCCA GGTAGTCCCG GCACdCTCA CICTGCAGAG AOCAGOGGCT TCGTGGGAGG 
CCTGTGGGTC ACAOGTAGGG GCTAGAGCCA GCCTGCATCC TGCCCACOGG GCTCCACTTG GAGATCAGCA GGAGGGCCAG 
TCTGGGACCC CTGCTGCCAC CTCTCCIGGG OTGTKTCCT TTCTQGAAAT TAAGAAGGTG TGCTCCAGAG CCAAGAGGAG 
CAATAAGAAA CCTCGTGTGC CAGCTTCTTA AQGGTKGCAG TGCAAGACCC CA 

SEP ID NO: 5: (Length of Sequence = 562 Nucleotides) 

ATACCCITAC ATATATATTC ACAGAAAATC ATATIGCATA TACTCTTTCT CCACATCATA AAAATGGGTG TTGGGCTCTC 
TAGGACACAA GGGAAGCAGG CCAAATTTCT CATATTITCA GGAATAAACT GAGTGCCCCG AAGGTGTAAT AGGAACCITT 
TACTAACCTC ATCTGACTTC ATCCTCACAC CAGCATTITG TGTCTAAGGA AACIGGCCGA GAGTGGTTAA GAAATATATC 
CAAAGACGTA TAGTTOCAAA TGGAACAOGG AlCTTTTTAT TTAAATTCCA ATCA1CTITC CATTATATCA GCCAATGATC 
GAGCAGAAAG CTGGTCCAGG CAATCCCAGA ATAGATCTTT CTAGGCACCC CTTCACTGTG AGGAGGGGGA AGTCGCCTK3 
CCAAGGGGCC ACTGAGCTCA ATTAGGGTTA ACGCIGCITC TTAGCCTACC CCAGGGGNCA CCGCACTTAG GTICTnTGT 
GCCCAGCTIT GGCAGGAAGC ATTCCTCCIT TCAAAGATTN NAGCCITCQG GTCATATATC GGGTCTAATA GGGTTCTTTT 
TT 

SEP ID NO:6 : (Length of Sequence = 359 Nucleotides) 
ACATOITCTC CCTCTITCAA TTTTAGCAGT AATGTCATCC TCAAAAATGC ATTAATACTA 
GAGCTCCAAA ATGCCTGCAT TAAATGCATT TTTCCACACT AATCCCAATC ATCCAAAGCT 
TCAAAGCTAT TCACACCACT TGAAAGAGTA ATTACCATTT ACTGAAGCAC TTATCTGTCC 
CTTCTCATAG GTTATCTCAT GTACATTATG CCACTTTNAC TTAAAATGAT CACAATTOAG 
ATGrmrccc NGGGGGAGTT GTTAAAAACA TGGCATITC 

SEP ID NO:7: (Length of Sequence = 218 Nucleotides) 



AACATIGCAC CAGOGTTCTA AGCCTCAAAC 
TGGCAACAAT AACTTAAAAT CACCCAACTT 
CIGC 



GATGAGAATC GGGAGTGCCT TTACATGTGT 
TTAAAAAAGA AAGAAAAAAA AAAAACTCCC 
TGCTCACCTA CCCCTAGCTG ATTAAAGGAG 
ATIATATACC TTTATATAGG TTCATTCCCT 



GTTGAAGTAA ATAAACGGAA 
ATTITCAACA AGTCAGGTAT 
TACACK3ATG GGAGTAAATG 
TGCTATAGGT TTTTCGGTTA 
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AACTK3CAAC ATAAAIACTA GAAAAAGftGA AAATATCATC AAAATACAAA TAACTGTTAG AAAICATTGC TCAAAAGAAR 
AACCIGGCAA TCCATGATTA CGAAATGCAA AAGAMGATAC AGTTGCICTC TGTA1ATGOG CTITCCACAX CX^CAGATTC 
AAACAACIGT GGATAAAAAA GGATTTTTCA ATGCCATTAA ACAVCAATGC AACAGTAA 



SEP ID NO: 6: (Length of Sequence = 345 Nucleotides) 

CTACAATAGA AGGCAAACTA TGTCCCTCCT TTGCTCAGAA ACTITTAATA TCTKCCTATT TCCCCATGTTA AAAGCCAATC 
CTCAACCACA GTGTAGAAGG GC7TATCCAIT TCIAGCTACA CATCTCCTCA GTCACIGCCC CCAGCCCCAG TACTTGGQGA 
CTTTGCCCIT GCAGTTCCCT CTGCCAGCAA ACTCTTCCTC CAGATGTCCA CATGACTCAC CX^CTCCTT CAGGGCTC1T 
CTCAAATCTC ACITTACCAG AGGTGGCTTC CCTGACCATC CIGTATAAAT AGCATCACCC TACCTCCTAT CTCTCTCTCT 
AATCTCTCAG GAA1TCGATA TCAAG 



SEP ID tip: 9: (Length of Sequence - 189 Nucleotides) 

GIGAACAGAC TAAGGCCTTT NT3GAGGCCC AGAATAAGAT TACTCTGCCA TTTCTTGAGC AGTGTCCCAT CAGAGGTTTA 
TACAAAGAGA GAATGACTCA ACTATATCAT TATCCCANGT ATACTIGCCA CITCAAGAAA GGAGAAOGCT GmTEATIT 
TTACAATACA GGNTTTNAGA ACCACCGGG 

SEP ID NO: 10: (Length of Sequence = 267 Nucleotides) 

mXXJTTCGC CACCTGOTGG ACGCGAGGGG CTACTACGAT GCCATGGCTG TCCTGRTTTT TTATITCTCA GACAGGACTG 
CTCICTATNT GTCITTOGAT TCTAOGTAGA TTIATATTIG TAAAATATTA CATTTGTCAT GACCAGAAGA AATCTCATTA 
TCSEAAAATT TAGATICTGG NGTCIATATA TGNAAGNAAT ACTAACTACT AACTGTTATA ACAWCAAAAT GTOGGNTGTA 
TATCTACARG CCNGAGCCGA CTICTCA 

SEP ID NP:11: (Length of Sequence « 247 Nucleotides) 

CTCATAAAGC CAGGCT3ATA AAAWT3GIAG TTTCATCITA TCTACAAGRC TAAGKTCAAA ATTCCATGCA 1CTGCTGRTA 
AAAGACCCAT NATGGKCCIM ACICTAdTA CTCCCCATIT ATTAGCA3TC ATFCTOGTCA CCAGCTCTAG TTCCTCTGCT 
TAGCGAATCT CGCTPGTCTT CAAGATGTTCA TTCAAATGTC ACATTTTGTG GGAAGCCITG CCTTTTTTGA CACGGTCTCC 
CIGCCAC 



SEP ID NP:12: (Length of Sequence - 280 Nucleotides) 

AAGGOGAGAG GCITCTGGAG AAACCGACCC CACCAAOGTC TTGATCTTGG ACTTTTAVCC TCCAGAGCTA TSAGAAAACA 
AVTITCTGTV VATVGVGGCC ACTCAGCCTG TGGA1ACK3G CAGCCCIAGC AAACTCATAC ACACATACAT TTTAAACTOG 
GTTTAATCCr GTGRCCA3TC ACITATGGIT CACTTITEAA ATAGTGCIAG TCITAT3VCC ACP3TIAAAG TTCACCAGGA 
CATAGGSCAT TGGGGAAAGG GGCCTGTAAC TCTTGGATIA 



SEP ID NO: 13: (Length of Sequence = 339 Nucleotides) 

VCTVTCIVCC AACTTCATIC AGATATTGAC TCK3CT3ATG QGAACATTAA ATACATTCTC TCAGGGGAAG GAGCTQGAAC 
CATTTTTVTR ATTGATGACA AATCAGGGAA CATTCATGCC ACCAAGACGT TGGATOGAGA AGAGAGAGCC CAGTACACGT 
TGA1GGCTCA GGOSGTGGAC AGGGACACCA ATCX3GCCACT GGAGCCACCG TOGGAATTCA TTKTCAAGGK CCAGGACATT 
AATGACAGTC CTCCGGAGCT TTCCTGCACG AGACCTATCA TGCCAACTGT GCCSTGTARA GGTCCAATKT TGGCTGSTCT 
ACGGTACTGG GGAGGCCTG 

SEP ID NO: 14: (Length of Sequence = 342 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



114 

GGGVGCAAAG TAGCAGATTC TAGTAAAGGA CCAGA1XSAGG CAAAAATTAA GGCACTCTTC GAAAGAACAG GCTACACACT 
TSA.TCTGACC ACTGGACAGA GGAAGTATGG AQGACCACCT CCAGATICOG TTTA3YCAGG TCAGCAGOCT 
CTGAGATATT TGIGGGAAAG ATCCCAAGAG ATCTTOTTTG AGGATGAACT TCTTCCATTA TTTGAGAAAG CTTGGACCTA 
TATGGGATCC TTCGTCIAAT GATGGATCCA CTCACPGGTC TCAATAGAGG TTAATGCGTT TGTCACITIT TTCTACAAAA 
QGAGGARGCT CAAGGAG3GC TO 



SEP ID NO: 15: (Length of Sequence = 354 Nucleotides) 

ATCITGATGC TGAAATTVAA GATCCACCAA TTCCAGAAAA ACCATGGAAG GTTGATCTGA AATGGATTIT 
ATTTTCAATG AATCGATGAA TCAGGAGGAT TATRAGGTGG ATGAAAATAG GAAGCCTGTR AGTTIYCCTC 
AACCAAGAAT GAAGAGCCAG TCAGAAGTCC AGAAAGAAGA GATAGAAAAG CATCASCTAA TGCTOGAAAG 
CGCCITOGCC TCCCCCTCCG ACACCAACAG AWTCACGGGA AGAAGACT3G GAAGAAAGGC CAAGCTAGOC 
AAGCOSCAAG AAGTCCAGAA AGAGGGWWGG TTGA 

SEP ID NO:16: (Length of Sequence = 348 Nucleotides) 

CAGGCAAG1T TCTTCCAGGA TGAGAAATCA GIGGAAAGIG AGGGCCAGOC AACAGCCACC ACCAACCACC 
GOGAGACCAT CTTAAAAGAG CCCCAGCCAA GCTGACCATG GGTCIGACCC CAAACIGAAG AAATGCCGAG 
CCCAAATTGC TAACITCEAT TATAAGCAAG TACAATQGTC CTIACCTIAA GCCACTAAGT TTTGGGATGC 
AGCTATAGAT AAGCTGATAC AGGGAATGTC AGAWTCCATG A7GAGAGACC GAGCdTFCA KTCTGTCAGA 
GTTCGCAAAA CTTCAAAAAG AGGGACCT 

SEP ID NO: 17: (Length of Sequence - 415 Nucleotides) 
AGCAYGGGCT GGGGGGCCGG GZ&nbGGGC TCGGGCTICT TTIACGCTCT GCCCCCCACA CCCCCTCCVC TVCCGTCCTG 
ATTAAGCCCA AGGGTTGGTG GACTIAACTT TCAGCCCATC TCTAAGGGTT TCACAGACTG GATCTCTCTA AACTTTA1TC 
GGTACCTGCT TCCCCnTTC CCTGGTN^TT TTCATCTACA AAAAGTCAAA ACCK3ATCGA AATAGAAATA AGATCATCAA 
ATTCGACCAT TCTCTTAGCG TTOGAGICTG COGGCCAGAC TCGCATTCAG TACAOGCIGA GATCCAACCA CATCACACIG 
GCCTCAGGTC ACCAACTCGC CACTCAGGGC ACAAGGCCTG CCCTICTGGT CACAAGGCTT TCCTTAATGT CCTCGGTGCC 
CAGCTGAACC ACAAG 

SEP ID NO: 18: (Length of Sequence - 356 Nucleotides) 

CTATCTATGT CTGTAGCTAT TTCXATACTT AACCATCTGT GTCCGAATTA AGCTAAACAT GATTCATTCT GAT3CCAACC 
CCCATCCATC ATGCCATGGA TOGCTCTAGA CTICTTCCCT TGTAACCTCC CACTCAAACA CTGAGAAACC TTIGCCCAGT 
ATCTTTIGGA GTCAACCTCAC 7GGGAGTTTG CAGTCCCACT AGATGAATGC CAACCCATTT GTTCATTTAA AAGGACnTT 
GGAACCATAG AGCAATGGCT GGGCIGQ3TC TVGCACGTTC ATCITGACTG AAACAATIX3G CCAT3AAGGC ACTIGCCAAG 
GAAACTCTAG GGGCCACAAG QGTCCIGGGT GCITCC 

SEP ID NO: 19: (Length of Sequence - 339 Nucleotides) 

CATGCTTCCA TmriUTAG TTTTAAACCA CCAAACCAAT ATnTYCCTT TAAATTTTAA TCTTATAATA TAGAAATCTT 
ATCTAAATGA AATTTICTCA TGTITCAAAT AAAGAGAACT GAAGEAGAAA ATRGAAATGC CAGTAAACAA CATAATGTTT 
AATTTACAAC TTACATTAGG GGTTIGGGGG VATGCTAATT ATATATTGAG AATATACATT AGAACTCTTC AAAATGGGCT 
CTTCTAATGA GCTCACTACT GAACATAATT GITCCCTCIT CTGITAAATA GAATAGGTTT AAATGACTAG TCCAAATGGA 
ATTATTGCCT TCTKGTTAA 



GGACACT3AT 
AGCGGATTTC 
AGGAAACATT 
TTTTATGGGG 



CAACACGOGA 
CCCAGCCAAA 
TTTOITACAC 
GGVACCTIVG 
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SBQ ID NO: 20: (Length of Sequence = 437 Nucleotides) 

AGAACAAGGG AACTCAGCAG CCCCTCCCTT CCCATCAGCT GTTCCTGAGA GATGCAATAT AGIAGTCATC GACATCATCC 
TTATCAACAG CATCATCACT CAGACAGTGG TGAAAGTCTT TCTTCACAAG GAAAAACAAA GATAAAGAAA TACATGAGCA 
TTAATGAGAA ATTCTCAAAG CTTQGATTCT AATSATATGC AUTATCATTA GACATTCAAA TGCTATACAT CTICIGATGA 
AGCCTCCITG ACAGCAGCTA CACTTATTTC ACATCAGAAT GCCTAGAGAA ATCCTGACTG CCCPGCTIGG TCAD3GGACC 
TTCCCCACTC TCCTCITCGA GGAATGAAAA GATCTGGCX5G CTTTCTACTT TjDGCTACTGA GCT3GGCTAT ATGGCTAGGTT 

ccAcrrrcrA aggggcitgg aagggttatt ccaicts 



SEP ID NO:21: (Length of Sequence = 385 Nucleotides) 

CTITGATTTG CTITFIT]TT AGAGTTITAC ATCAGTGTTT TTCAGGAATA TTGGTCTTTC ATTITCTTTr CTTGGAATAT 
TTTCTAGrTIT TACTTIGTCA GAGTAAATTC TGGCITCACA GAATTATTTG TAGTCTCTCC TGTCTTGCTr TATTCATGCT 
GCTATAACAA AATACCACAG ACAAGGTGGT AATAAATAAC ACAAATTTAT TTTTCCCAGT TCTGGAGGCT AGGAGTTCAA 
GAAGCIGGCA AGTTCAATCT CTGGTGAGAC CCATTCCITC ATAGGTGGCA CCATCTAGGG GTCCTTACAT GRCAAAGAGA 
TGGAAGGGCC AAAAAGATCG TGACCTATTG TGAGGCCTTT TTTAAAGGGC CTTVAAATCC CAGTC 



SBQ ID NOt22: (Length of Sequence = 374 Nucleotides) 

ACCITCATCG TCATGAAGGC CATGCAGTCT CTCAAGTCCC GAGGCTAOGT GAAGGAACAG TTTGCCTGGA GACATITCTA 
CTGGTACCIT ACCAATGAGG GTATCCAGTA TCTCOCTGAT TACCITCATC TGCCCCOGGA GATTGTGCCT GCCACCCTAC 
GCCGXAGCCG TCCAGAGACT GGCAGGCCTC GGCCTAAAGG TCTGGGAGGG T3AG0GACCT GCGAGACTCA CAAGAGGGGA 
AGCTGACAAG AGATACCTAC AAGACGGGAG TRCCTGTGCC ACCIGGTGCC GACAAGAAAG CCGAGGCITG GGTCTQGGTC 
AGCAACCGAA TTCCAGTITA GAGGCGGATT TVGCTCGTKG ACGGTGTTCAG CCAC 



SBQ ID NO: 23: (Length of Sequence = 322 Nucleotides) 

CAAAACGTGA TCACCACAGC TCCGITCCTG CAGTGACACT TAACATACTC AGCATCITCA TGAATTCTGA ATAATTTACT 
GATOGTAAAG TCTAAAAGTA TCAATTTCAG GTGAGCAGTT TIAAATCAGA AAATAGTCAA TAGTTAATCA TGACTCTTCA 
GGCTATITCC TTCACGTCCT CIGAAGAGTT TCCCAGAACA TTCTTGTGAA AAGGAATGCC TCCCAACAAT GGAGAGCAAC 
AATAGCAACA GGCATCT3AA TCAGCCTGGC CTCTGAAAAC AGACCANAGA GGACTITATC TGTITCITCC AGT3GAGGAA 
GG 



SEP ID ND-24: (Length of Sequence « 113 Nucleotides) 

CCTGAAATOG GAGTCTTTTG GACTGACTCC AAATTCAA2X3 GCTQGCACAG GCAGCAOGGA GTCCACGTGA ATCTCCACCC 
OGTTAACAGG CGGGACGACA GCCCCTTGCA GCC 



SBQ ID ND:25: (Length of Sequence = 399 Nucleotides) 

GGAAAGAATG AAGGAAAAAC AAGACAAAAT CTACTTCATG GCT3GGTCCA GCAGAAAAGA GCAGAOGCTG GCCTCAGACA 
CAGACAGCAG TCTTGATGCC TOGACGGGAC CCCTTGAAGG CTGTCGATGA TAGGTIAGAA ATAGCAAACC TGTCAGCATT 
GAAGGAACTC TCACCTCCGT GGGCCIGAAA TGCTTGGGAG TTGATGGAAC CAAATAGAAA AACTCCATGT TCIGCATGTA 
AGAAACACAA TGCCTIGCCC TACTCAGACC TGATAGGA1T GCCTGCTTAG ATGATAAAAT GAGGCAGAAT ATGTCTTGAA 
GAAAAAANTT GCAAGCCACA CTTCTNGAGA TmisTlCAA GATCCATTTC AGGGTGAGCA CTTRGACTAG GTTGAATTT 



SEP ID NO:26t (Length of Sequence = 355 Nucleotides) 
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GATTGGTATA CGGGCAACAA TGGATTGATA GCCTTAATAT AGAAATAGTT CCAGCAGGCC AGATGCAGTG GCTCAATTCT 
GTAAACCCAG TGCICTGCAC AGCTAGGAAG GAAGATCACT TGGGCCCAGG AGTTCAAGGC TCCAGTGAGC CATGATCACG 
CCACTKCCTC CAGCCTGGGT GACAGAGTNA GGCCCICTCT CTAAAAAATG AAATAGCTCC ATCAAGTCAA TAATTAAAAG 
TTCAACAGCC CAACAGANCA AAAATTCTAA ATGANCACAA ATTAGAAAAT GTACAAATTA AATATTAATG ACCCATAACC 
CTATAAGGGA AAbM/iTAACC TCICIACTAT TTTTT 

SEQ ID NO:27: (Length of Sequence = 322 Nucleotides) 

AAAACGTGAT CACCACAGCT CCGTITCCTGC AGIGACACTT AACATACTCA GCATCTTCAT GAATTCTGAA TAATTTACPG 
ATCGTAAAGT CTAAAAGTAT CAATTTCAGG TGAGCACTTT TAAATCAGAA AATAGTCAAT AGTTAATCAT GACTCTTCAG 
GCTATTTCCT TCACGTCCIC TGAAGAGTTT CCCAGAACAT TCTICTGAAA AGGAATCCCT CCCAACAATG GAGGAGCAAC 
AATAGCAACA GGCATCTQAA TCAGCCTGGG CTCTGAAAAC AGACCAAAGA GGNGTTTTTC TGCi'l'iVl'lC CAGTCAGGAA 
GG 

SEQ ID NO: 28: (Length of Sequence = 287 Nucleotides) 

TATTTTTATT AAAGGACCAC CCTGGCTGTM GTGAGATGAA TGGATTCAAA CAGGGCAAGA GTGGATACAG M3AGATAAGT 
TAGGAAGCTG GTA1AGAAAT CTGGATGAGA TATGCTGGCT TGGATGATAC TAGCACTGAG TATGGGAAGT AGGT3GATTA 
CTTTACACTT TTTTAGATCA GIX^KATTCTT GATGICTIGA AGACAAATTA ATCTCATATA TAACTCTAAA CAACATATTT 
ATATTTCATG TAAATAAGGA TAATGCTGAC CAAATATTAG CACCITT 

SEQ ID NO:29: (Length of Sequence = 282 Nucleotides) 

CAGGGCAGGG AAGCCTGGAA GCAAAGGAGG ACCTGGCTCC TGACTCTCAG AGAGGATAGG CIGGGATCCC TOGGGCAGGC 
CTCTTCCITG GCIGGCCAAT TTAGTCTTTC AATTCTCTAA GGGCTCTCCA TTGCCTGCCC TIGCCTCTIT CIAGCCTGTIT 
AITTCTAGGC TCCTCTGAAT AAATCTCAGG TTTCCTACTG TCATGCCITT AGTTCAAAAA TGAGAATCTG CXX7TACAGTG 
CTGGCCTCCT TCCGGCCTGA AAGCCAGCAC CTTKCGACCC GG 

SEQ ID NO: 30: (Length of Sequence = 345 Nucleotides) 

GAAGCTGCTG AATACATTTC AAGACACAAC ATGGCACCTG TGTCTAGCTC TATGGTACAA CATGC7TACTA TGACACATAT 
AATGGGTTGC CAGATGGGGA AGGCAGCTTC TCTGCAACTG AGCTGAGATC TCAAAATAGA CAATGTCAAG ATGGAATCAG 
AAGGGAAAAA CAGCATGTGT AGACAGGTAG TGACAAAAGG CTAA1TAAGG ACTGAAAGAA ACCAGTGGCC AACAAGGGAA 
TCTACGGCTG ATAAAGATAA GACGOTGAGA GAGATAAGGC TAGATTGTAT AAGGCTTGAC AGACCATAGC AAGATAAGCA 
AGGACCTGTC TCCTGTTAAC CA1TT 

SEQ ID NO: 31: (Length of Sequence = 343 Nucleotides) 
ATAAAATIGG TCTGGGTACC CTAAGGTIGTT TGOCTTGATA GAAAATIGAC 
ACAATAGTTA TTCCTAGACC TIAGATTAGT CATTACAITT TTATTTAAGG 
GGCACTCGTA CAAAACAGGA ATGAAAACAT ACATATACTG TCTICTCTTT 
GGATTATTIT AAAGAAGCCC TTACTCA.TGA TGGCTATTTT TAAAAATGGC 
CTGGTITGAG GGGCGAAATT AAG 



ACCCCAAACT AAGTGTTCTA C7TAGCTTCT 
TACTATGTTA CTTTCATGAC TACAAAATGA 
ATGTCGTATT AATGCCAAAG ATATTGTCAG 
ACAGGACAGT AACAGGCTGA AAAGAAACAC 



SEQ ID NO: 32: (length of Sequence = 153 Nucleotides) 
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ACAGGATGGT CAGGACAAGC CACCTCTSGT AAACTGACAT TTGAGANGAC CCCTGAAGGN GGGGQGTTGA GTCATOXGGA 
CATCTTGAGG AAGAGTTIAC TGGCACAGGG AACTGCAAGG KCAAAGTCCC CAAGTACTAG GGCTGGGGGC AGT 



SEP ID ND:33: (Length of Sequence = 257 Nucleotides) 

TCAGTCAGCT TATOGCAGGT GCAGCCAAAC ACAAAGCTTC AGGACAAATT GTACAAACTT TACAATGTGG GATTTAAATT 
TAAAATAT3A TACATAAAAA TCTACACAAA ACIGATAAAA ATCAAGCACA C2JTACCAGGA TTGAAACTTA TAATAATCCA 
TCTGTGAAAG GGAGTCTTGT TIXXTTTCAA GTCCTTITAT TCTGCTATGG AACAGTCAAA ATQGAAGNTG TAAAGCTTPG 
TGGTTACTIT AAATTAT 



SEP 3D NO:34: (Length of Sequence = 307 Nucleotides) 

CTCCCACCCA TATCTAATCC AACAAGTCCA GCTGCCTCTC TCTNAAMAAT ACCNARGATC AGGCCCCTTC TCAGCACCCC 
CACAGCTGCT GCCCCAAAGG AAGCCACXTTC A3CICTCACG GAGATICTKC AGCAGCCACT GCCTCCTTOT CACCTTCGCC 
TGTTGGTCATT CTCCCCACAT GGCCAGGGAA TGCGTCCICT TAAAGTCTGC TAGGTCAOGG TCCTTCCTAC TCAAAATGCT 
CCCTK3GCTC CCACTGCCCC CAGAGTAAAA AGCCCAGACC TTCAAATGAC ACAAAGGCCT ACAACGA 



SEQ ID ND:35: (Length of Sequence = 266 Nucleotides) 

TCCACAGGTC . ATCAGATRCC TCCINGAXAA TATATAAACA GTAAAAACAA CTITCACTTC TTCCTATTNT AATCGTGTGC 
CATQGATCTG ATCTCJIfcCCA TGACCCEACA TAAGGCTGGA T3GACCTCAG GCTGAGGGCC CAATGXATGT KTGGCTGTGG 
GTGTGGTTGG GACTGTGTCT GCKGAGTAAG AACACGNTTT TCAAGATTCT AAAGCTCAAT TMAAGTGGCA CATTAATRAT 
AAACTCAGAT CIGNTCAAAA GTCCGG 



SEP 3D ND:36: (Length of Sequence = 388 Nucleotides) 

CAGCITTGGA AAGACITTGA CCTCTGAACA AAAAGCCAGA AGGCTGCTTA AAGAAATAGT AAGGGTTTCA CITGCCCTOG 
ATAGTCACAA ATCEAGGACT ACIGGTTCAC TGCCTIGGGT TACCAGGTAT CAGCTCTTTC ACAAICTCTC CTCTTCCCAT 
GCITCCCCIT AAAGTCCAGT TGACAAATGA AAAAGAAAAA AAGGCCITGA TTI7VIACTAT TGCCAAACAA CCTCATAAGA 
ATGGGTAAAA TTACATACAC ACATACATAG AGAAGGGAGG TAATGCIGTG AATCTACTIG AGCTGGATTG CATGCTCCCT 
AGGGACCACG GTGCCCAACC TCTAAITTEA TTTCTAACIT TTATAAATAT ACTCCTITIT CACGGATG 



SEQ ID NQ:37: (Length of Sequence = 342 Nucleotides) 

GAATGTCTAC ACAAGGAAGT ACAGGATTTG GCITITCTAG ATGTTCATATC CAAACTTCGC AGTCATGAGA ACAAAAGTGT 
TGCCCAGCAG GCCTCICTCA CAGAGCAGAG ACTTACTGTG GAAAGCIGAG AACTGCCCGA TACAOGGCAT CATCCGATCT 
CEAATTTCCC CTCICTCCTC CATCCAGCGG CTTCTTCOGC TTCATTCTCT ACCATACCAC TTCTGCATGC ATGTRATGTT 
CTAATACCAA TPGAAGAACC GCTGTAGCJrA CCTCCCTAAT AAGGATTTCT AAACCIATAG TIACTCTGAT CATGACTETTG 
CTCAAAGGCA ACTYTCCCAC CC 



SEP ID NO:38: (Length of Sequence = 355 Nucleotides) 

GATGACITCG AGAATGCCGA AGAGGAAGGC CAGGAGAATG TCGAGATCCT CCCCTCTGGG GAGOGACOGC AGCCAACGAG 
AAGOGAATCA CCACACCATA CATGACCAAG TACGAGCGAG aXGOGTGCT GGGCACCCGA GCGCTCCAGA TIGCGATGTG 
TGCCCCTGTG ATGGTGGAGC TGGAGGGGGA GACAGATCCT CTGCTCATIX5 CCATGAAGGA ACTCAAGGCC CGAAAGATCC 
CCATCATCAT TOGCCXHTAC CTGCCAGATG GGAGCTATGA AGACTGGGGG GGTKGACGAG CTCATCATCA COGACTTGAG 
CTGGAGTCAT CTITCCTaVIC CTTTGCCCCA TGCCC 
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SEP IP NO:39: (Length of Sequence - 303 Nucleotides) 

GCCAAAAACA NYTCTGAACC CGTTTIGGGA AATAATGGGA TTCCTTGATC ACGGGACAAC GAATCACCOT GAAttlTlTlC 
TCCAGTTTTAC TCAGTCACAT AAGCCACCAG AGGCIAACCA CACTGACAAC AAAAGGAAGT CCCAGGATTC CGGQGGCTAA 
TACCATGCTA GGCATTACIT GGGAAGTIAT GAGTTGCTAT ACATCTGTGA ATITGCT3GG AGGAGAAAAC TAACAGTAAA 
TTTATCAAAG CCAGTGGTAC GTTCAGCC7IT ATAAAAATTA CAAGGATCTG CTTCTCGGCX5 ACT 

SEP ID NO:40: (Length of Sequence = 178 Nucleotides) 

GGTGTCGGGG GCTAGAGATA CACATGCCAG TOCTATACAT TTCTCAGCAC TCTGCTCTOG A1TCACAGCA CTTCAATIGT 
TCATGOGATA TAAGCCAGTC ATGTGGCCCA AGTTATTCIG TCGGCTGTGT TCTCTGCAGG AATCTGATCC AAGAAGGCCT 
GAAGGATGGA TGGCTTTT 

SEP ID ND:41: (Length of Sequence = 322 Nucleotides) 

TGCCnTCTT TAGAAATTIA GGGCACTGTG ATGCTTCCAG AGGTCTGTAC AAACACCAGC TITCATICTG CTTGGGAGTT 
TCCATGCCTC TYCCTTCTCT TCGCTIAGTG CACGTTTCIG CTTTITATCA GTTTGACTGC CTGAGACTGA KTCCAACAAC 
CCAAACTGAA CGCTCAGCTC CTCaOTTCA AAGGAGGATG ACTINTCTNA ACAACTATIT AGCTGAATTA TTKCKACAGT 
TTATIAAAGC AATGGCTCTA AACAAATTCC ACTGGGQCTG ACAAAGTACA ATACAAAAGG CCTACTCTGA GGGCTP3GGG 
GT 

SEP ID NO: 42: (Length of Sequence = 278 Nucleotides) 

AAACTTTGGC ATITITATTC AGACACCTAT AAAAACAAAA CAAAAAACTT CACTGATACA ACAGACGTTT TCCCTTAGTT 
CXXTATCCAA GGGGACAGAG GTGTGCAGCT GAAGCTGGAY CTTTTITCIG TCCTACCTGG AAGCIGTCTC ACTGCTGGAT 
GAGAATGGCT TCTAAAACTG GATdTGGGG ATCCTICTGA ATTIGCCCTC GGATAAGGAG TGAAGWTCAT TTAD3GCACA 
TCTGGATTAT GGTTTACACA AAGA1GTCCA GTTATTIT 

SEP ID ND:43 : (Length of Sequence = 225 Nucleotides) 

AGATCAAAAG ATGAGAGAAG CTGAAACAGA ACCGCATGAG GGAAAGAGGA AAGTGGAATC TCICTGGCCC ATCTTCAGGA 
TCCACCACCA GAAAACCCGT TACATCITOG CCTCTTTTAC AAGOGGAAAG CCAGCAGCAG GATCTCTAGG AATATTAGTA 
TTAAAGAAGG CTATGCAGCA TAAACCTGAT TTCAAAATGG TAAAAGCAAG CTTATGTGTA CTTGT 

SEP ID NO:45: (Length of Sequence = 305 Nucleotides) 

GGATIGCCAG GAGCTGTTCC AGGTTGGGGA GAGGCAGAGT GGACTATCTG AAATCCAGCC TCAGGGGTCT COGCXMTIT 
TGGTGAACTG CAAGATGACC TCAGATQGftG GCTGGACAGT AATTCAGAGG CGCCACGATG GCTCACTGGA CTTCAACCGG 
CCCTKGCTAG CCTACAAGGC GGIGGITITG GGGGATCCCC ACGGOGAGTT CT3GCITGGG TCTTGGAGAA AGGKGCATAG 
CATCAOGGGG GGACOGGAAC AGC0O5CTGG CCGTGCAAMC TGOGGGGACT GGGATGGGCA AAOGC 

SEP ID NO:46: (Length of Sequence = 264 Nucleotides) 

ATCAAATAGC ATATCTONGC CTAATTAAAA GATTCCATTA CATTTACTIT TATCATTTAT ACTGCCAAGG ATCAGTCACA 
AAAAATTCAA ATTATACATA TIATTCATGC TTIAATTTCA TAAATAAGTA AATTAAAGCA AGCCAATATG TCTCTCITCA 
TAACATAGGG AAAAATTACT GTTTAGCATA ACAGNCTAAT AGGCAAAGTC TAGCCATACA GCAGCAGTTC AOGGTCTICT 
CAAGTTGGKA CAGGTTCCAT CGAT 

SEP ID NP:47: (Length of Sequence = 175 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



119 

GATCTCTTCC AGCGTCAA1G TACIX3GGACA. GCAAACACTC ACATTTCAAG TTCCTTCTGG CGACOGGCIT CCCACTTACAT 
TGACGCTGGA AGAGATCATC TCAAATGGTT CTCCAGIGTC AGGCTGGAGA TCTCCAGAAA TGGAGTCTAC TCCTQGGCTG 
GCTICTATGG GAGCC 



SEP ID NO:48: (Length of Sequence - 270 Nucleotides) 

CTCTCTCAGA GCNACOGGGC AGCTCAMRCC CACAGOGGCT CXTCATCCTC TOIX3CTGGCA TCCTCAITCC ACTCTCATCT 
GGCACCTKCT CAGGOGQGCC TCTAGCTITC TCATG1ACTC TAGCAA3TCC TCITTCTCCT GCTCTAACTS CTCCITITCC 
TTCTGGAGCA CAOGCAGQGC TGACQGCAGC TOICTCAGCT TCXXSCTTACr TTWTCACAAC TGTACCAGGC TAGAATCCTT 
TCTGCCTGGG TCAGCTTCAG TCTTTGAACA 



SEX) ID N0:49t (Length of Sequence = 359 Nucleotides) 

CCCTGAAGAG TGGGTGGGAC AACCAGATGG GTGTAACCCC TICTGGGGGA AAAGGACTGA GTITACrrGG TAAAATAATA 
ATOGTAATGT CAGCAGCGTG GCTGGGQGAC TCACTA1GGT CCCGGGAAAA GAGTT3GGGC ACTSAACTFC CCAGGCCGAC 
TGGCCTTGGG CIX3GCAGCAG GGAGGCIGCA GGGOGCC7TAC Cm^CIGCC AOGTCCCTGC CTAGGAAACC TATCCCAGGA 

CACCCTGCTT TGGCCTGGAT agcagcctag ggatgagcat ttctttgaaa gcaatiaggt taitcacctg gtatiaaaac 

TATTTACTGrT TAAAAAATCT CTGAdTCAT GGARGTCD3G 



ID NO:50: (Length of Sequence = 271 Nucleotides) 
CCAGGAAGGA CAGGAACTGTT CCTCTAATAC GCATAAGATC CACTACAQGA GAGAOGGGAA GM3AGKCTCC AQGATGAAGG 
GGRAARRAGG CCGCATGCCA GTCACCTGGC ATCINCCAGA GAGGGTCAGY C^IJCCCACTG AGACTGGGGC ACGAGTTCCGG 
TCATCACCAT GCCXTCIGAC TGTCGAACTG TCTlTiTACC TGACAAATAC TACACAGGTA TCK^TTOGTGG (XATACTCIG 
CI7VTCXAAAC CCAGGAACTG ATTAGATTCT T 

SEP ID NO: 51; (Length of Sequence = 226 Nucleotides) 

CTCCAAGCAG TAAAGACTTG CAAAGCATTG CAJTTTGATT AAACCTTGCT GGGCTGAAGG GCAGGCAGAG CTGTGGTGGA 
CACTGGCAGG ACGCAGCACC CCCCGACIGG CCCTTOGCAG GCTGCACOGG GCX3CATC0GG G1X5TGGGCCA. GGCTTOdTT 
AGGAAGCAGG TGGGAGTCTK NCACGT3CAG KDGCTCCAGG AGKGYACCAK GCCTQGCAGG GCACTG 



SEP ID NO: 52: (Length of Sequence = 408 Nucleotides) 

GGT3GGGCAA GCT3GGGCTG AAGT3CACTC CTGCTGCATG AGTGGGAGGG CAGGGTGCAC ACACACAOGT GGGMCTGGC 
TGGGTGAGGC AAGCAAAACC TGCCTGCACA TGGCAAAGGG ATGIGGGAAG 1ATCCATGGG QTCCAGGGGA AGCTGCAGTT 
TGGGGAGGGA ATCGCTGGCA CTGCPSOSTG TCTOK3QQGG CCACCCCACT GGGGGTCTCC AACT3GTCAA GTTCCGTCIG 
CCAGGTEAGA AGCIATGATG GGGGCTTCEA GGACACINGA. GGCTGROdG AAAGCAAQGT ACTTTTCACA CTGGGACCCT 
GCAAGAGGCC AACAAGATTA AGGGATGCIT CAGCTCAGAC TIGGCCCTCT TCTTATGGGG CAAGACCTTC CCCGCAGAGTT 
TCAGATCT 



SEP ID NO: 53: (Length of Sequence = 314 Nucleotides) 

TICTCTGCAG GAGGACCACA TGGCAGTCCA GCAGACTGCA CAi'l'l'I'i'AAA AACEAGGTCT TCCCAGCTAG TITGAGGAGC 
ACCAGGGCAC ACTCAGGGAA GGGACATGTC AGTGTCIGAG AGCTCACGGG AGGAAGCTGT AGTGACAACA TGGACCATGG 
TGGAGTGACT TTAGACGGCT CTTGGGTNAG GAGAATCATC ATGTAACAAA GCATIAAATC ATTTGGAGAA ATTCAGAAAA 
NTCCTAGATG TACATTCTAG CCCACTTACC AGGOCTACTA AACGTCAATC AGAXATATTT CAATTDGAAT TCGG 
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SEP ID NO:54: (Length of Sequence = 310 Nucleotides) 

AAGCCACCGC ACCTGGCCCA TTACATTTAT AATGTTATAA GGGGCTIGAG GGGTCX3TCCA CTQGAGCAGT GGTTCTCAAA 
CTOCTGTATC CATAGGAATT ACCTGAAGGG CTTCTTAAAA CACAAACTGC AGGGCCCACC CCCAGAGTTT CTGGTTGGGG 
AGCTGTOGGC TGGGCTTGAG GATGTGAATC TCTCACAAGC TCCCAGCTGA GGCIGCIX3GT CTCTGGACCC ACTTCAAAGA 
CCCACTGAAT CAGAAGAGTC AGTGAGACTG GACAAAT3AA CGCAAGACAG TCTTCAAAGG AGACCAGAGG 

SBO ID NO: 55 ; {Length of Sequence = 252 Nucleotides) 

■ mTm . m . TYCCGGGGAR CTCAAACATA CTITITCAAC ATAGGATKTC TGACAGGAGG CCCTTGO^CA GGGTTCCCTG 
ACCICIGYTT CAAACCCCAC TGGAAACAGA GCAAAGTCAT CAMGAAAACC CAGGACACCA GGGCAGGGGG GCTGCACAAG 
CTCX3QGTAGG TCACACTGQG (TCAGCACACA GTGGCCCCGC CCAGCTCCAG CCCAGCCTGG GGGAGGGTGT GAGGGTTCCA 
KGCAAGCTCA TT 

SEP ID NO: 56 : (Length of Sequence = 188 Nucleotides) 

CTCAAGTCTA CCATCATTCT AGAAGGAAAA GGCATGCTGG GAATTCAGCA CCTGAACTTG TATTTACACC AGCCTCGGCA 
TCTGGCAAGG RAATAGCGAT TGITCATAGT GATGCAGAGA GAGAACAGGA GGAKGAAGAA CAAATACACA CAAACAACTG 
ATCTAGGGAG ACTCCAARGA TCCAACAG 

SEP ID NO:57: (Length of Sequence = 304 Nucleotides) 

AATCAGCCTG CAAGGAAAAG ATAGGAATAT TCACCTACAG TGGGCACCTC CTTGAAGAAG CTGATAGCTT TTACACAGTA 
TTAGATTGAA ATAATGGACA GAAACACATT CTICTCAAGA AAGGGGGAGA GAAGTCTGTT TGCAAGTTTC AAAGCAAAAA 
GCAAAAGTGA AATGATITGA GGATTTCTGT TCTAATTGGA GATGATTCTC TGGITCTTAG AAAT3GCAAA TATTGATCAT 
TCICTGCXAT TGATTGGTGC AGGAXACITG GTATAOGAGT AAATACITGA GACTOGIGTC ACTT 

SEP ID ND:58: (Length of Sequence = 261 Nucleotides) 

CCAGAAGCTT CTTGCCTTCT CTCTGCTCTC ACTGGTTCCC TTCCCTGAAG TCCCICCCTT CTCATTAATT ATAGCCTGTG 
TCTGAACATT GTCAGCIATA AGAACCCTCA TATTAATGGT TAAGGGACIG TTGGAAATGA TGTGATTTTA TIAAAAATGG 
GGTCTTTGTG GAGGACTCAG GAATGCTCAA AATGAGCTTC AGCTATGQGG CTIGCTCTRT GCTCCTGATA CCAAGGGTCT 
GGCAAGCACA AAGGAAGCTG G 

SEP ID NQ:59: (Length of Sequence = 470 Nucleotides) 

AATACGTATT CTGAAGCCAC TATATCTGCA TATGTATCCC AGATTTGAAC AATTAAGTAA AAAGATGGTG AATGATGAAA 
GCCAGTTTTC TGTCTGTAGA AGTCAGAGGT GACAGATAAC CAAAGGAAGA AGGCTAGAAT GGAEAGAGGA CAGTGCTTAA 
GTGTAGTTCC TCITGCCTIT AGTCTTATAG ACTTCATTTC CAAAGTTTCT TAGCACCCCC CTTCCCCCTT TGCTGAGGTT 
GTTTCACATA TTTTCTAGAC AATTAGATTC TTITGTCAAA CTCTGTCITC CATCOGGAGA GCCTCIGATC TCITAAATGA 
T1MT1TA AAT TTACATACAT TAAGGITCAC TCTGCTGTAA AGGTCTCTGG GTTITAATCC TGTCTCACAG TTTTIGCATA 
TOTTGGCCrr CTGCCTGGGA ATACTCTCCC AGATATIXXC CATGACTGGC CCCITATCIT CAATCAGATC 

SEP ID NO: 60: (Length of Sequence = 466 Nucleotides) 

CTGTTTCAAG GGAAGGCAAC TOCAAGTTTG TGCAGCTGAA TTTCTGTAAA GTTAAGACAG ACTCAMCTTC TCATTCAATC 
TGGGGCAGTG GATAACCITT CTGAATAGAC CCAdTSTTC ACGGACAGGG ATAGAGGTIT GCCITTdTC TTTCCTTGAA 
TITGGACTGA GCACTAGGGA GGGGAAGTCC ATGGGTGACA TGAAGAAGGT GAAGATGTAG TAAAAGCATC ATCCAGCTAC 
ACATIAACGG TGCTGCAGAA TTTTCACAAT ACAACTGAGG GAGTCTGTAG TGGCAAAAGC AATTACTGAG CACAAAAGCC 
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AGTCCTCAAG GGCTGATTCC ACCTTCCCIG TCCAGGGACT TICTCAGCAA ACTTTCTTCA TCAGCAGTTG TTCGCTTTGA 
TGGTCTTAGC CAGTPITITGG TGCAGGGGTG TTCCTCIGGT ACTAGGGCIA GGGCAGCTCT TTAAAG 

SEP IP NO: 61: (Length of Sequence = 491 Nucleotides) 

GACAOCCCTC CTGOCA1GAA GAATCCCACT AGCTCTAAGC AGCTCCCACT GGAAOCAGAG AGCCCCTCAG GGCAGGTOGG 
GCCTAGGCCA GCCCCCCOGC AGGAAGAGTC CCCTTCCTCT GAAGCAAAGA GCAGAGGACC CACCXXACCA GCCATGGGCC 
CAC3QQGATGC CAGACCTCCT CGAAGGAGCA GCCAGCXMC TCCAACAGCA GTGCCfiGCCT CCGACAGCCC TCCCACCAAG 
CAAGAGGIGA AGAAGGCAGG AGAGAGACAC AAGCIGGCAA AGGAGOGGOG AGAAGAGOGT GCCAAGTACC TGGCGGCCAA. 
GGAAGGCAGT CTGGCTGGGA AGGAGGAGAA AGGCCAAGGT GCIGCGGGAG GAAGGAAGCT CCATGGAGQG CCX3CTGOCGG 
TTTTAGGGAG CAAAOCTCTT AAAGCCGAGC AAOGCCGTTC AAGOCITQGA GGAAOGGCIA GOQGAAGAAG TTTGTGGAAA 
ACAAGGGGCG T 

SEP ID NO: 62: (Length of Sequence = 478 Nucleotides) 

ATCATTGAGT ACGCAGAGCT CAAAACAGAC GTGTTCCAGA GCCTGAGGGA AGTGGGCAAT GCATCCTCIT CSX3CCTCCTC 
ATAGAGCAAG CICTGTCTCA GGAGGAGGTC TCCGATITCC TCCATGCOGA CCCTTCCAAA ACATCITGCC TAGACTCTAC 
ATCAAAGAGG GGGAGOGCCT GGAGCTCOGG ATCAAACGTC TCGAAGCCAA CTATGCCCCG CTCCACCTGG TOXTCTCAT 
OGAGCGGCTG GGGACCCTCA GCAAATCGCC ATTGCTOGOG AGGCTGACCT CCIGACCAAG GAGOGGCICT CTGTGGCTGT 
OCATGITOGA. GGTCATCCTG ACCCGATTCG GAGCTACCTT CAGGACCCAT CIGGOGGGGC CACCX3CCACC AATGCGTATC 
AOGTCGATCA GTTTITGAGT TCACTGCTGT GAGOGCA3GA GTOGTCTACT GAATCCICTG GACAACGGTT AAGTIACA 

SEP ID NO: 63: (Length of Sequence = 183 Nucleotides) 

CCT3GAAACT GGGGGTGGGC CAGGGGGCCA GGCCCAGCAT GCACCCCCAT TiTlTlQQQQ GCIGATCCCT GCCCCAGCTC 
TGCIGATACC CGGGGCC&CA GCXJTCAGGCC GTK3GGGGTG GAGKTAGAGG TGGGAGAGCA GGGGAGAGAG CCTKAGGAGC 
CACRATTGGG CAGACAGAAG CGG 

SBO ID NO: 64: (Length of Sequence = 316 Nucleotides) 

GGATATTGCA CCITACAGAC TTAQGGAGCC TTIACCAGAG AOGCCTAAAA CGCCCCAGGTT TCAGCCATIG TGCIGAATAG 
ACT3GAATAT AGAACCAGGG ACAGAGTATT TCATTIAACG TTCATATATA CTTGCTAAGG AAACACIAAC AATACTCTAA 
CTTTGrrAAA GGACATAGIA TTGAAATGGG AAATAGAGGT CAGGCTCACA TCATCTTAGT TTAAT3CTGG GCAALTITIT 
CD3A3TICTG TAjITCCCIG GAAAATGTGT CCTTCX3TACC CATAAAGIGG TACAAATGCA TTICTAACCA TTTTTG 

SBO ID NO: 66: (Length of Sequence = 411 Nucleotides) 

ATCIGCTCTA GAGAGGCGAC TCCAAGCTCT CTTGCTQGCT CCCAGCTCTG GGAATCCTTT AGGCITCTTC TC^ACCTACA 
CCTTAAAAAT GCITCTTGCT CTGTTIGGGG AGGGGGAGAG GGAAACIGAG CTCrCTCITG ACCTCXTTCCA ACACCdTGA 
CTH3CTTACC CAGCCATTCT CAGTAGCTAC AOQGGTGGTC ACAGAACACT GGG03GCACT CGGCACACAA CACAGAACOG 
GGGCAGTCCA TGCAGGTGCG GGAACACATG TCGGACCCAG GGAGCAAGGA ACAGGCCACC COGAGGAACA TGCAAAOGGA 
GGAAQGATTC CCTTCAGATT CCAAGGATGC CACAACCCCG ACGGGCGGCT TAGGGAGGCA CCGATTATCT AAGGAAAAAG 
GCCACTGITr G 

SBO ID NP:67: (Ijength of Sequence = 413 Nucleotides) 

CTGCTOCTEA TGTTTTXATT TCCAAAGTTT AGAATTTCIT IGCTTCATAG TATTATTTIA. TTTTACTAAA TIACAGAGTA 
AGAAAAGCTT TTCATTnAT CTGATITEAT TCTEAGAACA AAAATA1TAC GATCTTCEAT ATTTTCtnTC TITIGCCAAA 
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AACTGTAGGC AATTTTACAT CATCITTTIT CCCAATCAGT TO7IGATCCA ACIATAAAAA GGAGACATAG AATACTGAAT 
AAATGAAACA GAAACTCCAA GGCCAAGAAG TGTCCATCTT GAAAGAGTCT TAGTGGCAAG ATATCPGACT GCAGACTAGA 
TCTAGACAAA CCTGAGAAAA ACCAAGCOTG GGGGAAAGGA TYCCIATTTT AATAAATGC7T GCTGGGGAAA ACIX3GCTAGC 
CA3A3CTACT TEA 

SEX) ID NO: 68 : (Length of Sequence = 372 Nucleotides) 

GCACGCTTAA AAGACCAACG TGT3TGGNTC AAATATAAAG GCCACACCIT TCAGACCGAA CCTACTCAAA GATCCTTTAC 
TTTGCAATAA TTTGAACTGG AGAACCAAAG ACGGGAGAOG AATGAAAGCA AAGATGCTCA AAGAACCAAA GGAAAGACCT 
GAAGGAATCC ACCTGCATAG GCCACGCGTT CCACTCIX3GG TCAAATCCTT CCACGATGCA GAAACCTTTT TTTAAAAAAG 
TOCAAGTCIA ATTACCTACC AAGGGTAATA AAAAGCACAG CACAGGAATG ATTACAGCTG ATOGTCAAAA AACAAAOCAA 
AACCATTAAA AAAACAATCA GGCAGAAAAC AGGAGTTAAA TCTTTACATA TG 

SEQ ID NO:69: (Length of Sequence = 389 Nucleotides) 

TCTAGAACCT GGACCCACCC AGCGCGTCCT TTCTTATCCC CGACTGGATG GATGGATGGA TGGATGCTAG 
AATTITAGTG GAACAAAGCC TCTSAAATCA TTCTACATAG TGTIAATTTA TTGTAACGAA TGGCTAGTTT 
CAAGGCACAA AACXZAGTTCA TGCTTAACCN TTTTTTCCIT TCCTITCITr GCITETCTTT CTCTCCTCTC 
TICTCTCTCT TTTAATTITC TTCTGAGATA ATATTCTAAG AGGCTCTAGA AACATGAAAT ACTCACTAGT 
CCCACTTCTC CTCAATCCGT TGCATGAAAT AATTACTATG GTGCCCTAAT GCACACAAAT AGCTAAQGG 

SEQ ID MP: 71: (Length of Sequence = 329 Nucleotides) 

GAAAAAATGG GAGGC5CAGCC AT3TATTAAT TCTACATCCA AGGAAACICT GOCCCAGQGG TCTICTGTCT 
AGAGGGGTGA GAAAAGGCAC TGTGTCAACA TITGCTICTG CCIGAAOCTG CACCTCCCAG TCCTCCTCCA 
GAACTGTCTT GAAGAATGCT GCCTCAGCIT CTGAAGAGAA GACCCCAGGA CATGCATTAA TGAGAGGAGG 
CT3CAGAAGA ATAAAGCTCT CTGAGGGAGC CI03GNGCCC CCACTGGAQG CCTGGAGCTT GTTGACCANN 
ACCCCTGCT 

SEP TP ND:72: (Length of Sequence - 418 Nucleotides) 
CTGAGTTGCC TGAGGTGATT CACATCCTTC AGCACCAGTT CCCATCTGTT CAGGCAAATG CAGCGGCCTA CCTGCAGCAC 
CICTGCTITC CTGACAACAA ACTGAAGAT3 GAGGTGTGTA GCTIAGQGQG AATCAAGCAT CTGCTIGACC TTCTGGACCA 
C3\!3AC?ITITG GAAGTTCAGA AGAATGCTTC TGGTGCCCTT CGAAACCTCG TITTTGGCAA GTCTACAGAT GAAAATAAAA 
TAGCAATCAA GAATOITOGT QGQGATAOCT GCCITCITCC GGCTSTTCAG AAAAATCXAT TK3ATGCAGA AGTAAQGGAG 
CTTGTtACRG GAGTCTITGG AATTATCCCT CATGTGATGC CTGTAAAAAT GACATTCATT CGAGATGCTC TCTCAACCTT 
AACAAACACT CTGATICT 

SEQ ID NO: 73: (Length of Sequence = 336 Nucleotides) 
CTGAATTCTT ATATGCTTCA CTTAGGCITT CATTIGAGTA GACICTAAAA ATTCTGOCIT 
TCTCAGAirr CAGTITITQGA CATTGCACAA CTAAGACCTT TTAAACGCAT TINCITCCTA 
GCAGCAAGAC ATTCCTATAT TGAAGAAATG AGAGAAAATT TTATGCTGCA TCAGCTGGAG 
GCATEAGTTC CCTCGGAAGT ATTGAAAAAN CITTGAAATG GGAAGGAAAA TTTTTTGCAC 
AGAATCTCTG GGGOTT 



GGATGTTAAT 
TTATTCTCGT 
ATACTTTCTC 
GGATGGGTTT 



ATTTCTGAGA 
TCAATTAGGA 
GGAGTCACAG 
GCAGCAGGAG 



GCTTAAGINC TAACACTSCC 
ACTCGGAAGA CACATAGTCT 
AGCAAGGCTC AAOGCTGCTT 
CTAAT3TTCC TGAGGTACCC 



SEQ 3D ND:74: (Length of Sequence = 402 Nucleotides) 
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CTQCTCAGrm AAXACAAATT GGATGGACTA GAGAGATAGC CCCGAGGACA OT3CCAAATA AAIAACAAAX TCTGCAAGCA 
GCAGGCCGCT GTAATTAGAC CAAGGAGGAC AGTCAGTIAT TAATATCAGA CAOGTGGCAG GGITAACAGC CACT3AGGGT 
GGGTACAATG AAGAGACTCA CTITCTGCAC CCTCAGGGAC TTCCCTTCT3 ATOGCCTTCT AAAGAGGGCT GAACAGCACC 
AACTGCCCTC GCTGCCTCTG GTTOCTGCTG CCCTCCGCGT GCCITOGGTG CCCCACAACT AGGGCCCIGG GTCCCKXXA 
TGTCOCCCTC CCTCCTACAA CCXXTCAGCC CCITATCTQG CCAGCCATTA TCATGCCTAT CAGTATGAGG CCAGATCAGA 



SBO ID NO: 75: (Length of Sequence = 454 Nucleotides) 

GGACCCCGGG CCCGCGATCT GGCCCAGTAC CIGCTCTCAG ACAGCCTCTT CCTGTDGGGTT CTAGTAAAIA CCX3CTTGCTG 
TGTTTTGA3X3 TTGGTGGCTA AGCTCATCCA. CTCTATTGTG TTTGGCCCTC TTCGACTGAG TGAGAGACAG CATCTCAAAG 
ACANATXTTG GAA3TTTATT TTCTACAACT TCATTTTCAT CTITGGTGTG CTGAATOTCC AGACAGTGGA AGAGCTGCTC 
ATCTGGTCCC TCTGGTTIGC OGGAdTCTC TTTCT3CACC TGATGG7TCA GCTCTGCAAG GNTOGATTTG AATATCTITC 
CTICTOGNCC ACCACGGOGA TGAGCAGCCA CGGCTOGAGT CCTCTCCCTG TTTCCTTGCC ATGCPGCTTT TCCTGCTCTS 
GACTPSCGGC QGT1TGCTCA TTACOGGGTA CAOCAOQGAA TGCACACCTG GCTT 

SEP ID NO: 76: (Length of Sequence = 313 Nucleotides) 

GCTITGAXAG CTAGTTGTCT AAAACTGCIX3 NTTATTAAAT AATCCACCIN TTTCCCCACT TAAAACATCC CICTTACCAT 
A3ACTAAATT CCNGTAGCCC T3GGTCK7IT TCTGGACTCT CCCXnCTGTC TGACCCCCIC CAGGTCACAC TGAGTGAGCT 
AATOCTGGGG TQAGAATCCT CTGGGAATCT GGCAGGNTCA CCCCNGAGCA CTCCACXXTN CAACTCATTA NCATCGITCA 
GACTGGNCTG AGTGNTCTCA CACATTCACT CTGCCAAATG CALTl'IAGGA ACTCTCAAAT TCCAAAGTIT CAA 



SEP ID NO:77: (Length of Sequence = 446 Nucleotides) 

CTCAGCOCTA GCCCTAAGTC CTTTTTOCAA TITAGGAAGC TCACAADGCA GATCTGCATT GIX^OGIACC 
GAACCTTTCT AAGCTGTTCC AGCTK7ITCT CAAfiAAAGGA AATCITCTGC TTTTOGGAGT GAATCCCCCC ACICTCTTCG 
GGCTCCA1TT CTGCACTTIT CITGACTCGA CTCCTGAOGTT CTIGAAOGAA CAGCTTGCGA AGGITGTGGC SGCTCTGGAG 
TTCCCX3GGCA ACTGTCTCCT CO^GACCCTT GAGCTCCTGC TK3TGACTGC TCAATCTCGC TCGTACAGAA ATCTCAGCTC 
CTGCAGCTTT GCTGCrCTrC TOGTGGITCr TCGCTCTTTC AGCTTICTCG TAGTCAAGCC T3AAQGCTTC TCTAAGCTCT 
AACTGGAGCT TCTGATTIAA GCTCTTITC3A GCTCATCAAA TGCTCT 



SEP ID NO :78 s (Length of Sequence = 296 Nucleotides) 

AGCCGCTGGC GCAATGGAGA GAATOIGCCT GAGACAGAGC GCCTGGCTGG GGAGGAGGCA GCCCTGGGNG COGAGCTCTG 
TCAQGAGAOC CCTGTGAATG ACAACTCATC CATCX3TGGTG CJGCATCGCGC COGAGGAGOG GCAGAAATAC GAGGAGGAGA 
TCOGCCGTCT CTA1AAGCAG CTINAOGACA AGGAIGATCA AATCAACCAA CAAAGCCAAC TCAXAGAQJA GCTCAAGCAG 
CAAAINCTGG AOCAQGAAGA GCTGCTGGTG TNCACOOGAG GAGACAAOGA GAAGGTT 



SEP ID NO;79: (Length of Sequence = 285 Nucleotides) 

CCTITCCIGC CTGGGAACTG ATGACTOGCA GGTCGGGCTT GOGGCTGGGG GCTCCAAGCT GGGTP3CTCTG GGTAGGTOGG 
GGOGGAGACT TGGCAGGGAT GACCTTGTTT AGGCTGTTGC CATTGGCCAC AGGGAGGAGG CCAGGGGAAG CCCGAGCACT 
GAOGTAGCCA TTCCCAACAG GGCT3GGGCA GGCTCOTITA GCACTGTTCA QCTCACCNCC CAGCATGGCC 
CCXX3CACTACGCTG GGGCAGGCCA GGAGACACAC TCTTCCTCTG TACTG 



SEP ID NO:80: (Length of Sequence = 402 Nucleotides) 
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ATGATTTCTT GCCTGIKhTA ACCTATGCAC TCACAAAGAT GAACTCTCTC AGAGGGATGA GCAAGAGCTT CAGGAAATCC 
GAAACTATTT CTCCTTTCCT GTATTCTITT TCAAACT3CC GAAACTQGGC TO3GAGATAA TAGACICCTC AACCAGGAGA 
ATOGAGAGCG AAAGATCACC GCITIATO3C CAGCTAATO3 ACCTGGGCTA TCTCAGCAGC AGTCACT3GA ACTffTOGGGC 
TCCIT3GCCAG GGATACTAAA GCICAGAGCA TCITOGTGGA ACAGAGTGAA AAGCTCAGAC ACTTQAGCAC ATITTCTCAC 
CAGGTGTIAC AGACTCGCCT GGINGATGCA GCCAAGGCCC TGAAACCTGG TGCACIGCCA CTGCCITCAC ATCnTTATT 
AA 

SEQ TP NO:8i: (Length of Sequence = 246 Nucleotides) 

CA'lTl'lTAAT AGAGACQGGG TTTAACCATC TTGGCCAGGC TGGTCTTGAA CTCTTGATCT CAGGTAATCC ACCCACTATG 
GCCTCCCAAA CTGCTQGGGT TACAGGTTTG AGCCTCTGTN CCCGGCCCGG CCAAAGACIG CCIATTCIAA ACX7TTGCTGA 
GGACGTGGAN CAATCACAGC TCTCCIOTCT TTCCAGTGGG ACTXTAACAT GGCACAACCG CCT3AAAACC GTTTGGNGAT 
TTCTCT 

SEQ ID NO: 82: (Length of Sequence =394 Nucleotides) 

GGGAACCCTC AGCAAAATAT AA1X3OTAC0G CTA3TATCAG CCITGTTCGA GGCCCAGGGA TTTTQGQQGA GCTCACACTG 
TFCTGGAGGA TATTCCCTCC TTCCCTQGGG GAATTTGCTG AAACATCAGG NAAACTGACA ATGCGAGACG AACAGTCTGC 
AGTCATTGTA GTAATACAGG CTTTGAACGA TGACATTCCC GAGGAAAAAA GdTCTATGA G1TTCAGCTC ACTGCACTCA 
GINAGGGAGG ACTTCTGAGT GAATCCAGCA GCACINCCAA CATCACGGTG GIGGCCAGCG ACTCTCCCTA TGGCCGATTT 
GCCTiTlNAC ATGAGGCAAC TTCGAGICTC AGAAGCACAG AGGGNTAACA TCACAATCAT COGTTCCAGT GGAG 

SEQ XD NO:83: (Length of Sequence = 308 Nucleotides) 

ATAAGACCAT TO3CAAAGGG AGAATTCAIG AACTGAAAGA TCTCAACTAA TTTCCCAGAA TGTAATGTTA AGAAATAAGT 
TAAAAGGCAG AGCATAATGA GTCTAACATG TGTGATTGAA GTCTTATAAG ©OGAGAATEA AGAMCAGGCA ATATTTTAAA 
GGRATAATGG AGAAAATGGA ATAATTGATG AAATATGTGA ATATATATAG GGACCATATG CATATGAMGG CCGGGGGTTA 
AATAAAACGA AATCIACITC TACATACTTT ATGGGATTCC TGCAGCCCGG GGGGATCCAC TACTTCTT 

5B0 ID TO: 84: (Length of Sequence =. 313 Nucleotides) 

CITTAACITA ATQGCAATIA AAACTCACK3 GCAAAAAAAA TCACTAGAGA TCTCAGTCCA TTATCTTACC AAATAGTGTA 
TITTTACCAT LTiTIACCTA CACCCITGAG TAAGGTOGAA TAGGTTAAAG TTACTGGCAT AATAACACIT CATTGAATTC 
ATGATAGTAT TTAACATCTT AAAACKJITT AGTIGAAAAG TTCACATGCA ATTTATAATT TAAAAATATG CIACATATAT 
ITCATAAAAW TACAATAGCT CAIACIARAC TTIGACTAAA ATTAAGAATG TJCITTCTKTC ATAATAATGC AGG 

SEP ID KP-.B5: (Length of Sequence = 303 Nucleotides) 

TGCTCCGTIT ATTGCTCTAT TCAATSACCA CGAGCGAATT ATAAAAAGAC ACCAAATGTC TCICTCTGCC GT3GGATAAA 
TATTTAAAGT CAGCAATAAA GTCACGTGGC TCCAAGRTAA TACATCTTGC CAAAGACTCA TGCATGCCCT CCTGATGGGC 
TCTCAACACA CGTATGGWCA TGGGAACACA CX3CAGAGCAA CACGCAGTAT GAACTTSTGG GAAGGCITIA CCACAGTGAC 
ACACTAAAAT GTCTCACGTA GATCTGRGCT GAGTCCCCAC CCAAACCTIG AGCTCCCCTT CCA 

SEQ ID NO: 86 : (Length of Sequence = 380 Nucleotides) 

AAAACAAACC AGCTTIAATA OCAAXATAGT TCTC7ICTTAA ATACOGTCTT TOCCAGGACA AATCCAGGGG CAGGCTCITC 
GCAGAAAGAG TAGAAAGGAA ATGTGGAACA AAATGGAATG GATGGCCCAG GCCCAGGOTC CCTGCCITGG GCACTAGGGA 
CTGGGCTGCC TCGGGGATGG GGGAGIGACA GCAGCTOCCC CIGGTCCAGT TATTGCAGAG GCCTOGGGGG CTCCCCTCCC 
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TCCCCAGGCC TGAAACATTT CTCAGGATTA CTTCTGACCT TCAGCCCCAG CAGGGCCAQG GOCTGQGCTC CICTGCTCTA 
QGATQGGCCC CITTGCCCAA AAGGGCCITC AGCEAAGGCG TTCGGTT3GG CGQGGAGCCC 



SEP ID NO:87: (Length of Sequence = 280 Nucleotides) 

GCCTTIGCTG CTDVTTCGCA TCGATOCT3A AAGAGA1GTC AGGAGCACTT CTCTGCTCAG GTGGCTGAGA OGAAGAGGAC 
TCIGCTGCCA. GCCITGCOGC ATACCTGGCA ATTAGCCIOT GITCTTCATC AAGCCGGITT GAACICTCAA GCATGCTCCT 
GOTAKTAAAA GGACTTCCTG AGGAGGGAAC AGACTGNGAG AACAGGGTGT CX7ITCATGCT GGTTACAGGT CTCGGAGGCA 
QSATOIGAGC CAAGITGAGr GGdTCTCAG GCTGATCTSG 



SEP ID NO:88: (Length of Sequence = 446 Nucleotides) 

OCIGOGTCTC TIACACCCYC TCCCACCQGA GGCTCCCCAG AGATAGCAGA GAATTOGAAG AGGTOGCOGG GGACTGGAAA 
GAACTCCQ3G NAGGCOGCCT TCGCACTCIA CACCCCAGCC TGCTTCCCAG CCTACAYCCA GACCCAGCTC AGACCTTOGT 
GACCACCCCA TCCCTTTCTC CGGCTCGCTG GCTCGGGGGC ATCCCTCTCT GICGCIGGCT TCCAGAGGCA GGACAGGCCT 
CCTGGTAAGC COGCAAAGTT GCTGACCTCC TGACTTOGTC TGCdTTTAT TAATATCTGT A1T3CIX3ATA ACOGTGCTCT 
TGACTATGTG TCCCAGGTCA TGTCCCAGGT CATGGAGAAG CCCGTGCCAC AGTGACCCTT CCCATACTTC TGGGGGGGCT 
GCTCTCCATC TGGATCGTTAG GAGGAXATAG CTGTCTICTG GACCAT 

SEP ID NO: 89: (Length of Sequence = 384 Nucleotides) 

CTCCCTTCTG GGGACTCTRT TTCCCCATIT ATTGCTGCTS TGTCCCimC CAGTTCCTTG CAGGATTCCC TCCiTlTAAA 
ATCCCCTIAA ATCTAGdTT GCCTCGGAGA CCCCACTGGG TGCTOCTCCT GCCGTTITCr TCCT3CCAAG CCIGAATCAA 
TSTTTCATCT CCAACCCTCT GCCAGTTTGG CCCCICAAAG CTTCGTGGCT CAAGACIGTW AGCCTGGCAG AGCOGCGNQG 
TGAAGG3AGA AGCTCTK3GA GCAGGCAGGA TGCCACCGCT GdTCAGCIT GCCTCCICGC CCAGCTACCC TTTGGCCCCA 
TTGGGCCCTC GIMIGCCrCT CCAGGATK7T ATGTITCAAG NCITGTCCIG TCTTCCTTIG TCTG 

SEP ID NO: 90: (Length of Sequence = 344 Nucleotides) 

TCAAGCTGGA AAGGGCTACT ACCTCATGCT GGAAAGGGCT ACTACCTCAA GCTGGAAAGG GCXACEACCT CAAGCTGGAA 
AGGGCTACTA CCTCAAGCT3 GAAAGGGCTA CIACCTCAAG CTGGAAAGAG CTOCIACCTC AAGCTGGAAA GGGCTACTAC 
CTCATGCTGG AAAGGGCIAC TACCTCAAGC TGGAAAGAGC TACTACCTCA AGCTCGAAAG GGCTACTACC TCAAGCTGGA 
AAGGGCTACT ACCTCAAGCT GGAAAGAGCT ACTACCTCCA AGCTGGAAAG GGCTACTACC TCATGCTGGG AAAGGGCIAC 
TACCTCAAGC TGGACAGGGC TACT 



SEP ID NO;9l: (Length of Sequence = 364 Nucleotides) 

GCCCCAGGCT GAGGGCTATG AGGGGTCAGG GCTCAGGITC CCCAGGACCC TAGTCCTTGT CCCCITCCCT GGTGCTAAAT 
AAAAGTGAAT AAATACTAAA TAAATACAAC TGGGGCCCAG GCCCTCCCIG CCTTCCCCCT CCCTCCICTG ACCCGCAGCA 
GAGGGGGCAG TTTAGATGGA GGGCTCTCTG TCAGCCCCTT CCATCCACIA ACCCATCACT GCCTCCCAGG GCAGGAAACC 
AGGGCAGGGC CAGCCTGCGC ATTAGGGCAG AGAQGAGGGG CAGGTCTCAC GCCCACAGCC CCTICCCACT TGAGTCTEAG 
CATGAGGCAG CAACAGAAGC TCTCTCTTCC TCCCAGCTAA GTCC 



SEP ID NO: 92: (Length of Sequence = 218 Nucleotides) 

ATTTAATAGA AAAITAAAAT AATAAATAAT ATGAAACAGA CTGATAAOGC TGAGCTQGGC AGGCCCAGGC CAGTCTAGTA 
CAAACJITAAG GAGCTAGGGA GGATGGTGGG GAGGAGGGGG CGGACTACCC TCCAGGAOGC GGGAGGCTGC TCAGACPGTG 
GTGATGTCAG GAAGGGCCGC ACAdTTGGC AT3GACGATG CACTAAAAAA AGAGAAAG 
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SEP ID NO: 93: (Length of Sequence = 364 Nucleotides) 

GCITTCAAGG GAACAAAGAA TCGGCCTGGC AGTGCCCP3G AGAAGGAGCT GGAGAGCATG GQGGCCCATC TTAATGCCTA 
CAGNACCCGG GAGCACACAG CTTACTACAT CAAGGOGCIG TCCAAGGATC TGCCGAAAGC TGTGGAGCTC CT3GGIGACA 
TICTGCAGAA CTGTAGTCPG GAAGACTCAC AGATPGAGAA GGAACGTGAT CT3ATCCTGC GGGAGATGCA GGAGAATCAT 
GCATCTATGC GAGAICTGGT CTTXAACTAC CT3CATGCCA CAGCATTCCA GGGGCACACC TCTAGCCCAG GCTTIX3GAQG 
GGCCCACTGA GAATGTCAGG AAGCT3TCTC GTGCAGACTT GACC 

SEQ ID ND:94: (Length of Sequence = 423 Nucleotides) 

CTTCATACIA GAACIUTCFG CCATCITTAT TTCrrTGTTT TCAGGAAAAT TGGAGAGAAA ACTATTTCTT TTITAAAAAT 
GATIATTATA CnTAAGTTC TGGGATACAT CTGCAGAACG TCCACGTTTG TIACATAAGT ATACACCTGC CATCGTGGTT 
TOCTGCACCC ATCAACCCGT CATCTACATT AGGTATTTCT CCIAATGCTA TCCCTCCCCT AGCCCCCCAC CCTCCAACAG 
GCTCCAGTCT GTCATCTTOC (XTCCCK7TC TCCATGflGTT CTCATIUITC AACPCCCACT TATGAGTCAG GGACATCCAG 
TCTTTGATTT TCTCTTCCTG TCTTAOTTTG CTGAGAATGA TGGCTTCCAG ATTCATCCAT GTCCTTGCAA AGGCATGAAC 

TCATCcrrrr tatggctgca tag 

SEQ ID NO: 95: (Length of Sequence = 405 Nucleotides) 

AACAGCCCCC GATCTGCATA GCCTGTGAAA GCCCACGGGG ACATCAGTAA CCTTCTGCAG CCACCATCCA ATGCCATTAC 
T3TNAAGTGA GACITCGCCA CTGTAGCCTG GGCCTGCTGC AGGAGCTCTT CAGAAAGGCA CATGAGGACC ACGGTTTTGCC 

TO&rrrcrG giaaaacaca aggtctggag tgcccctgca aagggiattg atqgacttcc tgccagtgac AGAGCATCTC 

TATTGCAAAC AATTCTCTCA CTTACGTTCA GCACTTAAGA AOGGCTAATG NCAATAGGAT CTTTAGCAAC TTTTTCACAT 
CATAGAAGGT GCAATCGCTC ACTTGGGAAC ACIACTGAGA GTGACTTCTC TTTTAAAATT GACTAGCAGA TGAAAAATTA 
AAATT 

SEQ ID ND:96: (Length of sequence = 173 Nucleotides) 

GAAGACAATA CTGATGCCAG CTCTTICTAA TTGTGAAATC TGTACCCAAA CCTCIGGATT AGAATCTCCA GTTCTCTACr 
GTAAA1ACTG GAATTACAGC AAAGGA1ATG GGGACIGGGC T3CITITCTG TATTGTACAA GCACTATTCT AGATATTAAA 
GAAATTTAAC CGC 

SEQ ID NDr97: (Length of Sequence = 337 Nucleotides) 

ATGGOGCCCT ACAGCCIACT GGTGACTOGG CTGCAGAAAG CICTQGCTGT GCGGCAGTAC CATCIQGCCT CACTCCTGTG 
CCAACGGGCC AAGGTGGOGA TGAGCCRNTT TGAGCCCAAC GAGTACATCC ATTATGACCT GCTAGAGAAG AACA1TAACA 
TTGTTOSCAA AOSACTGAAC CGGCOGCTGA CCCTCTCGGA GAAGNTICTG TATCGACAOC TGGATGAOOC OGOCAGCCAG 
GAAATTSAGC GAGGCAACTC GTACCTSOGG CTGCGOJCGG ACCGICTGGC CATGCAGGAT GCGACGGSCC AGATIGGCCA 
TGCTCCAGTT CATCAAG 

SEP ID NO: 98: (Length of Sequence = 212 Nucleotides) 
■ TGAAGCCCAA GNAGTINTCTG AAGACAGAGA ATGACCACAT CAACCTGAAG GTGGCCGGGC AGGACGGCTC CGTGGTGCAG 
TTCAAGATCA AGAGGCACAC GCCGCTGAGC AAGCTGATGA AGGCCTACTG AGAGAGGCAG GGCITJCTCAA KGAGGCAGAT 
CAGATTCAGK TTCGACGGGC AGCCAATCAG TGAAACTGAC ACTCCAGCAC AG 



SEP ID NO: 99: (Length of Sequence =: 26 Nucleotides) 
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CCTTTFAAIA ATAATTCTGC TGTCTGCTCT CTACTAGAAC CCATGCCTAC TGCITGGGGT ATAATOEAGT AAATOEAGTIA 
AAAACAATAT COGCOGQGOG OQGTGGCTCA CGCCIGTAAT TCCAGCACTT TGGGAGGCCA AGGAGQGCGG ATCAQGAGCT 
CAGGAGAGCG AGAOCATCCT GGCTAACAIG GTGAAACCCC GTCTCTACTA AAAATACCAA AAATTAGCCA GGCGTK3CTGA 
TGGAGGOCTG TACTCOCAGC TACTC 

SEP ID NO: 100: {Length of Sequence = 333 Nucleotides) 

AAAATGCTCA CAGTQCTCTT CTCTGGCOGG TGAGCCEACA GCPGATCTK5 TCAGAGACAA ACX3TTAGTXT TACT3ACTCA 
CCCAGAGCCC TGTGCTQGTG CCTGAGGC7IT TGTTCCATCG GACAGSCTCC ACAA3TCCTC TGGGGAAGGG CCACAAATCC 
CACAGTGTGT CXCAAGAGGG CTQGACTAGG CGGAGTCCCC AGCAGCICTG GCATGAOCAG CCATCTCTCT CAAAACAATT 
GTTAACAAGC CTTCTGCAAG TTAAQGTTTCC ACATGGTAGC CGIGGIACAG AGGCA3TICT CEAGQGTQGG AGAGGCTTST 
GCTCTACACC AGG 

SEP ID NOtlOl: (Length of Sequence = 156 Nucleotides) 

CTCTGACITT CCTGTGOTIT TAGAGCCAAG C7TCAAGGTAG TAGGCCGTAG GGNCTTAXIT TATTITCAAA CCCCCATCCT 
CAGAGCGCAG ATACATGCAG AGGCTTCTGC CBGGCEACCA CX3GGGCCITA CTGGGAACAG GTTGAGACCA GCACTT 

SEQ ID NO: 102: (Length of Sequence = 331 Nucleotides) 

CGAAAAGGGG NNNTATGGCC ATdTTTATC AGAAAAAGTG ACAAAACGGG AATTTAAAAA A1GAATTCTC NNTCTGACTT 
TAITTONAAA TACALMT1CT TITIVLNNAAA ACCAATACAC TTTCTITCAG GATGACAGTA TTAGGAAATC CAATITQNACA 
AAAAATACTA CATCTACTCT GGGGTAGATA TATTTATTTT T3GTAACATA CATTAAGTGG CACTAAITAC ACAGTAACTA 
TAAGCTAACT AACAIGAAAC CACAGAACTG TAACTCTGCC ACAGCTGCAT GAACITGGGC TTITCTGGTr GAGCCCATTT 
TCAAAAAACT G 

SEP ID NO: 103: (Length of Sequence = 316 Nucleotides) 

AGCCACTGCG CCCCACCCCA TTTCGGTCIN ANCTCAGCTC ACTTCAACCT ACCCCTCCCA AGTTCAAGTO ATTCTCCTAC 
CTCAGCCTCT TGAGTAGCTG GGATTACAGG GCTCTGCCAC CAOGCTQGGT GAl'lTlCCTA T1T1TAGTTG ACACTGCATT 
TCACCAGGTT GGCCAGGCTG CTCTTGAACT CCIGACCTCA GCTGATCCAC CXCTCTCGGG GTCCCAAAGT CTIGGGATTA 
CAGGTCTGAG CCACCACACC AGGCCCATAT TTTCTTrTAG ACATGCAGGC AATCTTQGTG GGTTICTCTG TTAAGA 

SEQ ID N0:104: (Length of Sequence = 308 Nucleotides) 

GITITTCCTG CATCTATTGA GATAATCATG TGGTTrTTGT ATTTGGCTCT G'l'lTATATGC TQGATTACAT TTATTGATTT 
GCXxTATATTG AACCAGCCTT GCATCCCAGG GATGANGCCC ACINGATCAT GCTCGATAAG CTTTITGATG T3CTGCTGGA 
TICCsTHTCC CACTATITIA TTGAGGAXTT TTGCATCAAT GTTCATCAAG GATA3TGGNC TAAAAGTCIX3 CTGIATTCAG 
GAAACCCATC TCADGTGCAG AGACACACAT AQGCTCAAAA TAAAGGGATG GAGGAAGATC TACCAAGC 

SEP ID NO: 105: (Length of Sequence = 355 Nucleotides) 

GGCCTTCCTC AATATGTAGG aSCCACTTIT TCTCCCTGTG CCCTCACCT3 GTCACCCCTC TCTGCGOGAN ATCCCACT3T 
CTCTCTGGCT GTCCAAACTT CCTCTTCTTA GGAGGACACA AGTCAGATK3 GATTAQGGCC CACCCCAAIG GCCTCATTTT 
AACTTAATCA CCTCCXTTTT GTTTGGGCIT TTEAACTEAA TCACCTCTTT AAAGACCITA TCTGCAACTA AGGTTTCATT 
CTGAGGTEAXA CTGGAGGITA AGACTTTAAA ACACGAATTT GGAGGGGACG TAATTCAGCC CAXAACAATA ACAATAATGA 
CATCTTACAA CITACTGCCA CCACCAAGCT TCCIG 
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SEQ ID NO:106: {Length of Sequence = 355 Nucleotides) 

GGATCAGCTC GC0GGGATO3 TGGCIGCACG CCACTGCAAG ACCAACATCG TCACAGCTTC OSIGGACGCC ATEARTTITC 
ATGACAAGAT CAGAAAAGGC TGCGTCATCA CCATCTCGGG ACGCATGACC TTCACGAGCA AIAAGTCCAT GGAGATOGAG 
GTOITQGTGG AOSCCGACCC TCITGTC3QAC AGCTCTCAGA AGOGNTACCG GGCOGCCAGT GCCTTCTTCA CCTAOGTICTC 
GCTGAGCCAG GAAGGCAGGT CGCTGCCICT GCCCCAGNTG GTGCCCGAGA COGAGGACGA GAAGAAGOGC TlTi'AGGAAG 
GCAAAGGGCG GTACCTGCAG ATGAAGGCGA GGGAC 



SBO ID NO:107: (Length of Sequence = 273 Nucleotides) 

GTGTCICTTT TAAAGAAAAC ATACTTTATT TTGGTCTAAA TPGTGAAAAT ACCCAAAACA TTTSATAGAA ATTGAACTCT 
GTCAACAGTG TIATTTATAC TAAGATCAGG ACAGTTCCTT GAGATCATAC TGXTTTKrTA CTAACTTTGG CCriTGTrTT 
ACAAA7GTAA TCITCATATT TATTTGAATT TIAAGAT7GG TTAAATK7TTA ATGAAAAGCA ATCCAATTC7T TANTTTTTAG 

TAGTGCcrrr tcicixttatg ccttaatttt att 

SEQ ID NO-.108: (Length of Sequence = 359 Nucleotides) 

AITITATTrC CTIACAT03A AGAAAATCTT AAAGAGTATC TGCAGACACA TTQGGAAGAA GAGGAGTCCC AGCAGGATCT 
CAGTCnTTG AGGAAACAGG CIGAAGAGGA CGOCCACCIG GATQGGGCTS TTCCTATCCC TGCAGCATCT GGGAATGGAG 
1GGAT3ATCT GCAACAGATG ATCCAGGCOG TO3TAGATAA ICT3TCCTQG CAGA3CTCCC TO3TP0GAAA GACCACIGCA 
CTCAAACAGC TGCAGQGCCA CATCTGGAGG GCGGCATTCA CAGCK3GGCG CATGAAAGCA GAGITCTITG CAGATGTAGT 
TCCAGCACTC AGCTAACTGG AGAGAGGCOG GGATGAAGG 

SEQ ID NO:109: (Length of Sequence = 360 Nucleotides) 

ITTAIKAAAG CAGTTAAACT TAGGATTAAA TAACACICTT TAAATOGTAC AOCTAIGAAG CAAGAGTTAA ATATAAACCC 
AGTCTAATCC TGTACACTTC TGATTAATTG TGAGAATCIT AAGITGCTCA CnCTITCCC ATITACCAAT TCAGAGAAAG 

cccGirrccr gititctcct caccactitg cctiggcatc acaccaaccc TGCCTOQGGC TTCAGCTGCA GATCCTCCCC 

AGCCCCTCCT CCCAGCTQGG CIGACTCCAG TCCCAGCCCC ACTCTOCACC AACTGAGCAG CCTACGCAGG GTICTGTCTG 
GCTTCCAGCA TCTACCAACC CtTCAGAGCA ACTT 



SEP ID NO: 110: (Length of Sequence = 364 Nucleotides) 

TCTCAGAGGG GCTCTGGGGG TCAITCAAGG GGGACTTCTA GCTrCTCTCT GGAACCdTT GTCCAGAGCA AAGCCAGOTT 
TCCAAGGTCC CCACGGCAAG GCTGTTGGGT GCTGGGAGGA AGAGCTACAC AGCAGTTCTC CCAGCTCACA GCAGTGACCT 
C^GATCIXXA GCAGCAAGGG CCGCACTCIC GTGCCCACAA GGGCCITCCA GAAA3NCTCC GGTCCCTQGG NCTCCCCOGG 
CAGGAGGGGC GGGGCTCCIX3 CCIGCACTGA GGCCACAGCA CTAAGOGGCT TCAGTCACAT GCITTTCAGG 1GAATCACTC 
CAAAITCAGT GAGGAGGGCC AOGACAAGGA AGTTCAGGTA GAAG 

SEQ ID NO:lll: (length of Sequence =455 Nucleotides) 

TmrrmT tatattttaa aiggaattta ttceatcaac tgccigagag gacacaatgg gggaggqgct toggaccaca 

GCAGGAGCCC CGACTCCCCA CCTGAGGGCA GGGAGAGCCT GACCCCATTG GCCCAGGCCC TGGCTCTGTA ACCATTAACC 
TCTTCCCCCA ACTAACACCA ATGAAAACAC CATTCCACGT GACTGGGCTG TGIGTITGCC TCTGIGACAT GGGGACCCCT 
GACCCTAGGG GTCTCGCCIG AGCCAGACCT GAGGGACCCA CCXX3CCTAQG ATQGAGGAAG GTTIAGGCCT CCCITITGCC 
AGCCAACGCC GGGGGGTDGGG GCAGACCCTG GGAGTGGGCC TIACAGACGA GCCACAGGTA TTTCITAGGC AATTIGACAC 
A1TITATTAC AAAACCAGTC TACATTCA1T CCTAAAAGGG TCATTITCAG TAAAA 



WO 93/16178 



PCT/US93/01294 



129 

SEQ ID ND:112: (Length of Sequence = 398 Nucleotides) 

CTGATCK3AC AGGAGGTCTIA GCTCAGGCAG TAATGGAAGT SATGGGGAAC AGCTGIAAAT ACAGAXAAAG CITTACTCAC 
TOGCCCACCC ACTGCTCATC TCCTGCIX7TA CTGOXAGrr OCTAACAGAC AGCAGACAGC XACTGGTCTG TSGCCCAAGG 
CTIX3GGGACC CCTSACATAG ACTAAACAAT TCACAATGTT TAXATTAAAC AACTTATTCC AACTITCCAT TTTAGACTCT 
GGAACATCTG ACATGCTGAA TCCACAGGTIA GEAAATSGGA AGGGAGA1AA CAGACAACIT GACGGCCGTG GAAGACGCAC 
TGGGCGGGCA CTGGTGACGG CTCTOGQGAC AGACITCACA TCTCCAGACT GGCACAGTGG GCTCACACCT GCCTCCCA 



SEQ ID NO: 113: {Length of Sequence = 444 Nucleotides) 

ATCAGICTCA GICTCTAACA GAAGGCTCTG TTAAG6ATQC TTCTGA3TTA ACCAAAAGAT TAAGCTTCAG AAACAATCTA 
ACATACTCAA AGGAGCACCA AATTATCAAC CGGCTACAAG GATGCAAAGG ACCTAAACAA CAGATCTCAA AGGGCTIX3TA 
AAAACTGGAG CCAGCAACCA TTCCACTTGA AGGAATCCAT CTCAGGGAAA TGCTGGAATC CACACACAAA AGCAGGTGTG 
CAAATAATCA CIGCAGCAOG CCTTCTAATA CJTGAACAACA GAGGCAATCC AAATATCCTT CAACAGGGAA CTGAGXAAAT 
ACCAACTATG GGCATATCCA CATAAGGCTC TCTGCACTCA TTAAAAAGGA TTCCACTTAC ATGCATCTCT GCCATGGAGG 

TCITTCAGGC CAATGGTTCC actoggaagg gcaaccacca atta 

SEQ ID NO: 114 : (Length of Sequence = 472 Nucleotides) 

togggcccca acggagacct ggggaigccg gtsgaggoqg gagoggaagg ogaggaggac ggcttcgggg aagcagaata 
03ctsccatc aactccatgc tggaccagat g^actcctgt ck3gaccacc tggaggagaa gaatgaccac ctccacgncc 
gcctccagga gctgck3geag tccaacgggc agacaogcct ggacttccag cagcagctcg gggaggcccc cagtgatgcc 
agcccciagg ctccaagagc coocaaccgg gacccaacct tgcctccctg gggcxaagct ctqgoctqgg gcactcaccc 
cctggctiag acaacttctc aagggcitcg ccttcagggg accctictgg ctctix3ccit gctggggcca cctittcttg 
cttogggcrr. ccccttiggc ctacxttggg gccaagcccc taccaacitt ggattgcdt cttgggggcc aa 

SEP IP NO: 115: (Length of Sequence = 293 Nucleotides) 

CINGGGGCCA TCTGGCTGAT TTCCATCACC TTCdTCCAT TKGCTADGGC GACATGCTGC CCCACACCTA CTGOGGGAAG 
QCTGTICTGCC TKCTCACTGG CATCATGAGA GCTGGCTTTA C0GCX5CTCCT GCTGGCTGTG GTRGCTCRCA AGCTGGAGCT 
CACCAAGGCT GAGAAGCAOG TGCACAACTT CATGATTGAC ACTCAGCTCA CCAAGOGGGT AAAAAACGAG GCTGCTAACG 
TTCTCAGGGA GACGITGGCT CATCTACAAA CATACCAGAG CK3CTGAAAG AAG 



SEQ ID NO: 116: (Length of Sequence = 448 Nucleotides) 

TTTGAAAATT XAGAGGATAT TTATTTCTCA GGAAGGTGCA CAACAGCT3G CAGGCACTGC TTTCGCTGCT CTAGGGGATT 

CCTOTCTCCT tttccaagaa atcccctctc TTCTTAGAAG tgcccatggg AGGCTGGGAT ctgaaaagaa accatacaca 

ACACTCCAGA GCCTTAAAAA AATAAAGCAA CAACCTCCTC CACAOGAAXA CACTXACAAA ATAAATAGAC GGA3AAAAGA 
GAGGCCACGT GCCTCCCATC CXX3GCTGXAG GGCTGCTCX3G GGA1ACTGGG GCTSQGTGGC TOGGTCCCAC TTCTCCCAGC 
CAGGATGATC CAAAGGCEAA ATGGGATGGA AGGGCCCTGG CTTTCAGAGA GAGGGTCGGG CAGGCCTCTC CTGGTACTCA 
GCAGGGAGGA CACTGGGGCA OGGGTAGGGG TCCAAGGGCC ACTEAATA 



SEQ IP NO:117; (Length of Sequence = 551 Nucleotides) 

GAGACGGAGG CTCGCTCICT CCCCCAGGCT GGACTGCAGT GGCGAGATCT CAGCTCACTG CAAGCTCCGC CTCCCGGGTT 
C1ACX3CCATTC TCCTGCCTCA GCCTCCOGAG TAGCIGGGAG OCAGOGCX3CC CAGCCTAAAA AACTnTCAA GTCAATATEA 
CTACGATITA ACATTAGAGT GTGGACATCT GATTTAATOG CTATAGCTAA AATACCTCAA ATATA0GTT3 TGATGTCCIT 
GAACATGATG CTAACCCTGA CAGGATGAAG GAAAGTAATA TTCTITCAGT GTAGTTCAGG AGAGCATTTS TITTCITITC 
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TACCAATTAA CCCATCATPG CTTTTAAACA ACCATCTGAA GGAGCAGAGA GGCAGCGTAG AAGACAGAAG GQGGTPCTATG 
TGGGTACIAA AGAT3TTTCT GTTTTGTAAT ATTGTGTGTG TCTGQGTITA TGGnTGCTT AAGGGATCAA AACCTGGAAA 
AAATGGGATT CCAGGAATGG CTCTGTTATT TTTGCTGGGT TCCAGCTICT AATGCCIACT GCCTTGCTTC A 

SEP ID TO: 118? (Length of Sequence = 426 Nucleotides) 
CCOCACOCCA AAATCAAAAC TGAAGGTACT GTCACTGTAT ATATGC23GTC CCTTCTGCTG 
TTGGGGCCTC AAGAGCTCCA GCTCTGGGCT CTTCACCTCT AAGCCCATGG GCSGTGCCCG 
QGAGGCTGAG GGCCTCACCC TTAGCTGAGC TCTCGOCTGC TGGGGAGCCT GTGCAGGAQG 
TCP3CATGGG AAGAAAAATG CW3CX5TCCIT GCTAGTX5CGG ATGGQGTCCA GGAGACCCAG 
TGACTGGCAT TCCTCTAGGA AAGCAGCCCA GA1CTIQGGG CCSIAACGGA TGTTCT3GAA 
GCTOCCATTG TTAACAAGCT TCTPGA 

SEO ID NO: 119: (Length of Sequence = 434 Nucleotides) 

TT1TT0GCTT AAAAAGGCCC AAAACTTTAT TTAGTTTTCA GGGAAATATA AGATGCATGT AAACATAAAA 
AACCCAAATC TTACAGTCTA GAASCATGCC AAGACAGAGC ATTTTCTSCA GACCAAAGAG TCCOCTCAAA 
ACACCT3GAA ACT3GCAGGC CAAGGGGCK3 GTCCCITCCC CAAGGGCACT GCATTITICT GATGAGATTA 
AACTOCACTA TTAAAAATGC TAGAAACATG GGATAGTTTA GGACCACCAT TGATTCTGGC AAATATTPCA 
OGACTGCACT GACTTTAATG TCCITTCTCC AGTTTCTCTG CTGAG.1AGGG AAGGAGGGAA ACCTGGGCGG 
TCCTGACCCC ACAGGGCCAC TAGGAGCTTG GAGG 

SEO ID NO: 120: (Length of Sequence = 276 Nucleotides) 
AGGAALsl^ri' AGCAAATGCT ACCATCTGGA ACACTCAACT TTATTTGCTT TATTTATATA TTTAACAATT CTAAACTATT 

TRcrrcriGC tttgacaaaa AATGAAAAAT ATAGGGGCAC tgactgactc cictttagga gaaaaggctt atatgtacag 

CTATGGAGAG TIAOGCTTCC CCCTITAACA AAGGCAAATA TTAATAAAAA AGGGCTTCAT CGGTCAAAAA AGGGCTAAGA 

GCTGCAAGCA ttiattcaca cictacatcg ggcccc 

SEP 3D NO:i2l: (Length of Sequence = 554 Nucleotides) 

ATTICTTTCC TTAATCATAT CTGATGCTGG GATCTGGCTA ACCCCAAACT GAAGGCAGCT GCTAAATCTC AAATGCTAAA 
AAAATACTGC AATCTTGACA TGACTGACTC AGATCAATAC ATCCICTGGG GCIGATITIG CITCACAGTT AGGATGAGCC 
ATCTCTTAAG CTGCAQGCTC AAATGGGATT AACTGAACTC TATACCTGGG ATGQGCCATG GACTGAGCPG TCCATGCAGA 
AGGAOCAQGC TCTCCATOOC TTCCCTGCCC TITTACTCAC CACTSCACAG CAGOCCCAGT QQGCCTACVG CACATCTCTA 
QGAGAAATGA CTCTAAGAAA ACCAACAGGA ACAGGCTITA GGCAACAAGA GACCTCTCAC TGCATCTCCT CCCACGTCAG 
AACTTGACTA CTGGCTCITT GCAGCTCAGA GCATTCCTCC CTTCCCTTTC CIGOOCGAAA QGCCTGCCTT TTCCTGAGAC 
ATATGGCACT CCATCCTGCA AGTTTCAAGC AGATGCAGCT TCTTATGGGG CTTriTGCTC AAAGAGCTTT GCTT 

SEO IP NO: 122; (Length of Sequence = 238 Nucleotides) 

CACCEAAGCA GGTAGACATC OGCAAAGTCA GATGCITTCC AACATGACAC CTGAACATCT TCCTITATGC AACACCCAAA 
CATCTTGGCA TCCCCACCCC AGGAACTGOG GGGAGGAGGT TATGATCCCT GGGCGCTTCG GCAGAATGGA GAGCTGAGGT 
CTCCCTCCCC TGCTAGTCAC CTACCAGCTG TCTGAGCAGC TGCATGCTCC CTGGCTCAAG TGGGCACTCT ACCTTTTG 



AAAGTCAAAG CAGCTTCATT 
CCCACTGGTG TCTATAGATC 
CTACAAGTAG GAAAGTGCCA 
GGAGCITGCC CAGAGGGACC 
GTVTTGACTT TCAACCACCA 



TACAAAACAA 
CTGATAAAGG 
AAAACAAACC 
GCACTCACAT 
AAGQGGCTCC 



SEP ID NO:123: (Length of Sequence = 244 Nucleotides) 
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ATCCAGGCTT TCA3TICTAG CCAACCCTCA AACACCACCA ACTACAAAGA AAATTTAAAA GTCTAATTTG TAACCTTCAG 
AXAAGTATAA ATTAGITITr TCTAGGCTTT CATIATTPGG dTCTTATAC AATCTATCTT CTAAAGTACA TTCCTCXAAA 
TTTACATTAT CTAAAATTAA GGCTAAGCAT TATTTAAATC ANITAATCAT ACAATA3TTT ATQGCAATAT GCACATATIT 
ATAA 

SEP ID NP:124: (Length of Sequence = 330 Nucleotides) 

CTCAGCGrnAT CAIAGGCGTG CTCACCerCC TCCCCAOGCT CC0GCCCCX3C AGGCAGCTQG TGEAGGAXAG AGTOGTGCAT 
GAAAGGGGGG AAGCCCGAGG GGCCCGCTGG GAAGGCTGCT GCCXXX3TAAA GGGCATCCCA CTQGCACTGT GCCTCANCTG 
COGCTTTCTG CTTCAGCTCA GCCACTCGCC GCOGCTGCTC TICAATCACT 1CTTCTCCCT TCTGCTGCAG AGCTACTTGG 

ascnrsCTC tcgatcttcct gcactictggc tgccagctig caaggaaggc tgcccqctgc cattctgggg gigageagga 

GOGCTCTnT 

SEO ID NO:125: (Length of Sequence = 281 Nucleotides) 

CCIOTCTCCC TTCGGTTCTC CA3TTAOOGA GCCACAC7TAT TTCTEAAAGC TCGTTGGCAG OCK3CACOCT GCTTATICIT 
GGGAGACAOG AGTTTGCATC CTATTACAAC CCATAffTTTT TC3CATAACCA TGGTGAGAGG AACCATCCIT CCCAATCCCA 
ACOTCAACCA AAGCTTAGAA AAACTGCCAT CNITAACCTT TCAGAATCAC TCA3AAGTAA ATCCTATAGC AGTCTCTGCT 
AATCCAAATT TCAA3CTCTG CCXXXTETATT AGGTGACTXT T 

SEO ID N0:126: (Length of Sequence = 266 Nucleotides) 

crrrrAATOA tgtgctictg ctqggattta taaagggaga tggacccctg gnaagatgct ttcctmaacc ACAACCCACA 

CATTOGGTCA OCATTTCCTC TTCCTOCPCC TTCICTQGGT GGCCGGAGAC CTGTAGGAOC TTCCCrcCCT TTAQGCTPCT 
CTAAGGCCCC TTNICAGTCC TCAGACTCCA TTCTTCTCTT GTGCTGAGGG CCTGCACTGG GGACCATATA CTTCT3CTGC 
TCTTAGTTIG CTGTGGOGTC 'HjTITI' 

SEP ID NO: 127: (Length of Sequence = 435 Nucleotides) 

GTCTGGTTCT ATTCATTITG TAGTTGOGAG AAAAGGAATG AACCGTGACT ATO3CAATTC ACCXTTGACGT GTGATAATTT 
ASnTGCIAT GACTTTTCAC TCITAGGTAA AACCIAGTTA TCCTAA3TAA TAATTAGTTA TGGAIGATAT AGrTAATTITr 

TTTTrrnrc actgoctctc actgtcaitc gggctogact acactqgcig atcacagttc qgtgcagcct CGACCTCCCT 

GGGCTCAGT3 7OTCTCCTGC CTCAGCTTCC CAACTGGCT3 GGGATTATCG GCKPSCACCA TCAATCTCTG GCTAATGTTT 
GCTOTJITIT TTTATAAAGC CAAGGGITIT GCCCAraJTT CAAGACCCCG GGGCTQOTCC TTGAACCTCT TTGQGGCITC 
AGGCAACTCC TCCCACCITC GGGCCTTCCC AAAGT 

SEP ID NO:128: (Length of Sequence = 471 Nucleotides) 

TKXxnrccc aaggactcga cctgagaacc gccatctact cggagatcca gagqgagogg GCAGACAITG ggggcctgat 

GGCCOGGCCA GAATACAGAG ACTGGAATCC GGAGCTCATC AAGCCCAAGA AGCT3CIGAA CCCOGTGAAG GCCICTCGGA 
GTCACCAGGA GCTCCACOGG GAGCTGCTCA TSAACCACAG AAGGGGCCTT GCICTGGACA GCAAGCCAGA GCTCCAGOGT 
GTCCEAGAGC ACCGCOGGQG GAACCAGCTC ATCAAGAAGA AGAAGGAGGA GCTGGAAGCC AAAGQGGCTG CAGTGCCCCT 
TTGAGCAGGA GCTGCTGAGA OQGCAGCAGA GGCTGAACCA GCIX3GAAAAA CXZACCAGAGA AGGAAGAGGT TCACGCCCCC 
GAGTTCATTA AGTCAAGGGA AACCITOGGA GATITCCACA CT3ACCAGCG AGAGAGAGAG CTTTAGGGCC A 

SEO ID NO:129: (Length of Sequence = 186 Nucleotides) 
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GCCTTTAACA TCCTCTGCCA ATRACTGGCC TCAAATCACC AGTGGAACCT TTTCAAAAAA TACACCATIG GCTCTATGTA 
GITCIACIGA TCTRAAAIAT CCAOGTSTGG GCCAGGAGCA CTQGCTCATG CCIGTAATCC CAGCATCTTX3 GGAGAGCGAG 
GAAGGAGGAT CAUTRAGCC CAGGAG 

SEQ ID ND:130: (Length of Sequence = 307 Nucleotides) 

ATAAAATACT TAGGAATAIA CCTAACCAAG AAGGTGAAAA ACCTCTOCAA GGAAAACTAT GAAACACIGC TGAAAGAAAT 
CATAGACIAC ACAAATACAT TTCATGCTCA AGGATGGGTA GAATCAATAT TGTCAAAATC GCCAXACTGC CAAAAGGGAT 
CTWCAAATTC AACGGTATOC CCATXAAATA O^CCATCMT TCTTTACAGG NTTCGGAAAA GGAATTCTAA AAITCATATG 
GGACCCAAGA CGGGGGCCGC AtAGCCCATG GCCGGCTTAG CV^WAAGGGA CAAATCTGGG AGGCCIT 



SBQ ID NO: 131: (Length of Sequence = 184 ^ iotides) 

CXZAGGITGGA TGGAGTGGAA TGGCAOGATC TCQGCTCACI IVACCTOCC AGGTTCAAGC AATTATCCIG 
CTSACTAGCC Q3GATTACAG GCACGTGCCA CCACACCCAG CCAWriTVG TATXTTTAGT AGAGACGGGG 
TTAGCGAGGA TGCTCTCAAT CTCC 

SEQ ID NO: 132: (Length of Sequence = 270 Nucleotides) 

GCNGGAGGGC GTCGAGGGCC AGGAGCTATT CTACACX3CCC GAAATGGCTG ACCCCAAGTC AGAACIWTTC 
OCAGGAGCAT TGAGAGCAOC CIGGAOGACC TCITCOOGAA TTCAGAOC7FC AAGAAGGA7T TCOOGAGTOT 
GACCTGGGGC CCGGCAAATC CTTCOGNNNC ATICTGGATC TCCACTTTAA CCCCACCACA GCCTTCAGGG 
QGCCCX3GGCC CTGCTCCGGT AGATCCAGCTT 

SEQ ID NO:133: (Length of Sequence = 529 Nucleotides) 
CTTGCA&TAC ATAGCATTGT TATTACTGAT AGCTTTATAA ATCIGCCAAA TAACATAGAA TOTAjGCCTCA AAAGGA2T3GT 
OGAGGGTTCG CAATCTTTCT TICTCCACCC ACTGGICTGG AGCAACTCTG TGCCTTAAAG AGGGCACGAT GGAAAGAAAC 
AAAAAGGAAT CTCTFTCAAA ATGCIGGAAA TTAGGCTTAG CTCACTAdT TCAGGATAAA GACAACIGCA TCTAATTAAG 
TCCACTCCAC ATTTCITIGG ACTCTAAGTA TICTGCACCT GAAG3CTAAA TK3AACCGGC TCAGOCCTAT CTTTTTTGCC 
AOaViTi'AA TTACAAATCT ATTTCTTCTT CCTTTCATTT ACTTCTCTTC TCTTAAGTAA GAAATCTQGG AAATGAGACT 
GGCALTl'i'iGG TTIGTTTGCA 7CTGQGTCIC CATTAGGCGT CTCATCCTAT GGCCttTTTT GGAAATGTTG CCTICCTACT 
ACACACCTGG GAGGTCTCCC CMGGCTCAA CCTITITGCT TCAGGIAAA 

SEP ID NO: 134: (Length of Sequence = 437 Nucleotides) 

GACGCTGGCG ACGCGTGCAC CGGGGATGTG TCCTGCCAOC AGAGGAGG1G TGCCTGGCGG GGAGCAGAGG GGCITKTITr 
CCCAGGTGAA GGTGCGGCTT CTTCACTCTT AGAGQIGOGT GFTTGGGTGG GGGTGCTTGC TGTTGAGGTT TATGCCTOTA 
ACIGACAGCT CTCCCCCAAG CCATCCTGGC AGTGTGTAGG TGTCGTGCCG GCCACCGCAG AGGAATCCTC TOGGCETCIG 
TCGTTCAAGT GGGGCCCAGC GCAGAGCTCC A1GAGTIGCT GAGCAGCCAG CCCTTCAGCA TCTCCTGGGT TTTGGCAGCA 
GGAGGOCTOC CCITCTCCAA TTCAGGGGGC CCT3GGGGCT GGQGGCACTC CTAGCAAGCT AAAGGAGOCC CIGCTCAGGC 
CdTGITIGC TCCCCTTTCT TGCAAGAGGG GTAGACG 

SEQ ID NO:l35: (Length of Sequence = 534 Nucleotides) 

GGCAITGTTC TOGTGGGTGT GTGACGCTCC CAGAAGACTG AATTTATGGT AGGATCACTC GCAAGGCCTT CTGAAGGACT 
CTTACCTAAA ACAAAAGAAA TATCAGGGAC TITICTTGAC TATFTACAAC TCAGTCTTAC ATTTAAA.TTC AGGCAGIGTT 
AATATGCCAA GGTAGGGAAT GTGCCl'l'llT CAGAGTTGGC CAGGAGCTCC TGGCTGGGAC ACGGAGAGGC AGGTGTTGGCG 



TCTCAGCCTC 
TTTCACCGTG 



G^33AGACAG 
CCGCTFGCGG 
CACCCGACGT 
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TAAGGCCTCA CTCCCGGCTG TCAAGGTCTC TGATCBCACA GAAGCAGCCC TSCCCAGCCT GGGTCATTTS CTGTCOGCTT 
TTCTCTGTGA CCACAAGCAG CCCTGAACAA CCAGTA3CTG TCTTCTITCT CCAGA!TftGTG AAAAAGQGTG TCCAGATAAA 
CCCACCTAAG TGAAATGGGC CATCCTCIAA ACTGGGCTAC CTCACTGCAC AGCTTCIAGG TAGGCTTTCC ACTEAATCEA 
ACTIGAGGOC TACAQGTTACC CICTAAAGIT ACTGGGGCTT GTCCITGA3T CTGG 



SEP ID NO: 136: (Length of Sequence =279 Nucleotides) 

CAGTITGGAC AAAGIAGCAT AGTGACITIN TTCCTACANT GACTTTOQGA GAAGTTNGCA GITICT3GCA AAGTCAOGCT 
GGGCIGTITC AAAAAGGCAA GCTEAGCCTA GGCTGOCATC TTAAAACATT TOGAQGCK7T AGCTTCCTCA GGATCLT1TC 
OCTSP3CTCT GGTGGCOGGC AGTGCCCOGT CTAACAGCIT TEAACTCTQC ACTEAGTGCC TGAGCACCTA TGGCTCTGAG 
AGAT3CTAGA TACAGAACCC TOIOTCTAC CAOGTOQGG 



SEP 3D NO: 137: (Length of Sequence = 518 Nucleotides) 

CAAATATITA ATQGAGATCT TCCTTCTIX3G TCTGTEATAT GICTATCCGT 1TCTGGCTGG TTTAGGAGAA TCTCTACTAT 
TTCAGCATGT CCTCCTOCAG CAGCAAAATC AAGAGGAGAA CTAAGTTCTC CATTTAAAAG GTITGGATXG CACTITCX7IT 
TCTCTAACAA TATG0GACT3 GCCTCAACTT TICCATACCA GCA3GCA3AA TGAAIGGOTS CCCAGTGGTC ACTATCTAAC 
TGGTEGACTG AAAATdTTC ACTGAGAAGA CGGCTEAGTA ATTCTGAATC TCCITCACAG GCGCTTCGGT GGAGAGGAAA 
A1X3^TCTACC CACIGTCGTT CCTTCTCTTC TCTGACACTG CTCATGCTTC TCIGCCAGTT TTTOCTGTTT AGGGTATCTG 
GATTITTGAG TAGTCTGGAG CTCCTAGACC CAAGTATGGA TTTATTACCC ACITATCTAC CCGATTIX7IA TACTGAQGAT 
CCTATCCAAC AAAGGGTOIA AATCCAGGAT CCGCCTTC 

SEP ID NP:138: (Length of Sequence = 266 Nucleotides) 

GA3TSCAQGC ATCANCCACT GOGQCCAGTC GACTGCTAAT A3CTIMAAAG GAAACCTTIT TCTGAGCAGG TCTCAAAAGA 
GAGGITAAAA TACTGACTAG ACCAIMCTCT AAACAGAICT MCTGfTTATYC GGGCTTTCAT A3T0CATTTA TAAAGCACAG 
GCAGAGCTCA GAGTAGA3TT AAYCTAACTC TCAAGGGCAC TAGGKinTC AGAATGGTAA ATAAGCATTC GCTTCACCTT 
AAAIYCAAAT CTGCASTGGG CTTGTA 

SEP ID NO:139: (Length of Sequence - 341 Nucleotides) 

ACCTCGCTCA CCGCTCTGAC CAOQGACAGG CAGAGCAAAG GATCOGGGAG TTGCCTCTGC TOCOCATCTA AGQGGAOG7EA 
GGCAGAGAAG CAAAGGCCTC TGdCTOCCT CCATCCATCC CGGTCTGCTG GCCCCAACGG AACAGGAGTC CTTCAACEAT 
TCCCT3CCAG AGACCCAATT TTAGGGACTG TAGTCTGCAT CTGGATGAGC TQGGCICTAG ATTGAACTCT CAGAAGCAGG 
GAAGGTTGGA AGGGGEAGGG TCCCAGAGCC CATGGAGTTA TTGCTGAGAA GATATCCAGG GGACACATTT CCCAGGGGCA 
GAGEAGAAGC CCTX3GGCCIT G 

SEQ ID NO:140: (Length of Sequence = 234 Nucleotides) 

CTGAAGGGAG 1TGCAGAATC AAATTGCTAC AIAGGCCAAA CAAAAAAGAA GGCITTTTCA AAAAACA3TA AATTCACA3G 
CAGICTCAGA GACEA3TEAG GCAAACTTCA AGITAGGAGC TTTEAGGAIG TGQGANTAAA ACTITAATKG GAGGGGAGGG 
CITGCTTCTG GAGAAGGAAG AAGCCAGACT TGTTAGACAG TACICTTAAC TCCTAGCCCA GCCTAGCCTG CCCT 



SEP ID NO: 141: (Length of Sequence = 354 Nucleotides) 

CAACTCAGGT TAGCAACTCC AGGAAAACTT TCTTCA3TIT CAdGAATTT TAAAGAGAGA ATCCT3TOTC TAHTCTCAG 
AGAAACTTAG CTGAAAAGTA AAAGACffiGGC AAAATCTCTT TCCTTCKDGA GATACTTTTA TTTTTATCTC TTTCTCIACT 
CAICTGCITA ACTGGTGAAA TGATTCTGXA GAAAXRGATC CHTCTGATTC TGCATCTCAT TTCCITATOG CAACTACAAC 
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AGGAGGAATC CAGCTGGAAA TGCCACTAAC CCCACATCCA GCACCIGAGA GAGGAAGCCA GTCGGAGCGC CCTGCIX3GGC 
TCACTCACTC T3GGCCTGCG CACTGGGGTT GTGG 

SEP ID NO: 142: (Length of Sequence = 373 Nucleotides) 

CTTITTGCAA CAdTnTTT TTAAGTIATT GGCTGCAAAA TCCCAAACCA GGATATGTGT ATCTCTCTGT 
TTOAITIGAC CCTCCCCTCT TTCAACCTAC CC0LUT1TAT ATCFAATGTA GAAAAAGOGA AATTGAATCT 
CICTICTATA TAGTIGCGGT AACAATCATG AAGAGAGAGC OGGGCICTCC AGITGTTITr GAGACAGAGT 
TGCCCAQGCT GGACT3CAGT AGCATGATCT TQGCICACTG CAACCTCCCC CTCCCTQGGT TTAGGCGATT 
AGCCCTCCCA AAGTAGCIGG GATTACAGAC COGTACCACC ACAACIGGGC TAA 

SEP ID NO:143 : (Length of Sequence - 262 Nucleotides) 

<XX3CLMXTTCG GCCAGAGGOG GCTGCAGCAG CTGCIMCCIT TTCCCTGCCG COGCCTCTCC AGTCCCTTTT 
CTCX3WCTGC TGGGAAOGGG CGAGAAAGAG GAGGAGGCGA GAAACTCCCA COGACCCACA GAGGGAGCAT 
ACTTC^CCIA TCATTCIGAA ATGGGACCQC AAAATTEToG AAATCOGGAC GCTAACAGIG GAAAGGCICT 
T3TTACACAG GTGACTACAC TT 

SEP ID NO:144: (Length of Sequence = 384 Nucleotides) 
GGAAAAGOGG GACCCAAACA CTOGTR3CIt3G QGAAATTTTT CCCICTCCCC TTTCGAAGGC TGAGTGGGTG ATGCAGCACA 
GGAACAAGGC TK3GA03TCA GAGGTCTCAT CTTCACIGTN ACAAAGCATA AAGGAdTGG GGTTGAGOCT GTGTNTGGGC 
TCAACTGACC ATGCAACTCC TGTCACCTCC TTCCTAAGAC CCCATCCXTC TCCCAACTCC TCCACAAGAG CTACCTTCTT 
CAAAACAATA ACAGAAACAC ATCAAGCTTG GGCGTCACTG AATTCAACTT CTGATTTCTC CCGTCACCCC AGCAACAGTG 
CCCAGTTIGA TTCTGACACT TIGACCCAGC ALTlWJmT GAATGTTCIT TT09GCITCT ACCG 

SEP ID NO: 145: (Length of Sequence = 324 Nucleotides) 

CXACATOGAA TCATAAGTKT TCCTAAAAAA GGAAGACAGA TITGAAGACA GAGGAGGAAG GTSATCTGAT GATGGAAACA 
AGGGGAGAAA AOGCAATC7IG ATCJTGGCCAC GAAOCAAGIA ATGAGGACAG CCTACAGAAG CT9GTCAAGG CAAGGAAACA 
GATTCTCCTC TAAAGTCCCT GGAGAGGGCC TQGCCATGCT GACACCTIGA TTTOCTCCCA GCAGAAACTC ATTITOGATT 
TCIGGCCTCC CAGAAAAGTA AGGGGGTAAT GTCCTGTTTT ATGTCAGGTT TKGGGTAATT 'IVlTiMTOC AGCCATCGGG 
AAGG 

SBQ ID NO:146: (Length of Sequence = 355 Nucleotides) 

rrrcccrccr TOCrrccrrA tccaagcaag ggtotggtga caatgacctg atcggggttt aaogccggct cigtctgctc 

ACCAGACCIG GGCTGCTGAG CTC7IGACCAG CCTGQGCAGC CCAACCCACA GGAACIGCGG TITCATAGCT QGGTCTTCAG 
GAAGGGCTGG AGGCITIGGG ACTGGCAGCT CCCCGCCTCC CACCACCCCA AGCCAGAGAA TGGGGCAAAC TTGTATGCAT 
GGCTTATCTC TAAATIACTA ATdGCITCG GACCAGACTC ATCTCTACAG TATAGAGTTA GAGTIA-TTGC TTCIATGACA 
GGTC7ITCCAG AAGCCCTGGG TOGCTITAAA CTCTG 

SEP ID NO:147: (Length of Sequence - 337 Nucleotides) 

CAGmTTCIG AGTTCCOTIG TCCTAGACTG GCCAGAAGAG AGGGTCIGGG GCCT3GTCAC TOGGCCACTC TCTCCTGTTT 

CTGGCcrcrr ctcccttcac tcccgtccag tciujititg agaggagggg ctgttctaca GCACCTCAGG gaagggagga 

GAGATACCT3 CTGCTTCCAT TGCTTITCCC TTOCTGGAGT CGATGCCTCT CTAAGGGITC GAGCTGCTCC TIGCAGGGGC 



GiTlATCTTT 
GGAAAGCAAA 
CTCACTCICT 
CTCCTGCCVC 



TTAATTACCA 
GATTTCGGCA 
TOGAGCCACT 
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GC3GTCAGTTT CCCAGGCCAT GCCGGGGGTG GCCATCTATG CTAQGGCTGG AAGCTGAGGC TQGCCGCCAA CTCTGGGGCT 
GGQGTPGGGGG TGGGTGG 

SEQ ID NO:148: (Length of Sequence = 278 Nucleotides) 

GGAATCAGAT GCTCAGCTGT CCAAGCAGGG ATAAGGACAG GCAAAATAAA TAACCOGCCC AACCCCCATC GTCACTCIGC 
TGCAACAOGA CACAAAGGTT TAAAGATCTG GGCCCAAAGA CTCTGGGACC dTCAAGCAA CTCAGCTGGA AGAAQCJITTC 
CCCACCCCCC ACCAGGCCTG TTTGTCCCAG CTTX300CEAG GKTGGAGGCA GITCAfiACCC TOGGTCACTG ATGCTTGA3A 
GGAAGATCTT TGATATCAAT GGCCTAAGCT CTCCTCAT 

SEQ ID NO: 149: (Length of Sequence = 368 Nucleotides) 

TnrnrnT gttttcaaca aacttiacta aataaccctg gaaaggcaat gaaogatctg acaatttaag ctctaatgat 

TTAAAGCTCA GCTAGAAGAA AGT3AGGCAT GACATATACT CTCAACGGAG GCTGAAGGAG GCAGAJTTCT GGAAATGCAA 
TGATCCCACA CATTTGCTTC AAGGAGAAAC CI02AGACAT . ArTTTCAGGT CTTGCTAAGT AACAACTGTT TATITCTAAT 
CAATACATTr GGGGAAAGTC TCCTATOTAG CTAAGGTCAC ICTGACCACA GACCAACAGA TGGAAAGGAA AAAGGCACTG 
GACCAGCAAG GAAAAATACA TCCXXATCTT CAAAAGAATT TTAAGGTG 



SEP ID NO: 150: (Length of Sequence = 367 Nucleotides) 

TTG7TGAAATG GGCCTGGGTA GATAAGGAAA AGAACCTCCA AGAGCTTAAG TCATTTGCX3G ATTTGCCTAA ATCATACAGA 
AGAGTCAGCA CCAGTGCCCA GGCCTTCTGA TTCTEACTGC AGTAAACACT AAGCACCATC ATTCCATTTC ACCACACTCC 
TGICTTCCT3 TTCTCCTCAG CTAAGAAAGC CIACCCCTGA GTTACCCTCT TCCATCITAG AGCCTTCCPG CTOGCTGTCT 
GCCTCCCK3C GATGGGGACT TCTTP3GCCC TTCTCACCCA GCCCAGCCTC TGCCOJITIT CCITCrCCIT TC3CACTGOGG 
CTGAGCTCTT TICTCCTTCC GAGAAGCCTT TCCTKATCT TTCCTGG 



' miTOiirr ggagggcagt 

TTTGTGGGTA CTTGCAAAAA 
TATGTCACTG TT7CTTITCC 
TYCnTTGTA CAA1CTTAAT 



SEQ ID NO: 152: (Length of Sequence = 269 Nucleotides) 

GmrrcrGG caagtgctit caggggcctc cagggtttgg cixsgtcacca tggagggggg cttcaggtgc 

GACCCCAGCA TCTCACAGGT TTCCCGTTC3C ATCTTTCCCA GTGGCACTGT GTCTGAGCAG GTCTGCCCAG 
ATCCACICTG TCTSAGCAGG TGTGCOCAGG TC3AGGTTGTA TCCACTCTGT GTGAGCAGGT GTGGCIGTTG 
IGGGGATAIN TGGGCACCTG GGTGCCATT 

SEP ID NO: 153 : (Length of Sequence = 260 Nucleotides) 
TTTCAGGATT TTATTTAAAA TTTAITCEAA TGGGGTCOGC GCAAAAGGAA GGGGTGGAGG GTGGGCTACA TGCAGGGGAC 
ACAGGAACAN GATCCACATG GCCAGGGNCA CAACTTCTTC TCTCCTQGGG AAGAGGGATG AAAAGACAAG ACCAGGGCTA 
NGAGCTGGGG TGGAAGAGGG GAGGQQJAAC ACTGGCTGCA ITCCCCNAAC CCCANGANGC ACCTATAGGC CCT3GACCCA 
TQGCTCACCC TGGGCCCTAG 



SEQ ID NO: 151: (Length of Sequence = 366 Nucleotides) 
CTCAGCGGGC CGCCTCCCTC CTCTCTCCTC CAXAQGTOGG GGITGTGGGC CTICTnTIT 
TAAACITCTC CATITGCCTC TCTCTTCACA CCCAAATGCC AAAGGACACT TITCCITrCT 
AAAAAAATTC CEATGGGTIA CTGCCACTIT TAAATACTIT GTAACTTAAA GGCAAAGTAG 
CToTAGTTTA CTTTTGAGGT TAAACATCTT TCCATGTTCTT TATTGGTCAA ATACAGTTCC 
CCTAATATGG ACCATTTTTC CXAATGGGAT TACCGATTTT TTTAAA 



TGAATTTAGG 
GIGAGCTTGT 
CAGGTGGAAG 
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SEQ TP NO: 154: (Length of Sequence = 405 Nucleotides) 

TX53AACTTGT GAGTGGGGAC CCATGATGTA TGGGTCVCAC CT3ACTTGAG CTGAATTTTG GAGTGAAGGG CXXTGAQGTC 
AGCTCCCAGG TCGGTCCTGC TX33GCCAGGC CTCGTTTTCA CAGGGGCTGA AGG&TCCCAG TCCACXTTGTC TGCATXJTCAG 
GGCTCGGCOG GGAAGAAGCC AGCAAAGTCC CXXJGTCTCCC ITCCTGAGTA TTC7IGTCACA GACAAGCCTC CATTAAAGCC 
ACAGCAGTCC TACCCACCAC ACACACCTIG CTQGCCCQGC CACCACTGCT GGCTTCAGCC CCTINAGCAG CCCATQGNTT 
AGCAGACCCT CAGATGTAGG TCACTGGCCT TANCTGTNTC TATCCATGCT GTIAAACTCC CTG-CCTCCAA CTGGGGGTCA 
CCAGT 



SEQ ID NO: 155: (Length of Sequence =: 40 Nucleotides) 

CCATGATCTT ATTTATTACA TCTWal'ITlT CHTATACCT CTAAAAAAAA GTGCCITITA GATITACAGC TTGTGCTTCT 
AAAGCAAAGG TTAAAACATC ATGCCCGAAA GGAAAACAAG GTAAAAAGGA AGCIGCCATA TAAGCTCTTA AAANTTGTAT 
GTTACAAGGT TCTAAAATCT CTTCAGCACT GGTTOC?ITGG TAGATTUTAC GACACTGACA TGGTCCTIGG GAGGGTCATT 
TATCTGATGG TTGGAGCAGC ACCATGGGAA AGCT3CCCAG. ATO3TCTACT GAAGTCCTIG GCTGTGCACA GAATGGGCCC 
AAGGGCCAGN AATTCA1X3AG TCOGGGGAAC TTTQGNQGTC CITACTCAAT CTCCTTACTG CTAAAOHTC AGAGTCTCAA 

SEQ ID NO: 156 : (Length of Sequence = 443 Nucleotides) 

GTCCTCIGGA TTGCTTCGTIT G3TK3CGAAC TTTAAGAATG GCAAACICT3 ATTGGNTCOG ATTAAGACAA GCITTCTAGT 
TTTCITOGTG TAAACACCAA ATCCOGCCTG GGCCATGAGG TAGCAGAAGT GGGCCGCATC CAAGAGGCCC CTTGAAGCCA 
GACTCJTCGCC CATGGTAGCC ATCGTCCTGG ACTCGACGTC CATGTTGTIG TTCAAGTTCG ACAAGACCAT GGOGAGCTGC 
GGCCTCCAAT CTCCCCATTT CTCGTCrTCCA CAGCACXJTGG ACGCGGCAGG CATCCGTCXTG GACATGAGCT GCTAGACIGT 
CTTCAGAGGG TCXaTTGATTK GGGAGGdTT TTAGCAAACC TKGGTCATGA CTCGGGCGTG TCTCQGGCTG TTCCATCTTA 
CTTGCAAGTA GCAGAGOGTO ACOCCACAAG GCCATTCITA ATT 



SEQ ID NO:157: (Length of Sequence - 383 Nucleotides) 

A2TGGAAAGG GTTTTAAACG GAGTCGGAAC CIGAGTAGAT TICCAAATTT TACAGCCAGG ACTACAGAAG TGCATCATTC 
TAGAATGTGT AGACCTGAGT AGCTTATACA CTACAGAGCA dTTGCTTAT TTGAAAGTAA TTCAGCAACA GGTCACITTG 
GGATATAACC TGAACCITIT TTTGGAGTGG GGTT3GGTAGA CTACACTAGA CACAAGGGCT GGACATCCAG ATGCTTAQQG 
GATTAGOGTT TTTCATAATT TCTTCTGTTT GTCAGTTCAT TCCICTGTCT TCTTACCTCT ACAAAGGTAC ATTACACATT 
TTARGTITTT TACTGACCTT TAACCATGTT ACTTGAAGCA TTETGGAATA TAAAGCTATT TTA 

SEQ ID NO: 158 : (Length of Sequence = 241 Nucleotides) 

TCGTSTGT3G CTCAGCTCCA GCGGCASGTA AGTGGGTSTC CAGGGGACTG GACAAGCAAT TC7TCCTGTCA TITGCAACTT 
TCITCAGGAA CTCAGATAAA GAACACTTGG ATAACGATGA TCCCTGTAGA GGGATITCAT CTGTACCATC ACACATGGAA 
GAGGACTITC TAGCTCAGGA AAGGCAGCIN CTAAGCTAAA GGTTTCTTGG TCCCTTNGTC CTQGCATGCC TTAAGGAGGG 
G 



SEP ID NO:159: {Length of Sequence = 224 Nucleotides) 

CTGTCACTAA TGGCTCACTA AAGGGCCAGC AGTTTAAATT ACACAGGTTG CACTAAAAGC TGCAGCTTTG GCCAGGCAAG 
CTGGATCAOG CCTATAATCC CAACACITK3 GGAGGCCGAG GOGGGCAAAT CACCTGAGGT CAGGAGTTCA AGACCAGCCT 
GGCCAATATG CTGAAACCTA AGCCTCTACT AAAA1TACAG AAA3TAGC0G GTCGTGGTGG CACA 

SEP ID NO:160: (Length of Sequence = 377 Nucleotides) 
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GGAGGCTGAG GCGGGOGGAT CACGAGGTTA GGAGAT3GAG ACCATCCTGG CTAACACAGT GAAACCCTGT CTGTACTAAA 
GATACAGAAA ACTGGCOGGG CGTGGTGGTG GGTGCCTGTA GTCCCAGCIA dTGGGAACT CX5GGAGGCTG AGGCAGGAGA 
ATGACCTGAA CCOGGGAGGC GGAGCTTGCA GTGAGCAGAG ATTCOGCCAT TX3CACTCCAG CCIQGGCGAC AGAGTAAGAC 
TCTCTCCAAA AAAAAAAAAA ATAATAATCA AAGCTCTTGG ATTTAXAGTT TCGTCCCCAG OLTltflTl'lG ATCTTTCCTT 
TATCCTGFTT TATTGCCATT TACCACGTCC TTITGGAAAC ATCCCTTTCA ACTGCTG 



SEP ID NO:161: (Length of Sequence = 273 Nucleotides) 

GCAGGGGGGC CGGGCGAGGA GGCGGCAGGG GOGAGGAGGG GGOGGCGGGT GGCGACCOGC AGGAGGCCAA GCCCCAGGAG 
GCCGCIGTCG OGCCAGAGAA GCOGCCCGCC AGOGADGAGA CCAAGGCOGC CGAGGAGCCC AGCAAGGTGG AGGAGAAAAA 
GGCOGAGGAG GCCGTGGCCA GCICOGOGCT GCTAGGCCCC CTTOGCGCGG GCCOGGOGOG CCCCOGGAGC AAGGAGGCAG 
CCCCCGCGGh GGAGCCOGGG GNCGCCGCAG ACT 



SEQ ID 130:162: (Length of Sequence = 286 Nucleotides) 

TITK3GTCAA ATAAATCAGA GTACTACAAT CATCAAACAT CTGATTCATT TAACATGTGA GCATCIATAC CTGCCCATTT 
GTCTGAATAT TCAGTATATA TCTCATACCT A1TCTCATGC CTTCATTTAT TCT3GTTATG GCTGTAGATA TGGAAAAAAC 
AGTAGCTSAG ACATTTTTAT TATGAACTAT ATTATACCTT AATCAATCAG TCAGAAAATG CTTAGGAAGA AGAAATGCAT 
GATTCTAAAT GCATGATTTC AACATGCTAC COGGCCAACA AAGTTC 



SEP ID NO: 163: (Length of Sequence = 342 Nucleotides) 

TCCCCAAGGA AGACAGAACA TGGAGAACCG TCAAGGCAGG AACCCCACAG ACTGTCCCIT CCAGCCCACA CTCTGCCACC 
TCCTGGCCCT CTCCCAATTC TGAGCCAAGG CCTCCCOGAG GCAGAAGITG CCIGGTCCTC TCTCCCCACA CT3ACCTGAC 
TGGGGGTGAG GGAGAAGGAG GAGAGAGCCC ATGTGTGGTG TCICTGCCCC TGAGAACITC GIX3GTGACTG CdTTGGGAG 
CCOGCAAGTG GCCAGAGGCA GGGCTAGCTG AGTTCCTQGG AGACCCCTTT TTTTCCCCCA RG1TCC0CAG AGGGCAACGC 
CATCACTAGC AGTGTGGTGT TT 



SEQ ID NO: 164 : (Length of Sequence - 392 Nucleotides) 

AXIACCCGGG CCCCGCCTCC CTAAAACAGA TCTAOGGACC TTAACCGACG CCATGCTGAG GCTCATTCCA TCCCTGCRGA 
CCTATGCAGA GCCGCVCACT GCIGCCATGG TGGACTTCTA CACCATGTTA GGAGGAATTC ACCCAGGATA CACAACCTCA 
CTATATOTAT TCACQOCGTG AAATGACTAG GTGGGTGAGA GGGATCTTTG AAGCGCIGAG ACCTCK3GAG ACCCTGCCIG 
TK2AAGGCCT CCITCGGATT TGGGCACATG AAGCICTGOG TCICTTCCCA GATAGACTCG TAGGQGATGA GGAGAGGCGT 
TGGGACTGAA TGAGAAGATC GACAOC3OTTG CTCITCAAGG CACTITCCCT AACdTOGGC AGAGAGGAGG GC 



SEP IP NO:165: (Length of Sequence = 406 Nucleotides) 

CTEATAATTA TCITCTTTTA TTATTTATPG TTTATCTCIT ACTGTGXATA ATGTAGAAAT TAAACTCTAC CATAGCTATA 
TACATATTGG AAAAAGCATC TTATATACAG GC7ITO3TTAC TATCTGTGGT TTCAGGCATC CACIGGGGGT CTTGGAACAT 
ATCCCTTGCA GATAAGAGGG AACTGdCTA TCCATAGAAT AAAAACACCC CATCTTGAAG ATAGGAQGTT CT3TAAATTG 
GGATGGGCTC AGGGAATCTG AATITIAAAA GITTCCCATG TGATTTGAIG CCCAGCCAAG GGCTGGGGAC CACTGTCTTG 
AAATATAATG CTGAGGAAGA TACICTCTCT GGATITTCCT GGTAAITCOG AGTGCAAATT CTCAGGCTGG AACCTTATGG 
GCCTTG 



SEP ID NO : 166 : (Length of Sequence = 453 Nucleotides) 
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GAAAACTTIG CCATOGCTCA GTTITIMTCG AAGTTCA7TT TCCTGAATGT TTGGAAGAAA. GTCTACTGAC TCAGGATAGC 
ATTTCTAATT TCACAGAGTT ATTTTTCOGT IATCAAACAC AGATTGCCTT TGAGGTCTCC IXTTTTCTACT ACIGCCCCTC 
ALTI'lTATGT GGGCCTCCTC TTTCC1T1CT TTCT3GAGAA CCTITTCCTG TTCAATTCTG TTTTAATTTT CAGCAGTTTT 

TrrrcrGTGT gagtgaggct anrccTAGC agggaggtct gcttcgtcat tttcaagttc atcagggctt catcagggct. 

TGTCCACTTC AACCCTTACG CTATAGGNCC CTNTGCACCA TCTGCANTCT TCAAAATGTG CCCAODGGTT CGTITCCCATG 
GANGGCITGT TGGTAATTTG GGCTITIAGG QGGGGCCAT3 GAAGGAGCAA ATC 

SEP ID WO: 167; (Length of Sequence = 285 Nucleotides) 

ITIACTCrTA AAACICTTAC AACAGAATCA TGGACIGACA CAGGTAATGG CIGAGCCATA AGCAAATOGA GAAGTACAGA 
AATGTCCCAC CCCAAACAGC TGCGGAGTAC ACATCACACA GGGCCTCTGG TCCCQGCCTT CTCAGGTGCT CT3GAGTGGA 
GGATCCTTTG AGGGAACTCT GACCACTCCT GTICTCIACC TAGAGAGCAC GCCACTVGGG CCACCTACCC OCAACCTITC 
GOCAAAGGAG TGAAAGGACC T3GAACCICT OGXCAACCTC AGCAT 

SEP IP NO: 168: (Length of Sequence = 327 Nucleotides) 

ctagagggca ctctgtatac cotrcagctc ctggagccat tcatictatc ctgggcagac aggctctsag aggacatggg 
ggacgctgga aaggntccaa agacgaagct ctwg3tiatc cttgttggtt ttacacaggg aatgatgaaa cattcaaggg 
gtttaataag cttttcctaa aacattttcc cxxtaaacag gciggcacta tgtcgaagct gcccaaattt gagattgatt 
taccagctgc gnctaagtca actaaaccca ngcctitccg aaagagacat cgcaaotggc ttacccaang tantgtcccg 
ttitcag 

SEP IP NO: 169: (Length of Sequence = 346 Nucleotides) 

GGIGCTATGG AGAGOCQGCC CTCCTCCAGG GGTGAGCT3G QGAGGCTVCT GOGGTTCIX3G ACTCCCX3G03 ATGGOGCCAG 
TTCCCCAGCA AAOCCCCTCC AGAGCTGCCC COGGA.TGCAC AGACAAGGAG GGGGCTIGGG ACTGACTTGA GGCIGTGACG 
GGRTCGCCCT CGGICTGGGC AAGTGAGTCO TCICTGGCCA AGAGCTCAGA GI03TCCCTG AGGCTGACTC GAACACAGAC 
CTGTGGCCCT CATAAAA1TA AACATAAAAG CACAAAAAIG QGOGCAACCA GACAGCATTC GCITTCAGAC AGGCAGGGAC 
ACGGGGGCCC CTTCCTGITG ACCICT 

SEP IP NO: 170; (Length of Sequence = 398 Nucleotides} 

TIGACCTCAA CTTACTGAGC AATGCCCTAG CTATGGAATA GAAGCATTTG TTGCACTCIT TTICTGAGCC AGGCCCTCTA 
GGAGGGATTG TGGATGGCAA AACCTCAGGT TCTTGCCCAAA TCCICCCCTT GGGQGCTGGA GGGTCTCTAG TIAATPGGCA 
TTCCGGIGCT TAAGGCCACT TTTGGGTAGA GCTITGGCAA GGATGGAGTG TCCAGACCTA TGATCCTCTA AGAACTTTAC 
CTTTIAAAAA CAGCCACCCA AATGGTCCTS GCGTCGGGAG CAGGTGGTGG T3AAGGGACT GGGGGTGTCT GGCCATKGCC 
ACGTAOCAGA GGAGACICK3 TGAGCCCTCT COCTCCCT3A GGGACACITA ACTTTTATAG CACIACATAG GGTCAACG 

SEP IP NO: 171: (Length of Sequence = 321 Nucleotides) 

AGACAGCATC TGGCTCTGTC ACCCAGGCTG GAGTGCACTG GOGCAATCTC GGTTCACTGC AACCICTGCC TTCCAGGTTC 
AAGTCATTCT CCTGCCTCAG CCTCCCAAAT AGCTGGGATT ACAGGCATCT GCCACCATAC CCAGCTAATT TTTGTATTTT 
CAGCAGAGAC GGGGTTFCAC CATOTIGGCC AGACT3CTCT CGAACTPCTG ACCTCAAATG ATCIGCCCAT CTAGGCCTCC 
AAAACTGCTG GGATIATAGG TGIGAGCCAC TGCGCCTGGC CCTTGGGTAA ACACTTCAAA TGCAMCCAAC CATTAAAGGT 
A 

SEQ ID NO: 172: (Length of Sequence = 293 Nucleotides) 
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GAAACrmTA GTCTTGCCTC CCAACCTTCT GAACACTCCA GTAGAAAAAT CITCTCGCCT ACLTITATCA CCCCAOGACC 
TAOAGCATT TCTIACTCTC AAAAAAAATC TTTICTGAAA AATCAAGACA GAGTGCAAAC AATCAGCATA AITITATTAT 
GACARAACIT TERAATITIA TCCCCCTCTC TGAGAGKTCT GCTAGGACTC CITCAGATAA GPGAAAAAGA AAKTTTTTAA 
AATrmTTCT CAAATCOGAA TTCCAATCTG TATAAAAAGG GCGATTCTCC CTC 



SEP ID NO:173: (Length of Sequence = 282 Nucleotides) 

GCTTCGTCCC CTFCCTCAGG AAAAGGATGG ACdTCTCIT CITCTCAGAT GGTCCCTTCC ATTCCCCTGA AACCTGCATG 
AGAGCTCCIA ACATGTITCT CCAATGCAAT CAAGCCTAGA CTCCAAATCT CXTCCCAGCT CACCTCCATC TATCCATCTC 
ATCTCTGGAT TIGCT3ATCA GACICTATAT TGACAGTAGG ATCTCAAACC CTGCATCCAT CCTTCCTCCA GCAAGCCCTG 
CTAGCCACAT GAGGAACAAG TITCOGICTC TTCATSACTT CC 



SEP IP MO: 174; (Length of Sequence = 353 Nucleotides) 

CAAGAGCTGG GAGAGGTAGG GGGCAACTAC AGCTCCCCAC CAGCCCCACC AGGGGGAATG GACCCCTCCC TGCCTCCTGC 
CCAAGTGGCT CCCCCTCTAT TA3X3GGGGGG ACITICTGCA AACTCTGCCC CGAGGGGGTG QGGAGGGTCG AGGCTGACTG 
TGAAAT3GCA GCX3CTTGGGG CTCGCAGCTG TGCIACIGGG CACTQGGGGG CTTCTAGGGC TCCAGGAGGA GGGCCGAGAA 
GGTGTTGACC 1TCTCTGCCC CCCGCACCTC ATGGGCTAAC AGCX3GCAMTT TCA0GA7GTX3 GAAGTTCTTC ATACAGGTCC 
TCCAATCIGG TCCAGA3ACT TGGOCTGQCT TCT 



SEQ ID ND:175: (Length of Sequence = 394 Nucleotides) 

GCCXMGCCC TICTGTACAT AATCTCTAAT AITTATATAT ATIGATATAG AATTCTCTCT ATAATATATC TCATAGAATC 
TCTCTTGGGC OTGGCGTGGG AAICTGACAT TAAGAAAACA TGCTAAGACT GGCCAGAAAA ATGGATATTT COCAGACCTG 
GAGGA3GGTG TOIGGGATOT AXAGGTGAGG TQGTGGAGAA GAXAAXAAAC TCATTCCCCA AGATACCCTC TTCAACACAA 
GGACAAGAAG GAAQGTGTOT GGTT3GGGGAG GGGACAATCG AGGGGGAGGA GTQGAAGATT TGGATTTTCA TTTAAXAAAG 
TCAA3TGAAA AATGAAAGTG CACCCCCCCT CCAAAAAACA GGAGATTCAT TTAGCAAGAG COGTITCATT CACA 



SEQ ID ND:177: (Length of Sequence = 381 Nucleotides) 

AIT3GGACGG GCCCCCCTCT GAGGCGADGG ATGGA3AAGC TTCATATOGA ATTCCTIGAT WnTTCTAGT GTEATCCTTT 
TCTCCCACTC CAAXAACIWT TCATACCTKT GGTCIKAGTT TTTCCATCIA TAAAATCATG TCCTAAATAA TTAACTATCA 
TCTCTATCAT TGTCAGACIA CACAAAGCTT CCAGCCIGGG CAACAGGAAC CCT3TCTCIA AAAAAAAXAC AAACATIAGC 
CAGC3TCTGGT GGTATGOGCC TGTATTCCCA GCTACTTGGG AGGCIGAGGT GCTAGGACTA CTTGGGCTTT AGAGGTCAAG 
GCIGCAAGIG AGCICTGATT GCGCCACTGC ACTCCAGCCT GGGCAACAGG GCAAGACCCT G 



SEQ ID NOil78: (Length of Sequence = 443 Nucleotides) 

GRT1TMITC AAACACAGGC AAGAACAATG ACCTTCAGAG CTGGGIAAAA ATAATAAGTT AAAAGCATGG TTAGAATTIT 
AGACAATCAG ATAAAAAGTT TGAAGGAAGT GATTTCCCCT TCCTCTCCIA ATPGATIAAT TCAACACAGC ATAAAAATAA 
TITGTATCIA TAAAATATCC TITJITCCCAC ACAAAIGAAC TGGAGGTGGC CCTAGGATTT CCITGACTAT GCACAATCCA 
CACAATCTAC ATCTCCCTCC TCCCCAACTT TTAAGGCAAA AATGGTCCTG CATCTTCAGG CAGAGGCTGG GCTCATGCCA 
GCAGTCAGCT GTOGTCAAGG ACACTGGGGG TGOGTmCT CCACCGAAAG ATGCCTGOT TGGGTCCACT TTGGGCGOGG 
GATCCCATTT TATTTTCTAG CCTGTGCCTC ACCACAGGGA AAA 



SEP ID N0:179: (Length of Sequence = 325 Nucleotides) 
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TGG3GGACCA GCATTGCTCC CAGCTGAGGG CGCOGTCTTC CTCACCACGT ACCGGGTCAT C7TTCACGGGG ATGCCCAOGG 
ACCCCCT3GT TOGGGAGCAG GIQCT3GTCC GCTCCITCCC GGTTGGCVGCG CTCACCAAGG AGAAGCGCAT CAMCKTCCAG 
ACCCCTGTGG ACCAGCTCTT GCAGGACGGG CKXSGCTGC GCTCCTGCAC ATTCCAGCTG CIGAAAATGG CCTTTCACGA 
GGAGGTGGGG TCTTACAGOG CCGAGCTCTT TCCGTAAGCA GCTGCATAAG CIGC3GNTAC CCGCCGGACA ATCATGGCCA 
ACTTT 

SEP ID NO:180: (Length of Sequence = 213 Nucleotides) 

GAGCATGCCC COGGAGTCCC CAAGATCCTG GTGGGGAACC GCCTGCACCT GGOGITCAAG OGGCAGCTGC CCACGGAGCA 
GGCCCAGGCC TAOGCCGAGC GCCIGGNCGT GACCTTXTTr TAGGTCftGCC CTCTTTGCAA TTTCAACATC ACAGAGTCGT 
TCACGGAGCT GGCCAGCTTC CJINCTGCTGC GGCATGGGAT GGACCGGCTC 7TG 

SEP ID HP: 181: (Length of Sequence = 219 Nucleotides) 

AGCTTTATCA CATTATACAC AAACATAGAA AACACTGTTT CAGAAGAGAA GCAAAGGCCA TIGGCTTCAA ATATTTATGC 
AACAATGAAA AT3TTCTCAG CCCTTAAATG AGCACTICTG ACTTCTCCAA CAGTGAGATA ACTAGTCAAT GGAAGAGTTC 
AACACTAGAG CAT3TATCTC AGTCTGTTCT CATATTGCTA TAAAGGGCTS CCTCAGACX 

SEP ID NO: 182: (Length of Sequence = 451 Nucleotides) 

CTCTTACTCT GTTACCCAGG CTGGAATGCA CT3CTCTGAT CATAGCTCAT TGCAACCTCT GCCCTCTAGG CTCAAGTTGAT 
CCTCCCACCT CAGCCTCCCG AGTAGCTGGG ACIACACGTA CATGCCACCA TGCCCAGCTA ATTTTIGTAT TTTTGGTAGA 
GACQGGGTTT TGCCATCTTG ACTAGGODQG TCTTGARCTC CTGAGCTCAA GIGATCTGCC TGCCTCGGCC TCCCAAACTG 
CTGGGATTAC AAGCGTGAGT CATGGTGCCT GGCCTAGTTT GCTCTIATTT TTTTTCCATC TTTGCAGTTT CTAGGCCACT 
G3GAACAGGC TCCAGAGJCTC AGAGTCCACA GCXCTGAQGC TCCATOTIGC ACCATCAAAA AATAAQCTGA 03AGAGTCCT 
GGGTTTCCCA GflCTCAOGGC AAGAGGGGTT ACTGCTCAOG GGTACACACA G 

SEP ID NP:183: (Length of Sequence = 444 Nucleotides) 

CCAAGTTGAC CCGCCGAACC ACCGAC^GGA AGAGTGAGTT CCTGAAAACT CTGAAGGATG ACCGGAATGG AGACITCTCA 
GAGAATAGAG ACICTGACAA GCTGGAAGAT TTGGAGGACA ACAGCACACC TGAACCAAAG GAAAATGGGG AGGAAGGCTG 
TCATCAAAAT GCTCITGCCC TCCCIGTAGT GGAAGAAGGG GAGCJITCTCT CACACTCTCT AGAAGCAGAG CACAGGTTAT 
TGAAAGCTAT GGGTTGGCAG GAATATCCTG AAAATGATGA GAATIGCCTT CCCCTCACAG AGGATGAGCT CAAAGACTTC 
CACATGAAGA CAGAGCAGCT GAGAAGAAAT GGCTITGGGA AGAATGGCTT CTTGCAGAGC CGCAGITCCA GTOTTETCTC 
CCCTTGGAGA GCACTIGCAA GCAGAGTTTG AGGCTCAGCA CCGA 

SEP ID KO:184: (Length of Sequence = 399 Nucleotides) 

GGCAGAAAGA GGAAGGAGAC AGTGCCAGGA GGAAGAAGGA AGGAGTCCCT TAGCICTCTT CATTGTCCCC TTTACTTCCT 
GCTATCTICT TCTCCTCTTC TTCVCTCTCT TGCdNIATS CCIGTATTPC TGGCAATATG ACAQGCCIGC CTACCCAAGA 
TCAGAACTCC AAAACCACTC CCACCCCTGA AGGTCGGGAG GGTCTTAGCA GCCCTGGGTG GCK3CCICTG CTCAGGTCCT 
CAGCTCCATG GGAAATAAAA ATGGCACCCT GAATCTCIAG GATTTTGTCA CITT3GAGTC ACAGCAAAGT TCICTTCCTC 
TTCTCCCCCC GTTTGCTGCT CCITGGGTTA TAGGACATGG IAAATATTTA TTACITTCAG GGAACCAGTA TTTTATTAG 

SEP ID NP:185: (Length of Sequence = 263 Nucleotides) 

CAGAGACACT GGCCGAGCTA TTITCAGCAG GGACAGAGTC GAGGCTCACT GGGGA3X3GCT TCAGAGGACA CTGAGGCCCC 
TCTCAGGGAG GGCAAGGCAC AGATACCCCA AATTCCACCC CACGTCCCAA AGGTCTCCCA GCGGGGCIUT CCAGTCCATG 
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TCAGCAGAAG GCTCTTSGGC GTGTGAGGGA GGGTCTPGGA GAACTAAGOG AAGGAGGCAA ACGCCAGGGC 
CCCTK3CAGGCACC ATGTTGCACCA CTT 



SEP ID NO:186: (Length of Sequence = 343 Nucleotides) 

GITCCAAIAG CTSCTTTTAT TCTC^GCACA AAAGGGCCCT CTGTAAAAAC CAGAAGGATT TTGTAAAATA TCAAAATGAA 
TATTTGGCCT GGAGGITCGA AACTGAAGCA AGGCTGGACA TAGAAAAAAA CT3ATCAGTA CTTATTCAGG ATATTATJTA 
QGATAAATGA AATAGGAACT TAGGGGCATC TORCmT CTACAGGTTC TIATCTGGGT CAATCAAGAA ATTCTGTITA 
TCTTOCIGCC CTTGCATCAG GITITITGCA CTAATGGAAA AAAGCCGGCC GAAAAACAAA ACCCAATCCT TTCAGTCCTA 
GCTTTTACAT CTTCCCCITG CAA 



SEP ID NO: 18 7: (Length of Sequence = 229 Nucleotides) 

QGIGOSGCIC CACCCCTTCC ACGTCATCCG CATCAACAAG ATCTICTCCT GTGCTGGGGC TGACAGGCTN CAAACAGGCA 
T3CGAGCTGC CTTTGGAAAG CCCCAGGGCA CICTGGCCAG GGTTCACATT GGCCAAG1TA TCATGTCCAT CCGCACCAAG 
CTGCAGAACA AGGAGCATCT GA3TGAGGCC CTGCGCAGGG CCAAGTTCAA GflTTCCTGGC CGCCAGAAG 



SEP ID NO: 188: (Length of Sequence = 284 Nucleotides) 

.CCAGCAACTC AAATTCACCA CCTCGGACTC CTGCGACCGC ATCAAAGACG AATTTCAGCT ACTGCAAGCT CAGTACCACA 
GCCTCAAGCT CGAWTGTNAC AACTPGGCCA GTGAGAAGTC AGAGATGCAG OOX^ACTATK TGATGTACTA CGAGAKGTCC 
TACGGCTTCA CGATCGAGAT GCACAAACAG GCTSAGACCG TCAAAAGGCT GAQGGGATTT GTGCCCNj&T CCTGCCCTAC 
CTTTCCCAAG GAGCACCAGC AGCAGGTTIT TGGGGGCCAT TGAG 



SEP ID NO: 189: (Length of Sequence = 215 Nucleotides) 

GGAAGGATGA GAAACAGATT TCIGCTCACT TCATGGGCTG RCCTRGRATT GAOGATGGTR CAAACCCAAG ATTATCCTCA 
TGTAATTIAT GAAGATTATS GAACTGCAGC GCATGACATC GQGGACACCA OGAACAGAAG TAATGCAATC CCITCCACAG 
AOGTPCACTGA TACAACCGGT CGQGCACATC TCKOGGCCTA TCCTGCCGGT GGTCC 

SEP 3D NO: 190: (Length of Sequence = 153 Nucleotides) 

TITCATATGG AAAGAGCTAG TACAATCACA TA2TIGAAAG GAGAAACAAT AGGTACTGAA CCGGAGGGAA AGGGOGAGGG 
TGACTGTGCC AGCACCGGCC TGGTCAATCC ACGAITCGGT TTCCCATCCA AGGGTAAGTT TCCCAAAAXA COG 



SEP ID NO: 191: (Length of Sequence = 316 Nucleotides) 

GTATITATAC ATTTATTIAT ATATGTATAT TTACTTCAGA N3AAAOGAAC ATTTOGGGGA CAGGAAGCAA GCAGGCCCGG 
GGCTGCTTCC CTCACTGCCC ACCTCAGAGT CAGAGITGGC ACATGACAAA TACCAAGCIC AGGCTGAAGA ACTGGGACTT 
AACTQGGAAG TAGGGK3CGC TCTATGCACA CX3CAGGCTTC TAAGGGTCCA CGGTATGGGC AGKKGGTTPG CACTGGGAGG 
CCCEATCEAC AGCTIGAAAG CTAGGGCTGA GATTAGCCCA GTGACTACAG GAACATACGT CAAAGTTGAG AGAAGA 



SEP ID NO: 192: (Length of Sequence = 360 Nucleotides) 

CTGGTCTTTG CTTATATGCA GCTTTTGACT AGCA3XJTATT CTCTCTTTTT CTCCTCIATG AATAATTTTA TATTTCATGC 
TACTTCTTGA AAGTTTACTC TTTGA3X3CTC TAAGAGAACA GCCAGATQ3T TEATATSAAT AANCTITATC TGCAGGATGG 
TGGATTGGTA AATNAGGAGA ATC7TKJTF3X3 AGATATCAAG ATTEAICTCT GQGAACTAAA ATATATAATG CCaAATGTGT 
TTTTCTCAAT TACTAGAGAA TTCICTGCAA ACATATCATC TCTTCACATG CTGCACACIT TGCTIMTICT TAAACAGCAG 
CTACTAGACA GACCAATACC AGTTTCGCGTT TAAGG 
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SEP ID NO:l93r (Length of Sequence = 397 Nucleotides) 

GAAAAGACCA AGGAGATOGT GAAGACAGCA GAAGCCCAGA AGCAGCAACT GAAGGAGGAG CAGGGGAGGT CAGCAAGGAA 
OGGGAGAGTG GGGATGGAGA GGCTGAGGGA GACCAGAGNA CTGGAQGGTA CTATTIAGAA GAGGACACCC TCTCT3AAGG 
TTCAGGTOTA GCCTCCCTGG AGGTTGACIG TGCCAAAGAG GGCAATCCTC ACTCTICTGA GATQGAAGAG CTAGCCCCAC 
AGCCACCICA GCCAGAGGAG ATGGAGCCTG AGGQGCAGCC C^GTCCAGAC GGCICTCTAT GCCCCTKTTC TCITQGCCTG 
GGrlTOGCGTG GGGCATGCGT CTAGCITTCA CTCTGGTTCA GGTCCAACAG GGTCCCTTCT GTGCCTTTO3 TGCCCCC 

SEQ ID NO: 194 : (Length of Sequence = 225 Nucleotides) 

GATTATTGGC TITCCTITCA TAACATGTAT TTITAAGTAT TTACPCTCTT AATGGCCCTC GTCTCTATTT TOTACATCAT 
ATCTCTTAAT TCTCTAGATG GAACACTGAA GGACAGGAAT TAACTAACTG ACTGGCCATG CAAGGGTPGG AAATTTTACT 
GTATCCCTTC CTCRGTTAGAA GTIA.T3TTAA ACAITCAAGC AACCACATAT CTAACAGAGG AGTTT 

SBQ ID NO: 195: (Length of Sequence = 294 Nucleotides) 

ATTACTAGAT ATl'iUTATGT TAAATTATGT GGGITITCAA ATTT3TGGAG AATAAGEAAT ACTGACATTA GITTAAGGAC. 
AGIGTCTCAT CAGGGCATEA TTTTAATGAA TCTTATATTT AAATGTCTGT TTCAGGAATT CA1GTGAATC TTTCTTTTrA 
TAGAGGACCC ACAGGCATGA NTTATTEACT CCTCCGGTGA TAGGTTCTCA CCCTGATGAA AGOGGAAGCA AAITCCAGCT 
TAGAACATTA TNCTAGITAT GTAGGGGGGT ATAAAGTGTG TAAGTiTAAT ATTT 

SEP ID NO: 196: (Length of Sequence = 233 Nucleotides) 

TEAirnrcr ctaaatttta aaatagaaga ctitaatgga aaacatttag taccatcatg tcamcctgaa tgccagcaat 

ACCTOGACIT TTACACACX3C AGGAAGCCTA GTAAAAGCCC CX3TCAGTACT ACACATTTCT CTATGGTCCT TCAACAGTTT 
TTCATATACA AAATTTICTG CTATTTTVGC TTTCGCAAAC AGCAAXAACT TITSQGITrC CCATAT3ACC ACC 

SEQ ID ND:197: (Length of Sequence = 230 Nucleotides) 

AAGATATCTA CCTGGAGTAG CTGTGCAGCC CCGCCCTCTG CTTCCCCCAG CCCTCAGGCC ACTGCCAGGA 
CTGACAGGAT GTX3GCACTGC TTGAGGAGGG GCACCTGCCA CCGCCAGAGG ACAAGGAAGT GGGGGCCGCT 
GGGAAGGKTG GGGCAATGGG GAGAGGCAAA TGCAGITTAT TGTAATATAT GGAATTAGAT TCATCTATGG 

SEP IP NO:198: (length of Sequence =- 118 Nucleotides) 
TTCTCCTGGG GAAAGGGCTG 1TGCTGAAGT GGCCGGTTTT TTTAAGCATC GACATTTGCA TCCAAAGGTT CAAGCAGCCG 
CCTCAGCTTC CARAGGCTTC CACCTGATGG CTGCACTT 



CIATGAGTTC TACTITGGTA 
TAGTAAGTAA ATTTTGCTTT 
AAGAAAGTTT GCCTCCATTT 



SEP ID NO: 200: (Length of Sequence = 422 Nucleotides) 
CCAGTGAGTT TGTGAAAAGC AACAGGGGTA NGACAGGTTC AAGGAAGGAC ACAGACAGTG 
TICTTCITIT TAAT3GGTO3 TGGGAGCTGA GCAATGATGT CATTTGGAAG GGGCAATGAC 
CTAGGCATCA TCGAGAAGGA TGTTGCATOGG TCTCTTGGGA TGAAAACTGA TGTCTCTIGAT 



CAGCTGGCTG 
GGCCAGGGTA 



SEC ID NO:199: (Length of Sequence = 268 Nucleotides) 
TAAATGATGG AGTTAAATGA TCTICTCACT GCCIATTTAA AAAACTACTC TTCCCCITCT 
AATATTAATA TTTAACCAGT TAGTAAAACT AACACCACTA TTTCAATTCT CTTTTGTGCA 
ACITACnTA TAAAAAAATA CTTTACATIT TATAAAGCAG GJ.V1TAGAAA AACGGTTTAC 
CACTGCCAAT TTAAGCACAG GGGAAAAT 



CCCTGTTITA GGTTCCAAAT 
TIGTCAATNA TGCAGAACAT 
AGGAGTATCC CTTTSGAGCC 



WO 93/16178 



PCT/US93/01294 



143 

AAAGGTCGT3 AAAGOCCTGC TTCIGGACAG TCCGGCTCCA ATCTCTATAC TCITTGTCTG GGATGCTGTTA CTCAAATACC 
TGCTGGTCCX3 AKPGAGCGAT GACAAGGTTC TTTGCTAITG GGQGCAAXAG CCKERGCACT CACITGGGAA ATTCIAAGCA 
GGCACOGTGC ACTGAAGTIT TA 



SEP TP NO:201: (Length of Sequence = 273 Nucleotides) 

ACTXXaOGCT GATGAACXXX3 AOGTOCKTIT CTCCAAGAAA TTCCTGAAOG TCTTCATGAG TQGCXX3CTOC CGCTCCTCCA 
GTGCTGAGTC CTTOQGGCTG TTCTCCTGCA TCATCAACGG GGAGGAGCAG GAGCAGACCC ACCGGGCCAT ATICAGGTTT 
CJK3CCT0GAC AOGAAGACGA. AdTTCAGCr GGAAGTOGAT GACCCTCTGC TAGT3GACTC CAGGCCCCCA GACIACTICT 
TAOGAQQGCT ACAACAIGTG CACIGGCTGC CCG 



SEP ID NO: 202: (Length of Sequence = 436 Nucleotides) 

GGACTCCAAC CCCCCAGGAG GCCGAATGCT GAGdTGGCA ATGGTGGCCT GGATGGAGCT GATGGGCACA TCCCCACCGA 
GGACCAGGTC CIGGGACTCC TGAGGAAGGT GCTTCITCTG GCTGA1X3CIT GCACTGGCCA AGGGTTTGCA TGGAGGAGGC 
ACACCAIGGC GCTGCAQGAC CIGCTCCACG IUICTCACCA CTGCCTCATA GCAGAACCTS AGC7IGCAGCT TOTCCT3CAG 
CRTCIGCTIT CTCTGCTGCC GCATGCGCOG CACCAGCTGA GQCAGCTCAG GGATICCKTT CXXAGCCTCC ACCTCCTGCA 
CAGCTGCATA GAGCACTGCA AAGGCTCCCG TGCGGCCCAC ACCAGAGCT3 CACTGCACAA TGAT3GGCGT TIGCAGGGGC 
CGTGATGCAA GGTAAITTGC GTGCACCTCC TGGGTT 

SEP ID NQ:203; (Length of Sequence = 336 Nucleotides) 

CTGCATGTNT TGGGGACACT TACGCCAAGG CGCCGCGITC TCAITAGGAG CIGGGACCAG AAGTGAATAA GCCAGGITCC 
TCTCTCAGGG AGCTCCATAG CAGGACTCAG AACCACACAC GGCCCTCIAG GCATTTKTGA AGCTCICTGC TTCATTITIT 
TTGCTCTGCC TCTAGTTITG CCTTTGCAGT ACCMTGCAG CCAGCCCATG TKTCCCCTCT ATCTGGAATG TTRAOGATAT 
TCXX^CICTT TCTGGTGTCC TTTCT3TAAT CAGAGCTGCC GflGACCATTC CAGTTCAGGC ATCCTGGT3G CCTGGCTTTC 
TCTGGGGCAT AGAGCT 



SEP ID NO:204: (Length of Sequence = 393 Nucleotides) 

GGAATCAGAT GCTCAGGTGT CCAAGGAGGG ATAAGGACAG GCAAAATAAA TAACCCCCCA ACCCCCATCG TCACTCTGCT 
GCAACACGAC ACAAAGGTTT AAAGATCTGG GCCCAAAGAC TCTOGCTCCC TTCAAGCAAG CTCAGGTCGA AGGAGGITTC 
OOCAOCCCCC AOCAGGCCIG TTTGCCCCAG CTIGCOCEAG GA3X3GAGGCA GTTCAGACCC IGGGTCACPG AAGCIGATAG 
GAAGAACTNC GATATCAATG GCCTAAGCCT GCIGTNTGCC CAAQQGAGCC AAGGGCAAGA GCCAAAGGGC CAATTTAAAG 
GACCT3GACC TSQGGGGCCA GAQGAGGCAC CACAGCCGAG GGGAGCCACG CCCIGGGCCG GCAGGGCACA TGG 



SEP ID NO: 205: (Length of Sequence = 390 Nucleotides) 

GAGGAAGAGG ATGACCIGAG TGAGCTGCCA COGCTGGAGG ACATGGGACA ACXCCOGGCX3 GAGGAGGOTG AGCAGCCIX3G 
GGCCCTGGCC OGftGAGTTCC TPGCTGCCAT GGAGCCCGAG CCCGCCCCAG CCCCGGCCCC AGAAGAGTGG CTGGAGATTC 
TGGGGAACGG GCTCTTGAGG AAGAAGAOGC TGCTCOCRGG GCOGCCAGGT TOGAGCCGCC OGCTCAAGGG CCAGGTOCTC 
ACCX3TACATC TOCAGACGTC GCIGGAGAAT GGCACACGGG TGCAGGAGGA GCCGGAGCIK3 GTC7ITCACTC TGGGTGACIG 
TNADGTCRTC CAGGCCOTGG TTCTCAGTGT CCCACTCATG GAOGTNGGGG AGACGGCCAT GGTCACTTCT 



SEP ID NO:206: (Length of Sequence = 172 Nucleotides) 
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CTTTACICTG GGTCTGGCTG TCACICTCAC TGCCACAGCC ACINGGAGGG ACACACAGCT TTAACCCCTR TTTGCTTAGG 
NSAAGGCTGG GGGCftTTCAG GGTTTATAAAA CTAACTATAT ACACAGAAGG TOCTAGGKAG AAAGCCACCC TGAGCACACA 
TCICTAGGCA CA 

SEQ ID NO:2Q7 : (Length of Sequence = 215 Nucleotides) 

AAGGCAATTA GAAGATTTAT TGAATATTGG TTAAAAGTAG ATTSACAATC ACATTAAAGA ATAAACTGTA ATTTATITCG 

TCcmcrriG tgaatgcttc caagtacaaa tcatctcaca ataccatata caacatacit tcaatcacaa ctcaaatata 

AAATAACCTA CAAAATCACA TTGCTATAAT CAA3ATACAA TAATIGTATT TZTOA 
SEX) ID NO:208: (Length of Sequence = 444 Nucleotides) 

GGACTICTCT TGTCCACGGA GAGCAGTGTT GCAGTGTATG GAATGCTAAA TCTTACCCCA AAGGGCAAGC AGGCTCCAGG 
TGGCCATGAG OT5AGTICTG ACTICTGGGA ACTAATIGGG TTGGCCCCTG CTGGAGGAGC TCACAACCTG ATCAATGAGG 
AGTCIX2ACGT 7GATCTCCAG CTCAACAACA GACACATGAT GATCCGAGGA GAAAACATST CCAAAATCCT AAAAGCAOGA 
TCCATGGTGA CCAGGTGCIT TAGAGATCAC TICTITGATA GGGGGTACTA TGAAGTTACT CCTCCAACAT TACT3CAAAC 
ACAACTAGAA GCTGGCTGCC ACACTCITCA AGCTTTGACT ATCTTGGGGG AAGAGGCATT TTGACTCAAT CCICTCAGTT 
GTACITGAGA CCTTCCTCCC AGCCTGGGAG ATOTTTTTG TAXT 

SEP ID MP: 209: (Length of Sequence = 338 Nucleotides) 
GCAGATCACT TGAGGTCAGG AGITCGAGAT CAGCCTATAT ATGCAAGTAC ACACACAGGC 
ATGCAACACA CATCTACACT CIACATCTAC AGCTCACATA TGCATCCATA CACATCTGCA 
ACACACAAGT ACTCAXACGC ATACATQGCC ACACACAAAG TACACACAOG TACACCATAT 
ACTCATACAT ATGTGCCCCC TCAGAGAAGT ACACAAGTGC ATGOGCATCA CACATGCATA 
GGACATTTCA TACACADG 



CACAGAGGTC GTGGAAGACT 
TTCAAGGGTA CACACCAAAA 
AGCAAGCTTC TCITAAAAGA 
TTCCAGGKJT GACAATCAGG 



SEP ID NO: 211: (Length of Sequence = 295 Nucleotides) 
CCTCCCAACG TGTTGACATT ACAGGOCTGA GCACACGCAC CX^GCCCATC TAGCATAATG 
ATAAATATTC AATGACAAAA CTCAGATGGA GGAAAAAGAA CAAAA3AACC TAGITCTCAG 
GGAAAATGTC AAAAAGATTT ACAGACAGGG GCATCTTAGA GTCAdGGAA TCACACAGGC 
TGCCTGGAGG TGGGGCTQGG GCTACACCTC CTCACTGGGG AGAGACTTGC CAAAT 

SBQ ID NO: 212: (Length of Sequence = 370 Nucleotides) 
TGGCCGATAT GAGGGGGGTG GGACTX3GGCC CCGOGCTGCC CCOGCCGCCT CCCTATCTCA TICTOGAGGA GGGGGGGATC 
CGCGCATACT TCACGCTCGG TGCTGACTGT CCOGGCTGGG ATTCTACCAT CGAGTOGGGG TATGGGGAGG CGCCCCCGCC 
ACGGAGAGCC TGGAAGCACT COCCACTCCT GAGGCCTCGG GGGGGAGCCT GGAAATCGAT TITCAGGTTG TACAGTCGAG 



ACTCGCACGC ATGCATGCTC 
TGCTCACCCA TACACCAGCC 
GCATATCTAT GCACTCATAC 
OCTGCTCATO CATACACACG 



SEQ ID NO: 210: (Length of Sequence = 371 Nucleotides) 
GAGGAAGTAG AGCCINAGGA GGCTGAAGAA GGCATCTCTG AGCAACCCTG CCCAGCTTGA 
CCITGAGGCA AGOGTAAAAG TCAGCATGCT GCAAGGGGAC T3TAGATTTA ATGAT3CX7IT 
CAATATGTCA ACTTCCCTTT GGCCTGCAGT TTGTACCAAA TCCTTAAITr TTCCTGAATO 
TGCTCTCTAG TCATITIGGG TCTCATOGCA GTAAGCCTCA TGITATACTA AGGGGGAGTC 
TTA3TGGAAA AACAAAACGT GGTTTTGGGA TCTGTITGGG AGACTGGGGA T 



TTFTCCATAG TTGTCAGCAG 
AAAGATTTAA TCAGCAAATG 
CTTCCCTCAG CTIGAGGGGC 
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CAGTTITCGT GGAAGAGGGG QGCCCTAGAA ACCCTGTAGC GCAATGGGGT T3GGCGCCXX AAAGGTTAAG TTTGAACCCG 
AAGAGCAAAG GAAGAGGOGA TCATCATAAG TGGAGGAITA GGATTAGGAT 



SEP 3D NO:213: {Length of Sequence = 302 Nucleotides} 

ATCTGTGGAA TAATCT3CGG GCTAACACQG ATAACTCAGT ATAAGAACCA (XCAGITGAT CTCTATTGTG GdnTTAAT 
AGGAGGAGGA ATTGCACToT ACTTGGGCIT GTATGCICTG GGGAA3TTCC TGCCCANTGA TGAGAGTATG TTTCAGCACA 
GAGAOGCCCT CAGGTCICTT GACAGACCTC AATCAAGATC CCAACQGACT TTTOVTCTGC TAAAAATGQG TAGCAGCACT 
CTA3GGGAAT TITCTCATAC AGAAGGGCAT CCCTCAAACC QGAAACCACA GAGATGCTAG GT 



SEP ID NOi214: {Length of Sequence = 354 Nucleotides) 

AT3GATGAGT GGGCACCCOG CACAGGGCTS CAGGGTGGAA AACGCTOGAC GGCCAGGTGG TGACTPGGGG GCAGAGAGOG 
CAGICTNGXA GGGGAGGAGA GGTGGTCTCC CTGCTGOCIG GGAGCCAGCC TGCCTGITTCT GTGGGCAGAG CAAGGCACTT 
TCTGCTGCCG GTGCTTCCAG GGCCTAAGCA GCCGCTGCAC ACTCAOCAGC GCAAGGCTCC TCIGCAGGGA ACGAGGGCTG 
CTACCCATIT CACAGATCAG GGCAAGCAAG GACTIGCCCA GGGTTGCCCA NAGCAAGTSC GTAACAGGCC CTGAGAAGAG 
NGCCAGTGAG CTCATCCTGA GTTAATTATG GGCT 

SEP TP NO:215: (Length of Sequence = 260 Nucleotides) 

TGGTTCAAAG TCTAGGCCCT CITOAGAGCT GGCTGATICA GCITGCCAAC AGTGACATCA GGGTGAGGCT TCCTCTGTCC 
ACAGCATTAG CIGCGAATAT CCTCATGCTC ACAAGATGGC TGCCAGTGGC CGTCAGGGTG TOTCCITCCT TGTTCACATC 
CAGTGGAAGA GIGACAGCCT GCTCCCCTTA GCTCTCTGAC ACCANTGTGA AGGTGCCANG AACTTACTAG CAGGNCTTTC 
CTCATGACCC ATTCAACAGG 



SEP ID N0:216: {Length of Sequence = 232 Nucleotides) 

CTIGGACAAG ATCIGGGATA ATTCTCTGGA TTACCFGGCA GAGALMT1TK TTCTCTTCCC TTACTGTCTC CCAAATAAAC 
AGTCTCTCAC TCTCITCTGA GCCACCTGAA GCICTGATAT TTCCAACGAC TCTAGGAGGA AAAAAITAAG GGGAGAGAGG 
AAAACAAAAC CAACCAACCC CIAANATCAT TTNTITATTG TACATAACGA OCTCAITCTC CTGTATATGC GG 



SEP ID NO:218: {Length of Sequence - 219 Nucleotides) 

CTGCAACCAT CCATACCTTT TNCCCCTGGC TGCEA3GGAG TOCCCEAAAC TCCCCAGTGG GGCTTATSAG GCTGGGGCAC 
TTATTANCTTN GTCTGGGAAG CTCATGCTGC TCCAGAAGAT GCIGCGAAGC TGAAAGGAGC AAGGACACCG AGTGCTCAAT 
NTTCTCGCAG ATCACCAANA TCTTAGCCTT GCTTGAGGGC TITCTTRGNC TATCAGGCT 



SBQ ID N0:219: (Length of Sequence = 390 Nucleotides) 

GAITAGGTAGC AGAGACCAAG GCGCAGGGTG CTTCAGATGA GCAAGAGAAC CCACTOGAAC CAGATACCCC AGGTGGGCCG 
GAGGGACCCC AGACCTTCAG AGQGCTGCCC TQGTGTTCTC CACACTGCAG TCCCTCIX3TA TTCCCAGACT GGGATCGGGG 
CTTTCAGCCC ACCCTGATGC CTGCCCTCCA GGATOGCTGG TTTACTCTGG GTCCATGTCC CAGACCCCTC TATTCTOCTC 
CAGGACAGCA GGACTTCAGG TCTTTCCTOG GGGTGGATAT AGGAGAAAAT TICTGCCTGG CACACACCTG GGCTCCAACC 
ACTIGCCAAG TGATTCACTC TTAGGCCCAG GGGGAACACA ATGACTATCA TTACTGATGC AGACCTGGCT 



SEQ ID N0:220: (Length of Sequence = 382 Nucleotides) 
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TITJTGTTIT GTTTTAATAT TTTIGATATr CICTITGCAT TGAAATGGTA TAAATGAATC CATTTAAAAA CTGGTTAAGG 
ATTICTTTAG CTGGTGTGAT AATAATTCTT AAAGITCCAC ATTGCCCAAG G Cl ' i ' l ' iU'i ' X G TGTGTTTITA TICTTGITIG 
TACATITGAA AAATATTCIT TGAATAACCT TGCAGTACTA TATTPCAATT TLTITATAAA TTTAAGTCCA Ti'iU'AACTCA 
TAATTGTACA CTATAATATA AGCCTAAGTT TTTATTCATA AGTTTTATTG ANCTICTGAT CGGTCCCCTT CAGAAATCTT 
TTTATATTAT CCTTCAAGTT ALTI'IC i'lAT TTATATICTA TCTGCATTTT ATCCATTAAT GT 

SEP ID MO: 221: (Length of Sequence = 314 Nucleotides) 

GACT1TOGTT TATTTAAAAA ACAAGCCAAA AAAAAAAAAA AAAAAOCCCA ACTFTATATA CAAACTCAAA CTCAAACCAC 
GGWTTATGGA AAGAGGCAAG AWTTATGGGT AACAGGGGAG AAGGCK3GGC CAGAGCCAAT ACCACATTCT GAACACAGGA 
GCCACGGGAA AGAGCTGCTG (mTClTCTG GCAAGACCGG QGTGACTGGA ACGCACTGGT CCTACTGGCA AACCCAGCCC 
AACACIGAGC TdTTCTAGC ATGGACTCCA TTCCCGTGA.T TQGCCAAGGG AGACCCTTCC CCCAGGAGGC CTGT 

SEQ ID SO: 222: (Length of Sequence = 342 Nucleotides) 

TTCCTTCTCT GOGGCGGCAC GTCGCNAGCA GCCIGCTICG CCCCGTCGTTC AACTTTGAGC TGGAGGAGAA GCAAdTTCG 
CAGTGGCCX3C GGQGTGGGAA TCCCGCTICT CCTCGGCAGC AGTAGGCTOG CAAGTCGCTG GGGOTAGGTG GQGCAAGACT 
TTCGCCGGCG CATCAGCGCT TGCITCGGAC TGTTPGCAAC GTGTTTCCAG OGAGCTSGGA GCGGGGGTTG TGACPGCGAG 
TOSTCIGOGG GAGGGGGACT TCnTTITCIT TTCCTCTAGA GACCTCGGCT TTCAACTGGA TCAAACGTTG TCGAAAGGAT 
GTAAATAGGC AAGAGCAAAC TG 

SEQ ID 133:223: (Length of Sequence = 376 Nucleotides) 

CTGATGGCTG CCTIGAGGGG GACCATCATG TO3GAGACGC ATTGCTGCAG GTCTCACCCC ACAGCCCATG COCAGCCTCC 
TGCAGACTCA GGTCATCCAG CTGGTCGATG GCTCTITGCA mCCTGCTGC CTTCTCCTCT CGGGCTTGGC AGGCTTCTCT 
GGGGGCTTCT CAGATGACTC TrrTGCCrTC TTCTCTGTCT TGGCTAACTC CTTGGCCAGC TCTGAACGTG CCTCCrTTGGC 

TcccrcTTcr accacctcct ccoGmroGc caactigctc acsgccgtct tggtagiggc ttigaggctc tccttgctat 

CAGCCCGCTG TTIGATTITG CTGGGCTXGA GCTIGCTAAG GCACAGCCCC AAGAAG 
SEQ ID NO: 224: (Length of Sequence = 445 Nucleotides) 

GTTGATAGAC ATTGGCATTG GGCTTGCTTC CACCITITGG CICTCATGAA TAATATTGCT ATGAACACIA AT5TACAATT 

crrrsccrGA acgtaaatgt TrrcATrrcr citgggtatt tatctagaaa tsaaattgct ctatgtiaac ccrrrcnTA 

ACCTCTTGAG GAACTGGCAG ACTTTTCCAA AGCAGCTGCA CCATTTTAAA TTCTAACCAG CAGTGTTTGA GGGTTCCAAT 
TICTCTATAT CCTTGGTAAC ACTTGTTATC TGCCCTTTTG GTTAGAGACA TCCTAGTGAG TGTGAAGTGG CATCTCACTG 
TGGVrriGAT GTGCATTTCC CT3ATAGCTA ATIGICT3GA TCCCTTTTGC TTTTACTSGA ATGAAATATC TGGTAGTCTC 
CTATGCCAAA CTAAAGCTAA AATTAAAATG ACTCPGCATG ATOSA 



CCAGGGCACC TTGGGCCCAG 
TGGAGGAGGC AGGGGCTCCC 
CTCCTGGGCC CTCACTCTGC 
CTGCCTGCAC CCCAGCOGGG 
CITGCCAGGG GACTGGCATA 



SEQ ID NO: 225: (Length of Sequence = 403 Nucleotides) 
TGCTCTCGGG ACAGTTTCCC GGGCAGCTCC TGGCCAGCTT CCAGCCCAGA GTCCTCAAGT 
CGCAGGCAGA ATCCGAGGTG GTCCTGGCTC TACCCTGGGC CTCCTACTO: CCAGCACCCC 
CGCCGCCGAG GCTGCCTGCC CTAGGCCCAC CTCTGCATGC TGCTCATGGG GCCACCCTGC 
CIAGGGGAGC TGGGCCAGGC ACIAGCCTCT GCCCAGGGAG GTGGGCCTCA GGCTGCCCAG 
CTICTCTGGG GCCTCCCCGT OGTCAAGCCT ATATCCICTC TCTCCCCACC CCAGCICTCC 
AAA 
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SEP ID NO: 226 : (Length of Sequence = 440 Nucleotides) 

GIGCCTTAAG GAGAGAGATT GTGTTCTTCC TCTCTCAGGG GTGATAACTC AGGAAGCCTC TCGGTIGGGA AG&CCATCAG 
TTCITTTCTC TTAGCTITCT ITTCCICTCC CICTTCCATC CCCAAGATGT GACCCCATAA AAATTTTTCC TGAGflTOGCC 
AQGCATGCTG GCTCAOGCCT CTAAXCCCAA CACITFGGGA GGCTGAGGCG GGOGGATCAC GAGGTCAGGA GTTGGAGACC 
AGCCTGACCA ACA3X3GIGAA AACCCCAICT CTACTAAGGA TACAAAAATT AGCCGGGICT GCTGGCACAC ACCAGTAAGT 
CCXftGCTGCr CAGGAQGCTG AGGCAGGAGA TITCCTTGAA CCTGGGAGGC AGAGGTT3CA AGTEAGGCCG GGATTGCGCC 
GTTICTACTC CAGCCTGGGC AAGCAGAGCA AGADCATCEA 



SBO ID NO: 227: (Length of Sequence = 426 Nucleotides) 

GACCAAGAAG TIXXX3GTTCG AGGAGCCCCT QGITCIGCCT GACCTGGACG ACCAGACAGW CCACOGGCAG TGGACTCAGC 
AGCACCTGGA TGCCGCTGAC CTGCGCATGT YIGCCATGGC CXXX^CACCG CCCCAGGCTG AGGITGACGC CGACTGCATG 
GAOCTCAATG TCCGOGGGCC TGATCGCITC ACCXXX3CTCA TCATOGCCTC C7TGCAGCGGG GGCGGCCTGG AGAOGGGCAA 
CAGOGAGGAA GAGGAGGAOG OGCCGGC0GT CATCTCOGAC TTCATCTACC AGGGOGCCAC TTGCCACAAC CAGACAGACC 
GCAOGGGCGA GAOOGCIT3X3 CACCTGGCCG CCGTTACTTA CGCTCTGATG CCGCAAGGGC TCTIGAGGCC AGOGAAGATG 
CCAACATCAG GCAACAT3GG COSAAC 



SBO ID NO:228: (Length of Sequence = 278 Nucleotides) 

CAGGACCAGG AGAAGATCCT GGAAGATGCA GTGGAIGACT GGACGGGCTT TAACAACAAG CTEAAAAAGG CCACTGAGAT 
TCITTTAGAA AACCAACAGC AAAACACTGA CAAGGTACAT AAATACAGAT TGGACA'l'l'lT AGGGTAAATT CACVCJTATTT 
CdAdTGCT TGTAGGAAAC OGAGTAAAGT GGAAAAGCTG TCCTGATCAT ATGGCATCCA CACCAGACTG CAAAAGGNCG 
TOCACACTAT TTAACAGGAC TCTGGCAAAA TAGCTTTA 

SBO ID NO:229: (Length of Sequence = 425 Nucleotides) 

tttttgttcc caagcctttg tcactgactt taaatcctct cacctgcaga acagagatgg cttcaaactg gqgactgagg 
gact3agcga ggadcctggg ctgagaoctg tmtcitcc a3ttctgctg tggcitccca cagcto0cig cottcacacc 
AGGCCCTGCT ctgccgcaga aaatogaitc ccaggccaca GAGCTGTCAG GCCTITGACT ttgcagagac caaggacccc 

AGAGGCTGTG CGACASGGCT AGTCCCTGGT QGGCOGCTCT GGGGCATGGG GGGCAGGGAG ACTKGGAGAT GGGGAGGGCG 
TIGAGAATCC GGGGGCTCCT GGATACTTGA CAAATTGGCT CAGGTCITAG CTYTGGYTGC CCCACTGATT GTGlTGdTG 
GCAAGCTGCA AGTYTTCGGC TCTTC 



SEP ID NO:230; (Length of Sequence = 382 Nucleotides) 

TTGGAGGATG TCCTGCCCCT CCTGCAGCAG GCGGAOGAGC TGCACAGGGG TGATCAGCAA GGCAAGOGGG AGGGCITCCA 
GOT3CIGCTC AACAACAAGC TGCTGTATGG AAGCOQGCAG GAdTTCTCT GGCGCCTGGC CXX2AGCCEAC ACTGACATCT 
GTGAGCTCAC TGAGGAGCTG AGCCAGAAGA AGTCAXATGC CCTAGATGGA AAAGAAGAAG CAGAGGCTGC TCTGGAGAAG 
GGGGA3GAGA GTICTGACDG TCACCTGIGG TATGCGGT3C TTO3TGCTCA GCTGGCTGAG CATSAGAGCA TCCAGAGGCG 
CATCCAGAGT KGCITTAGCT TCAAAGGAGC ATKXIT3ACAA AGOCATTKCT CTTCAGOCAG GA 



SBO ID NO:231: (Length of Sequence = 398 Nucleotides) 

GAGGCTGGAG AATCGYTTGA AOCCAGGAGG CGGAGGTTGC ACTGAGCOGA GATGGOGCCA TTGCACTCCA GCCTGGGCCA 
* GAGCAAGGTT CCITCTCAAA AAACTTGGAA ATCICTIGGG AAGXAGGGGG AGGGCAAGGT TAAAACCTAT GCAGGTOTGT 
CAKTTAGACT TGTTCCAACT TGAGAACCTG AATTTCGCAT GTAATTSAAA TOTTCCAGAA CAAGTCTGGC AGTTTCATAA 
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GGGAGTnTT agatgccaat acattgcaga taaccatatt ggitacatta ggggaatgag catgggatag gtgcctccca 

GTTCGTAGGA TAGCATGAGG AGGTTTCAAA AGTAACCSCT TTAAGGCTTA TGTCCACTAT TIGCTAAGTA ACCAAGCT 
SEP ID NO:232: (Length of Sequence = 272 Nucleotides) 

GGGGCTGCAG ACTGAGITAT TTTATITCGC TATTTCCAGT TTGAAGCTAC TATCATGGGC GTTTAGACTT ATACAAATGA 
CACTTACAAA AAATAAAAGA CCAAGACACC CAGACTGAGA TGCATGTTGG GGAOQGGQGA GGCTGGCAGC AGGGGQGCCC 
03G03GYTCA CCCCAGQGCT COOGGAGGGG 03AOGCCTGG CITCATCCAC CCGGGAGGCC CAGGGAGCAC CAATCACAGC 
AGGGGCTCIG GCCCAGCTGT CX3GCAGCCCA GG 

SEP ID NO: 233 1 (Length of Sequence = 364 Nucleotides) 

ATTTTACACT TTEAriTlTA AATCATTTAC ACATATTCAT ACAAAGAAAA ATAAATTTCA GGATGGAATC 
TOCTAGITTA AAAAAAAAAA TCTCTCTGAT CATTAGCTAC TAAAGACANG GCAAGAGGCT TAGCAGTCAT 
TAGTGTATCT CCCCATGCAG GGGACAACTG NGAAGAATCC AAGCTGCTCC CTCATCTTCC TTCGATCTAG 
GGGATTTTCC AATGCTCTCC CCTAGAAACA TTTCAAGAAG TACAGCAAAG GCTTATGGTA ACACIGGAAC 
GAAATCTGGC AAGATTGCAC TTTCTGAACC CAATriTCCT ATAA 

SEP ID N0:234 : (Length of Sequence = 217 Nucleotides) 

GGCCAGGAGC CAGAGQGCCC OGGGGCCACC CCTGCCGGGG AADC3TGATGA CCAGAGTCCA GACAGTCTCC 
GGGGCCCGCA GACCGGAGGC TCTCTCIGCC CINCGTGGAC GCCTOGCCAC TCCCAGGGAG GACGGCCTGC 
AGGAGGCCAC GCGGCTCATC CAGGAGGAAT TTGCCTTCGA TGGCTACCTG GACAATG 

SBQ ID NO: 235: (Length of Sequence = 221 Nucleotides) 
AACT1TAAAG TEAGGATTTT AAAAXATTIG TAACTGGCTA AATTTTAAAG TOGTGACAAA TAATTACTTA GGTTCAGAAA 
TATACACACA CTEACICTIT AGCCAGnTC TTTCAAGGTN TTACICTCCC ATCAGATATC TAGCCATTTK CCTTTGCAAA 
TTACATACCT TCTTAAGAGT GTATITITAA GATTATTACT TATGCTTTAT GATCATATAG T 

SEP ID NO:236: (Length of Sequence = 221 Nucleotides) 

ATAAATGGCT TICTCACTCC TTAGGGACAC GATTGGAAAC AATACATCCC ATGAACACAG CTGAATGTCC CTGGTTATCC 
CTGAGCTGGG CAGITTCACA CAATCANTTT TOCTCTGAGG CCAAAGTCTO T3GTTIGATC ATCTIAGCAG CTTOCAGAAC 
AGAAACTAGG TTTACTTICT CTCCAAANTC TNATTCTCGG TGCTCAAAGA AGAATGACCT G 

SEP ID NO: 237: (Length of Sequence = 251 Nucleotides) 

GACATCTITC TAAGATTCTC TGTGGGAAAA TGACTGTCAA TANAATGOGG GTTTCTGGGC CATTCGTCTT ACTTTCATTT 
TTTGATIACA AATTTCTCTT GACGCACACA ATTATGICIG CTAATCCTCT TCTIXXTAGA GAGAGAAACT GTGCTCCTTC 
AGTGITGCTG CCATAAAGGG GTTTTGGGAA TCGATTGTAA AAGTCCCAGG ITCTAAATTA ACTAAATGTG TACAGAAATG 
AACGTGTAAG T 

SEP ID NO:238: (Length of Sequence = 327 Nucleotides) 

GTTCGTGGCT GTCACAATAA TGCTCTGATA ATGCIGTOGT ITGOCAGCAG GGAGGTGGGA GCGGGGAGGG GGCIGCAGCC 
TGATGAGAGC CAGCTGAAGG AAGAGCTGCC TCTCCCTTCC TAAGCCCdT CXXAAGGTCT GCCCCACCGC CCAAACCAAA 
GACCACTCQG AACAAACTGA GGATGTGGAT GCIdTGCTG GGTCCGCTGT TCCGCAGAGG GAAAGAAAGG GTAGCTGCAC 



CTGGGGACCA 
TTCTGGGGCT 
ATGGGGGAAG 
CTATTTGCTA 



CAGAGAGGCC 
CCGTCGCTGC 
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TGACCCCACT GTCCCCATAT ACAAGGGTTK GGGGGCAAGA GCATOTOGCT ACTCCCAGCA AQGGRAAAAT GGGAGGAGCA 
GTAGAAA 

SEP 3D NO: 239: (Length of Sequence = 285 Nucleotides) 

TATGGIGCTT TAAACCTATC AAAAIEAGTIG TAAGTAAATG GATTTCTTGT NCTCCCAAXA ACAATTCTCT 
GAGCTAGGAT AGATCTdTT CTGGOCATTT TACAGGTGAT GACACTGACA TAGGGACIGA GTIGQCJEAGCT TAAGTMOCAT 
GCTIACCAGG AGCAGGACCN ACGTTTCCIG NCTCCCACTC TCATCCTGTT TTCCACTGAC CAGCTIX3CTT GCTCCCTTQG 
AAAGCACTOC CTGAGAGTTG ACTTAGAAGT TCAGGGNGAA GAGGT 



SEP ID NO:240: (Length of Sequence = 349 Nucleotides) 

TTTTOCCATG TTGGACAGGC TSATCTCAAA CTCCIGGCCT CAAA3RATCT GCCCAGCTTC G4CTCCCAAA GYGCK3GGAT 
TACAGATRTG AGCCACIGCA CCCAGCCTGA CA7GCCA3AG TTTCAGCATT TTCTTG3GCA ATGATCCAAG CTQAAGGCTG 
CTCTGAGGGA TCTSAAGAAG CGTCATGAGTT GGAAGAGAGG GACAGAAAGG AAGAAGACAT GTGAAGAGAG AAAAGGAAGG 
AAGCIAGCAG AGGAATGCCC TCCAATAGAG ACTGCTGCCT GAAGCTCAGC CXXTICTQAAG ATAGGTAQGC CAGGCIX3GCT 
TftGCTGAGGC AGTGGGITAG ACCAGCCCT 

SEP ID NO: 241: (Length of Sequence = 233 Nucleotides) 

GTGCAGCGGT CIGCCITCAT CTTITAATGG COGGTGOGGT ACAGTIAGTG GACAGAOGGG GGATGGGACA CAGCAGGGGT 
GAAACAGGGC AGTCACAGCC GGGGCCG3GG ATCT3GAAGC GGGGGCGCTPC CTCCCCCTGG AAACACCCTN TCTGGAAGGA 
CACCCTEAGG ATCCCCTGAC CTCARGGTGC CACCCACACG GGCCTGCTGT TCTGGGAGGC CCGGCTKGAG TGA * 

SEP ID NO:242: (Length of Sequence = 372 Nucleotides) 

ATATCIACIA CA3TTC3GTGG AATACGCATG TACAATTCTT CAAAAATAGT AAAGAGCAAA ACAAACAAAA AATACJIAGAA 
GCACTGGAGA AATACACIAT GGCATAAACT AGTTACGGGT GGGATCTCAC ATGGACCAXA TCIACACTCT GEGGCAACCT 
TCITACCTGA CTCCAAAGGA TCAGATAATC AAACAGGAAA TTATGGEAGG AAATCAGAAA AJTGAAGIAT GCATTCATAT 
OCTRAGCRTT TTAITTTAGC TCAAAATATA AAAATAXTCA TCAGTTAGCC AAGCTTTIGN GATGAGAGAT CKEAGCCTCC 
TCTTTGAlAG GGGGTITCTT GGGTTTCCTT GATTTCATST TTCAGAGTTT TT 



SEP 3D NO:243: (Length of Sequence = 256 Nucleotides) 

araCACATT CATACCCAAG GAAGAGGCAA ACACACTCAA CTCCAGAGTT CCCAGTGCTG COGCCCAGAC CTACICTCCC 
GGGGCTGTTA TGGCTGTCCC TCQGCTTCCC CAGAGCAGCC AGGACAGCCT GCRCOGNCIN CCAGACTCTC GCAGGAAGGG 
GRGCTCTCCC CTGGGGAGGA AACTNACAGG CTGGGAGACA AGACTCCCAT CGCAGGGACA TGCACAGCAG CAGCCACAGC 
CCOGGGGAOG GGGCAT 



SEP ID NO-.244: (Length of Sequence = 220 Nucleotides) 

CAAATGGCAG TTCTCGAGAA TOGAOGAGGA ACTTAAATCT GGACICAGGG TTTCAGTGCG GICTCCGACT CCCACCACCC 
OGCCCCTCOG NCTGTCTCGC OGCCAGGNCT GACCTOCAOG QGAAGGAATC TTCITCX3GAT GGCTGCACCT TGCCAANAGG 
ICTGGCACXTr GGNGGACTAG GAGGCGCCTC CANACIAAGG GCGCTCANTG G3GCGTTCTT 

SEP ID ND:245: (Length of Sequence = 239 Nucleotides) 
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TTCATGCTCA TGIAACCTTC TTAATAGTGC CITGTCTGCT GGGTTCCTAG CIUTAAGAGT TCTGCAAACT GGCCCTATAA 
AAATATIGAT GCTGTCCA1T AAAATGAATC TCTCTCICTC ACTCACTCTC TCTCTCICTC TCTCTCTCTT TCTTCTCTCT 
CCTGCCASCT CTGTTGTCrrcr CTCTACTCCT CTGKTITIGN CCTCTCTCTC TATTCTGCTA CTCTCTCTCC TCTCCTCOG 

SEQ ID MP: 246: (Length of Sequence - 269 Nucleotides) 

GCTITCACCA GCGTTTAATG TGCTCIGATG OTGACCGTCC CTCTOAGINT TCTGGGGAGG AGGGGGIGGG GCGGAGGCTC 
AGGAAAGCAG GCTCAGCITC CAGGGICAGG GAGITCIGGG CCCAGAGGGG CICTCACACT GGATCCACCC TGCCCCCTCC 
CTOSCCAGAC CCGAGGGTAG GGCAGAGGCA CCTCCTCX^JC AGCCINTGGG CTGCACCCAC AGQGAATOGA GGGGAGGGGC 
ACCATIACCA CK3GACCCAC CAAAGACCC 

SEQ 3D NO: 247: (Length of Sequence = 297 Nucleotides) 

CIATTCAAAG TITACTGACC TCCCO^GCCA GGCAGGCCAA CCCITCCGAG CAGGGGAAAT CTCCATCTAG CTGCCCTCT3 
CIGGGTTGCA GCCTATCCCA TGAGAGGGTA CTGGAAGCAG GAGGGAGCCC TGGCIAGGGC AQGCCTTAAA OGCAAGGGAA 
GCIGAGCAGA GATCTGCACA CTCAACCCCA TTIGATATTC TTCTCCTCCT CACTCATGGC CAGOCTGFIG GIGACTAGAC 
CGCTGCCAAT AGTCOGGTTG CCATCTOGCA GGGIGAAAAG AT3GCCTTTC TCTTAAG 

SEP ID ND:248: (Length of Sequence = 281 Nucleotides) 

ACAACAAGCA CACCAACTAT ACCATGGAGC ACATCCGOGT GGGCTGGGAG CAGCTGCTCA CCACCATTGC COGCACCATC 
AACGAGGTTCG AGAACCAGAT CCTCACCCGC GACGCCAAGG GCATCAGCCA GGAGCAGATG CAGGAGTTCC GGGOGTCCTT 
CAACCAC7ITC GACAAGGATC ATCGCGGGGC GCTGGGGCCC GAGGAGTTCA AGGCCTGCCT CATCAGCCTG GGCTACGACG 
TGGAGANCGA CCGGGAGGGT GAGQ^OGAAG TTCAACCGCA T 

SEQ ID NO: 249: (Length of Sequence = 383 Nucleotides) 

AGOGCATCCA CACCGQGGAG CGGCCCTACC CCTGCTCCIA CICTQGCAGG AGCTTCOGCT ACAAACAGAC ACTCAAGGNC 
CACCTCOGIT CAGGCGACAA TGGAGGCTGT GGQGGKSAXA CT3ACCXZATC AGGTCAGCCA CO^CCCAC CAGGTCCCCT 
CATAACTGGG CITGAAACTT CIGGCCTGQG TGTCAACACT GAAGGTCTAG AGACCAACCA CTGGTATTGG GGAAGGGAGT 
CX3AGGGGGAG TTTICTAAAT CCAAATCTCT GIGGITTTCAT GCTTTGTATA TGCTCACAGC AGGGCACAAT AATCCAAGAG 
AAGGTCTGTG AGCCCCNATC CAACACCCAC AGIAATTATA ATCITGGCAC ATCAATGGAA ITT 

SEP XD NO: 250: (Length of Sequence = 397 Nucleotides) 

GTATCCTACG TTACAACAAT AATATCATGG GAGAAATAGA AATAGCCTAG TTTGCITCCA ATAGAAACTG CITITAACAT 
GGGCTGTATA TAAAAATATT AAAGAGAAAC AAAACTGTAC ATFTCCTCAT TGCICCGCTA CAGACAACCC ATGTCATAAC 
CITCITGCAA ATATnTTCT CCTATAGCAG TAAGTACAGC ATTAGAAGGT GATTAGAGAG TCT3TTGATC AAACACAAAT 
GIATGTTTIT ATIGATTTTT ACTTTAGAAC ACTACAGAGT TCCTGGGACC GGGGIGAANG GCATITAGCr GGGCTGGTTT 
GIGTGGGGCT TAAATACCTT CCCACTTCCA AGTGACTTGC CTGTNCCCGC TGOGGGAATC C1GTTNCTIG GGTGGGA 

SEQ ID NO: 251.- (Length of Sequence = 276 Nucleotides) 

GGCCATAAAA GAAAGAGCCT GnTACCTATC CATAAACCCC CAAAAGGATG AGAOGCTAGA GACAGAGAAA GCTCAGTACT 
ACCTGCCTGA TGGCAGCACC ATTGAGATTG GTCCINCCCG ATTCCGGGNC COTGAGTTGC TCTTCAGGNC NGATTCGATT 
GGAGAGGNGA GTNAAGGCAT CCAOGAQGTC CIGCTGITCG CCA1TCAGAA GTCANGACAT GGACCTGOGG CGCACGCITT ' 
TCTCEAACAT TCTTCCTCTCA GGGAGGGNTC TACCCT 
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SEP ID NO:252: (Length of Sequence = 314 Nucleotides) 

CCTGAACACT CTCTITCATT TGACTGTTTG GQGGTCTCCC AGTTTAAGCA AGAXATTTAA GCCTIMITC TCTTGGCATO 
CTTGGATTCC CCACTAAAAA AAACTCCTGC CCIX3GGCT3A CAATCAAAGT TCTGGGAACT AA33VIGGAIA AGCAAGCTGG 
AAATGGAGAA GGCTATICAC TGTGCCIX3GG TCCTACICTT TTCTQQJTGG GAACTGCTIT TCCATTAGGC CTGC5ICTGCC 
CTGGAAGGGA NGAGCCTCIT GCftGAGACTA. CAATCTTGGA TGGGTCCTTT GCCAAGTITG AAQCTAGGAA CCCA 

SEP 3D NO:253: (Length of Sequence = 293 Nucleotides) 

GAACACTCTC CTCCAGCCAA #3TQCTGAGG GCAGCTGTTC CTAAACAGCG CAAAGGCAGC AAGCCACAGT OXACAAGCC 
TCAGCCTACC CGTAAACIX3C CACCCAAGAA GGACATGAAG GAACAGGAGA AAGGAGAAGG GACTGATAGT AAGGAGAGTC 
CAAAAACCAA ATCAGATCAA TCAGGGGAGG AAAAGAA7GG AGATGAGGAT TCCCAGOGAG GCGGGCAGTA GAAGAAAGGA 
AACAANCACA ACT3GGTTCC ATTACAAATA GACATGAAGC CTGAAGTCCC CAG 

SEQ 3D NO:254: (Length of Sequence = 413 Nucleotides) 

CmnCTTA ATATATTAAT ATTTACCAAG GCAAGACAGT GATTTATCGA OVTITAAATr AGTTTAGCTT TGTTC1GCTG 
TTCIAAAACA TTGTGTACTG TCTGATAGAC TTTTAAAAAA CACTGdTTT CCAGGA3X3AT TIATGATATG CACTAnuiT 
TATAGAIGCC CAIGGCTIAA CCTTCAAAAG TCAATTAAGT GACACAATTA AGAGAGATAT GAATAGTCGT AGAAAAAGCA 
TCTACTCTGG ATAAGTGGGG GTTAAATCTAG TATTIGTTAT TCCTCTCAGT AATATICTCA NIAGTATTIT TTAGAAGGTT 
TAATTnTTT ATGGGTTATA AAITCAICTC ACTCTTTCTGC AATGGGTACC ATCACTGGGA ATGCNGGAAT TATCCAK3CT 
TTCGGGCTTA AAA 

SEQ 3D N0:255: (Length of Sequence = 376 Nucleotides) 

GGCTCCAGGG GAGAATCAAT AXATCTAGTA XAGXTIMAT TIGKACCTTC TCTCCTEAAG ACTTACAGTG AGTGACTCTA 
CTCCTCAAAT GGAGCACCTC TCTCCAGGAG AGTAAGAAGA TCACATAAAT AGAAAGTGAG CTITOGAOTC TAACAGACAT 
AGGTTCATAT TCAACTCTGC TACTTAA3AT CCAXATT3GT TTGAGITOIT TAACCTPGAC AATCCACACT GXAAAA1X3GG 
TAAATAATAA ATACCCTCCT CTCAGAAGTG TTACAAAGTT TATATGAAAT AATCTGCTTA AAAAGCTGGG TACA3AGTAG 
GAGCTTAGTC ATTGITIATT TTCTCCCTCA TACCCATACA TG3TITCA1TC CTACTG 

SEQ 3D NO: 256: (Length of Sequence = 241 Nucleotides) 

CTAGAGATGG GCTCACTATK TH3CCCAGGC TGGTCCTGAA CTCCTGAGGT AGGAGGATCG CTTGAGCCTG GGAGACAGAG 
GTPGCACTGA GCCGAGATCA CGCCACTGCA CTCCTGCCTG GGTGACACAG TGAGACTCTG TCTTAAACAA AACAAAACAA 
AAAAAGGCCA GGOGCAGGGG CTCACACCTG GTAATCCCAG CACTTTGGGA GGCCAAGCTG GGTGGATCAC CTGAGGTCAG 
G 

SEP 3D KQ:257: (Length of Sequence = 406 Nucleotides) 

CAAGGCTGTIC CITCGCCAGA TCACT3TITAA TCATTTGCCT CTQQGAOGCT CCCTGGATGA GGCTCTGCGG CTGGTCCGAT 
TAAGAAAACC AAGAGAGGCC QQGCACO^TG ACTCAOGCCT GTAATCCCAG CACITIGGGA GGCCGAGGTG GCGGATCATC 
AGGTTCAfiGAG ATTGAGACCA TCCTGGCTAA CACAGTGAAA CCCCGTCTCT ACTAAAAATA CAAAAAAA1T AGCTGGGCAT 
GCTGGCACGC GAITGTAGTC CCAGCTACTA GAGAQGCTAA GGCAGGTGAA TCGCTIGAAT CCAGGAGGTC GGGGTITCAA 
TGAGNCCGAG ATOGTACCAC TGCACTCCAG CCTGGGGCAA CAGAGTON3A CTTOGTAACC CXX3\ACCAAC CCNCCAACCC 
CCCGCC 



SEP 3D ND:258: (Length of Sequence = 157 Nucleotides) 
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GAAAAGAAGG AAGGAAAGAG GGGAGGGAGG GAGGAAAGGA GAGAGGGAGG GAAAGAAGGA GAAAATGCTG GAGCAAAGGA 
GGTIGCTTAC ATCATTTCTC TAATGGCAAT GAGCIGCTCT CTGGATGAAA TACAGAATCA GAGOGAGACT CCCTCTC 

SEP TP NO:259: (Length of Sequence = 361 Nucleotides) 

AAGCAGATAT AAATGGGACC ACTSIGAATC AAAGGQGAAA AATTCCAGGA AAAAAAAATT CCAATAGCTT CACAGHTAA 
CTSAGGTTTT GGAAAAACTT AAGTGAATTC AGCTGATGIT TGAAATATCT GTCTACATIT AATTAGATGTT GTPGTATTTA 
CCAAGGAGGC ACAAATATGT AGTITCTGTAG ATTITAATAC TAACTTTTCC AGTAAGAAAA ATAATACCAG GTGATTTCAA 

aaagggcagt gatctataaa cactcaaaat gcatctitca acaggggagc agaaatagct aatttaatga aaacaaacct 
taagcacitt acttogcttc taataaggca tcccaagaaa a 

SEP ID NO:260: (Length of Sequence = 349 Nucleotides) 

CAATACATGT ATACACTGTA CACTGATCAA ATAAGAGTAA TTAGCATATT TATCACCTCA TTICTITICT GGTGAGAACA 
TTTAAAATCC TITCTnTIG CTATTITGAA ATATACAGTA CATTGCTATT AAGTATACTC ATCIGGCTGT GCAATAAAAC 
ACCAGNACTT ACCCCTCCIG TCIGTCACIT TGTACCCICT TCACCACCCC TCCAATCCTC TACTAACTAC CATTCIACTC 
TCTACTTCTA TGAGCCTGAC TTTTTAAAAT TCCACATGTA AGTGAGATEA CATGCTATTA TTCTCTCNGT GGCTGGCITA 
TTTCACTTTA ACATAATGTC CTCTAAATT 

SEP ID NO:261: (Length of Sequence = 415 Nucleotides) 

GGAAGATGAG GATCTAGCTG TGAGOCTGCA GAGCCCTGAG GCTGGGCAGG CAGGGAGCTC TCCCTGCACA ATGATGTAGC 
CATCTGTGGC CACACCAGCA CTGGGCAGCA CCTCTGGGGA. GGGGGGCAGG GCAAGGACAA CTGGAGAGAC AAAGCCAGAT 
GGGGCCACCT CdTAGAACT GICTGTGCAC GCACATCT3T GTGTGICTGT GTCTAATACG CAGGGCAGAA ACACACCATG 
TAGGTCAGGC AGGACAGAAA CACATCATGT AGGCCAGGOG TGCTGGCTCA GGCCTSTAAT GCCAGCACTT AGGNAGGCCA 
AACTGGGOGG ATCACCIGAG GTCAGGAGTT CGAGACCAGC CTGGCCAACA TTGCAAAACC TCATCTCTAC TAAAATTCTA 
AAATTAGCCA GGCGT 

SEP ID NO: 262: (Length of Sequence = 382 Nucleotides) 

GGCATGGGGT CTGGCl'l'l'AA TGTGTAACIG ACGTGGGTCA CTGAAACTGT TCAGGCTGAT CITCAACTCC TAGGCTCAAG 
TGATCCIGCT GCCTTGGCCT CCCAAAGIGC TGGAATTACA GGAATGAGTC ACAGCACCCA GCCGGCTCTG TTT1GTTITT 
TCTTTTTTAC CCCGACAGGT NCTCACTCAG TCCTTAGCTG GAGTGAAGTG GOGTAACACA GCTCACTGCA GCCTTGATCT 
CCIQGGCrCA ACTGATCdT CCATTTCITC CITCCAGAGT AACTGGTACT GCAGGCCCAC GGCACCACAC ATGGCTAATT 
TJ.TAAATTTC CTAGAGAOGA GG1CTIGCCA TGTTIGCTCA GGCTCCAGCT GTIGTATTCT TT 

SEP 3D NO:263: (Length of Sequence - 447 Nucleotides) 

TCEVTCAACT CAGAATTTCC AGAGAGCTCT TCCIGGCIGA AAAGATGTCC AAGGATCATC TCCGGAATGG AAGAGGIGAG 
GCCIGTTAGC TICTGGGCTG CCCAATCCAT CCAACCCTIG GCATTGGGAT CAATSTTCAT GAGGACAAGA CCTTCAACAG 
TCTCCGGGTG CTTAAGAGCA TATCTCGCCA GGATGTAGGC TCCAGCTCCA ACACCAACTC CAATTATTGT AGAGAAATTT 
AGGTACTGCA GGACGCAAGG GATCATGTCT GCAAGCTGGT CCAGAGATGG GTACTGATAT CCCAAAGGGA ACACAGGGGC 
TCCCTCTTCC ATTCCAGGGG CATCCACATG GACCCGCACA AAGTTCTGAA TGATTTCCTG CATXTTCCTCG AACTKGAACA 
CTGGCTGGAG GAAAGATTTA TAGTTGAGTC CACATOGGGT AGGTAAG 

SEP ID NO:264: (Length of Sequence = 317 Nucleotides) 
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TTITCX3CTC?r CAACAGACAG TTIATICTAT ATACAAACAC AATXTICTAC ACTGCAATTA AATAGAATGG AATGAGOGCT 
CCICQGCATT CCTCCCCGAG TGACTGGnTT QGCCGCCGGC CACTCCATCC CCGAGfTGGGA CTGGACCACG GCCCTGQTIG 
CTGCCACTGA TOITOGNGCC TGCACCCCAC CTCCCTATGC COGAGGCGCA ANTCTGCTCT CCOGGGGACC CCAAGNCTCG 
NGCACAOGOG GGC3AGGGCGG GGCCAIGGAG AAGGCACTGC AGGGAGCACC AGGCAGAGCC CTGTTCAGGC CGGCCGG 

SEP ID N0:265t (Length of Sequence = 270 Nucleotides) 

GCAGRGCAQG TGGAAGTSAT CAGGAACCAT AGTTGACAGT TCCAATCAGT AGCTTAAGAA AAAACCCTGT TJXJTCTCYTC 
TGGAATGGTT AGAAGTGAGG GAGTTTGCCC CXTETCTGTTT GTAGAGTCTC ATAGTTGGAC TTTCTAGCAT ATATGTCTCC 
ATTTCCTIAT GCTGTTAAAAG CAACTCCIX3C AACCAAACTC CCATCAGCCC AATCCCTGAT CCCTGATCCC TTCCADCTSC ■ 
TCIGCTGATG ACCCCCCCAG CTTCACTTCT 

SEP ID NO: 266: (Length of Sequence - 297 Nucleotides) 

MX3AGGCGAG GCCTGOGAAG T3GCTSGCAT GCAGCAGGTG CEAATSAGTC TTGCAAAGCT GATGTCACGC AGGCAGCTTC 
CCX5TGGCGAG AGAAACATTG CAGAGAAGGG ATAAGTAGGG CTIACTSACT TTGACGGGTC AATGGAAGAA TGACCCAAAG 
AAGGdTCAA GGCCAGGCCT GCACTTCTCC ACCACAAAGG CCCTCACTGA TAGCACCCAC TCCCCCACAC TCAGCTTTNG 
GGCCIAGGTC TGGGTCACCC AGCIAGAAGC CACAGGACCC TGAGGCGTCC GAQQGGT 

SEP ID ND:267: (Length of Sequence = 387 Nucleotides) 

CTTGTTITCA TCATGAGCTC GATCAGATCT CICTOGATCT TCAGACTGGT GGTGTCCTAT AATGTCCTGT GCACGCATTC 
TTGAGCTTTC CAGGATTTCT CTCICTICTC TCIGTTTATC TACAGAAGAA ACTTrCTCCT TGAGTTCCTG TTCTTCGTAG 
C3GCCITGAAC TCTCTTTCCT TTCTGGTriA CGATCCTCCT CTTTCCATCT ACCCICTCTG TCTTCTGPGA GGTGCGAGGG 
ACTAAGAGAA CGAGATTCTT GAGGTCGTAC AACTTGGCTC AAGAGTCTGT GTTTCTTCAT TIOTNATCAT CTCCACTGTT 
GTAGGGATCA CTGTCCGGAG AATGTTCACG COGGCGdTT CGGGGGAC1X3 TCIAGGGCTG GGACTCC 

SEP ID NO: 268: (Length of Sequence = 318 Nucleotides) 

CCIX2AAGGTT ACCTCTITGG AGAGAACATG GATCTGAACT TCCTGGGCAG COGCCOGGTC CAGTTTCCCT ACGTCACTCC 
TCCCCCCCAC GAGCCCGTGA AGACGCTGCG GAGCTGCTGA ACAFCCGCAA AGACTCCCPG CGGCTGCTGA GGTACAAAGA 
OGATCCOGAC AGCCCCACCG AGGACGGOGA CAAGCCCCGG GTXTCTACA GOCTGGAGTT CACCTTCGAC GCCGATCCCC 
GCCTGGCCAT CACCATCIAC TTCCAGGCAT CGGAGGAGTT CCTSAACGGC AGGGCAGTAT ACAGCCCCAA GAGCCCCT 

SEP ID NO:269: (Length of Sequence - 422 Nucleotides) 

ACATCTCTAT TCAGCTCTTT TGCCCA3TTT GAAATAGCAT TGCrTGTICT TTTGCTOGAT ATTAACCCCT TCTCAGCTGC 
ACAGTTIGCA AGTTACCTIT TCTCATCCTA TAGGTTATCT CCTCACTCTV GATTCTTTCT OTIGCICTGC ACTAGCTTIT 
AAGITTGOTG TAATACCATT GlUriTXCTC TGCTGCCCTT TIAAGITTCA CTGGGTCAAA ACTTCAAAAT TTGTGAATTC 
CTATATTTTT AGGGCAATTC TCCK3CCACT GTTGGAATTA TGCCTCAATC TAT3CAGTAG AATATTAGT3 TGAAATGCTT 
CT3TACCAAT GGAGATGATG CTGGATGGTC TCIATCATAA ACCCATACCT CATCAACACA AACTGCAATT ACACAAGGGC 
TCTATATCAT GGATCTCCAT TT 

SEP ID NO:270: (Length of Sequence = 376 Nucleotides) 

GAAGAAGAGC CCAGACX7TAG GGGAGTATGA TCCACITACC CAGGCTGACA CTGATGAGAG OGAAGAOGAT CTGGTGCTTA 
ACCTGCAGAA GAATGGAGGG GTCAAAAATS GGAAGAGTCC TTTGGGAGAA GCGCCAGAAC CXX3ACTCAGA TGCTGAGGTT 
GCAGAGGCTG CAAAGCACAT CTTTCAGAAG TCACCACGGA GGGCIACCCC TCAGAACCCC TTNGGGGCCT GGAACAGAAG 
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GCGGCCTCCT COCTGGTCTC ATATCPGOGC ACCTCTGTCT TCCTGCTTGA CTTTGGGGAT OTOGATGATC CTGCTGCTCC 
TGTGTGCTCT CCTGATCCCC TUTCCTCCCA. GAGATCTTGA CAGAACTGGA GCCGCA 

SBQ ID NO:271: (Length of Sequence = 346 Nucleotides) 

TGTTCACCTT CCOTITClTr GTCnTCTTT TICCEATCTT TATCTATACT TOGACTCCTC TCCXTTTTCC TCTC1TCITC 
TTEAGCXTTCA CCTTTATGCT TATGACTGTO CCCACTAAGA TTTCCACXJIT GATCATCAAT TTTAOGNCTA TCTCGACTCC 
TACTGCGACT GGCACGATTG CJITCGTCTAT CCdTGAGCG ACITCTACGA ATGCTIATSA AAAAGAATCA ACTT3GNCAC 
CAAATGrnTC ATAGCAGTAG GAAATTTCTT TTAGAGACIT CTGATGGGAA ATTTGAACTG TATGTTGCTA TCAGATCAAG 
TGCAGGAGAG CTATAAGGCT AC3X3GA 

SBQ ID NO:272: (Length of Sequence = 394 Nucleotides) 

CTICTICTK3 TTGAGTCGGA GTCTCGCACT OTTGCCTGGG C7TGGACTGCA ATGGTGCAAT CTOGGCTCAC TGTAACCTCC 
GCCTCCCAGG TTCAAGCCAT TCTCTTGCTT CAGCCTCCTA GTAGCTGGGA. TTACAGGCAC CTGCCAGCAC ACCTGGCTAA 
TTTriTATAT TTCNAGTACA GACAGGCTIT CACTATtTITC GCCAGGCTGG NCTIGAACTC CTGACCTICT GATCPGCCCA 
CXnCAGCCIN CCAAAGTTTT TCAGAATTTT TTAAQGAAAC ACTIMTAACC CTTAAGGCIT TCTITCAAAC TCAGATCCCC 
TIACACAATT GATCAGACX3T GGCAAAGTTTT TGCTTCAAAG TTTTTGGACT GGCTITCCAC TITAGGCTTA CTGA 

SEP ID NO: 273: (Length of Sequence = 259 Nucleotides) 

CAACCICTAC CCAGGCT3CG AGAACGTRAG TTTRAGGAGC CGCAGCATGA TCTTCGAGCC GGGTCTTACC AAAGGRATGC 
TGGAGGTGTT TKTGGCCCCX3 ACCCACCACC CX3CACTGCFC GGCOGATGAC C^GTCCACCA AGGSCATOGA CATCCAGAAC 
GCrTATTTRA ATGGACTTGG CGMTTCAGC GICTQQGACT TCTCTGGAAA TCCICTGTTAT TICTGCTCIW ATRACTATTT 
TGCTGCAAAT AATCCCACG 

SBQ ID NO:274: (Length of Sequence =348 Nucleotides) 

TCCCAGTTCT CCCGATTGTTA ACTCAAAGGG TGGAATATCA AGCTCGTTIT TITCATTCCA TCTGCCCAGT TAATCTTGCT 
TTCrrrcrTTT GGCTGGGATA GAGGGGTCAA GTTIATIAATr TCTTCACACC TACCCTCCIT TTTTTCCCTA TCACK3AAGC 
TTnTAGTGC ATTAGTGGGG AGGAGGGTGG GGAGACATAA CCACTGCTTC CATTTAATGG GGTGCACCTG TCCAATAGGC 
CTAGTATCCG GACAGAGCAC CTITGCAGAA GGOQGACTCT TCITCCAGGT AGCTGAAAGG GGGAAGACCT GACGTACTCT 
GQCJITAGGTT AGGACTTGCC CTCCTGCT 

SBQ ID ND:275: (Length of Sequence = 396 Nucleotides) 

GTTTGGTGAA TTK3GTCTGT GATAAAATTG GAGTTCAAGA AACAAACAGG AAACTACAAG TGCCCdTCG CCCCCAGCTC 
ACCOQAGTGG CAGGGCAGTG ACC3CTGCTC TCAGGCTSCC CAGTCTGGAC CTGCCICTCG GAATGCTCCT CCTCCACCTC 
CCCTCGCTCC TGTCTCCCAG CCACATGCAC CITCCCICIA CCICTGGGAT CCCTGCACCA GGTCTGCCCC TGTCITCrCA 
GGGCTGCTCC TOITQGNCCA CAGGACCTCA GCTGGAATGT TGCCTCCICC AAGAGGCCIT CCTGACEATT CAGCTCACAG 
TCGCCACCCA GCCACAATCT GCCAICTGCT TTO3GGGATT GTCIGTEAAC TCGCAACATA CT3GCAGCCC ATAACT 

SBQ ID NO:276: (Length of Sequence = 381 Nucleotides) 

GGTGTOQGGG AGGCTGOGCA AGGGGGOGAG CCCGGGCAGC CX3GOGCAACC CCCGNCCCAG CCGCACCCAC CGCCGCCCCA 
GCAGCAGCAC AAGGAAGAGA TGGCGGCCGA GGCTGGGGAA GCCGTGGCGT CCCCCATGGA CGACGGOTTT NTCAGCCTGG 
ACTCX3CCCTC CTATGTCCTG TACAGGGACA GAGCAGAATG GGCTGATATA GATCCGGTGC CGCAGAATGA TOGCCCCAAT 
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CCCCTGGTCC AGATCATTm TACTGACAAA TTCTAGAGAT GVITATGATT ACITCC3GAGC TGCTCCTGCA GCGTIGATGA 
AAGAAGTGAA CGAGLMTITA AGTEAACCCG GGATTGCTAT TOAGTIAAAT GCAAGCCAAT T 

SEP ID KO:277; (Length of Sequence = 206 Nucleotides) 

TEAATAD3AC AGGGCTGGOG CCOGACTAAT TCAAGCCCTT OGGAAGIX7TC ACOGGCTGCC AGGCCTCGGA 
GAGGOGGGAG ATTCGGCCIN AAGACTGGCT OGAGCCGCCC AGGGGCTCCA TGGGAGACTA ACGOGGAAGT 
CCACT3CCGT GACX3TCCCCC CTTGCTGGGG CCT3CACCCG ACTACT 

SEP ID NO:278: (Length of Sequence = 260 Nucleotides) 
ACCICTAATC CX^NGCACTIT GGGAGGCIGA GGTGGGCAGA TCACGAGGTC AGGAGATAGA 
TGAAACCCCA TCTCTACEAG AAAAATACAA AAAATEAGCC GGGCATGGTG GOGGGCGCCT 
GGCPGAGGCA GGAGAATGGC GGGAACCCGG GAGGCGGANT TGCAGTGAGC TGAGATGCGC 
ATAGAGTGGG ACTCCATCTC 

SEP ID NO:279: (Length of Sequence = 308 Nucleotides) 
GTCTCTGGGC TCAGGGTTGG CCAGCTTGCA GAGGAGCAAG CTAGTAGAAA TATTGCAGGG TTCCCAAAAC CAGGTCAAGC 
AAGATGCCAT CTCACCCCTG AGCATCCCIT3 TCTTCCCAGG GGTOEACCTC T3X3GCTC3GCA AAGCCAAGGC CAGTQGC23AC 
TICTATAAAT CACATGGGTA TGITCTTOGT TCAGTSATCT TGGAGTGAT3 ATGGTAACIN ATGAACAGAG AACTTTYYAG 
AACTTKCGTC CTGTCTTCCT CCCTGAACCT AGACAAGTTT CACCCCTCCT CCTGIACCCA ACCCCATT 

SEP ID NO; 280: (Length of Sequence = 402 Nucleotides) 

ATTTTAGCAG CTTTCTTGAA ATITAAAATA TATCTGTAAG TAICTCATTT ATATGCATTT CTALTlTivrr TATACAACAG 
AATAACTTCT TTTACATCAA A3TTCTGAAT TTGACTAAAT TTAGAAATAA TGGAATCTCA TCCA3TAAAT ATAGTCATAG 
AAGGAAGGAA ATATGAAAAT TAGGATTTCA GATGTCTGAA CATAAAAGAT AATTTTAAAC ATTGTCAGTA ATCTATTTCT 

Trmrmc gagaioggact tttgcicict cacccaggct ggagtgcact ggcgcggtct tggcttactg caccxtctgc 
crcccaGrrc aagtcgattc tcctgcctog ncctcctgag tagctqgggt tacaggggca tgccaacatc ccggggctaa 

TT 

SEP ID NO: 281: (Length of Sequence = 313 Nucleotides) 

gagaatccgt cfiaaaaaga aaaaaagaaa attatagagg gagatcagct gggacagagt ctqgcagitc atcaggggga 
ctgagaaggt ggcatttgga ggagaggagg cagtgagctg tgcagictoc aggcagccac ccttcccagc ggccaccatg 

AOGG1CTCCT CATTGCTITA ACCATTAGTA AXCATTCATT CATTCATTCA TnATOOGAC GTCAGCIGGA GGNCCIGCCC 
GNGGGGCATC OGCTTAGAIT H3QGAGGCCT TCCGGGATGC 1TGCGCTCCA AOGGGGGAAG GCCGACIT3G GCT 

SEP ID NO:282: (Length of Sequence = 217 Nucleotides) 

TGACCTCAGT TGATCCACCC ACCTTGGCCT CCCAAAGTGC TAGTATTATG GGCGTGAACC ACCATGNCCA GCOGAAAAGC 
TITTGAGGGG CTGACTTCAA ATCCAToEAG GGAACTAAAA TGGANGGAAA TTQGGCTGCA TTITCTAAGG ACdTICTAA 
CANATCGCTA TAA3NTAAGG GGTTIAGGGT CLTHTmT TTTTCAGGGA TACATIT 

SEP ID NO:283: (Length of Sequence = 327 Nucleotides) 

TAGAGAGOGC TmCTCCTG GTCCCATCGC GTAAAGATGT GGCTGGGCCT GACAAGGCTC AGCCTCCAGT CTEAAGATGG 
GCACAGAAGG GCAAGAAGTA AGATGACGAG TCCCAGAATT AGGACAAGOC ATGAGCCAAG GCCTGGTCTG AGCAAGGGCA 



TGCAATCCTG 
YCCAGCCCTC 



GACCATCCTG GCTAACAOGG 
GTACTCCCAG CTACTCGGGA 
COGTCTCTCC AGCCTGGGCA 
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GCCCOTX7TC CCAGACACAG GCACCCCCAA TCTCACTTTG GACAGAGCCA ACXTTCGGGGG ATCCTCCCGG GCCTQGGCCT 
GTCAAGTCT3 CCTGCAGGAC CCTGCCATTG TGCTCAAATC ACAACCAOT TTTGCTVOCA ACATTCTAGG GTGCTICTGC 
AGTSAGT 

SEP ID NQ:284: (Length of Sequence » 340 Nucleotides) 

C3TK3GAAAT GTAAATTGTT ACAAACTTAC TTTAGAGCAA ATTIACTCAT CCITCAAAAA. TTTAAATGTA TACTTATTTC 
CTAAGAATTC GTTTGGCTCA CACAATTGTG AAAAGATAGA TGTACACCAG TGTTCATTAC AACAATTATG CAACAAATCT 
ATTATGTCCC AGACATTATT CQGAACTCVG GGAATACATA AGTGAACAAA GCAGATTCCT GA1CTCAGGA CCTGGGCTCA 
GGGGTCAGGA GAAGCCAAAA AACAOGCING AGAAATACIT TATGCAGICT GGGGGGACTG CTACCAGCAG AGCAGGGGAT 
GOQGATCTGA AATCITGTGT 

SBQ ID NO:285: (Length of Sequence = 335 Nucleotides) 
GACATTCACG GAGG1GGGTT OGACCTOCGG TTOXCCACC ATSACAAT3A GCTQGCACAG 
CGACTGCTGG GTCAGGTACT TCCTCCACAC AQGCCACCTG ACCATTGCAG GCTGCAAAAT 
TCATCACCAT TAAAGATGCC TTGAAAAAGC ACTCAGCACG GCAGTTGCGG CTGGCXTTCC 
ACCCTSGACT ACTCCAGCAA CACCATGGAG TCAGOGCITC AATATGAGAA GTICTIGAAT 
AAGATATCCT TCGCG 

SBQ ID NO:286: {Length of Sequence - 399 Nucleotides) 
GCACAATTAT TAAAAAGAGG CCACTTAAAT TCAACTCTCC ATCGATACAG TGTCICTGGC AAIGTTTAAT TAGAGATTAA 
AATTGAGGAA TTGAATAATT GAGGTTCCTA ATGAATTTGA AAACTCAGCA AAGCAAGGAG AGCIGAGCCT TTTTCCGACT 
TAGCTTTTCT TTCTCTAACC CTTTTCTCAT TTCCTACTAT TATCACATOT CTGGCCTTQA CTGCTGAGTT TATTACTACC 
CATAACCCTC GCCTAAGIGG AAACAAAAAA GCTSXAGCCT CTTIGCT3AG CTCCTOGAGA CATTPGGTCT ATT3GATTTA 
TGACATGTITC AGAAGCTTGC AGTTGCAGGA GGCTGACAAT GATGAAAATC AGATA1X37IG GGCCACCACG cmTCLUi' 

SEQ ID NO: 287: (Length of Sequence = 294 Nucleotides) 

TICCAGTTCA ATTCACCAGT GGACAAAATG AGGAAAACAG GTGAACAAGC TITTIUIGTA TTTACATACA AAGTCAGATC 
AGTTATGGGA CAATAGTATT GAATAGATIT CAGCTTTATC CIGGAGTAAC TSGCATGTCA GCAAACTCTG TIX3GOGTCGG 
GGTGGAGGGG TGAGGTGGGC GCTAAGCTTT TTTTAAGATT TTNCAGGTAC (XCTCACTAA AGGCACCGAA GCTTAAAGTA 

GGACAAGCAT ggagccitcc tgtqgcagga gagacaacaa agcgctatta TCCT . 
SBQ ID N0:288: (Length of Sequence = 391 Nucleotides) 

TCTACAGATG AGGAAAGCAA GCCTCAAGCA AGGGGGGCCT GATCCTTTCC CTCITCCCTO TOTATTCCCT GTC1CTQGCA 
AAGCCCATTG CCFIGATTCT CTTCTCITrA dTTCATCTIT GAGAACTAGT TTCTITCTGC AGTTTATITA ATTTACT3GC 
AAAATGACGT ATTITTITIT CAGCAATCTT TCAGCTAGAT ATTTGCTTTA TGCATGTAAT GTCAATCAAG TACTCATAAG 
TTTTCAAGAA ATGACTGATA TAAATCATGT GITCCACIAC ATACTCTAAA TATTIAGTAT TTGGTCATCT ATTTTAATAT 
GTTGAAATTC TCTTAAACAA (3TCATAGTCA CIATCT3AAG ATAAAAATAG NCAAAGTTGC ATTATGACTT T 

SEQ ID NO: 289 : (Length of Sequence = 198 Nucleotides) 

CTTATATTCT ACTTTATITG GTAAAACTCA GAAACTAACA ATTCACATCC TCCCACCTTC TTCTITCOGA AGAAGGCAGT 
TTGCAGAGAC AAAAGGGCTG TGGQGTGGGG ATCATCCACC ATCTCCAGGT TITACACCCA GGCTACCCAT GGCITGGCAG 
TCAGGCCICT AGGCTGATTG CTCTCAGAGG CAATAGAA 



TOGGAGGCCT ACTTB3AAAA 
GTCAAAGTCA CTAAAAAACT 
TCATGCACTC GTCGAAGGAC 

GAGmrrcT tiaaatctga 
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SEP ID NO:290: (Length of Sequence = 353 Nucleotides) 

GGTTCTCATC TTOGGITEAC AAAAGTTCCIA CTATTTATTT AITITAACTr TAATTTAAAT ATCACCTACC TIAGGTAGAA 
GITITCCriT GTGTAATATA ATAEAAAACC GACAITTCTT GGGGGCATAA TAGTAAAGAT GTTAACATTT TTTGGTTCTT 
TTIGGA1GCT GTATTTGTCC TTCTICTGAA AG1GATCTGT GCCAAGATGG CTCATX3TAAC CCAGTTTPGA CTAGGCIATT 
GATA3TCTGT CTGGTEAA1T TATTCAACIG GCTTAAAGCT ATACATATTT CCTiTIAGNTGTAA GATATTCIAG 
ATAXATTGGT CTACTGATTC ATAATATCAC TOG 



SEP ID NO:29l: {Length of Sequence - 163 Nucleotides) 

CCTGGTAGGC CIGCTACACA CTCTTGCAAC GNCCCTOGIG CTTGGGCITC 1X3CGCTGAGG CAGQGGAGTC TGCTTGTCIT 
AGATCTIGGT GCTGCACTCC CAGGACCAAG CTEAAQGAGA GGAGAGCATC TGCICTGAGA CGGATGGAAG GAGAGAGCTT 
GAG 



SEO ID NO: 292: (Length of Sequence =397 Nucleotides) 

ACGGGAAGGT GACTATGINA GTATGTNTCC CAGACAATCG TGTITCCATG TCAATGGAGG TTTCTCAGAG AGAGGTGATC 
TGGCTGGAGA AAGCTIAATC TGGTGGCAAT GGACAGCTGA CTTTAAGAAG TOGGGAACGA GQGAAGGAGG CCAGTTIGAA 
AA3NATAACA AGGGTCCAGA CTCAGTGA3G CAGCAGTCAC CATGAGAACA GAGCAGCTGC AGGXAGAAGA TC3GAGACAGA 
ACINGGGAGA TCFGGTGGAG CTAAGCCGCG TGGAAAGATG ATGTCAGC7IT TATACCTAGA GGACACATGA TCCATTCACA 
AAGCCAGGGG NAACCIAAAG AGAAAACACT TAGAATTTTO GGAGAANAGG CXAGQGCTGG GCCTTAGACA TGGGCTG 



. SEP ID NO: 293.: (Length of Sequence - 360 Nucleotides) 

GAGGTAAAAT TTACATACAG TGAAATCCAA ATCTTAACTG TACCACTAGA TAAATTITGA TAAATGCATT ATGCCTGGTC 
TTCACACACC. CTTTTCAAIA TATAGAAAAT NTCCAGATAA TTTATTTIGT TCTTITITTTC ACACACTAAG TTCXAGAdT 
TTOCAGGTCC GAGGGAACTA TTAGGQGGGA AAGXACITCT NAXAGEAAAA AAGATTTTAG GTGTGTTIGT TTTTAAGGTG 
CAGAAACACA TCGCAGATTT AAGGTCTGCA ATCICTGCTT TTTGTTATTG TTCCAGTITT GATCTCAGTC ACATTACAAG 
CAAGCAGAAA CACTCAGACA TGAAATGGCC CAG 



SEO ID NO: 294: (Length of Sequence = 321 Nucleotides) 

TTITITTCAG GNTTCAACCG TlTiATTOGG AGGTITTCIT TTCTGTGAAA TACACTAGAG GGTQGGGAAG GGGACACATT 
CACTITGCAA GATAAGGCTT TCCCACCACT AAAGGAAAGG CATGGGGCAG GGCACACTGG GCTITGGGTC CGTITTCCCA 

COTcxrrrcrG ctiggctcac rmiTiTi c tctcagcaag taccacagaa cacaaagaca agaaacaaaa cagcaaatca 

ACCTCCAACG GGGCCATCCC AAGCCTTCCC CACTCCCCCA GGCTGGGCAA GGGCTGGGAG GGGGCTGGGG CAGCTCACTC 
G 



SEO ID NO:295: (Length of Sequence = 165 Nucleotides) 

GACACACAGC GCCTCCGGCC OOGCACAGQG GGCATGTCCA GAGGTGCTGT GTGTCACCAA CIGGTCTTCT AATTTGGAAG 
GAGTTGGAAA GGCCTTTTTG TTGATGAAAA GTTGGAAACA GTGGCACATA TCTNAGAGGG AGGAACGAGG CAGCGT3CTG 
AAGCG 



SEO ID NO: 296: (Length of Sequence = 315 Nucleotides) 
OGAATACAGG TAGTGCCCAG CTGGITGGGC TGGCCCAGGA AAAXNCTGCT CTGTCAAATA 
ACAGCEAAGG CTGTGTIGGA GCCCAXTCAG AGCACCAGIC TAATIGGGAC TTTAACCAGG 



CTGCTGGCCA GGATGAAGCC 
ACATCTGACA GTGAGGTTCC 
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AGATGTGGAA TCTCGTGAAG ACTIAATEAA AAATCACTAC ATCGCAAGNA TAGTQGAACT TACX3TCTCAG TPGCAGCTGG 
CT3ACAGTAA GTCAGTGCAT TITIA7GCCG ACT3CCGAGC ACTGTCTAAA AGACINGCCT TGGCK3JAAA GTCTA 

SEP id NQ:297: (Length of Sequence = 244 Nucleotides) 

ACTACGGITN NCX3CTNAAGC TTGATNATCG RATTGCCAAT CTNCATATTT GTGTTAGAAT CATTIUnTr TGTGTTCTrCA 
TCTTrCTATA AGATAGGACG AATATTCTTT ATTGGGCTTT GATITIATTT TGTAACTIAA ATCTATTAAG GCAATAAATG 
TAATlTlCCA CINAAAACTA TCATTATAGA TFIGGTTACr ACCTACTGCT CAGCAATTIT TITIUITATC AAAATICTTC 
CTGG 

SEP ID TO: 298: (Length of Seguence = 152 Nucleotides) 

CCTGAACAGG TAATGAGAAA AATTTACACA CAAGTGATTT TGAAAACAGA ATGGCTTGCT TACAAATTAC AGGAAATGTT 
ATAACACAAA CCAGAAGAAT TCAATGGAAG GCAATAAGGGAAAT GAAAATTATA AAACTATCAN GA 

SEP ID NO; 299: (Length of Seguence = 374 Nucleotides) 

asATGrrrrr aatctcatca cacgttgtct caaaatgagt ggtggcatca tatgigcggg aaataaagat ctggctitct 

CJTTCCCAAGT CITTIGGTAC CAGGAGGTCA CTGATGCTAA CAAATTTCTC TTCAATT3GT TCCAAGAGCT CCAAAGCTGG 
TOTGATTTCC TTCTCAGGCT CCTTGCTTTC CACRGTTGTA CTAACTATAG CAATGIACIT CCCTTCTGCT GCTACATTCT 
GOGCAAAGGA GATCATGCAG ACGTAGATAT CTGACITTCG ATTGACTTTG CTTCICT3GA ATAATGATCT GGCAGGAGTT 
GGCATCATTG (ZJX7TTCITTG ATGGGGGTTCG CTGAGGGATG CAAATAACXTT CITC 

SEQ ID NO: 300: (Length of Sequence = 365 Nucleotides) 

GGCTCACCAA .GCIX^SCAAG TACGTCTACT TCTTOGAGGC CIGCOQGCIG CK3CAGAAGA Tt^TIGACAT CTCCCTGGAT 
GGCIT0CT3C TCACTOOGCT GCAGAAGATC TCCAAGIACC CTCTGCAGCI GGCCGAGCTG CTCAAATACA CGCACCCCCA 
GCACAGGGAC TTCAAGGATG TIGAAGOCGC CTVGCATGCC ATGAAGAACG TGGCCCAGCT CATCAAOGAG OGGAAGGGTA 
GACTTGAGAA CATCGACAAG ATIGCTCAGT GGCAGAGCTC CATAGAGGAC TQGGAGGGAG AAGGATCTCT TQCTCAGGAG 
CTCAGAACTC ATCTACTCGG GGGGAGCTGA CCTCGGCJITA CACAG 

SEQ ID NO: 301: (Length of Sequence - 224 Nucleotides) 

GCTATTCAAA CAAATAGCCT GAGAA1TING GGGGGATCTG AAATAGAGTA CEATGCTATC 1TOGCTAAAA CP3CT3TCCA 
TCACTACAC5T GGCAATANTA TTGAACTCGG CACAGCATGC GGAAAATACT ACAGAGTGIG CACACTGGCT ATCATTGATC 
CAGGTGACTC TGACATCATT AGAAGCATGC CAGANCAGAC TGCTGAAAAG TAAACCITIT CAOG 

SEQ id NO: 302: (Length of Sequence = 363 Nucleotides) 

AGTCTCACTC TT3IT3CCCA GGCTGGAGTG CAATGGCGTC ATCTO0GCIC ASTGCAATCK GCACOTTCCG GKTTCAAGOG 
ATTCTCCTGC CTCAGCCTCC CAAGTAGTTG GGATTACAGG CATGCGCCAC CATGCCOGGC CAATITIKTA TTTTTCGTAC 
ACAGAGGGTT TCTCCATGTT GGTCAGGCTG CTCTCAAACT CCCAACCTCG GK3ATCCGTC CACCTCGGCC TCTCAAAGTG 
CTGGGATTAT AGGCATGAGC CACTGTCTCC GGCCAGCTCA AACAATTTTA ATGCTTC7TIT CAAGNCTATT AGAAACCTTT 
AATTCCITCT TAAGTTTCTC CCCCAACTAT GGAGGAAGCA TAT 

SEQ id NO:303: (Length of Sequence = 253 Nucleotides) 

ATGCAGGAAS ATCTACCARG CAAATCGAAA ACAAAAAAAG GCAGGGGTTG CAATCCATCT CICIGATAAA ACAGACTTTA 
AACCAACAAR RRTCAAAAGA CACAGAGARG GOCATARCAT AATAGTAAAG CGGATCAATT CAACAAGAAG AGCTAACTAT 
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CCTAAATAXA TA3GCAC0CA ATACAGGAGC AACTAGATTC ATAAAGCAAG TCCIGGAGGT GCCTACAGAG GA0GCITAGG 
CTCCCACACA TTA 

SEX) ID NO: 304: (Length of Sequence = 416 Nucleotides) 

■ITlTmXaAG ATGGAGTACT CGCTCTCTTG CCOGGGCTGG ACTSCAGTGG CGCGATCTCG GCTCACCIGC 
TCCXJCAGrTTC AAGAGGITCT CCIGCCTCAG CCTCXXX3QCT GGCTGGAATT GCAQGCACAC ACOiCCATOC 
TCTTGTATTT TTAGTGGAGA OGjIUWITICA CCATOTIQGC CAGGCTGGTC TTGAGCTCCT GACCTTAAGT 
CCTTQGCCTC CCAAAGTGCT GQGATTACAG GOGXGAGCAC CGTGCCCAGG CIUITITITA ACTGACTTPG 
CCTTTCTATG CAAAnTATT TTAGAATCTG TTCCTEAACC TTAGGGGCTT GGGTEAGACA AGnTTCAAGG 
TGKAAA27GC TEAAGG 

SEP ID NO:305: (Length of Sequence = 223 Nucleotides) 
CACACCCAGC TAA'lTiTlCT AITTITACTA GAGAGGGGGT TTCACCA1CT TGGdTOGCT GCTCACXSAAC TOCTC3GCCIT 
GAGTGATCCC CX7IGCCTCAG CCTCCCAAAG TGCK3GGATT ACAGCTGTGA GTCAGOGTGC CCAGCCCAGA TITIM TSIT 
TTAATTACAA ATTITAOGTT AACTCATTCT GCACATITAT ATTTGCACAC TIGTGCTAGT GAG 

SEP ID NO:306: (Length of Sequence = 169 Nucleotides) 

GT1T1GCCAC ATTGGCCAGG CTGC3TCT0GA ACICCCGACC WCTGAGCCA CCTGCCTIGG CCTCTCAAAG TGCTGGGA3T 
ACAGGQGTGA GCACCAOGCC CEACCCATAG CTCTiTACAA CTGCCITGTA AAGAAAGCAT CATTTGGCAC TGTTAGTATT 
TCTCITGAA 

SBQ ID NO; 307: (Length of Sequence = 303 Nucleotides) 

GATTTGGTAC AGAGTATCTC AGGAAGACAA CTCAGATTGC CATTITAAAT AAACTTOIAC ATGAACAATA ATTGGAATCA 
TCAGGTAATT TITITAAACA AAGGTTCTTC ATTTACTGIT ATGAITGGAA AAAAAA3TAG AAAATAAACT AACTSCCAXA 
GGCXAATTAA AAAATAAAAC CTTGGO0GGG CGOGCTGGCT TACGCCIAXA ATCXXAGCAC TTTGGGAGGC OGAGAOGGGC 
AGATCAOGNG GTCAGGAGAT TGAGAOCATC CTQGCTAACA OGCTGAAACC CCATCTGTAC TIG 

SEP ID HP: 308: (Length of Sequence = 143 Nucleotides) 

ATCTAGGAGG CTGAGCTGGG ATO3CC0CAG TACTGGAGCT CAGGGCTGCA GTCAGCCATG ATCATGCCAC TACACTCCAK 
CCK3GCTGAC AGACTGAGAC CCTCTSTCAA AAAACCTCAG TCAATVCAAA CATACAGTAT AIT 

SBQ ID ND:309: (Length of Sequence = 199 Nucleotides) 

CCCACCCTCA TAANCCCCAC TGGGGAGTCT GGGGGCCTCT ATIGCCATCT GCCTGGAATN ATOATATGCT CATCACTTEA 
TGAAGAATAA AATTTGTNTT TOCIGCLTIA AAGTTACATT CGITCTTCCG CTCAAATCCT GATCTGGTCC ATTAAAGAGT 
GITCGCAGAC AAAGmTCTG AAAGATTAGA GAAGAATCC 

SEP ID NO:310: (Length of Sequence = 426 Nucleotides) 

TCrCTGTACC ACCTCTTOCT GAAIACGGAG GAAAAGITGG TTATGGACIG ATCCCTGAGG AATICTTCCA GITTCTTTAT 
CCTAAAACTG GTGXAACAGG ACCCTATGTA CTOGGAACTG GGClTATdT GTAOGCTTTA TCCAAAGAAA TATATCTGAT 
XAGCGCAGAG ACCITCACTG CCCEATCAGT ACTAGGTGTA ATGCTCTATG GAATTAAAAA ATATGGTCCC TITCTTGCAG 
ACTITGCTGA TAAACTCAAT GAGCAAAAAC TIGCOCAACT AGAAGAGGCG AAGAAGTTCT TCCATCCAAC ACATCCAGAA 



AACCCCTGCC 
CCAGCTGCTT 
GATCCGCCAG 
GATTITACTC 
GAGCCTCAAG 
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TGCAATPGGA TACGGAGAAG GTCACAACAG GCACTGGTTT CCAGGAAGCG CXATTTACCG ' XTi'l ' i MATGG C34CAAAGGGA 
GTIACATTGG CTATGGCTTT TQGAAG 

SBQ ID NO:311: {Length of Sequence = 489 Nucleotides) 

TCGACTOGGfT CCTGGATCT3 GTGAQGAAGG ACTCAGAGAG CTGTGACTGT TTCCAGGGCT TCCAGCK2AC CCACTCTCTG 
GQGGGQQGCA CGQGGTCOGG GATGGGCACC CTGCTCATCA GCAAGATCCG GGAAGAGIAC CCAGAOCGCA TCA.TGAACAC 
CTTCAGCGTC ATGCCCFCAC CCAAGCTGTC AGACAOGGTR CTGGAGCCCT ACAAQGCCAC CCIKTCQGTC (^CCAGCTGG 
TGGAAAACAC AGATGAAACC 1ACTCCMT3 ACAACGAGGC CCT3TATCAC ATCIX3CITCC GCACCCTCAA GCTGACCACC 
CXXaCCTACG GGQACCTCAA CX^VCCTGCTG TOGGCCACCA TGAGOGGGGT AACACCT3CT TGCGCTTYCC GGGCCAGCTG 
AACGAGACCT GGCAAACTGG OGGMTGACAT GGTSCdTTC CTGGCTGAAT TTITAATGCC 0GGTT7GGGC OTACCAGCC 
GGGGAAGCA 

SBQ ID KO:313: (Length of Sequence = 302 Nucleotides) 

CTTCTCATGC CftGTCrAATG ATIOTTnA GAAAAGGATA tacattgacc ttcaatgtaa taagaaatcc aacactttac 

GCTGTCCAAC TGCIAAGATT TATTTCCAAC TICTCAGACA CAACTATTTT GCCCAATCCA AATCAAAGGG AATCAAGGCT 
CTGAAATCCA CACAGGACAT CAAOGCACAC ATAAATGAAA ACTACAGATG TGTCAGAGGC AACCATATAC ACACAAATAA 
TCTAACTACT AAATTCCATG AACTAGCTOT CCAGGGAATA CTTTCCAAAT AACCTTCAGC AG 

SBQ ID NO: 315; {Length of Sequence = 339 Nucleotides) 

CGCGTTATTT AAATTCTGAA AAATAATSAA TATIAATTK3 GAGCATAATA TTTAAATACA TGAAAAAAGC TGGCTGGGAA 
ATCTTGGCAT GACTTTTCCC AGATGTTAGC ACTGCTTCAA dTITCAGAG NGCACTCTGA GTCTAAGTTT ACTAGACTGA 
CATTACTAAA ATCATTCCTG CTATAGAGGC AGGAGAATAC GGGGAAXAAG AAAGCCACTT GCAAGCCAAC AATCCTAAAA 

CTCcrocrrr tcccatogac tsaoggcata ttaaatgaga tcatscattt taaggnatta acagtctaca ocacatctgc 

GICTTCCAAT AAAAGGAAG 

SEP ID NO: 316: (Length of Sequence = 430 Nucleotides) - 

TAAGJ .TX3GTG CTGCTGTICT GGATGCTTCC ACTGGGCCCC GACCAGGTCT GGACAATGCC TGGCGOCOGT CCCCOGCCCC 
TC^ICTACAC ACAOGCAAGA NTTCGGAGCT CCATGGGGAA CAGAAGCAAG ATATCCGTPA AATCAAAGTC TA£3GGGGTCG 
GAATGAAAAG GGAAAACTGA GGAAQGGGGA GCCAAACCCA GGAAGACGCC TLT1T1CCTG CACATTCCCT CTCCTTTATA 
TACTCAGCTC TIGGCTGTCT CCAGTATGTTA CCCACCCTQG TCTTCCAAGC TGGGAGCCAC TTTTTATAAC ACAATCACAG 
TITCACAAAC CCCAGGAAGG TTCCATGTGG NGAGAGCTTA AOTITCOTCC TTCTCOGGGG AATTATGACA CTCAGAATAT 
CCCCITIX3CT GTAAATQGAA GACAACC'l'lT 

SEP ID NO: 317: (Length of Sequence = 317 Nucleotides) 

GTTAATGCIT C7INATACCTA ACAAATCCIG GAGGGCAGNC AGCACCAACA CTCAGGCTGC TGGGAAAAGG TGCGTGAGAG 
ATCTGAGGCA TCTQGGGGGC AGGGGAGGGC TGGGAAGGCA GGCIGGCTNG GACCCTQGCA TCTTAACCTA ACCTTCACCC 
TCTITCCATG AGCAGAGTTC CGAT3CCCTG GAAGCCTGQG AGAGTGGGGA GAGATCCCGG AAAAGGAGAG CACTGCTCAC 
CCAAAAACAG AAGACTGAGG CITCCAGGGT GCAGCAGGGG TGGGAGGIGA TCAAGCAGCG TGGGGATTCT AAGCCCG 

SBQ ID WO: 318: (Length of Sequence = 407 Nucleotides) 

CTOGCCCOGC ACCTTCCCCG CCTATCCCCC TCGCTSAGAT AGGCCCTTCC CTCCTCOGGG AGCCTCCCGG GCCACGCGAC 
CCTCAACTTC TCCAGCCGCT CCAOCCACX3C TTOCTO3ACC GCCTCCT3CA GGOGAGGCTC ACATCCAGCA CTCTCCCITA 
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CACTCGCCAT GCCCCTGGOG ACCTCAGIGT CCCACTCICT AAGGGGACAA TGCAAATCCC TITGCCTCAT AGGGIGCATG 
TSCCRfflNTT G7VERAAI3TGC TGGCCACAGG CCCTGCCTTC CCAGGGCTCA CAACACTCT3 TCXXTGACAC ACCCCTQQGC 
TCEAGTGATT CTOTTCATGG GGA2TTGACT ATAACCNGCA GTCAGGAATC AATITCACAN CATAGCTCAG TACA3ACACA 
CATATCT 

SEP ID NO: 319: (Length of Sequence = 382 Nucleotides) 

CACT3CACAC CK30GGTTQG GGACAGGACA TGACIAAGCA CAGAGCTTTC TTCTITTGAG GCCACGCA.TG TGGTGCAGAG 
CGGGACCACC TSCATCCACA CAGCCCGGOG CACCIGCTCC TACITCTGCT TAGCX31CT3A. GCAGCITGGT GACCAGQGTC 
TCCACCAGGG GGCAGGOCAG GACCGGCTTA CAGCACTITC TAGGQGTTCT CTGOTCCCGG GCIGGGACAC ATACAGGGCT 
TACTAAAGTT CATAGATGCT AGCTAGGCAG CCCCAGGCCC CAGGTGACAC CTNTOOCCTG CCIX2TCCTCT ACTGNCTGCC 
TGCAGCACTC CTCGGAATCT TGTACGAAGA CAAGGAGAGA CAGGACTTCA TCTTCACCAT CT 

SEP ID NO; 320: (Length of Sequence = 368 Nucleotides) 

CATCCGGGGC ATGGACAGCC CCCGGGGTCN CCGCCCGCNC CCCCCTCGCC GCCTCGOGIG CNGTTCACCA QGCAGCACCT 
GGACAGCTCC AGAGTOGGGG AAGCGCCATG CTTCCTGQGC AGAAAGGATC CX3GGTTQGGG COGGCAGATC CTGCCAGGAC 
TAGGGGCCTT CCCTTTCCAT CAGGAGCCTG CAAGAGAAAC AAGAAAACAT TAGAGGGGCT TCICTCJEAGG GGGAGGGCAA 
GTTGAGTCTA TCTTTCCTCr TGTAGGTACT AATTAAACAC CTGCTGTOTG CCTGGTACTN TGCAGGGTGG GACAGGCATC 
AEAGCAACTC ACAGIGGTCC CCIXJITLT1T GTGCCCATAG TCTACTAG 

SEP ID NO:321: (Length of Sequence = 355 Nucleotides) 

GCTGGACT3T GCICTTGAAC TGAGCTCAAC TOGGATCAGG AGAAGGAGAA CTQQGGAITG AGCCCCTCAC CTCCACACAC 
TCCTOCTGT GCCTGAAATT CCTCCATEAA GCAGCATCGC TGICCCCT3T AAACACCCAC A3TAAGCCAT TOTTCATCIT 
ATOGCTTNAG TAGGOGTEAG TCCCTCAGAT CCTITCOTGC TGAAAGCGGA TCCIGAXAGA GAGAAGGGAA GAGAGATGGA 
TGGNTCTGGG GACGGCAGGC TGGTCCAAGA CTGGGGAGGA AAGATCICTC TQGGACTC7IN GGGNAAGAAA TATTITCTGG 
GGGAATATO3 AGGCACCANA GGCAAGCTCA AGAGG 

SEP ID NO;322: (Length of Sequence = 225 Nucleotides) 

CICTCACITC TCACCAGGCA CCCACAAAGC CCCCAGGCAG CIKXATCTIT CCAATCCANT CCCATTATCC CAATCTCTAC 
CCCAGGATCC CCGAAACTCC TCCGACTTCA CCTCTGCCAC AGACCCGCTC GCCCCCAAAC TTCAGCCINC CCTCAICTGC 
CONACCAOC CACAGCCCCT CCTACCIAGC OCTCT0COGC GAOGGGCCCG CX3GGCICCCC ACA3T 

SEP ID NO: 323: (Length of Sequence = 250 Nucleotides) 

CTCTCGCTCC TGTCCGTGAC CITGCAGATG CAGGTTGACAG CCTGCCCITC CGTTITIOTC TTTCCAGTCC CGCCTGCCGG 
ATTGGGTTCC AGCCCTGCCC ACAOGCCCGG TACATCCCGC CIACACTCAC OGAICTOGCC TAGCAACCCG GCTOGCCGCC 
AGC3VTCGGCA ACCGAGGTCC COGGGCTCCA GTTCTCTGGN GGGGAGGGAG AGGGGTGTTG CTTCTOCAGC CXXOTGCAGC 
CTGGTGTCTT 

SEP ID NO: 324: (Length of Sequence = 338 Nucleotides) 

GINTTCTTAT GCX3GATAAAA TTTCTNAGGT AAGAAAAGTIT AGCTCTGAGC AGCCCTCOGC CTGATACEAA TACTTTACCA 
ATGGAGATTT TCCITTTCTT TTOTGnTIT GAGACAGGGT CTCACTTTGT TTCCCAGGCT GGACTGCAGT GGTGCCATCA 
TOGATCACTG CAGCCTCCAT TTCCCTGGCT CAAGCCATOC TCCCACCTCA GCCT0OOGAG TAGCTGGGAC TACAAGGTCT 
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GCACCACCAC GACTQGCIAA TTTTTAAITT TITNOTRGAG ADGGGQGTTT CCCTATGTTG CCCAGGCTQG CTTGAATTCC 
TGGGCITCAA GTGATCCT 

SEP ID NO: 325: {Length of Sequence = 461 Nucleotides) 

ACTCCAGACT CCTCCAGCTG TCATGGATCC TGGGCCRGQG GATCCCGNAC TCACCCAAAG TGGGGCTVTG GGOQCTGCTG 
GGCOGGTTCA GTGCTGGAGC GTL'lTl'l'iCT CCAGCTCAGA ACCTGCTGCC GGTCCGGTCC CAGAAAAGTTT TCTAGCQGCT 
CTAGTCGCCA AAATTAGGGT CIGTOACTGC TCGGCFQGOG GTOGGCGOCT CATCCCAGCC TTQGAAATCC TTCCCTAGTA 
GCGGGAAGTT CTAAACAGCA AAGGATACAA GGCCCCITGA GCGCAAGTAA ATXTCCCCTC TTGCAGCAAC AGGTTGTCCTC 
CAAAOCAAGC AGCGTCCACG TGTCTINCGGT GGCTQGACTT CTGCAGTNGG GICTQGGGAT T3GGAAGCTG CACAGGCAGC 
CGCTIGAGAC CCAGAQGCAG TTNGGGGGAG AGGCCITGGG CTCAGAGGCC 'mUlTlUlT T 

SEP ID NO: 326: {Length of Sequence - 391 Nucleotides) 

GGCCCTCCAG TGTCCTGCAG AGAGGCACTC TTGCCAAGTG TCATIGATGA CGCAGCTGAA AACCAGAAAC ATTTCACTTT 
CCAGCCACGA GACIGCAGCA ATCTGCTCTT TGGACTSCAC TTAGGGAAAC CGAGGCCCAG ATAACTCACC CCTCAAAAGC 
CCCCAGGAOG GCAAAATCAA AGGQGCTGAG CTGCTCTSAA CAGCCCCAGC AAATTAAACC ACCTAACTTT GOGCTACTCC 
CACTGCCCTG AAGCAGCCTG TGGTGGGAGG TGGGGGTGGA TACAGTGTTA CAAAGAGAAA CCTGAGTTGT AGCCATAGAT 
TCCTAATCAG TAACAAAAXA TCCCTCXAAA CCCACTCCIG CdTSAACCC ACAGGCTCAG GATCGXAAAT A 

SEP ZD NO:327: {!' ::^h of Sequence = 438 Nucleotides) 

TACTGACTGA CCCTGGC GATTCCCAGC CGAGACGTIT CIGCTCCATT COGGCAGGAG CTACCITCCC GAGCCGOGCT 
TTGCTCACCT GTAGGAG? . . TAGAGGGAAA TAAGACAGCC CITCTTAGGA TGGTGGAGTG GCTAGAAAGA AGCAATCCAC 
GOCAAAGGCT TAGCTCACTT CCIAGACTTA GTAAATCCTC AATAAAICTC TGCCATTGTT ATTATTATTT ATOATGCITC 
CAGCTGGCCT GGAAGGAGGG TICTQGAGCC AGAAGGGACC TIX3GAGAGAC CTOGGTTAAA TCTCTAGCX3C CATCTTTATT 
TTCAGGATGG AGIAACTTGC TCAGGACCTA CATCTAACAT TGIGGAGGGG ATGOGGTTIT TAAGTAGGAA TTCTTNGACT 
AGACCTCTCA GCAACCdTT CCTNTCCCTG ACACTGGG 

SEP ID NO:32S: (Length of Sequence = 400 Nucleotides) 

TIGCCCTCTC GGCCTAGAAG TCTCCCATTA TGGIGCICT3 TCTGCIX3GGA CCCACGGGGC GCTGCACAGG GAACCATCTG 
GCCGTGAACC TCAAGTCCNG NCCAGCRGGG GTCAATICTC TCAC3JCCACC CCTCCCTACC CCCAGTTATCC TCTCTCCTTT 
AXAGATCATC CATTAACTGC CAGACACTGC AGAAGGCACA TTGACIAATA TTAAATATTA GCCCAGCIAC CCTGCT3GGC 
'l UlllTllTi ' AGAAATGAGG AACTGGAGGG TJAACTGGAT TTCTCAAGGT CGTCCAGCTG CTAAATGGCA GAACCAGGAT 
TTGAACTCAG GTGTGCATGA CTTCAAAGGA AGACACCACT GAGGCCTCCT CIANT3GGTC TGCNTCCCTA CCGGCCXTTGG 

SEP ID NO: 329: {Length of Sequence = 227 Nucleotides) 

GGCTGGGCTA AACTCCAGAC GCTGGCCACC 1TCATAGGCT GGAGATGACA GAACAGGACA GGAGCCATGG GGCTCCOGGG 
GOGGGrTAGGG GTGGGTCATG TTCCTTGGCT TGGGGGCACT TACAAGGGTA CACTGGQGCT TGITGAAGGG CAAAAGTTCT 
GTTAAfflNOGT CCCNACAGGC CAAAGAAACC CCAGAGCCGT CTITCGACTG ACTACAGCCT GGAAGAG 

SEP ID NO: 330: {Length of Sequence = 401 Nucleotides) 

TGAAAATATA TCCACTGTTC AGAGGGACAA CAAAGGCAGT TAGACIGTCC TGAAOGCTCC TGCCTCAGGC TCAAAlTlTi' 
CTAGCACTTG ATCAGTTGCA AACTGATCTT CCCTITAATA TCTCATTTTA TCATTGGGTA TCTGAAGAGG AACTGGAATT 
GGGGTAAGAA TITAGGTTCT TGCCATAGCA TTTGGGTGGC CAGGGTAAGC CTCAGGCTGG AGGACCdTA AAGAAAACTC 
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TAAGGATTIT AAGGAGACTC AAACTCTACA TTCATCCAGG OVAACATCTA CTCTTCCA3T GATTAATGGN TCCACTCATC 
CX5IGCAACRC ATTCACTCTT TCATCCATCC ATTCATCCAT CTE7VTCCTOCA TCAATCCATC CATCXATCTT TCATTCATCC 
A 

SEP ID ND:331: (Length of Sequence = 322 Nucleotides) 

aXAACXSTITG CCCOGCCTIT GTCTCCAGCG GACTGGAAAG AACCCACCAT TGTGAAGCAC AGAAAATTGC CCGCACTCTT 
ATIGGCTAGG TTCCCCGACT TCOGCTCTQG GTTGGTGGTT GGCTTTGCCT GTTACC7ICTG TTOOCCACTA (X&CTCGCTC 
CX3COGAGCCC CAAGGATGGA TCGCTATCCC GTAGCCGGGT GTTCOGGAGC GCTGCGGGCA AAGCAGACCG CCTTGCGCCT 
ATIATGGGIT GACTGGCTCT GTACTCTAGA TCGGCTCTCT CACTIACIAA TGGGCQGTGT TGCCTTQGCG ACTGCAGGTT • 
IT 

SEP ID NO:332: (Length of Sequence = 441 Nucleotides) 

GGCTCAAGNA ACCT3CACTC TXGCACTCTG GCCTTCTCCC AGGCTGAGCT TTATCATATC ATCAGCAGCA ACCTGGAGAA 
AATTGTCAAC CCAAAGGGTG AAGAAAAGCC ATCEATOIAC TGAACCCGGG ACIAGAAGGA AAATAAATGA TCTATATGTT 
CTGTGGATTC CCTICTGGCG TGTGTCAITC ATTCAAAAAG CATTTATTGA GTOGCACCXA TGTCCAGCCT GAAGATGAAT 
CTGGTGGGAA GGGGTGGCTG TCACAAAGAC AAAGATGACT TAGATGCCCA CTCJIMTCTT GACICTGAGA AAGAGGQGAT 
TCAGGCCCIT TCTCATCCAG TAGTCAA3CT GCCATCTCCC CTTCCCTACT CACCTCITAT CTTCACTTAC CTrCTTTCIT 
CTCCTGCTTA TCIGITETCC ATCTAAGGCA AAAAGGGGQG G 

SBO ID NO;333 : (Length of Sequence = 354 Nucleotides) 

AGAAGCCTAG ACCGACTAGC ITGAGOGCCT CITCCGGITA CCITITCCCA GCGCCAGAGG GCCITAGGGT TGGGGTCCTC 
GCTCAGGCAC AGAGNCCOGA CACCGAGCGG OGGCTTCCCC GGGATCGAGG GAC3G03CACG CCAGAGGAGA CGAAAGGAAC 
COQGGTOGGA CCAGATOGGA ACCACTGACC ATTOCCCMG GOGGCCCTAG TGAGINTQGA TTTNGOGGGG TTOGGGGGTT 
CCGACGGCGA CXTTCGGCGAC CCCTCACTCA CCGCTTCCTC TTINCNCAGG GNOCTAGNAG CCAGAA2CTC ACTGAATAOG 
1NGTT0GAGT TOCTAAffXAA GTCCCCAGGC CCAT 

SBQ ID NO: 334: (Length of Sequence = 196 Nucleotides) 

CTCCCGCTCC GCACCCGCCT 1TCCOGAGCA GGCTACACCT CTCCCIGGCG CATCTITACT GGAAAGCCGG 
GGAGAACTGA GCNCCGTCTC CGCGCCTCCT CGGTCCTGCT GGCTGAGCGC GGQGATGGCT CCGGAGGGAG 
AACCACCTCC GQCCTTCCCC CATCrTTATC CAGCGG 

SEQ ID NO:335: (Length of Sequence = 261 Nucleotides) 
TCOGAGAGCT CTCTGGGGCC AACCTGCTGG CIGAGTACIA CIGGCTCANA OSCCGCCTGC TGGGGGCCCC TQOJAA3WEA 
ACTCCTGCCC OGGGCTGTGC CGCXXTTCCTC CCTGANAGCC CCCTX3CNICC TGGGCACAGG GAAGCCTCCA TAGGCTAGTA 
GCATCACAGr GCCAGGCCCA GAGCTTACTG GRCTTCCCAA GCTCCTAT3G GACTAGGGCT GAGGGTACAC ATCCTGCITT 
TTPOCAGAAT AXAAGTTTT3 G 

SEX) ID NO: 336; (Length of Sequence = 191 Nucleotides) 

GQGAAAAGCG CTTCGGCCAC ATCCAGCAGC AGTAGCAGCC GCAAGGNCCG GGACTCGAAG GCCCACOGNA GKCGGACTAA 
GTCGTCCAAG GAGCCGCCTT OGGCCTACAA GGAACCGNCC AAGGCCTACC GGGAGGACAA GACOGAGCCT AAGGCCTACA 
GGOGGCGGCG GTCCOTCAGC CCACTGGGAG G 



C3\GNQGNGNG 
ACACTCAGGA 
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SEQ ID NO: 337: {Length of Sequence = 279 Nucleotides) 

CCTTAGGGCT CX7TCCTGACT OTTCCAACT CCCAAGTCTG CAGCCCAGGT AAAGCCAGAG CAGACTNAAG GCAAGTTTTC 
AGGAAACCAG GNGGCTTSAT CCAGACTCAC AATCTCCCTG CAAAAGTKTT CAGAACACAC CGCACAAACA CACACAO^JC 
TCACAAAACT TCTGAATCTK GCTC^XJTCTC CACCTTCTCC AGTCACCGAA AGACCTCGGC CTGAATTGGA GCCCGCAGCC 
GTAGCTGTCC CINICCACCT GTOGCCCTOG CGGAGGCTT 

SEQ ID NO:338: {Length of Sequence = 339 Nucleotides) 

CCACNCGTPGG AGGGAGGCAA AGGGGCAGCA AGAGAGAGGG AGGAAGCCCC ACTCinTAA AACAACCAGA TCTCTTGTRA 
ACTGAGAACT CCCTTATCAC CAAGGGGACG CTGCTAGACC ATTCATGAGG GVTTCCGCCTC CATGGGCCAA TCCXXTCCCA 
CCAGGCCCAC CTCCAACACT GGAAATAACC TCCCAGCAGG CCCGCCTCCA GCACIGGAAA TAATGCTTCA GCCTGAGACT 
GGAAGGGGAC TGATGGAGCC TGGWTGTTTK TCCCCGCCCA GSTCIMACGC TGAACOGTAA TCCCCAATGC TOGAGGCGGG 
GCCIX3GTGGG AGCTGACTG 

SEQ ID NO: 339: {Length of Sequence = 334 Nucleotides) 

GGCACCGGGC TGTCTCTNGT CCAGCIAGCC TCACAGGGAG TGGCCTCTAA AACNGGCOGG CCCACNCCAT TTGGAAGCTG 
TCCOGGGTIT TCCGTGAAGT CCTCCOGGCC TCTGGTCTCC TGGATGGTCT GGACCAACAG CITGGGGATG AGGGGAGGCT 
CGGGGGCAAG GGCAGGAGCC CGAGCCAGGC GCTGGGGGTN TGGCTGATCG AAGAGCTGCA CCACCCNCTA GCTGGCCAGG 
TCAGTATNGG OGTCCACCAG GTGCAGACAC ACATTCTTTr CCITOACAGC CTCCTTACCC TGGAGTTTAT AGCCAAACGT 
GAGCTCGATC CAAT 

SEP ID NO;340: {Length of Sequence = 450 Nucleotides) 

GGCCCCACAA TCCCCTTCIG GCTCCGGGGA OGGGCQGGGC GGGGOGAGCG GGCGGAAATA ATITIOTGTT TGGTCGTCIC 
TGCCCCACTC CCTTCGCCGC GGGACGGCGA GACGGGAGAA GGTIGCGGGAA GCGGGAAGCA GGAGOGGGAG OGCGOGGCCC 
TGGCACGCAT AGGGCGGCGG AGAGGGCAQG AGCAQGGA1T GAGCACCTAC TCJIKItKCTT CAOGCTiTAC AAAAGGATTT 
TCGTTCGATG TTCACTACAG CCCCTGCCCG GGGGTACTGA TGCCCCATTT ACAGAGGGAC AAGCCGGATT TCGGAGAGGT 
GAAGTCACTC GCCGAAACTC GCACCGCCAG GGTCTGCCTG ACACCCIAAA GCAGIGTTCA CTTACCCCGG GGAGAGOGOG 
ATCAACTTCA ACCACTTGTT GGCTTGCTTC CTGCTCTTGC TOUTi'lTl'lT 

SEQ ID NO:341: (Length of Sequence = 192 Nucleotides) 

TTCAAACCCT GGCQGCAOGG CITGTCCCTC GAGGCCCGGC CCCTTCCCCT TCCGGAGAGC CCACOGCTGG GTCCIAAAGC 
CCACCGCTGG GTCCTAAAGC CCGCOQQGTN TITACCCAGG AOGGGGCTGG GGAAACCNGG TCTITCCTAG CTCTTGGNTT 
ACTTCCTGGA GACTTCTTAA AACGAGAGGA GA 

SEQ ID NO: 342: (Length of Sequence = 229 Nucleotides) 

GTGCTAACIT TTTTAAAAAA CATAAATACC ATACAATTCA TCCITTTAAA GTGTGTAATT CACTGGTTTT TGGTATATTC 
ACTGTTGCAC AGTCATCACC ACTAATTCCA GAATATTTTC ATGACNCCCA CGGCTGTATC TCCCATTTCT CICTTCCCKG 
CAGATCCTGG CAACOGCTGA TCTACTl'iCT GICTCTTACA GACTTATCTG TTCTGGACAT TTCACATAA 



SEQ ID NO:343: (Length of Sequence ~ 229 Nucleotides) 
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TGCTCCAGGA AATTGGAGTT CNAGCTCAAG GCCITCCNGC ACTCCGNGCA CTCGTAGGGC T1CTNGCCOG INIGCGTC3CG 
T03GTCCTGC ACCAGOGIGG TCCITOGNCC GAAGACTTGC CGCACTCCGG GCAGCGGAAG GGCTTCAGGC 
CICCTSGTGG TCGATGAGCT GCGAGINCGC GCGGAAGGCC ITOCCGCACT NCCIGCAAGC GTAGGGCTT 



SEP ID 130:344: (Length of Sequence = 227 Nucleotides) 

TCOGCAGATC ANAOTCACCC TIGCCAGAGG TCAGGSCCCC OGGCCITOGC GGCGGGCCAG AAGOCTGACT TGGOCTSCTG 
GAA3GCATGC CCCIAAACAT OT7TAGACTA GGGGCAGTKT COGCCAACCA TGGPGGCCCT CCATCACCAT CCCTGCAGCA 
TCaCCACCNT CCAACCCCCA TCTCCCACCC TGGNOTTTCC ATACCTGTAG TAAGAGAGCA AACCATT 



SEP ID NO: 345: (Length of Sequence = 249 Nucleotides) 

GGGCAATGTT GTCACAGATG TGTGCAGATT TTSCAGAGGA CATAAGTTCG CTGTGAGGWA GAACACAGAG GTITSCCTAIT 
TTTTAGGCAG GAAAGAAAGC CTGCACTTIT CTGTCTGTFGT GTNTCAATAA ATCTCAATAA CACCITGAAA GGGTTAAAAA 
GCTGAGCACC AGGTGTnTC TTTCCACTIT CCAGAGTAAT TTAAGCACAC NSCAAAGTTA TCTCCCTTCC TTCCCCACGA 
GCCAGCITA 

SEP ID NO:346: (Length of Sequence - 356 Nucleotides) 

acctagtccc gcagccgctg cagcogctgg gttggcggaa gagct3ga0g ccgagctafia ggacgaggca gagctggaca 
cactggcggc ctgaa3tggc cactoctitc ggagcccgan ctctcccgca ctggagagga lt1x-th.t1x3 gctgggoggc 
tcttggttcc gctcccgctc tgctgctgct ggcx3gcattt ngcgcggcgg ttcitsaacc agacck3cag tqggccqgat 
ggqqtsagagt gggtcaaagg gagceagggg agctinttgc tccacoajcc qjiggaccca actcccx3gtc cagaatatcg 
caatcctitc tcacogaggc cttcgaccct tcctct 

SEP ID NO: 347: (Length of Sequence = 155 Nucleotides) 

GCCGCGGTGC GT0C3GKTGCC CAGCXCGCGT CCAGACXXX3C GGGATGCAGA CCCGGTTCAG TCAQGCTIGA GQGCTGCTCC 
GCATAGACCA ACGTCCGGGG AAGGCACACA GTGGC03AGG GCCCGOGOGC TTKGGCTACG GCTGTRATGG TATCT 



SBQ ID ND:348: {Length of Sequence = 362 Nucleotides) 

AATTCCGAXT TAACTGATTG TCTCATTCrG CTCATACATT TCAAGTITAA ATGCAAGCAT AAAATCITEA TCAACAAATC 
TAGAGAGCAC TIGGATTTTN AAHTTCCIG TGATCACAGT AAGGAGCATA AAAAAGAGIA TCINCICTXA C^CAAGGCCT 
G1NCTCTCTT TACATCTTCA GACITAAATT CTGTAGAAGG TAACAGCTIT GTATTAAGGA CAGAAGCTTA GIGCTCACAA 
ACAAAAAAXA ACACTGAAAT ACAATTCGGG NATTANTGAT ACTGTGICTC TCAAAGGATA CCIGAACTAT TACANTNACT 
AATAATTCGG GCAATGAGAT TCmK3CT(3J TTCAACTTIT TG 

SEP ID NO: 349: (Length of Sequence = 342 Nucleotides) 

AATTCCTTTT TTTnTITIT TTTTIITTTT TITITITTTr TTTCAAGTAT CACAATGTTT ATIGATAGAT ACAAGTAXAT 
AAAATCAGGG CATGANCATG ACTTGATAAA TTAAGTAGAC TTAATTTCAA TACTATAATA GGNQGGACCA ATTCAAAXTC 
TCAOCATTTG TTTCACACCC ACAAAAACCA CTTCAAGGGC ATTAACGNTC TCTCAAAACT GNTCAGTITT GIGCAAGTAA 
ftOGRTCTTTC TITTAAAAAG ACTTGTGCAC TTGCCCAGGC TCAAGGTTAT TAAAATCTAG GCACATAAAG NCCATTACTA 
GAGGTAGGAA ATACAGGCAA TT 
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SEP ID N0:350: (Length of Sequence = 384 Nucleotides) 

GATOX3TGCT AGCTGTGAG3 CAGCTCTGGA ACGTGAAGAG CTOTTT3GTT TCANCCCTGA ACAAAACTCT CTTTTSAGTT 
TAGCTGACAT TAAAGAAAAA AGTTCATCAC GTGACTGTTA ATGTAAACCT GGTTATTAAA ATAACTATTT AAAACAGGAG 
AAATCTGGTA AGTTCITAGG NITCTAAATT CCTTTIAGTC TGITCACTGA GATATTAAAT TTCAGTAGAC AGAACCCAAA 
AAGAGATTTC ATTTCTITCT AATCACTTTG GLTlt-'XNTCT NlTriNTTAA GTAGGTAAAA ACCTTOCTTG GTGQGCACCT 
AAGGAGGATG CAGCCAATTA GTTCATGAAC CCAGCTGCGG ACCTGAAGGC TTAAAATCTA AGGA 



SEQ ID NO: 351: (Length of Sequence = 305 Nucleotides) 

ATCCTGACCC TCCCXXCTGC AAGCCCAGGG AGCCCCAGCC CAAGATGGCC AGCCIGAAAC TGTTQGCCAG QGCTCCTCIT 
GTOGCCATCT ACCCAGGGCT GGCTQGCCTG CCATITCCCT CTCCCCGGAG ACAGCCGTTTC TTCTTCCAACC ACAOCCOGTC 
CCTAGOCACA ACCCCAGGCT GCAGCT3CTC AGAAGCTCCA GGCATTTTGT TTCT3GT3AC CGCCXX7TAAT GGGATATOGG 
TGATCACTGG TCCACCCTTC CTGTCAGGGC ITITCTOQQG GCTGCTCITG GAAATGAAGT CTTAA 



SEP id NO;352: {Length of Sequence = 270 Nucleotides) 

GAAATIACCC ATGGTCATAT CTAGCCTACA AAGAAGAGAA AATACAGTGA TTCANJTVTC ATTCTATTCC TCTCATTCAT 
ATATTTATCA ACCTTCCAAT TGAAGGAAGT GTCTTCTAGG CCTITACAAA GAATCTAACC AGQGTITAGG TATACAAGTT 
GCATATGATA AATCTGTCAT (JITTCTATAT AAATCICTCC ATATTCCICT TdXSAAATGC ATTATTnTC GGGGAAATTA 
AAATGPGATG CAAAGATCCT TATACTTTGT 

SEQ ID ND_:_353: (Length of Sequence = 195 Nucleotides) 

GTGTGATTCC ATTTATATGA AATGNCCAGA ACAGGGAAAA (XTEATTINAG ACAACAGAGA CACAAAGTCG ATCAGCAGTT 
GCCAGGGGAG GAGGAAGACG GGAGGGGAAA 1NATTGCTTC ACGGGCHGAT GACAGAATGT NCCAGAAOCT GACAGAGGTG 
GTPGOCTACAC AACTTTOTGG OTC7TACTAAA TCCCG 

SEQ ID NO: 354: (Length of Sequence = 388 Nucleotides) 

GCCAATITIT TTATTTTICT AGAGATQGAG TCTCCCAATG ITCCCCAGGC TGGTCTTAAA CICCTAGGCT CAAGGGATCC 
TCCCAGCTGG GCCTCCCAAA CTGCTGGGAT GATAGGCATC AACCACCATT CTCAGCCCAT ITCCTITIUC CCTTTGCACA 
GTACCAGATA TATGGTTGGT ACIGCAGAAA TAATTTCCCC CTGCCXTCTA CATTGATCAT TTGATGACCA AATAGTCTCC 
GTCTAGCCAC TTATTTATGA TTTCTACAAA ACATICCGCT TTCIGAGGTA GACAGTGATA TTCTGAAGCC ATCAGTAAGA 
GIAATmrC AGINTTCTIG AAAGTGO^CA TTCTITCTCT AAAGGTCAGC CICTCAAGGA AATAGGAT 

SEP ID NO: 355; (Length of Sequence » 288 Nucleotides) 
TAAAGTGAAG TATTGGGAAA GGGAACATCT CACTOTGATA GATTIGAATT TNCIATTTCT 
GTTGATATGT GATCAGACAT TTACAAGGCC CTGCATTCTA CCTGGNAATG GCIATAGTGG 
ATTTACTGCA ATTICTCACT ITTTGAAACr GITCCAAAAT AGTCTGCIGA CAGCCCTTCC 
TnTCCAGTT AAAAAAACAG TCAAAAAACA CCAAAAAAGG CCACCTCC 



GCICTCTGAC AAAACCCTGA 
TGTTGAGCIG CICTGAGATG 
CCTCATGAAA ACATCTCTCC 



SEQ ID NO:356: (Length of Sequence = 401 Nucleotides) 
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GGAAATIAGG TIGGTIATTA ACATOTATAG ATGGAACTGG GCTGAAAAAA AAAAQGAAAT GGGAATOGAG TGGAAGGGTT 
GGCTQGGAGA GACAdTCAC AGTA7TCTTT TTGTITTGAC TTCGGAAATG TEACTAHTTC ATAAACTTAA AAAAATGCAA 
AAAAAAAATA TCAAAACTAG CTAGGAAGGA GAACAAAATG AAATATAACC AGAAAQGAAT AANCCIAACA CATTTTGMJI 
GAATCACAAA GCCAAACCAA AAAAGAGCTA ATTEAAGTCA CTTTTAAACr TGGTGTTIAA CEACCEACAC TCAGTCTAAA 
AACGGNAAAT AAGGCTAAAG AAATRGTOGA ACTCTACTTA GTTGGGTCIT TTCTTTACAG CAGEATOGGG ATOGCAAOCT 
6 



SEP ID NO: 357: (Length of Sequence = 275 Nucleotides) 

CAGACAGTGG ATAATAAACA CCTCATXAGG AAACOGATCT CAGAATGANC TCK3GAGTAT GAAAAAGATC ATTTCTnTT 
GTOCCPGTAA CCTAGCATTC CITCTAGGCT TCINCTCCTT TAATTGAACC ACAGCTTAGC TCATGTATTC TTTTATTAAC 
AOCXTGCTCT CATGTCCATA AGA3TCAGGA ATTCAGGAAA TNAGGOTSGT TTGAAGAGGG TAGAAAGCAA TAAAGGCAGN 
AAAAAATAAG NCTAAAATCA GGGGAAGATG TATTT 



SEQ ID NO:358: (Length of Sequence = 314 Nucleotides) 

GTGAAGGAAG TATGAAAACT GAGACTftATA TTAIGAACTC TTTTTITAAT TCTTTATCTT ATTSOCCATT TTIAACCCCT 
TSGIOTITGA AATGGAAAAT AAATATNCTC TTCGOGATAG ATAATATGTC AATAACCAAA AGGIGGCCTT AACCAATAAT 
TQGCCCAACT TTAAAITATT ACCCTAAAGA TATATAAAXT ANCTAATCIA AAATEAAATG CAASTTTGCT ATGACTTAAA 
CTCTCANTAA TCCTGTATAA GNGATOCNNT TTATGCAGTC ACTTAGGCAT GAAGTIGGCA ATTCATCTAA ACTT 



SEQ ID ND:359: (Length of Sequence = 372 Nucleotides) 

CAAGAGAGAC ATAGCAGGCA TTGAAACAAT GGAAATGCCC ACATAGCAGA AGGGACTGAG GGGATCCAAA CTACAAGAGC 
GACAAAATCA ACTGTQGATC CAGAGACGAA AAAATCTTCT GTAGTGCAAA GGTAATCTGG TGAGATCAAA AAAAAAGAAC 
CAY1T1TAGA AAAANGGAAT ATTAGAAATA TTGAAGTAAA TATCATAAGT CATTCIATTA CAAAGGCATT AACTCCITCC 
TATCAATAGA ATCTACCAGT TTAAAANTTT TTACTAQGAA TATATCTTTT ATTTTATTAA CAGAAATCAN GGGACAAAGA 
GGATTTGATC CATCCATACT TCCTACTCTT ATTSGGTTTTS TCAAAATGTA GG 



SEP ID NO:360: (Length of Sequence = 395 Nucleotides) 

GCATTCTTTT GATACCCACC TAATAAAGAC AATCTCTAAA ACCAAATAAT AGGCTATGAA ATGTATICTG AGTINCTEAIT 
TC&TTCAAGA CAGAGCTTAC CTTTAAGTCT CCAGCIGAGA CAGTIGGTIT TATCITTCTG AAAGCAGITT GGTCAAGTGT 
TTCAAGTAAA TCAAAAGATC GGTCAATCAA TTCCTTAGCG AATIGGATTA GACACICTCA 1TTCAAATGG CAGITTTATG 
CTIACTCATT GTCTTGAATA ANCTTAAATA CTTTATGCTA TCTTCCTGCT CCATEATITA TGTAATCACT GGGNCCTEAG 
TATTCIGCTT TAGNNCATAT AAAATCACTT NCAGGTA3TT TCCATCACGG ACACAGAGGC AGGCACAAAT TAACC 



SEQ ID NO: 361: (Length of Sequence = 298 Nucleotides) 

AOTrnriGT ggggagaaca tttaagacca tttcaatcic atgatgaaag ctaatgggag aaggctitin TNCTACAAAA 

ATTINdTTA TTTTINCAAC TTEATTGAGG TIATAATIGA TATEAAAAAA CTGTACAGAT TTAATGTGTEA CAGTCTAATG 
AGTIGGGACA TATGCTTACA CCCNTGATGC TOTERCCACA GGCAAGGTAA TACACATATC CGTCACCTGC AAGAGTTTCT 
(JTCTITCCCN NTGTTTCTCA TTITGNTnT TTCAAAAATT TACTTEATAG GGTTATAG 



SEQ ID ND:362: (Length of Sequence = 



437 Nucleotides) 
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TTTATTTTIT GINCAGGITT 
CAGATITITA AAGCCAGCTA 
GGCGOTTCAT GTAATGGGAC 
GCCOGCQGGA GTTCCTCGCT 
GATGGTCCTG GAGGCIGCCA 

SEP ID NO:363: (Length of Sequence = 449 Nucleotides) 

TGATTTGAAG TAAGCTTTCC ATGCTTCACT TAGGCTGGGA AATTITAAAT ATCAGAGCIT TCTTTCTTAG CAGCATATAG 
TIATGCAATT TATTTAAATC TGCACTGCCA ATCTITITIT GATGGGICTG CTTAGACCAC ACATITAAGA TAATTATTAA 
TATGTTAGAA OOGAATATAT TTINATGATT AGTTTTTATG TCTCAATTPG ACTGAATTAA GAGATGCCCA GACAGGTGCT 
TAAAACATTA TINCTSGGIA GATCTTTCCA GAAAAGGCTA GCATTTGANT CAGCAGACP3 AGTAAAGAAG 

ATAAAGATAA TACTICTCAX CTGTACAGGC ATCATCGAAT CIGCTCAGGA CCCCAATAGA ACAAAAAGCT GGAGGGAGAG 
TGAATTAT3T CIACCCCCTT GAGCTTGGGA CAGCCATCTT TPCATGCOC 



ATGCTGGAAG TSATTTCTGC AGCTCAGGAT ITl'l'l'l'lTlA AGCIACATTG AAAATATAGG 
TOCTTTTATA TTTTITTNCr GCACAAAGGA GGAGGATTCT CCACITACTC ATATOGAGGC 
AGGCAGCATC AGCTGTGOGG GATTTAAAGC CTATAGCTCA GCTGAAAAAA AAGGTGGGGT 
AOGATGCCCT TdTCCIGAA OGACTGGAAA GAGCACAAGG AGCACITITC CTTCTCCACT 
CAGCIGAGGG GAGTOGTCCT TGGGCGGGGA TGGGATGATC ACTTK7TTGG GCTINTOGCT 
AGAAGTIGAG GTCTAATAOG CATCAATGTC CCTGGOG 



SBQ ID NO: 364: (Length of Sequence ~ 282 Nucleotides) 

GACTGTGTAA ATACAdTTA TTTTCCAT3T TNCCOGCCTG GGCGACATGT GAACAGGCAG TCTGCAAAAT GGTGGOGGGC 
AGOGTAGGGG GCGTGTGGAG AGCCCOGIGG GTIWCTGCCC CGGTCCCCAG GCTTCGTAAC ACTGAAAACT GGGCAGCTAG 
GAAGCGGGGA CGGAGCAGGG GTICCCCACCC AGGAAGCGCC AGGNAGATTN CITGTAAOGC TACTCIACTG GAGGCTCOGG 
GAGCACCGAG NGGGGCACTC CCCAGGGPCA TGAGGCCOGG GG 

SEP ID NO: 365: (Length of Sequence = 349 Nucleotides) 

TTCAAGCATT TCTCCIGCCT CAGCCTCCCA ACTAGCIGGG ATTTCAGCAC CTGCCACCAC GCCCAGCIGA TVTTTGVATT 
TTNACTCAAG ATGAGA3TTT TGCCATGTTG GCCGGGCTGG TCTTGAACTC CTGACCTCAA ATGATCCGCC TGCCTCAGCC 
TCCIAAAGTG CTQGGATTAT AGGCATGAGC CACCACANCT GGNCTTITTH TTCIGTITCT AACTGTICCC TTTTATTTCC 
CTATGGAGCA TCTACTGAGC CCCAGCCGAG AGTAGAAACA AACCTGCTGG CTGCTCTNAA GGCACTTATA GTCCCAGTTA 
QGGGNNGACG GGTCACTTAA CCACTTAGT 



SEP ID NO:366: (Length of Sequence = 366 Nucleotides) 

ATGCAAAGGA ACAATGCTGT TGGCAAAGTC TTCTITGAAT ATCAGAGACT GAGTCAATAA AAAAAATAGT AGAAAGGTGG 
CTITTACIAT TGACAAAAGC OQGQCTCAAA AAAACTACTT TAACTCTIAA GNCT3AATAT GCATTAAAGT A1GCAGGTAG 
CAAAGATGTA ATAAATTTCC TTAAAAAAAG AAATTAAAGT TTIATTIAGA ATCAATTTTA CCNGTCATTG TAATTGACCC 
NICTGA133AT TACAATAAGC AAGAGGAAAT TAAGGTGTIT TGCAAGAGCT GTATTTATAT TACNGNTTTT TAAAAACCAT 
HTCTCAATT ATOGTAATEA AAGCICTCCC AACTOGITIA AGTCAG 

SEP ID NO: 367: (length of Sequence = 391 Nucleotides) 

GCAAAAACAA ACAAACAAAC CITTAAGTAC AGTAGTTCCA AAACACACTG CTAAAGTITAT GAAATAATTp TGGATCATTT 
CAAGTAAAAA TTATTAAAGG AGCAATAATT AACCACAAGG GGGCATATAT ATATATOCNC CTTAGATTCC AGCAGAAAGA 
CXAGTTTTAA GTAGTAACAT GCAOGTTCAA GTATTCTACA TTTTCAGTCA CTTAAAdTT CCTCTCTCAG ATGGCTACAA 
CimTAATA TTOGAGGTOT ATTTIATATC TAAGTAAAAG GATTCCAGAA TACTCCTGCC CTGCAAAACA GTAGTtTFFIT 
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AGAAGNCTCT NGGAAGTGTT GCTGTITACC CTTTAGCAAA GNGNTACAAG AGCTATTACjr TGIAATAATA C 
SEP ID NO: 368: (Length of Sequence = 370 Nucleotides) 

ATircccrrc tocactooct tctcctgctc oxmttaca TGOirrAcrr cmtitcctc ttcatccatt ggattcacat 

GTSTTCTAQG CCAAIAITCC AGGNCTSCIT GGAGTAAAAG TCCTCCTAAA TTCAATITTG GNTCTGACCC ATCAGGGCTG 
CTGAAACCAG CATCTTTTGC AGAAACCCAG GCAGCAAAAC AATCACTTTC ATCCAAAGTA ATAGTTAACA TCCdCTTIT 
TAAGTCTACT GAGAACCAAT TTGGCACATA CACCATTTTA AATCTTTNCT TAATTTCATC TTCAAAATCC AdTTGCCCA 
GATCTPCAAC TTTACATGGC TTCAATACAT CXXAATA"K2tf CACATTATTA 

SEP ID NO: 369; (Length of Sequence - 315 Nucleotides) 

GACAGGTATT CTTTAGAAGT TITTIX3TTTA CTTATCTTIT NClVlTiTAC ATCTCCTTGT GAATTTCTGT CCCATTTTGA 
AGTCTCTCCT TGriTCTCGAC CAAGATTXCC TTGATC7TTCT GTAGCCAAAG ACTGAGAAAA AGAGTTATTC TGAATGATGT 
AGAGOTIX3AT AAGTCTQGTA AGAAACICTT GGACATACTC CAAGCAGCAC TGCATTGCAG TLT1T1GQGC TCICTICCTA 
CTTCGGGTTG CICTCCCCTG AGTGACTAOS GAAGGGGTCT GGATGATGGT TTCTTCAGAT CCCACACTGG ATGCT 

SEP ID ND:370: (Length of Sequence = 442 Nucleotides) 

AACACITITA CACTGCTGGC CTAATITGTA GATATCCTCA AGAAGATTAT GAGTTCATTCT CACTACCGGA ATCIGTTCCT 
CTATTTITnT TACCAATGGG TCCACCATTG AATGTTGGCC ATCAAATAGC AAATACCCTC TGCCTCTATT TCXTEACIOTN 
GTIT1MCTO GAGCdCAGC TGAAAAGGTT TA.TGGTGCTG CIATTCAGTT TTATGAACCA TACTCT3AGG AGAATCTCAC 
AGAAAAGCAG AGACTTCTTT TCGGTITEAAC ATCAGCAGAT GGGAAGTCTG ATACTTCCAA AACAA3TCAT ACEAACAAAT 
GCATCTCTCT TCITTCTCAC TOGGCNTTTT TTPGATGGCA TTCAGGAAGT TTCTGACTIT TNCTCJTATCG TTAATTCCAT 
CICTGGGGCT CATCTCCITC CAAITCAGGA QGATAA1TCC CA 

SEP ID ND:371: (Length of Sequence = 441 Nucleotides) 

GACAAAGTCA CTCAGGGTCT ATTTCACCAT ACCCCAAAGT AAAGGCCCAA ACTCCACOGG GGCCAAG1OT TTCTGGNTCA 
AACTCACCAT GTCCCCAAGA GAAGTCTAAA GACTCACTAG TTCAAAGTIX3 CCCTGGNTCC CTCICTCTCT GTPGCAQGAGT 
AAAATCTAGC ACACCACCAG GCGAGAGCTA TnTGGTGTC TCATCTCTGC AACTGAAAGG ACAATCTCAA ACTTCACCAG 
ACCACAGATC TGATACITCA AGTCCAGAAG TCAGACAGAG TCATTCAGAA TCACCATCTC TGCAGAGCAA ATCTCAAACA 
TCACCTAAGG GAGGTCGCTC CAGCTCTTCA TCIXXAGTCA OTAGCTTQG CATCCAGATC TCCANTAAGG NCAAGATAGA 
GGTGAGITCT CAGOGACTCC TATCTTGAAA TCITGGAATr T 

SEP ID NO: 372: (Length of Sequence = 362 Nucleotides) 

GAGGTATICT TCTTACTGQG AGGTITCAAGG GAACACAAAT TCAGTTATAA GTCCITITTG AA3ACTAAGA GGGGAATAAT 
TAGGGAAGCT AAGAGGGGAA TAATTAGGAG AAGAAAAAAA AACTTCAAAC AATTTTCCCT CfEAACATGAT TTTACTTGCA 
TTTAIAAACT GATTTITnT TCTAAGCACT CCTTTGATAA TGATTAAGTG TOGQGTTACA TTATTINAGG GTPOGTCTAAT 
ATTTAAGGTG ACTTAAAAAC CTCACACAOG TTAATC0CX3A AC1CTGAAAA TTTCTCATCT TATCATCCCT CTGTTACIAT 

CAArnrccr caqqgeacag ATrcrrrrAT aattacttca tt 

SEP ID NO:373 : (Length of Sequence = 306 Nucleotides) 
. ATTCmTGTG CCTCTCTGTG TGTGTGTCTG TGTCTGTCTG TCTGTTTTGC TCTGGAGITG AbTlTLTl'lG TAAA1TCTGG 
ATATTAGTIT CTTGTTAGAT GAATAGTTK3 TGAATAT3TT CTCCCATTCA ACAGCTTGCC TCTTCATTCT CTK3ATPSTT 
TCCNTTGATG TGCAAAAACT TTINACITTA A1ATAGTTCT ATITCITTAA TTCIUI'ITIT CTIACCCATG CTICTGAGAT 
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CTTAGCCATA AAATGTTTGC CTAGAACAAT GCCCTGGAGT GTTTCCCCTG MTl'imC TGGTAG 
SBQ XP ND;374: (Length of Sequence = 278 Nucleotides) 

GGGnTITGCT TGAGC7TITCT ACCTCATIAT CCAAGATATT TNCTTTCCAG CCAGCAGAAA GAAAAAGGAG AAGAGCTGCC 

AcccrrroiA tccaggatga tctciwitc aaatccitga tttaattata tctgcatgac ccittnccca actaaggtta 

TATCCACAGT TACCGGGGGT TAGCACTQGG ACATCCCTTA TTTIANGAAC ATCTCTCAGA AAGITCCACA AAAAAdTCT 
ACTACATCCC ATF3G0CAAT AC'I'ICTIACA TGATGACA 



SEP ID N0:375: (Length of Sequence = 321 Nucleotides) 

QCTGACAGTA TTTTITGTGG ITTCICTAGC TCCAGCCCCT CAGAAGGGAC GCCTACAGTT GGCAGCTATG GCTCTACCCC 
TCACTCATTC CCCAAGTTCC AGCATCCITC CCA7GAACTS CTCAAGGAAA ATCGCITCAC ACAACACCTC TACCATAAGT 
ATOGTAGGOG CIX30CTTAAT GCTAAGAAGT GT3GGGGGCA GGAGATCAGC CTCTGGGCCC GTTATTTAGA CCCAGACTAT 
AAGAGTPGGG GGATAOGGGG ATAQGTGACT CTTTTCTCTG ACTTCAGAGC AAAAAAAAGA CATGACATTA TAGCAAGAAA 
G 

SEO XD ND:376: (Length of Sequence = 337 Nucleotides) 

GGAAAATCTA CAGCAT3ACT ACATA1X7ITA GGAAAAAAAT ATCIAAAATC AATTAACTAA GCITCCATCT TAGGAAACTA 
AAAAAAGAAG AGCAAATTAA ATCCAAAGTA AGAAGAAGAA AATAAATAAT AAAAATTAGA GCAGAGAGAA ATGAAATTAT 
GAACAGGAAA TCAATTTTAA AAATAAATGA AACCAAAAGC TGGTTCTTTG AATCAATTAA TAAAATTGAT AAGCCTCTAG 
CCAGACTAAG AAAAAAGAGG TAGGGCACAA ATIACTAATA TCATAAGTCA AAGAGGGGAC ACCCCTACAG ATCCCATGGA 
TATTAAAAGG ATAATAA 



SBQ 3D ND:377: (Length of Sequence = 455 Nucleotides) 

CTTACAATTG AGAAAACATA TTIAATAAAT CATICTCAAT TTINATAATG TTTCAAGCCC ATTCTITGTT GATAGCCTOC 
ACATTTATAT GGTTAAGTCA TiUl'lGCICT CTTICTTACC TATGACATTA TiTlNATATC CCTTCATTTG TGGATCITAA 
GATGTTGCAG AAGGITCATr CCTGTACCCC AATACAGATT CAClTCCITr AGCTGCCTIT NCTAGCACCA ATATGCTTTA 
AAAAAAAATG OGCAAACAAC AAGCACTGAC AGCGGCCAAT TCCTDGAATC TCCAGATIAA TAACICTAGC ATGCTAAAGA 
AAGCTGTGTG TAAATAGCTG GAGATGGTAT ATGCTCCAGA GTCCAGCATA AAATIATTTC CTTTCTCAGG CATTCCCTCC 
ATTCCCCTAA CCCQGATACA TGCATTAGGA ATGTAGCAAA ACCCTTQGGG GAACC 

SBQ ID NO:378: (Length of Sequence ■= 349 Nucleotides) 

GATO3TCACG GGTCTTTATT ACTGGACATG CTCTATGCTT ACTTGCITCA AAACGCTCCA TTAGAAAATN AACTCTGAAA 
ACTATATGCC CAATGCTAAT AGTTGGCTATT TATTQCTAAC ACTdTTATC AGGTGCEATG ATTGTTGATG GCTTTATTTN 
CTOCTTCATA TTOTCTATAA TINCEACAAT GAACATGTAT GTATAATCAG ACAAAAAAGC CAAGAAATAT CCATAAGTTT 
TOCTGCTCAT TCATTCATCC CATAAATACT TGCTGAGCAC CTGCKJTAAG CCAGGCTCCG AGCCGGCTGC TGGGTGGACTT 
GCCGCACCCC AGGGAACGGT CAGCCCTCG 



SEQ ID NO; 379: (Length of Sequence = 421 Nucleotides) 

A'iTI'iGAATC ATATTTTACr TATAGGITTG CKJIATATAC TGATTAAACT TCTSAAOCTA AAGATTCICT ATAATTAAAC 
IAGCACAAAT ATAATCTGTC CCTIACCCAC ATTGTAAGAA TGTCTGGTPGG GGGAAATCCA ATAITGACCT TCACATTCCA 
CATGGAAAAT CTTTGTCCCC AGAGTGCAAT TAGGGTGATT AAAAATAAGC AGCITI'IGTG ACTCICAACT TKHTCCCCA 
AACAAGCAGC ATCAGCAACT GGAAATTICT CAGACATGCA AATTATCCAG TCCCACCIGA GACITCAGCC CAGATCIATG 
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GATCAAAAAT TT1X3GGGGTG AOCCTGGGCA ATA.TGGGCTT TAAIAAGMCC CTAGGATOGG TTCTGATGCA TGCTOCAAAT 
TTGNGGATCA TTGOTWdNT G 

SEQ ID NO: 380: (Length of Sequence = 311 Nucleotides) 

A3TITNAGAT QGAGTCICAC TCICTOGOCC AGGCIGGAGT GCAGTGCCAT GATCTOGGCT CACTGCAACC TCCACCTCCC 
AQGOTCAAGC AKTCCTTCTG CCTCAGCTTC CCXAGTAGCT GQGATIACAG GCACCTGGCT ATV l ' l ' lTl ' l ' IT TTTITITITr 
TTITCAGATG AACTCTTCCT CAGTCGCCAG GNTQGAGTGC ACTGGICTGA TCCT3ACTCA CTGCAGCCTC TGCCTTCCGT 
GITCAAGOGA TCCTCCTGCC TCAGCCTCCT GACTAGCTGG GACTACAGGC ATGCACTACC ACACTIAGCT A 

SEP ID NO: 381: (Length of Sequence = 442 Nucleotides) 

AATCICTGAA CATATATTIT NRITTATCIT AAAXACCTAA GACTGAAATT NTTGCTTCAT A1CTQGGIAT ATATTCAACT 
TTCTAAGAAT CTACCAAAAT GATTTTCCAA CTAXATGTAT AATCTTATX3G TCATCAGANC TACATGATAG TTAGAGTTGG 
TIAACATACT CACTGCAATG GATTGACTTT CCICTGATTC AGC1ATCCCA CTCTEAQGCG TATRCCCAAG AGAAACTCAT 
AATCTCCITC TSIGCAGCIT GTATGCTAAT GATTTTACTIA (xIATITITIG TAATAGCCAN AAGCTGGAAA CANTGAAAAC 
TTTCACGGAA ATGATTAATG AATIAACAAA ATATTATATA TCTATATATG ATCCATTAAT CAATGAAANG GANTGAAGTG 
GIMACAAGA AACACCACAG GTTAACCNTT GAAAGTAXAT TA 

SEP ID NO: 382: (Length of Sequence * 337 Nucleotides) 

AACAGACTTT GGAGCCANTC CCATOTGAGT TTGNZTCTCA GAGTGACTCT GGGCAAGTNA CTTAQGCTIT CTGAGACTCA 

ctttcctcct tiataaatca ggaagaaxaa tocastcctc attgagtitct taatoagaca taaaigagat agtgtatcia 
aaatgtgatt tsttaagtct aaxa0c2cvat agatc3cctat tdgactgttt ctnatactca ggat3gttct tgggatatat 
t1ncccatgg aacaaaaagc agaciactca tcaccactcg ga3tttatgt tcagccacat tagggctctt att3gcctgac 

CTGAAGACCT ACCATTT 

SEQ ID NOt383: (Length of Sequence = 421 Nucleotides) 

CTGAAACTGA AGAAGACCAC GACAAAGGAT CX3CTCAGCCC CTOGCITTTC TTAGCTTCAC AAGAAATGCG CCGGTGGGGA 
ATGAACINTT TCATTAATAA AACCTAATIT GTCITCATCC ATTCCACTCT ATAATAAAAC AAAAGATITT NTAGGCAACT 
OGGAATATAG CTCITTT3AA. ACTACTOGAC ACCTTTAGAT AAGAATTAAA ACCAACCTAT GTAACPGACA TAATCTTGAT 
CINTTAATTT CTA7kATATK5 ACANTITOCr TTCIGCACAT TTEAATCTIA GTTTCCCTIT TGA2TTINCT GAAGGTGCCA 
AATICCATTT AACTNCITIA CAAGTCTTTG TAAAATTTTA AATGCATAAA GGGGGCTTTGG GGGCAGGGGG ACCNCGGANG 
TACTTTAAtT TTCGGAAAGG G 

SEP ID NO: 384: (Length of Sequence - 420 Nucleotides) 

GGACTCOGTT CCCAAGAATA ACTrTTGCTT GQGOGGAAAG TATGTGGTTC ATOOGAAAAA AAAGAAATCA ATGATTTCTG 
GCAGTTCTTC A3CTGCTTTT GGGCATTTNC ATATCTTCCT TGGAGAAATA TCAATTAAGA TCCATTGCCG TATATACATA 
TATTAAAA1T ATGGCTCAT3 TATTAIGGCT CATACCTGTA ATCCCAATCC TTTTGGATCr TGAGGCGGGA GGNTCACCIG 
AGGTTAGGAG TTCGAGACCA GCCTCACCAA CGTGGTGAAC CCTCTCTCTA CTAAAAA3AC AAAAGTTAGC CAGGCATGCT 
GGCATGCACC TGTACTCCCA GCTACCCAGG AGGCTGAGAC AGGAGGAATT GCITGAACCC ANGAGGCAGA GNTTTCCAGT 
GAGCINAGGA TTGTGCCACT 

SEP ID NO: 385: (Length of Sequence 404 Nucleotides) 
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GTGACAAATG TTAAGAAATT GIGTGTCAAG CAAAATACIT TAGAGGCCAA TGGGCCACAT (^lTl'lTAATA TCAAGAGATT 
ACACACAAAA TTINTTTTCT AGCnCTTTT GAAAAATCAG AATIGGGAAG ATCEATTCAT GACTGACTGC TGCCCCCTIT 
GGTIGGGACT OCTTCCTTCA GGTTCATTAC ATGGTCATCA ATAACCATTT CCTIGCTCCC TCCITITCTC TTGTCIQOTC 
TCTAAGCAXT TGAATTTTTA GTATTATAAG AAAACTTAAT ACTTOJCTAT CAGTPCACCAC ATACATGTCT TTCTATCIGT 
ACTACGNCTT ATIAAAAGCN TTITATCAAT AGCCNCCATT TTGGAGGGGG GGATTTCAAC TOCTGCdNG ACTAGCAAGG 
AA3T 

SEP ID NO: 386: (Length of Sequence = 267 Nucleotides) 

GTCTICTGGA CATTTACCTG GTATLV1TAG AGGAAAGACA GAGIGGTFTGC ATAAGCTGCA GTCJITITAGT ATOGCTQGGA 
CICTGGCATG GCGTAGAGGA GTNACAGTCG CAAACIGATG GCCCAGCTCT GACCCTCCAG GCAAGIGGAC TCCGAGGAGT 
ACCAGCAGAT CITCCCACAT GCCTCX5GGGA QGGCTCTGGG GAGAGTCAGT GGGCAGGAGA GQGTCAGCTG TGCAGGCTCC 
AGGGCCCAGC CCCGTGCITr CCCCICT 

SEP ID NO: 387: (Length of Sequence = 384 Nucleotides) 

ATTTEAAAT3 ACATTTTATT TAGGCCAGGG GACCAGGTAA CATIATnTT AGGAGGAGAG CAAAAGGTCT TATATTACIG 
CTTCTAATTA CCIAGAAGGA AAGCATITCC TACACIGCCA TI7VTGA3TQG CTGCAGCAGT TCAACCTGGC TCTCGGAATC 
TGCCATTAGC TTSACAGCAT ACAGAGCACC ATATCAGGGT TACTATGGGA AGACTCTATT GTGGCATCAG AAACACAAAA 
AACAdGGAT ACAGTTAGTT 1X7TGTIGACA GTTTCAGAAG AAAATCCCAC AGATTGGAGA GGCTGOCTGC TX2AAAGGGTT 
CTCACEACAC ACAGCATGCC CTGAACCCIG GGAATGAAGT TACCCCTATC ICTGGTQATC AGGA 

SEP ID NO: 388: (Length of Sequence = 345 Nucleotides) 

CXAAGATCAA ATGCAGGCAA AACTGGIGAA TTITACCACC TOITTOTAAG TCIGGGTTTA TAACTTTACC GTAAATCACC 
TAGAACACAG GCTAGCCGAA TOGQGGTGTC TGGTATGGCA ATATCCCGAG AGCIAACCTG GQGCTGGQGC AATCTICTGT 
GGCIGCIGCA CTIGCCTCTA ACAGGCCAGT TTAAAACGTC CAGGTCTCAG GGCCACATTC TCCAGGACAC AGCAGGGAGC 
TCACAGTAGC TCAAGACCCG GCCCAGCCTC CATOCCCAGC CTTOGAGCTG TCAGTK5CTCC CAAAGGCIGA AAGAATTCGG 
TCTTGGCTGA GTGGACAGCC CCCTT 

SEP ID NO:389: (Length of Sequence = 156 Nucleotides) 

TAACCTGCCC CAGCAGTGCA TGCAGGAAGA CITCCTGGTG CATGAGGTGA CCAATCTGCC GCTGACAGAA GNACTGATTG 
AGCGGGAGAA TGCAGCCCAG CTCAAGAAGT GGCGGGAAAC G0GGGGGQ3G CIGCAGTATC GGCCCTCACG GOGACT 

SEP ID ND:390; (Length of Sequence = 364 Nucleotides) 

GAGTCTCGCT CIGTCACCCA GGCTGGAGTG CAATGGCATG ATCTCGGCTC ACIGCAACCT CCGCCTCCOG GGTTCAAGTG 
ATTCTCCT3C CTGAGCCTCC CGAGTAGCTG AGATTACAGG CACGTGCCAC CADGCCTGGC TAATITICTA TITTCACTAG 
AGATCAGGTT TIGCCATGTT GGCCAGGCIG GGCTCAAACT CTTGACCTCA GATGACCCGC CIGCCTCAGC CTCCCAAAGT 
TCTQGGATTA CAGGCATGAG CCACTGCACC CAGCCCAACA CTGGGATTCT TTTATCCGCT GGCTGGCTCT TCXX3CAGTTG 
AATTGTGTGA CTTCITCCCC TATCTGAGGC CCACTTTITC TTCA 

SEP ID NO: 391: (Length of Sequence = 325 Nucleotides) 

GAGTGTCCAG ATGATGGCAG TGATGGCCCA TCTGGAGCGG CTGCICTAAG GACACTGGCT GCAGGAGGGG AGGCACAGCC 
AGGCCTGCGC ACTAGGCAGA GCIGGTCIGG GAGCCAGGAG CAGATGAGAG CCCCGCCTTC TACCAAGTTG GCAGIGCAGA 
AGGCCGCACT CCCGGCTGCT GATGCOGAGT TCAGCTCCAG ACCCK3GCAT CCCTGGGCTO TCAGGGGCCC AGGAAGCCCC 
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CCACCCCTGC AGGNITCAAA GGGCCIGCIT CCCACTCCTT GGCCTITCCC TCCTCCTGGG AACCATTCTG QGGCAGAGCA 
AftGCT 

SEP ID NO:392: (Length of Sequence = 371 Nucleotides) 

ACATCCACAC AAGTACAAGA ATACAGAAGC TTCTCTACTC AQGATGCACT AAGCACCTAA TGAGTAAACA 
TATCCTCATT GTTCTCA3X3G TATTAAITTG AAGATACTTA CCTTOGAACT AAATCIGGTT TTAGAAGAGC 
TCAGCTCCAA CT3CTTQGGA TACRGGCTGT AAACAGIACA GACA1AAAAC TTCCIATGAT AACAGTAAAA 
ATATACAATT TCJITACIAIT CAGAAAACAC GATACTTTTTG GTITACCTIGC AAACCIGGTA GGAATATCTA 
TGTCTCTATC AATCCTATTA TTAACATTAT TACCAAAGCT AAATAAAA1T T 

SEP ID NO:393 : (Length of Sequence = 404 Nucleotides) 
OdTTTAGTA GCITCTCT3A QGTGAAACCA CTTCITTTIX3 ACCATCIAGC GCANTCIOTC TITACATCAA CCATTTATTT 
CAAGTGTAGT GIX3CTTCAGA GTICTGAAAGA GCEATK3CAG AATK3GCICT TGTGGCTITC TATCGACATT CACA3T3AAAC 
CICTTACAAA CACTCCTCTA GAGACAACIT TQGCTGGATC CATGAACTCT CTGTCTAAAC TCATCCACTA TCJTAGGGjPGG 
CIATCCACTA CTGCAATC3CX3 CTTQQRGRfiC AACAATACTT TCTIGCTGCA ClTIWiTTlU GATTTCTATG AGAAGGTCTG 
TGACATATAT ATAAATOATA ACCTTCXMT AGT3X3GCTATT GITPCOTCCr GGGGATCCIT CTATTCTGCA CTCCTCAGCC 
TQGG 

SEP ID KO:394: (Length of Sequence = 416 Nucleotides) 

QCCACACACT GGAGAGGGAG AGCTAGAGAG TCAGACAGCA GGQGAGCTGA GGGTGAATGG CIGCICTTAG AAGCCCTGGA 
GftCAGCCTGA GGTCAGAGCC CAGCCCCACT CCTGGCICTG TGATCITCAG CAGGGCK7IT AACTTCACTA GGACITGGTT 
TOGGIT1CTC ATAGAGAATA GGIACAGTGT GAATIAAATA TATA3AGCTT GAATAAAGIG CCCAGCTICT GGCTAGCK3C 
IGtXATCATC ATCACCATCA CCATCATCAC CATCACCATC ATCATCATCA TCATCATCAT CATCATCATC ATCATCATCA 
TCTCAGGCAC AGGGGdTm AGGACAACAT GCCCAGTTTA AGGANGAACA CAACTCICTT CATTTATAGC GNCCCTCCAT 
CACTGAGXAG AOGCTT 

SEP ID ND:395: (Length of Sequence = 315 Nucleotides) 

AGAGATCAAA TGTCTTAAAC ATTATGGAAT AQGAGTGTAT GACIGACTAA CATCCAGIAA TCATTAGGGA AMCAAACAT 
GAGTGAGGMC AACTGAAATA ATIATGATAC AATTAAGGGT GGTAGGTTAC ATTTGTAXAG TTCTTTAAAA TATGCATTAT 
TCCACAT3AT CAGAAATATA AAANGANCEA GACAGATACT GOTAGAGAGA CAATTAATTT AAATITGTAA CATATTGCIT 
GGNGCAAGCA TTGAAGTTGA CTGCTTAATG TGTATOQGTG ACIGCACICT GCAAATAAAT TTGGGGTIAG TAAGA 

SEP ID ND:396: (Length of Sequence = 409 Nucleotides) 

CTCCAGITCT CACGTTAGGG TGCTTTCTTC CCCGGCAGAG TmrCGAGC TCATGAAGGT GGACTGCCTG GAAAGTACTC 
TAGAAAAGTC ACTCCAAGCA AAGTTTCCIT CAAATCTCAA QGTCTCCAIT CTCTTAGACT TCAOGCGGGG CTCAOGAGGC 
GGGAAGAACT CCCGCACAAT GCTGCTCCCA CTCCTGOGGA GGTTCCCAGA GCAGCTCCGA GICTCCCTCT 1TCACACGCC 
GCACCTCCGT GGGCTGCITC GGCTCCTCAT CCCTGAGOGC TTCAAOGAGA CCATCX3GCCT CCAGCACATT AAGGTCTACC 
TCTTOGACAA CAGCGTNATC TT3AGCGGTG CAAACCTGAG TSACTCCTAC TTTNACCAAC CGTCAGACCG NTACGTGTTC 
CTGCAAGGA 



AACTTCAGCA 
TGC1TCITCT 
TTCAAGCTAA 
TCTITATTGAA 



SEP ID ND:397: (Length of Sequence = 



414 Nucleotides) 
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ACAAGCIGTC TCACCAXAGG CAAGTITGAC CTTTCTGAGC TGCCATITTC TCATGGTAAA AGAGAGATAC TAGAGGAACC 
TGCXTTCACAG GATTGTCATG GAGAATAGAG GAGATGATAC AACTGAAGCA CTAGGGAGCA CCATACTTGG AACTAAGGGA 
AAGCCCGCAG TCAATGTTCA GTATICTTAC ACTTGCCAGA TICTGAAAGA GCGCAGGCAA CCCTTGAGIT GAGCTCAACG 
CTGGAGCCAA GATCAATSAC AGAAGGATTT T2TTTTGAAA CAGCAACTAA TGACCAGAGA GAGGAAATGG GTCATGAAGC 
TCCATQCTGC CTTTCATCAA AATGAAATGT AAGGGCCTGA TTCAGGAAAA AGGGACCAOG ATCAATACCA GCAGACICTT 
CCCIATGCAC TGGG 

SEP ID NO_:398: (Length of Sequence = 400 Nucleotides) 

CATCAAGCTG GGAATGCCCT AAAGTGGGGG OGTGAGGAAG AGAAGGGCTG ATACCTAGAG GCIGGGGTAT CTCTGTCCCA 
AGGAGACAAA CEATAACAAG ACCCAGCAAC TGAAGGGTTA ACACCTAGCA CAGAOGTATA CCTCCAGGNT CCTAGCTGCA 
TTO7IAATTC TGCITCATCT ATGCTTSAGC ACTACTIGTT GTTAAATATA CITAATATCA CTCITAGCTA ATTTCCTCTA 
TGIAGATTTT TAHTATITC TGAGGGCAAC CCAAdTCCA GGCTCTTCGA AGGAAATAGA CTGCAGCCCC TAAGTGTGAT 
CAATACTTAA TTATAACAAT AATCACTAAT AATAACTTGT GCTGCFTCAT 1GTAACTAAA ATGTACACTT TTACATTITT 

SEP ID NO_:399: (Length of Sequence = 324 Nucleotides) 

AAATATTTAC AAITITACAC CTTCAGGAAG GCTCCAAAAT ATAAACACT3 TACCTCTCCC TAGAGAAAAA AAAATTATTC 
TTCTCTTCAA AAACAGGAAT ACA3TCATIT TITCTCACK3 TGTX3AATCAA GXAATTATAC AAATAAACAT CTGAAACATT 
TTCCinTTA ATATATTTAT ATAATATATA TITNTAACAG CTTIACAAAT AAAGGCAAOG GTCCTTTTCT AATTTTCATG 
CCTCTCAACA GAAGGGTACA TGATGCTCCC TGAATTCCAG GGNTATiTIT TOCTCTCTAT GGIACTTTCT ATTTCACTTT 

Acrr 

SEP ID NO:400: (Length of Sequence = 388 Nucleotides) 

AXEAAATCTG AGTCTIGTTr GAGCATCTTT CAACATGIAC CATATTTATG ACAATTCTCT TCCATAGGAT CTATCPGTOC 
TGCAACAAGT ATPGATCTTA CAGTAAAATT TTTCACAAAT TCATTAGATT CTATCTCTCT TTTTCTGGTA GGAATTTTTG 
TGCAGGTAGC TATCTCTTGC CCTAGATTAT TCTCCTTGTT TAGCTGCTGA TTCTTAAACT GGOCTCTAGA TTTCCAGATT 
TCTTCCGGTA CAGACTCTCT CITTCCAAGT NCITCCATCT CTAATdTTG AGATTAATCT TLTITIGAAA TGTCCTGCTG 
CTCTACTCIT GTATGTCTTG GNCCCAOGIT CAAGCTTCCC ATCTAGCAAA ACCAGGGITT CTAATATT 

SEP ID NO: 401: (Length of Sequence =* 339 Nucleotides) 

GITIATTGCT CAAAAACAAG AATTCAGAAG CAAAGGIGGA GAGACICTGG GTTGGGGAGA TGGCAGGAAG GGGGCAAGGC 
CTIGTCCCAG CTCTCCCCIT TOTOLTll.Tr CTGAOCCTCC T3GCCGGAGT CAGGCCIAGG GCCAGGGCAT CTGGGAGGGG 
GGCACCITOG TGGCCAAGGG AACAGTAGAG CTATOGGGGG CAGTCCTTGA GGGGTGCCCT GGGCAGGAGG GGCTGCAAGA 
TTINCAGGGA GGCAGAGTTC CCCTCCCAGA ATCCAAAAGC CGGTAGGGCG GGGGGCAAGG CCCCTCGriTT GGCAACINAG 
AAGAGGCGGC T7ITGGGCG 

SEP ID NO:402: (Length of Sequence = 400 Nucleotides) 

TOICCftGTGTr ATGAGGACGT CCCAGCGAGA AATGAAAGGT TCTAToITTA TGAAAATAAA AAGGAAGCAT TGCAAGCTGT 
CAAGATGATC AAAGGGTCCC GATTTAAAGC TTTTTCTACC AGAGAAGACG CTGAGAAATT TGCIAGAGGA ATTTCTGATT 
ATTTCCCTTC TCCAAGCAAA ACGTCCTTAC O^CTGTCTCC TATGAAAACA GCTCCACTCT TTAGCAAPGA CAGGTTGAAA 
GATGGTCTCT GCTTCTCGGA. ATCAGAAACA GTCAACAAAG AGCGAGOGAA CAGTIACAAA AATCCCOGCA CGCAQGACCT 
CACXX5CCAAG dTTCGGAAA AGCTGINGAG GAAAGGGAGG AGGAGGACAN CTT2TCIGAC CTTATCTOGG AGCAACCQCC 
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SEP ID NO: 403: (Length of Sequence - 416 Nucleotides) 

AGTTCACIGC TCTGATATGG AGAGACCTGfT TAGTCTICTA TATAGTGCCC AGCCGGAAAA AGCATCTCTT GAAGGTTAGG 
GCAITTICTG AGGAGAGCTC TAGGGCIATA TCAGTCT3GA GGIATGATCT CTGATAAAGA TCATAATTCT CATCTCAGIA 

ATcrrcTrm gaacaaaaca ticttcatig taagcitctc attaactgaa ggccacctga tctgagattt tcgctcitag 

AATACTCTTT NCICTGTTCTC AATCCTCATA TGGCTTACCT CTGAAATOEA GAATATATTT CCTIGICTAG CCTGGTAGAG 
TTGQGTTPTG TITIUITIMT CAAACAGTAA CTTTEATITG ATPGTAAAAC TTCCAGATTT CTGAGATGCC GCCTIACCAG 
TCTIAAGGTT GATUT 



SEP 3D NO: 404: (Length of Sequence = 368 Nucleotides) 

CCTCTNACTC ATTGTGATGA GTAGGGCGGA GGGCITCACT GCCTCfiNTTT CCCCAACTCT GGACCTIAAA TCCTCTCCTG 
ATGCCTCTCA GCCCAGCCAG GAAGGAGAGC TAAGACCAAG AGGGAXTTAA CAGATGCAGG ACACACAGCC TIGTCCTCAG 
ACCCCCCAAG TCIGAGAGAA GCAAAACACT CACCTTGAGA GCCCTCGGAC TTGGAGGTGA GGTGCAGAAC CCAGGCTGGG 
TGICTGCT3A GGQGTGGTGG GGGTGGGTGG TGCTGGCTGG CTGGCCTGGG AATACTITTC TTAAGCTAAG GCIGGGGCTT 
AGGGGAGGGC CAGAGGAAGG GTAAATAGTT TGCCTGGGGG GGTCCIX3G 



SEP ID NO:405: (Length of Sequence = 395 Nucleotides) 

GACAGGTCCT CACTCTTACC ACAAAGCTCA AGTCAGCTTG GCCTCTCAAG TX3GAGAGATA ATOGTTCTAT AGCAAGAAGT 
ACAAAGA1TC TCTGCAGACA AAACCAGCIA GCCAAGGITC CACAACATCT GTACACCTAT AAGTCTGNTG GATCAGAAGA 
AATATGTACC CGGGAATCAG ATGTAGCCAG CXXACATACT AACAAACATC AAAGCAAGCC TAGTCAGATT GAGTCCCATT 
TGAACAATCT TTATAAAGGT TTCTTCATGT TATTEACAAT TCAAACTAAA TTTAL'JTiAT AAGCAGCEAG GGGAATTCIT 
TATTTAGTAA TGTCCTAACA TAAAAGTTTC ACATAACTGG CTTCT3TCCA AACCATGGAT ACTTSAGCIT TGTCG 



' SEP ID NO:406: (Length of Sequence = 358 Nucleotides) 
GATACCTTAA TCTAAATTTT ATCITAATTT TTA'l'i'l'lTAT TTCATTGTCT AAATTTTEAT CTAAAAITIT INCTAGCTCT 
TTATTACACC AAGACAGCTT CACATTTTEA TTTATAXA3T GTACATCTCA TGTAAGGNAT TACCGTTAIAT AAGCTAGTGT 
CA3AACTTAA GTAGCCACAT TCATTCAGTA TGnTTATGT TTTCICTCT3 ACTGGATCTC TGATAGATTC TITCCICTTC 
TAGCTGCTTT TATX3CAAAAG GGCATTATAT GTITGTCAAT CAACCAGGCT TCTGTGACTG TTTAGAAQGA ATTATGTAAA 
TATATAATCC NGTGGCCTGT TTCACTTIGG CCATGTTT 



SEP ID NO: 407: (Length of Sequence = 294 Nucleotides) 

CICTGTATAT TTAGTATCTT TTSIATTAAGAA GACTGGTIGA TATTIGCCIT CAGCTAATTT ATAGAAAGGA TGATCATCAA 
TCTCTCIAGT TITCITCTAA GTGGCTTCTC TGIGCAGGTA CATATAAAAA TNCAACTATA CAAAIAGCIG GACAGTTGAG 
TCICAACTAT GAAAATCTCT TCTGGGATCA AGATCTAAGA AGTTCGIGTG TCTATGACTG CAACCCATCA TTCTATCCCC 
TAAAAATCTG GGGTTTCTCA GCCCAAACAT TCNCACIAGTT AAAGTCAAGT TTCA 



SEP ID NO:408: (Length of Sequence = 367 Nucleotides) 

GGCAAGGAAA GAGAGCTTTA AATTCAAAGG TTAATTTCCT AAGAGGAACC TGGGCTGAAT GACTGCAGTG TTAIACCCTC 
CAATdTTGC AGGTGGGCAT GGAACACTGC TO7TATCACT CICTGCACGG TATAAATCCA TATATCCACA AAAACACACA 
TCX^ATCCKTC AACATATACA TGCTITGGGA TGAGCAGGTC AATAGTITTC AGAGGGAGTT TCTNCCITIT T1T1TCTCAT 
TATACTCITA AATK3TTGTC AGTTATCAAA CAAACAAACA GANAAA1TGT TT3GAAAAAC C7TTGCATACG (XTITIULTA 
TCAAGTGCTT TAAAATATAG NCTAAATACA CACAGGCTTG AGGCAGA 



WO 93/16178 



PCT7US93/01294 



176 

SEP IP NO; 409: (Length of Sequence = 233 Nucleotides) 

AAGAGACAGG WCVCATXCT GTCAACCTGG CTGGACTGCA ATGGICTGAT CACAACTCAC TGCAGCCTIG AACTCCTGGA 
CTCAAGCANT CCTKCCACCC C^GCCTCCTG AGCAGTTAGG ACTACAGATG GGTGCCACCA TGCCCAGCTA ATTTCTAAAT 
'l'mTlTAGA GACAGGGTCT TCCTATATTA CCX^GGCTGG TCTCAAACTC CCIGGGCTCA ACTGATCCTC CTT 

SEP ID NQ:410: (Length of Sequence = 295 Nucleotides) 

GACAGGGGGT GGGGAATTCT ACTCCATGGT ATCTTCAGAG CTAGGATAAT GCTCCTTATG CAATCCCACT GCATATGACC 
ATQGCAGTAG AACAAGTTCA ATTACTACAC T3GATGOCJIT AAGIGTGCTT TCCTAGCAGA AAGCACCAGG CTGGAGTCAA 
CAGTTCACAT GCTAATACIT GGAAGTATTT CTAGAAGGGG GTGCTCAATA GAGGGCAGAC ATGAH3CAAG NNCTTCATAC 
TAGAAAGGTG TCCICTGICT GCATGCACAG CTGGATGGGG GCACACAGGA GCAAG 

SEP ID NO: 411: (Length of Sequence = 304 Nucleotides) 

AATAAAAAGA CCATTAACTT AAACTGGTGT TAAATGCTTT GTAAAGCTGA GATCTAAATG GGGACAAGGC AGGIGGAGGG 
GAGGCCACTG TACATOTAAA TCCCCACAGC CCAGCATTGG OTXTCCCrCC CAAGGNCCCA GCACCAACCT CIGAGCCCAA 
GACdTGCCT GAAAACAAGC AGATACCGAT TGNTTCATCC TATTTATGGA CATCTAGGTC TAGTTGCATT TTCACTNGGG 
GGAGGGGGGA AGGT3AATTA TGGTAACTTT TAATGATCTA TTCAGGCAGT AGAGCICTTA AGGG 

SBO ID NO:412: (Length of Sequence = 250 Nucleotides) 

CAGCTGCGCA CTATCACGCC CGGATAATTT TTITIXTTITT TAGTAGAGAC GGGGTITCAA CATGCIGCTC AGGCTOGTCT 
CAACTACCGA CCTQGTGATC CCTCCACCGC GGCCICCCAA AGTGCTGGGA TCACAGGCGT GAGCACCNCT CXTOGNCACA 
GGINGAGACC CTTTCTATAT AAGAAAGAGA AAAATGTCTC TNANTCACAA GAGAATGCTA ACAAOGGGGG AAAGCACAGA 
CACAAACCK3 

SEQ ID NO;413 : (Length of Sequence = 337 Nucleotides) 

CTACTGGGAC AAGGGAAGGC AATCACAAAC AACTGCCCTC AGGAAGAACT CAGTCCCIGA CICTAGICTC TCTTOGGGGG 
AACCAATGCC ACCCNCCTCC ATCCCCCAGA OGGGOGAGGG GCTGCACCCT TAAAGCAGGC CATIGGGCCT TCCJGGGCrCC 
AQGGCCAGCC CACCCCGNTC CCGCTGGTGG ATCTICTGGT GCTGCAGGAG CTGCTGCTTC TGGACAAAGC TCTINTCACA 
CTCACTGCAG CIGTAGGGCC GNTCACCCGT NTGGATGCGC T3GTNCCGNA CCAAGTCAGA TGGCTGACTG AAGCTCITGC 
CACAAGTAAC CACAGAT 

SEP IP NO: 414 : (Length of Sequence = 304 Nucleotides ) 

GGTTTAAGAA CTGOJ ITi'lG GNGCCCAATC TTTGGTGAAA AATATTTTTG GGTCATCTTT GAAAAAAATC CTTTTCAAGG 
CAGACAGCAT TTTAATGCIT TCTCTGTnT TCCCICTITC TCAGCTCTGN CACCAGCCTG AAAGATTTAA AAATNCAAAT 
TAATGGAGGN TTATTICTCC TNXACTCAGG TCACATTTCT GGGTTTTAAT GAAGNGACAG ATGCTGCTCA TATACAGGAT 
TTAGCTGCAG TTTCTTTGGA AC3TCCAGAT ATTCTGAA1T CACTCCACIT CIGCAGTCTA AATG 

SEQ ID N0:41S: (Length of Sequence = 315 Nucleotides) 

CGTTGTGGAG TGGGTGTCTT TGGATAGAAG GAGTGAGGAA CTGGGGGAGG AAGGCCTGGG GGATCCCCTG GOGGGGCTAC 
TTCCIGGGCC OQGNATCGAC ACCTGGNAGC T3CTG0GNTT GTIGGGGTCC TGGCAGGGGTT CTGGTGTCGC CCTCACCACT 
CTGNTCACCT GCTCCTTCCT NACAGTGCCT GGAGAAGTTC CCTCTNATCC AGCACTTTCA AAGTTCGGNA GOTNCFGCC 
CATCCATCCT GTCAOGTCGG. GCTAGGAGGG GNCAAGCOGA AGAGCCACCC ANGNCACANT TCCTCTGCCT GCCIT 
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SEP ID NO;416: (Length of Sequence = 343 Nucleotides) 

GTATTTCAAG TCITTTOTIT GCTITCICTG GTGTCAAATT TGGGGTCTCC TAGAGCCCAG CCCCAGGCAG AATCOQGCAT 
ATCCTTCTCC GCCTOGGGGG CCCGGGACAC AGGAGTTTCA GAAAAGGCAC TGGCAAAAGT NCTAGGGCGG GQGTCAGGGA 
GAAGCCACAC TCAGCCTGGA GQGAOOGQGC CCTCCITCGG CGGCAGAAAA CACACTCACC TTTOGCAGGG AAGGGTTTCT 
NCCTAGAAAG AAATTTAAGA CAAGATAAAA ACCIGAGATG TTAGAGGAGC CCCCAGAACC AAGCOGCTGC TOCCCTGGGC 
AANCAGAGAG TGAACTCGGC TIT 



SEP ID NO:417: (Length of Sequence = 202 Nucleotides) 

TATTICTCTG TGAAAAGGGG GAAAAIAAAA GGAATAAAAT AAAAAOGGCA CAGTIGACAC ACAAAAAAAA ACCAATGATG 
GGGAGGADGG GAGGTGGAGA AGTAAATQGG GGAGGGGNTC (XMTACAGC AGCAGGATCC AGTOACCCGG GATGCTCACA 
TCTOTCCCIN AOGTQGGOGG TGTAGCCCCT TCCTCCCAAG GT 

SBQ ID NO: 418: (Length of Sequence = 299 Nucleotides) 

CACCAGTIGG CTGCAGAGCT CTCTTCAGGA TCATAGGCCA CIGCCAGAGT CTTGGAGAGA GGGAGAGATG GAGAGGAAGG 
GAGTGAGCIT CGGTGGTCTG ATOTCTGGCT CAACGACGCA GGAACCICAG GTTCAAAAGC AGCTGACAAG AGCCCAGAGA 
COGTCITCTT GGC3GTCGGGC AGAGCCTTCT GCTGGCCCGA CACCCAGGCA NGGAGGGAAG GCCCTGAAAT OOOEJlTmN 
TGGCAAGATT NGTTTCCAAG AQGAGA1AAT GGCTCAATTT TGTCITCCCA AGTTIGATCA 



SEP ID ND:419: (Length of Sequence = 223 Nucleotides) 

ATTGITGGGA AGCTAACATT TITCCATGGT TTINA3TTIN CCCAAAAGTA TTTATGTATT GATTTATTTG GNTCTGACPC 
AGGCGACGTA CTGTAAGACG ATATTACITT AATCATCTTC ACATCAGTAT TEA3X3GAATA GCCACAGGTG CCTCATCCIT 
TAGTAGGAGT TAATTATACA TTINCIGGCC GACTAAACAT NTCCGAATGG TATGTATGTA TIT 

SEP ID NO:420: (Length of Sequence = 406 Nucleotides) 

TTTAAATATT AAGTTAAGTA TATAACTTGC CCTATGCCAT ATT3CTTTAA TCAGGGGACT GAGCATCACA TTTAGATTTG 
ATGAGTTTGG GAAAAGTTCT CAAACATCCA GACCCATGGA CCTTAAGAAT TACTGCAGAA ATCTCCITCA ATATAGTCAT 
AGGGAGCATT AATGCTTTTG TGCTACTAAA CATATITITG AGCTTAGATA CAAATCCTTC TTGTTCCTGAA CTGATAGGGT 
AGGAATTGIT TAGCTGCTTC AAATCCAGAT CTTTCAGGGG TIGCCACCTA AACTCATCIT TATGAGTAAC TCTAGATAAT 
AATACACTIT GGIATCTrCC AAAGTGCITA TCTAGGCAIG GAAAAGTTCA GTAATTATCA TGAGGNCCTG TnTTAGCTT 
AGCTCC 

SEP ID ND:421: (Length of Sequence = 281 Nucleotides) 

ATCCAGATTA CTGACTTGTA CACAATGGAC CATATGINCT GTCCAAAATA CACCTACATT ACACTCTGTG GAACANGAAC 
CTGGGCTTTG CAAAAAAGAA TTTATGAITA AAATGTAACC CCCCCCAAAA AAAAATGAAG CITAGAATTA AAGGTAGCCT 
TTIAOOCAGA TK3TTCACCA GNTITGTAAAA TTCTAATATG GGTCATTAAC TGTTCACAAA TAATTCATAT TTGGNCITAT 
GGTHAAGGG CTCCAGATTG AAAAGCTGCT CIGAACTTCT G 



SEP ID NO:422: (Length of Sequence = 220 Nucleotides) 

' mxjm ' mT taatagagac ggggtttigc catgtiggcc aggctsgtit tcaactcctg acttcaggtg atctgcctgc 

CTOGGTCTCC CAAAGrPGCTG GGATTACAGG CTITAGCACT CTNACTGTCT GCCT3GCIGG CTGGCTGGCT GGCITPCTIT 

OTTcmrrr tcintctctc tctctctctc tcttccittc titlticctt 
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SEP ID NO:423: (Length of Sequence = 391 Nucleotides) 

CICTCICTTA TCTCQGCAAG CTITAGACAT ACTAGCTTGG TT3GAAACTC ATA.TTAAAAG CCTAAAACAT GTAACTTTNC 
ITATCAGCTT ACTATCATCG GGAACTAAAG ATTCCTGCTT TTTTGTATGT NCCATAACTA TACTTTAGTA AGCCCTGATA 
1ACGGTCTTA ATITTCCINC AGTGAAGGAA ACATGAAGAT ATATTTATGT GCACACATAC ATATAXATCT ATATATAAOG 
TATATTCAAA CATGCACTCA GAGGAAGTTA GGGAGAGAAG TTTCTAGCEA AACATGKICT TCTGAAATTC 1TCGATATGT 
GGAAAACTCG TCACTTCATC TGACATAGAG CAATACCATA CATATATACA CACAGGCTGC TATGC7FATAC A 



SEO ID NO:424: (Length of Sequence = 379 Nucleotides) 

TGGGGAGCCT GAGGCATCAG AATCGCTTGA GCCCTQGNGG T3GAGGITGC ACTGAGCTGA GACCCCCTCA CTGAACTCCA 
GOCTQGCTGA CAGAGCAAGA CTCTGTATCA AAAAAACAAA CAAACANACA AACAAAAAAG CCTATTATAA AACAATAGGA 
AATGCTCAAG TCTACTGCAC CAAGACATAC TGAAITTCAA ACTAAATAAA TTAAAATTAT CAIX7TACATT CCACTACATG 
TCAAAACAGG AAAANCCATA GTATTATAGT TGATAIGAAA TGANGATTAC ATACANCAGT AATACAGAGN AAAGATGAAG 
CTCCTTATAT TTATTIT3G37 ATAAQGKCAN CAGGGGOCAA TGATHTCAC TOCAGATCT 

SEP ID NOt425: (Length of Sequence = 448 Nucleotides) 

TCCACAGGGC GGCCT3GGGT CTGGAGATQG GOGCTGGGCC CAOGQGAOGC AGATQGGGCC ACX3CTCTGCC CCT3GCTGGC 
CCACGTTCCT GGTCTGCAGT GCTX3CCTCCT CCCGAGCACC CCTGGGGCAC AGAGGGCAGG GTCACAGCTG GGAAGAGCTG 
GGGGCTAGAA ACCAAGGCTG GCAGAAGTOT AGCQGGGCTC CCTGATAAAT GCTGGAGGAC CCCAGGGCAC CTGCACTTAC 
TGTACCCTCT CTGAGAGCAT TTGTATGATC TCATGICTCA GCTCTNNGAG GCTGGAGGTC CCAGAAAACC AAGGTATCGG 
TAAGATTCAG TCTCTQQGTG AGTACCCAGT TNCTGGCITC TAGATGGCGC CTTTITCCCTr GTGTGTCCTC AAATGATTGG 
ATGAGGCCAG GCTGCTCTCT TGGAGTCCIT TCTGTAAGGG CAACIGAT 

SEO 3D NO: 426: (Length of Sequence = 417 Nucleotides) 

GCCTSGNTCA TCGCKjTCCT TTCCTCCTTG TCAGAGTCAG TGACACTGAC ATIAAGGTCA TOGAATATCA ACCAGCTCCT 

GAGGAccms (Jixnxjrrixx: tccictccta gtctccpgac cccagcctgv tcattcctca gcitcctctg gcaocccitc 

CTTGG33CCA AGCCAACTAA GAAATCAGCA QGCCCAAGGT GGTCCITCGG AGG003GGGC ACTGOCAGGG GCAGTCCTCA 
TACCATQCTC CCACTX3GCIT CCCTCCT3CC TGCTCTTAGC CGCCACACAT ATCTCAGCTG TCGAATCOGA TTAGGGNTTC 
TC2JCCACTGA GCCAGACAAG GAGGCCACTN GGCAQGGGAG AGAGAGACAA GGAOGCCAAG CAGGGATTGG CAGAAGGAAG 
GTGGAGACAT GGCTCAA 

SEQ ID NO: 427: (Length of Sequence = 317 Nucleotides) 

AACCCTCTCT CIACIAAAAA TACAAAAAAT TRGCTGGGOG TGCTGGTDGGG CGCCTGIAGT CCCAGCTACT OGGGAGGCTG 
AGGCAGGAGA ATGGTGTGAA CCCAGGAGGC GGANTTGCAG TGAGCCGAGA TAGTGCCTCT GCACTCCAGC CTGGGTGACA 
GAGQGAGACT CCGTC7TCAAA AAAAAGGGCT GATAATGATA AACACTGAGC ACTCCGCTCC TITITCTTAC GTITrCCTTT 
TITCCTTCCT CTCO^CCCCA CAAbTlTIGC TITTTAACCA AGCTCTCTCT GCTTGATGGA AATTCACAT3 CTAGTCT 

SEQ ID NO: 428: (Length of Sequence » 296 Nucleotides) 

GTAATTACAG UOTTOCAOG TAGAGAOGGG TTTCTCCATG TTGGTCAGGC TSGTCTCGAA CTCCTGACCT OQGGTGATCC 
GOCT3CCT0G GCCTCOCAAA GTACTOGGAT TaCAGGTATG AGOCACCCTG CCCAGCQGGT TnTTTTTTT TTTTITCTAT 
AGCAATQGAA GAAT3GCCTC GXACACACGN TAGAGTGGAA ACTCCCAGGC ACCAAGGNTT CCCACCCTAG AAGCAAGCTC 

AGGGcnrcT crrcATCcrr ccagggagag cactgagaga txsatgggggg ttogca 
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SEP ID NO:429: (Length of Sequence - 422 Nucleotides) 

GAGGGOTGGA GACAGGAGAC AGTQQGCTGG GAAATCCAAA TCTCAACTGC TITDGTACTG TCTCCTGCTC CCGACTGCCC 
CANAGCCCAT GCAGAOCCTC TGCTCTPCTAT GATATCCTGT TCAGCCCTCA ACTTICTCTA CCKPCOCIGC AACTGGGGTT 
CRCTGIGAGC CAAACCACTIT TGCTTCTICT TITCIAAAAG CAGGCAGCOC TTCAGGACTG TOTCATPCAA GGCATITCCC 
ACCTCITTITC TCCACTCATA TCCCTTCCCA AACTGCCTIT CCTCATITCT CCGTCTCCAG GGAGAGGGAC 1NCAGGCTAC 
CACTUaTCAAA AATGGTOCTC TTCAGTCCIA OGTAA£3TCAA NCTGICTGAG TCTGTAAGGA CINAQGGITO CTCACAAGGG 
GACACACAGA NGTGGATGCC AG 

SEP ID N0:430: (Length of Sequence - 332 Nucleotides) 

cgogatcagc accogggaca gcgccaoogc ccacgtgcag gqgntggqgt co3gg0gggg ctngogcctc qgcgtctccc 
gqjagiotcc oghxagccg tcgagcagqg tgcitganin totctgcaga aaagactcta ggaccccgcc accatcttcc 
oggagccccc aaccccgggg cctccatogc coganaogcc tcoogacicc agtogcatca gccaoggccc agtccccccc 
tgggccctgg ncaccatcgt gctqgttciha ggcctccina tcttcagctg ctottcict ctctaccgga agagctgtog 
gaggoggaca gg 

SEP ID NO:431t (Length of Sequence = 413 Nucleotides) 

TGTCATEATT TAAGATGGGG GACATCCAAG CACCIGGAAC AAAAAGGACA CEAAGAA3GG GAGAAGAAXA CACAAAGGGA 
GGEAGTACAG GGCCAATAAC AGATIMTUGG AAirTTTCAA A3TTCTCTIT GAAGTAATCT TACAGTCACT AAAT3GAACT 
GGAAAAGAJ3G AATAGAAGAG CATTTCATTG ATWITrm' TCTCTTCTAC TTACACMCT CATGACCTCA TOITCCCAGA 
ACITAACACT TAGTTGGGTT CTACTAGATA TTTTOQGTTG AAAAGATGIT TOCTGTTTIG CAITITGITC TGITITGITG 
GCTAGCCTGT GAATCTAGCA ITCTAOCTGA GAAAGTGCAT TTCAGATTGA AAGCAACTQG GTTITGGAAA TGAACTICAA 
TAACATATCC CAG 

SEP ID NO:432: (Length of Sequence = 292 Nucleotides) 

TTCACOCTGT TAGCCAGGAC GGTCTCGATC TCCTGACCTT CTGATCTGCC CACCTOQGCC TCCCAAAGTG CTQGEAITAC 
AGGCCTGAGC ACOGCGCCGG GCCACCATTC ACEAAITTTC AAGAAAICTG GAAGTCTTCT ATATTTOCTT CCCACTCCAT 
AGCTCCAACA TTGTTGGCEA TTATGAATTT GGCTATEAAG TGATCCCAAC AATATTTAAT GAAAAAAAGA TATAGCAGTA 
TAGTTGAAGG AGGAAGCTGA AAGAAAAOGG TCCATCNGTG AGGAAAAGGC CC 

SEP ID NO: 433: (Length of Sequence = 335 Nucleotides) 

TnnrrcTc aqcagaggat titattgctg ctcaccictg gcacaggtta gaggagcoga acttgctgint ttciggiggg 

GGGGGGACCA CAAACCCOGG CCCT3CCCTC TTCCITACAT AGGCTTCCOG CCTAGAAGCG CANCATGAAC ATGCCGCTAC 
GGATCCGGTT 07IMTCTGGG AGCTGCTCAA TGGGGCCATA TCCAGCCACT GCTGGGGCAC TGGTCATAGA TCTACTINGA 
GCAGATCTCA QGTACCACAC TGGCATCCAC CTCCGCAAAT CCGGCTTTCC CA1TCAGCCA GGGGQGNATC OGGGNGGGCC 
AXAGGTCAGG AGGCT 

SEP ID NO:434: (Length of Sequence = 390 Nucleotides) 

GITGCTGACT GCTGATTGGA GATGAOGICT ACCCATCCTC TAGACAGTCT GTGCTTTTCC TCTCTTTQGA GCTTCXZAGTT 
CCACCCCCAT CACJI'ITITXT CTGACCACTC CATCTTGCCT TATTTCTCTC TCnTCCTIT TGACTGGAAG AGTACTCATC 

'iti'iu-laaca tcititcata aaciuiti-ig atttcactea tattgatttt naacctataa tgtgctqctg 1TCTATTTCC 

TCAGfTIAGAT CAGAAGGCCC CEAAAGACAG GGCTCCATTG GIWITAAACT GCCATCITCA AGGICTQQGA CTTGATTTCN 
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CrnTITOC CWCACAACA AGGCACTCCT CTTGCACCCA GTCOGAATTT CACTGCCICT GGCTCAAAGT 
SBQ ID NO: 435: (Length of Sequence = 427 Nucleotides) 

TCACTAAACA GTAGATrTAT TITATGTAGA TTICTTTITC TATAAAAATA TATTTATCTG TTCACAGGAA AAAAGTTGAG 
TK33TATCTG GGGCTGACTT TCAGATACAT AATTAGTIAA AGGTCTCCTT ATGAAGTTAG AAGGCATCTT AGCITTTATC 
ATTTTCAAAT TITTCTTCAT AAAAAAGAAC ACCX7TGTGAC AAAGATAAGG TAACTGAGAT TATTATTAGC ACTTTAGAGT 
TGAGAGACTT TGAAATAAAA AGGFTAAGCA ACCTGCCTAA TGTTrATGTA CAAAATCACT GCT3GAGCCA GGAAGAGAAT 
TTGGATITTC CCAACCCTIX3 GACAGITCTC TAGGGAC7TCA ToCCCACCAA CCATTCTTGA GACTATATAC AATCAATIAC 
ATTAAAATGA TATTGACAGT AGACTAG 



SBQ ID NO:436: (Length of Sequence = 249 Nucleotides) 

TCAAATAACC AGGAGGGGGA CAGAAGATGA TGGCAAGGCA GACTGGGCAG TGTITTOTAG ACACAGAACA AAGAATCAGA 
ATTIGAAAAA AGANGAAAAA CAAATCINCG CAGCIX3CAAC TTTAAAGTAT CACCTTTATA GATSGCAGGG ATTTCCATTA 
T3CAAATOGA ATCTAAGATT TCAATCTGNA ATCTTAGAAT GCAGTTTIAC CACTTGCAGT CTNGIMTTC TOCT3G0CAT 
GTGGTGAGT 

SEP ID NO:437: (Length of Sequence = 404 Nucleotides) 

CTCATITACC CTAATCCCTC TITCACCTIC ACAGAACTTT CACACTCCAA TCTACTTGCT GTTCCTAGAT GCTCCTATAA 
ACAGAAAGCT CTGGGAGACA GCTGTCTICT TATICTTGCT CICICTCATA TCICTGGGCC TATCACAAGT ACTCAAAGCA 
TAGAACTTCA ATAAATATGT GTTCAATGTA AGAAATGATC AGTGATTCTC AAGCTGCAGTT GGCGTCAGGA TAACCTAGAC 
AGCCICTTAG CACGGOTCAC T3QNNCCCAC CCCCACAGTT TCAGGTCTGG TCK3GGNTQG GGCCCAATAA TCTSTATTCC 

TAAAAGTTCCC caagcaatcc tggtgctgtt octccaggga ccatgcttaa agaaccaccc ggaataggac tggtsgacaa 

AAGG 

SEP 3D ND:438: (Length of Sequence = 337 Nucleotides) 

CTGCAACTTA TACCTTCCAT TIACIAAAGT CCCAGTATCT GTCAAAGIAG TTTTCATTCC TCACAGCCAT 
AAAXATCACT AACITTCCCT TTCAAAGGTG AAATAAACTG AGACTCT03A AGATTAACTT GCOCAAGGTC 
TXAGGAGGCA CAGGTOGGAC TIX3AACCCAG TICTITCTSA ATTCAAAACC TOCAAAAICT CICTCACATC 
AATGAGAT3C TAGAAAATCA GGACAGTGAG CAAGCTGGAG AXAANGGAAG ATATQGAGGA ACACGGGAAG 
ACACACATAC CCTGCAG 



GTTATGAGCT 
ACCTAGCTOG 
AAGCT3CITC 
TCTGATCCTC 



SBQ ID ND:439: (Length of Sequence - 380 Nucleotides) 

CATCCTGTAT GAAGGTAGCC ATTTICTACA TCTEACCTIG TTAAAAACAA AAGAGCAGCA ACATGTTTAG ACTQGTCTCT 
ATAGATAGAA CACTGCTGTT ATGTTIAAGG AAAATK3GGG OGQGGGCAGA AAAGATCAAT ATGACTACTT AGAAGACTAT 
TAAQGAGAAC TITOTACATG AATTATQGAT GTAAGAATTA GAAAAAAAAA GATGATCATG TTCAGAATTT TAGCTTTTTT 
ACAATICTAG TGGAAAAGAA AACTCCTAGA GTAATGAATC AATGGIATCC TACAAAAAGA GAGGTGCCAA AAATACCAT3 
AAATATTATA TTAAAAAATT CACAOGNATA GCTAGTIATA AIATGTAAAG GCCAGACITC 

SEP ID ND:440: (Length of Sequence = 335 Nucleotides) 

CCCTGAGCIT TTATTCACCA CTGGACICT3 ACITITCATO TAATTTTATT 1TK3AGAGAG GGTCTTGCTC TCTCAOCCAG 
GCIGGAGTPGC AATOGGGTGA TCTTGGCTCA CTCCAACCTC CGCCTCACGG GCTCCAGTCA TICTCCTGCC TCAGCCTCCC 
GAGIAGCTCG GACTACAGGT GCACACCACC TTGGCTGGCT AGTTTATGTA ATTTTTTGTA TGTCICTGGA GACAGGGTTT 
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CACCA3GITG CCCAGGCTGG TCFCAAACTC CIGAACTCAG GIGATCTACC OGCCITCCAA AGTACIX3GGA TTACAGGCRT 
GAGCCACCAT AATAA 

SEP ID NO: 441: (Length of Sequence * 356 Nucleotides) 

ACTAATTGflG TITCTGCTTC AACCIGCATT TCCAGAGGTG CXMtJTTGGTC TGTAMTQGT TCHGGCMCT TTATAQCTAT 
TACAAAACCA ACTCTTATIT TGCATTTCAC AGGATTIAAG ATGAATAAAG TGAICT3GTT GTGCTAGOTT AGAGTTCTAC 
AAATTATACT CCCATOGCGG ATGCT3GOST CCCAGGCCTA CAACCTGACC TCIGCCCTCA OC3C3CCATCCT CACGCGCTCC 
CGGTCGCITCA AOGAGGAGCC CCIGAOGCTG GCGGGdTTC AGCAGQGNCC CGGCCAACCT CAGTGACCT3 GTCCAGCTCA 
TCnTCTGGG TGGGACTOCC AATCCCCTTT COCTIT 

SEP ID NO:442 : (Length of Sequence = 371 Nucleotides) 

GATGATTTTG TATCTTTTTC TATTTATIGA GATAATCAAA TGATTTITCT CCTTCGTTCT ATIX3A1CTGA TGTI1ATTGA 
TCATGITTAT TGATTTGCAT ATGGTGAGCC ATCCITCTAT TCCIGGTATA AATGOCACCT GATCATGGTA TATNATCTIT 
TOJATOTGCT ATTGGATTK3 GTTTGCCAGT ATTTTCTIIGA GAAITTTCTC ATCTGTC7ICT ATTACGGATA TIX3GCCTGTA 

GrrrriTiTS cictgitcit ctitggitit gataicagga taatgctagc tttgtagaat gagtnaggga ggagttatct 

ACTCITCAAT 1TTIX3GGAAC AGTIGCAGAA CTCTICTGTC TTTTAGAACA G 
SEP ID NO:443: (Length of Sequence = 329 Nucleotides) 

TGAACTGOCT TTATTTTTIN ATTTCCCATC CAGAAACCCC AGTCTGATGG TGGAAGCAGC ATGAAAACAA CATCTCCCCA 
GGCCTCGCAG TAGAGGCGAA GGGAACAGAG CTGCCCAToT GCOT7IOTCT AAAGACGCCA CCCTCAGGTT GATGTCACCT 
CT3GGAGACC GGGTCCACCT ACAGACACCA GGTCAIGGTC (3>£CAGGCCC CAAGCTCCAG CCTGCTOACT CCCCAAGACA 
CAGGCTCAIT AAATAGCITC GTACAAAAAC CCAAGQGTCT CCCTCCAGCT GGTAAAAAAT TGGGCAAUTT CTACTTOGAG 
GICTGCTGT 

SEP ID N0:444: (Length of Sequence = 358 Nucleotides) 

ITiTHTllA AGTACATAGG TCTTIATTTA AACACTGATT TTTTTTTTAA ATATA1ACAC ACAAAACTTA GTTCAGCAAG 
GCTTCATGAT ATACACCAAT TCCAAAA3AA AACAATCAAA TGGTCCAGGT CTAGAATGOC AGAITCCTIT TATCATCIGC 
GAGGAAAAGA GAAGCAGGAT GAGGAAGAGT GAGGGAAGGC GGGGACAGGC TCIGCCCAGA NGAGCTGCCG CCTCCTGGCA 
CAGCAAACGC TCCAGGCCIG GGCCCIGTTC ATATCIGGAG TCGGAGGGAG ACTCCCATCG GCOGCITTGG GACTGAAAGG - 
, CCCAAGGCTG TCACCAGGTC CCGGAAGAGA GGGAGGCA 

SEP ID N0:445: (Length of Sequence - 302 Nucleotides) 

TCAGAACGGT GAGAAAIAAA TTGCICTICT TTA3AAACTA ACCTGTTIAT GITOITITTT TATAGAAGCC TGATCAGAAT 
AAGACAATAT TOGATAGAAT ATTCAGGAAT GICTIGCCTC CAATCITOGC CCCCCICTAC TGAGCIUTAA TCEACACTCA 
(XTAAAAAAT TATAAAATCA TAATAAAACT GAAAAAGTCA AACTCTCAAT TGCATCCCAG CACAAATATC ACAGNTGNTT 
A3TTAAAAAA TTATGTCAAG GCCCTAAAAA GCTAAAATCC NCAC2TCCTGC TAAXATCTCT CT 

SEP ID NO: 446: (Length of Sequence *= 367 Nucleotides) 

ATATATATAT AXACACACAC ACACA3ACAT ACAIACATAC ATATACATAA CCCK3TTTGG GEAAGGCCTA TTGACAGAAG 
CCAGATATCT GGGTGGAAGT TAGAAGATCG GCAAGGAATT CTTATCTCAG AGTTTCAACA CTGOGACAAT GTGGAGAGAA 
GTCTCCIGGG AAAATGCAGA TGCCCAAXAA C1TCCAAAAG AATCAGGGAA GITGGAGTAT TTTIGAGATr TACACTGTCT 
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TTACITCAGT AAAACAAGCC ACAGCAACAT TATGCTCTGC AGAGTCTTCT CJITCACCTTT GGGATGGAAA AGAGCTGCTT 
CTCCTAGGGN GGCAACTAAG GCCCAGGACC AAAACTCCCA TCTCCTA 

SBQ ID NO:447: {Length of Sequence = 295 Nucleotides) 

CTSCAAACCC TTCAGCATTT AGCTAAAGTT ATITCACAAT TCAATGCTIX3 1CTTGCACIG TCCTGGTCAT 
(JTATCTCTTC AATAGCAAAT AGTATCATAA CAGACCACTA AATCTGGAGG GAAACTGGTT TCTATTGCAG 
TTAAAATK3G TGTAAATCAC AGGGIACAGA ATTdTATCT GGTAAGAATT CIQACTXTIT TTITAAAGAA 
ATCCAGATCT G7IATCCACAT GCTATITAAA T3CTCAQQJC AAAAAGAAGC CACTA 

SEP ID N0;448: (Length of Sequence * 233 Nucleotides) 
CAGAATCAGC CCAAATGCCC ATCAATCAAC T3TGCATAAA GAAACICTGA TATATATATA TCATAGAAGT TCAAACAGAA 
AAAATACAAA AAACITAGCA GAGGATTGTA TCCHTCCCG TnATTlTCA TGACCATGCC ATCTTCTAAT CCCCAGAAAA 
AAACIGGAAA ACAGAATAAA TAXAATTTNC TGATTATOCT TATGXAACAT AAATGGAATA TATATATATA TAT 

SBQ ID NQ:449: (Length of Sequence - 341 Nucleotides) 

ACITCCTTCC TCAGGCTCCT GTACCAATCT TCAATTCACT TO3GAT3TCC TAGTCTAAAA CATTTATITC ATTTGAAAGG 
AAAAATATCA ATTTCTATCT AAATTGGACT AAGATTCAAT TCAGA1XJTGT TTATITACAA AACATAAGTT TGTTATTTAT 
CTGTC7ITTAA TITGATCCNG GAACATTACA TGTAAAGAAC ATTCCATGTA AAGAACCAGG CAACTIQGCC AGGCATGGTG 
GCTCACACCT GNTAACCCGA GCACTTTTGG GAGGGCCAAG GCAGGTGAAT TGGTPGAGAC CAGGSF3GTTC AAGACCCAGC 
CTGGGGCAAA TATTGGCGAA A 

SBQ ID N0:450: (Length of Sequence = 313 Nucleotides) 

, iTmTmT GACACACTIT CCACTCCIGG AAACCTTTAG CTAATCTITA GCATTCCTTC AATCCTGGGA 
GATCACCATA CTATTAATAC TCICTGTAAT TTTATCACTA GAAT3GTTAA TTTCCATATC ATACTAGAGC 
ATTITCAAAT CCCA3TATAC TCACTGCCAC TTCAAGATTA CICTAGTCCT TAGAACAGCT GCTAGATCTT 
AAATIAATAA AGTGTGAATA TAACTATATA ACCATTTTNA AAAItxlTl'IT TGC^TAAdT TCAATATAAT 

SEP ID WD:451: (Length of Sequence = 351 Nucleotides) 

GQGCCGGCTC CTGGGCACCC ACCCAGCTCA TTOSOQGAGC GGCTCCCCTC CT3GC3CTTGA CTGTCCTGGG 
CAGCCTCAGC CATCTGTTCC CCAACITGAT CTCCCACTGC TAGTITACAAA CAAATCGCCC GGCTICTGCA 
GCITOGTCCC CACTCCCGCG GQGCATCATT TCATICITTC CTAGCCK3TA AGGnTTCTCC TGAAAAATCT 
TAATATGAAT TTCCIAATAT GTGACITAAG GCTTTTCTCT TGCTGCITET AAAATnTCT CITCTCTCTr 
AATT3X3GCIA TAA1X7TATGT TGGAGAGGAC C 

SBQ ID ND:452: (Length of Sequence = 363 Nucleotides) 
GACAAGGGAG AATTCITGCT TTACCTATCG ACTGGC1TAA GCCGICT3GC ATCCGAGGAA TGTTTCAAAT GTGTCTGTGT 
TTCTdTTAC ATTCCTTATT GTACCTCATT CTTCAATTCA C7ITTICTAAA 1TCCACCTAA CATTTAATTA TTTTAAATTT 
CTCCGTCATG AACTIATTTT AAGACACTGG AATAACTGCA GCTTTGTITA TAACAGCATA GGATTATAAA CAACCIAAAG 
AGTCAGCAGT GACATTGATO GCACATGCAT ACAATGGAAT ATTCTOTAGC TCTTAAAATA ATAANGAAGA TCCTGCTCTG 
TGTATTTGAT ATQGGAAGGC CCCCCAAGGT CTACAGTTAA GGG 



TrAAAAACTG 
ATGGATCTAA 
GAAAAAATAT 



ATGG3CAACA 
TGTTGCAGAT 
AITACTTAAT 
TGG 



CCTGACTCTG 
AACCTCCT3G 
ATTGTTAGTC 
TCAdTTGAC 
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SEP ID KD:453: (Length of Sequence = 382 Nucleotides) 

AEGAGQGAAA AGA1GGTGCC ATTGAAGATA TTATCACAGT GCTGAAGACT GTNCCCITEA CTCCTOGCAC OGCCAAGCCT 
GGCTCTOGGT TTINCTGCGA ACCTCTTCTC ACT3AGGAAT ACCATIACEA AAC33OTACT Cl'I'ICTCACC TGATGCTCTT 

aaaagatctt agaaaccaac camcagaog agcogatccg gtgaggagaa gcctcaggog gogcittciat gatcagaact 
tgcgttctgt taatggtccc gaaataacaa tgigaaccig agactggcct gcaatcaata cagggctgtg ogtcttcagg 
aggttttcig ttgcxsgtcac ccatoatogc gggccinccc atttgggcca actittcctg gg 

SEP ID NO:454: (Length of Sequence = 391 Nucleotides) 

raiCTGCCTG GrTGTGACrGG CTGGAGAAAT AAGTTAGGGA GAATCTAGAT ATGGTTGAAT TCTCATTGCT GCTCAAAATT 
TOTTTCTITC TGACAACAAC AACAACAACA ACAACAACAA CAACAACAAC AACAQGTGAA ATTATCTIX3A AATACAAAAG 
AAOGTCIGTT GCTCCTGAGA GTGAAAAAAG GAATCCTIAA CAGCITCAGC TTGCACCAAG AGGATTTnT TTTATCAGCT 
TCCCTTCATA AGAGAGGATC GAGGATTTIG GAAGAGACAG AACCIGGGAG AAATITCAGT GAGCIGCCAC TTACIGGTIT 
AACCTACTTC CACAGAAQGA ACCTATTATT GTINTATTTG GGAAXTCAGfT AAATGTGGGC CATGEAAAGG G 



SEP ID N0:455: (Length of Sequence = 282 Nucleotides) 

TIGACTACTC ATTTGAGGAC TGCAGTCAXA GATTTAAAGT GTAATCAGTC AACTCAGIGG AATEACTTTC TCGATIAATC 
TEAAATIGCT TCAGGACTGT TTCAGCCTAA GCCAGTAGCT GGGTTCAACC AAATTTGAAG ATITTOCTAG GAGAGTTTGG 
CACGAGGAGA GAGGGGCAAA GGCGTGTAAG GCT^GTGTTTA TAACAGTGGC CCATGGAATT GATCATGGGT AAAGAGAAAA 
CAAGGACATG CGAGGAGCTG ATAAATAGAN CAAAACAAAG CA 

SEP ID N0:456: (Length of Sequence = 340 Nucleotides) 

CTAACTEATG TTTGAGATCT TCAAIGAAAT TAGTEACTAA TATTINGCTT TKT1TJITCIC AAAAGATTEA ACATGAXAAT 
TCTSACCTAA TCCAAAAAAA AAAAATTCAT GGGCCACICT TTTGCAICTA ATAICTAAGA NCTCAC3CTTG ATOTEAAACT 
CCAACCCTTG GdGAAACAG GTEAATGATC MTlGlUflT ATTOOTTCT ATAAATACTT TGAAGTIGGC CAGGCCIGGT 
GGCCTCTQGC TCIGICTCCC AGGGITCGAG TT0GGK3GGG CAAATCTCGG CTTCACTGCA AGCITCCGCC TCCCCGGGGT 
TCACACCATT CTTCCTGCCT 

SEP ID ND:457t (Length of Sequence = 338 Nucleotides) 

ATGAAAAAGT CTCCAGAGAT TATCAGTGGG OGGA3GACAT TTOCCCICIG TO3CTAITCT TTGACATTCA TGAGA2TIGC 
CTACAAGGTA CAGCCTOGGA ACIGGCTTCT GITIGCATGC CACGCAACAA ATGAAGTAGC CCAGCTCATC CAGGGAGGGC 
GGCITATCAA ACAOGAGATC ACTAAAACGG CA3CTGCATA ACAATGGAAA AGGAAGAACA AGGTCTTGAA GGGACAGCAT 
TCCCAGCTGC TGCIGAGTCA CAGA1TTCAT TATAAATAGC CTCCCTAAGG AAAATACACT GAATCCTATT TTTTAdNAA 
CCATTCTATr TTI7MAGG 

SEP ID NO:458: (Length of Sequence = 370 Nucleotides) 

Grrrncrrrc ggagctgaac caaagaatgt gcaccctctt tctctagtcc tctogictct gcttattttt gteattictgc 

TTTCCATCCA TCTICTGIX3A TCACAAGGCA TTCTTAAGGT TTTCTAGCAC GACITGCGGA CATCCAGACT CGIGGGGGGC 
CCACCCATGG CTOGCTAAGC CAGGAGCCCA GGGCACT3GC ACIACCATGA GGCACTGCAT TAATTGCTGC ATACAGCTGT 
TACCOGACGG CGCACACAAG CAGCAGCTCA ACIGCCAAGG GGGCCCCCAT CAOGGTCACC AGGOGIGCCC CAOGTTCCAA 
AGGAGGAAAA ACAAAATTCC TSGTCTTCOGT CTQGGACAGT AAAGCAGAIG 
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SEP id TO:459: (Length of Sequence = 339 Nucleotides) 

ATTTTCCTAG AACTGAAATC ATCTACGaiT CTCAGAGCTA AACTTCCAAA GCTACACTCA GCAATTTTTC ATCAGAGCCC 
AAGGGAGAGG GGCCAGGGTA AAAGAGACGA GACTGTTAGAG AGGCATAGAG AGACCAGIAG GAAGAGGGTG GGAGAGGGCA 
CITATTTCTC TCICTCCTCT CAGTGGGTTA CAAATCAGAT CTGGTGACAA CACTGAGGGG GCCAGGTCAG GC7TATCTNGA 
TGAGAAATGA CACTGGAAGG AACATCAAAG CCEGAGCTAC AAAAAGAAAG TCATCAAGCC CCAAATAGAA GGGGGAGCCT 
CCCAGTCCAC CTCAGAAAT 

SEQ ID NO: 460: (Length of Sequence = 380 Nucleotides) 

GAGCTiTlGC ACTGCAAAAG GAACAGTCAG CAGAATAAAC AGACAGTTAG AACTACTTCC CTATGTAGAG ACACACTCAA 
GTGAAAGGGA ACCAGGCTCT ACCACITGAA ATAAGGAGTA TCAAGGAACT TCIGGACAGC TITIAAAACT ACCACTOGCA 
ACTAGGTCTT GAGGTOSATA AATGAAGAAA 7TK3GQGAAT CTCACACT3G AGATCTITCA TGTAQGTAAA TGANCTGAGA 
TTCA1TAGGT GTGAAATAAT GAAGTCTATA TATAGTTCP3 CATATACATG CCTGGGGAAG GTATAATATT CAGAGGCATA 
CTATCACTCA ATTTGTATCT GCICTGQGCC TCAGACAGTA CAQGQGCAGT GTTTGGA1TG 

SEP ID ND;46l; (Length of Sequence = 317 Nucleotides) 

GTCATTAAGA AGCCITTATT GGGTTATATT CAATTIGACC TCCCACCAAA TTAAGCGGGA AAAAACAAAA 
TCCCACTAAA AGAGCCCCTC AAGA1TTCAT AAACTACAAA CIAAAGCIGC TACTIAATAA GGAAATGGCA 
AGCTCTATAA TACAAAAATT CCTGTAATTT AAGCAGATCT TITCCICACT GATGACAAAT CTTCCAACAC 
TATGCIACTT GGGATATTTG TAGGCAAAAC CATTTTTTTT TTGTACAAAA ACAAAAGCAA GGGACCNTCG 



AAATAAGAAA 
GAATTTTCAG 
AATGTGAAGT 
AAAAAAA 



SEQ ID NO; 462 : (Length of Sequence = 251 Nucleotides) 

AAAAAGGCCA TAAATCCTTN CCCTOGTCGA GCTTACCTTC TAATAAGGAG AGACAGAGGG TOAGAAACAA ACAAACAAAA 
ATAIGTOAGT TAACACAGAG TGITGGAGGG TCTGAGGTGC TATGGGAGAA ACGTGGAGCA TGTCAAGQIG AGAGCAGGCA 
AGAGGGCATT CTGGAAAGGC CTAGGANGAT GCTGACATTT TACCTTCATA TCCACCAACC CCCAGCACAA AGCATTTTCC 
AGAGQJAGNC AGAGGAGGGC A 

SEQ ID ND:463: (Length of Sequence = 387 Nucleotides) 

ATACAAGTAC ATCCAGGAGC TATGGAGAAA GAAGCAGTCT GATGTCATGC GCTTTCTTCr GAGGGTCCGC TGCTGGCACT 
ACCGCCAGCT CTCIGCTCTC CACAGGGCIC CCCGCCCCAC CCGGCCTGAT AAAGCGCGCC GACTGGGCTA CAAGGCCAAG 
CAAGC7TTACG TTATATATAG GATTCGTIGTT CGCXTGTGGTG GCCGAAAAOG CCCACTTCCT AAGGGTGCAA CTIACGGCAA 

cccnurccAT catggtotta ACCAGCIAAA GTTTCCTCGA agccttcagt ccoitccaga ggagcgagct ggacgtcact 

CT3GQGCTCT TGAGAGTCCT GRATTCTTAC TNGGGTTTGG IGAAGATTTC ACATACAAAT TTTTVGA 
SEP ID NO: 464; (Length of Sequence = 397 Nucleotides) 

GTIAGCCGTG GGCICTGGGC GTCGCCTGAA CX7TACCAGGT ATICTGGCTC CATTGGCTGA GGATGCTTCT CCAGCGAAGG 
AGGCAGGGAG CCGGGGAAGT GGGGTGGGOT CGCGACACCG ACAGCAGCTG CCAGACCAGC. CATGCTGCGC TCAGCTCCCT 
CAGGCTGTCA CTCTTAATCA IXMCTCACT AICTCTGGGG CGTGTCAGTTC ACCATCAAOG AOGTOTCCCC GAAGCTGCAG 
AGGAOGCAAA TCCAGCTCTC CAAGAGGCTC ICTT3GCCCT CTCCACATGG GCITNAGGGT CAAGGGTTGG GGGCACC7ITC 
GGACOGNCCT TCCTGNCTCT TINGAAGAAG ATCCTCCAAN GTNCCCGGCT TCAGCITCTT COGGGCCTCT TTTGGCA 



SBO ID NO: 465: (Length of Sequence = 320 Nucleotides) 
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GACGACATTT ATTCCITTTC CAAATGTTAC AGTAAAACCA GCTQGAAGAG AATGGTTTTA GCAGTIAGAA AAAAAAAAAA 
AGI&CAAATC TGGGGTTTGG CCATTAAAAG TTATTIACAA CAGTQGGAGA AAAAAAGNCA AGAAGTITCTT TCACATTACA 
GACCTCCCCC CACCCCAAAG CCTAATACTT GCTTACCAAG TCAAAAAAGA GACACAGTTG ATTCACAGGC T3GAGGTTTG 
AACTIGACTA AGACATITAT AAAAACCTAG ACGGGGCAGT GTCCTOCCCA GCCCAGGTGC CACTIAQGCC AGCACAAGGG 



SEP ID NO:466: (Length of Sequence = 352 Nucleotides) 

CfiTKaTATTT CXXTTTCTTCA AATTAATTAC CTACCAAAAA ATQGAAAAGA ATTTTACAIG CACTTTAAAA TAGTAAAATG 
GAAACT3AAT 'ITiTAAAATA TATGCATTAA AAGTTTACTT TAATTTCCAG TGGGACTTCC TTIATGAAAT TTTCCATAAC 
CTCTFCCTGG ACTATTACAA GATCTCCAAC ATCTCATAAA CTAATTGTGA TATIAGTGGA ACCATAAGCA AATGTATATT 
TTTACTGGAA ATAGATIATG AATGAAAGCC AAGCACCTEA CITEAAAGCC AAAATATGAG ATTTTCCATT AAAAACCATT 
GGTCCATAAT AGGGAGGGGG GTITHTAAT IT 



SEP ID NP:467: (Length of Sequence = 352 Nucleotides) 

TGAAAGGCAA AAAATAAATA AATAAAAATA AATACCATTT GCAGAGACAG AGAAACCATC AGAAGAAGAC AAGCAAGGTT 
GTTTCAATTA CTACX3CCIAG AATTIAGAAT AACIACIATG ATTAAAACGA AAAAGGCTTT AATOGATAAA ATAGATAGCT 
CCTAATAACA GATAGTAATA ACATATGGGT AATGTGAGCA GAGAGATGGA AATCTTAGAN CAACAACAGC AACAACX3NTCA 
AAGCGTTAGG GATCAAAAAC ACTGTAACAA AAATTAAGAN TCCCTl'ITAT GGGCITNTTA AIAGNCTNGG ATACAGGTAA 
CTAAAGAATC CCICTGCTIT AAGGAGCCAT CA 



.SEP ID NOt46B: (Length of Sequence = 336 Nucleotides) 

TGACATCTGC ATCTIACATT ATTAAATGCA AAGGAATATC AAAGACTCCT C7TGCTAGAAC CAX1T1TATT CATAAACTCA 
CATTATCATT CTAGAAGTCT TCIAAAAATG CTACCTGAAA TGAATTATGT CCGTCTTCCC ATCTGGCTTA CAAAATTCTT 
GAGGAAGCAT C7TCCCTCGTA GCTCTTTATC TTTCTATTTC CTACTACAGG GACAATGTAT ATGGAAAGAT AAA1CTGTCT 
AGCTGTATAA ATTCTCAATA AAJMTTGCT GAATTAGATT GXACAGTTGT TATCTnTAA GNTTAACTCA TCCTGAGCTA 
CATTTTATIA TTQGGC 

SEP ID NO:469: (Length of Sequence ~ 156 Nucleotides) 

GACCGATGTA GAATTCICTC TGGAGACXJTT CFCCCCTTCA ATECAATGGG AAGGNTCTTT TCTOGCATGA NCTCTCOGAT 
CTCTAATGAG CTCTGAGCAC CATCCATAAG CTTCNNCACA TTCTmNAT ATAAAAGGTT TCTCTCCACT GTCAAT 



SEP ID NO:470: (Length of Sequence = 350 Nucleotides) 

TTCTCATCTC TGAATTTCAC ACGCACAACT CTGAAATGTTG AAGCTTTCTT AATGrTTGGTT TTATGGTTCG TGTAAGATTT 
TTGQGAAATG AAGGGCTCTT CATTAGGATA AAATGGTCIT AACTTCCCAG AGAAGAATTT CCTGACAACG TC3GCTGAAGT 
TAGATACAAA TGTTAATATA GAAQANTGCT TTTATTTGAA TTTCTAGCAA ATQGTTTTCA ACIACTTTAA ATATGACCNA 
CTTGAAAGTA TTATTCCTNT TTTAAAACTA CITITOATGT ATAGATCTAA GGTCTGCTTG AAGCEACTAG GTTAAAGTGT 
TTGAGAAATA AAGGCAAGAT TNTTNCNTTA 

SEQ ID ND:471: (Length of Sequence = 270 Nucleotides) 

GGAGCAGGGC TGGGACTCAG TCGGAGATIG GGAGTCCAAG TCK3GACATG TTACATATGC TATGTCTATT ACAGATCTGA 
GTATAAATGT GAAGTGGAGT TTTACCACCT GATTCTGAAG TTCAGAGAAG AGC7TACAGGT TAGAGATAAA GATTIN3GAG 
TCACAAATAT AAAGATOTAT GACTINATGA GATTACCAAG GAAGTGGAGA TTAATAGCAA AAAGAAAAGT TTCAAGCITC 
AAGCCCOGAA GCATTCTAAT CTTTACAGCT 
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SEQ ID NO:473 : (Length of Sequence = 345 Nucleotides) 

TTTAITOTAG TTCAAATACA TAAACTGAAC ATTCAAACAT CITAAAATTA AACTTTAGCA ACAAACTTTA ACATTCAAAC 
AGGAGTATAG TTIACAAGAA ACACCCAGAA AGCTTAATTTC TTGTCIAATC CAGAATATTC ATAAAGATCA CTTAATGGTG 
AATAAAATAT GTITAACCAG TGG7TCXATT CTGGCCAACA TGTTAGTEAT GACCCT3GTT CCATACCTGA GAAGAAATTA 
CTACATAAAT CTTCTCTTAG GCTAAACAAC ANGACTOGGT CTATAATTCA GAGGG3TTAA TCAAAGCAOG TAAGGCTACC 
AAAATAAAAC TAAICTGATC TTTAG 

SEQ ID NO: 474: (Length of Sequence = 433 Nucleotides) 

CAGAATTAGA GCTGTACCCC AAGGGGGAAT TCTGTCCTAG GAGACAGTGA GINCTAAGTA CACTCTGGAC AAGCACCAGA 
CACAGAAGCT GCCTCAGTTT GTCCTCCCCC TGCAAAGCAG AGCCTGAGAC AAGGATTTGG GTACAAGGAG TTTCACTCAA 
TATTATATTT CCAAGATGCA CCCATGCTIT ATATGGCIAT AGTGCATCCA TTTTACTCCT TTATACTTTC CATTAGGTGA 
CTATATTAGT ATAXATITAT AATTCCTAGG TCTITTICTT CTCTTATFTG TTAATAATTA TAAACTCCAA GCCCATICTG 
GTAGATTGCT ATTTCTCAGA GATATTTTCT GCTCCTTCCT GGGGGACAAT AATACTNTTC TCCCATCAAT GGCAGATGTN 
GGGCTO3TNA CATTTTCPGG TCAATGGAAT GAG 

SEP ID NO: 475: (Length of Sequence = 427 Nucleotides) 

GATATGGTTT GTUTGCCCAC CCAAATCTCA TCIAGAACTG TAGTTTCCAT AATOCCCAOG T0CT3GANGG GACCVGGTQG 
GAGGTAATOS AACCATGGGG GTGGTTAOCT CCATGCTCTC CTTATGATGG TCAGTTCTCA TCAGATCIGA TGGTTTTATA 

AGGGAcrrrr ccccccttvg ctcigcactt itccatgcig ccaccacgtg aagaaggatg tgtxtgcttc tccttccacc 

ATCA3TTAAG TTTTCINAGG CCTCTCCAGC CATGCTGAAC ICTGAGTCAA TTAAACCTCT TTCCnTAAA AATTACCCAG 
TCCCAGGNAT GTCTTCATTA GCAACCTCAG AGGAGATTAG NCACAAT7CC ACAACTTGGA GAATNGGTGT TCAAGTTTCA 
CICTGGCCTT NAACAACCCA AAATTTA 

SEP ID NO: 476: (Length of Sequence = 351 Nucleotides) 

CGCCGCTAGG GOGGCNGGGG GTOGGGACGC OGGGCTAGGG GOGCGTCATC TGGCCGCTCA CQGTCCCGCC GNOGCTGCTG 
CTGCTGCTGTT GCTCAGGCCT GGCCGGACAG ACTCTCTTCC AGAACCCAGA AGAGGGCTGG CAGCTGTACA CCTCAGCCCA 
GGCCCCINAC GGGAAATGCA TCINCACGGC CGTO^TCCCA GCGCAGAGTA CCTGCTCTOG AGATGGCAGG AGTCGGGAGC 
TGOGGCAACT NATGGAGAAG GTNCAGAAOG TCTCCCACTC CAT3GAGGTC dTOAGTTNC GGAOGTATCG CGACCTCCAG 
TATGTACGCG GCATGGAGAC CCTCATTCGG A 

SEP ID NOr477: (Length of Sequence ~ 333 Nucleotides) 

GGTCTCACTC OGTCATCCAA GCT3GAGIGC AGTGGTCCAA TCCICAACTC ACT3CAACCT CD3CTCCOGG TTIGAGIGAT 
TCICAIGCCT CAGCCICCCG AGTAGCIGGG ATIACAGGCA TGAGCCACTC TGCCCAGCTG GGATATAGAA TCTAAGAGTT 
GATTCTGGAA AACAOGTGAA TCTATTGOGC GCATTIOTCA TTTAGCAAGA T3GCAGCAGT CX^GCTGITC TTIGCAGCTC 
GAGATGAACT TTTAAAAATC CCCTTCACAC TTAATOTACT GACOGAGACA GAAGTACCFG AAAAACAGCT NTGCATGGCA 
GGCCOGGCAA TAG 

SEP ID NO: 478: (Length of Sequence = 458 Nucleotides) 

ACATGTTAAA ATAAQGTAAT ATGAAATAAT CTAAAAAAAA AAAAAGTGCA GAACCAAGAC CTCTGTGATA ATCCTATTTA 
AAAAAATAGC TACAATTTTA GTTAGAATGT TTCCCTTATG AGAAAGCATT TTCTGCATAA CTnTAATCT ACPGACCTTT 
TCCAAGCTIG CTGAGCTGGC CTITGTCTCA ACTCACITGG GACACCCITC CCTGTGCCTC ACCAGGGCCC ACCCCAAGTC 
CCAGTTTCTC TAGGGGGTCT CTCGGGACCC CTTGAATCCC TTTNCTGATT TCTGCIGCCT TTAGCAGNOG GAATGGGCTG 
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GCAGACCACC CTACA3NCTC CTGTOICTGG GGACACICTC AGGtfTCTCCT CCCIGCATTA (3CTCT3CTG AGnTCCTAC 
CAT3TGNCCA GGATGC33CTC CATAGTQQGG GCA3NAAGGA CTTAGGATGG GCCCAGTC 



SEP ID NO:479: (Length of Sequence = 360 Nucleotides) 

GCATQG1ATC 1NCTTIAAGA AAAACACITC TTCAAAATCC TACACTATGA AAAACICTCT TCAGGAA3TG ' I ' l ' miTX GST 
CCGTTGATCr ACTGAGGCT3 ACTICTIAAA TCHTCACCC CCAAGTTAAA AATTGGAGCA ACAAAACAAA ACTCCAGCAA 
QGCATAAATA AGATATTAAA CT3CATKTAT ACAATACCAG AAAACTTCAG ATTC3GGAACA GCAAAAATTT CTAGTCCAAA 
AACTGCTTTT GCCAGCAAAG CTOCTCICT GGAATCAAAG GGCTACAGTA AAAGTTAAAA TIGGAACAGG NITAAGCAAT 

gtcictcitt agtcacaact naataiasct gcatccaccc 

SEP ID ND:480: {Length of Sequence = 322 Nucleotides) 

GAAATTAACT CTAAGCAAAA AGAAAAA1AA AATGACGACT TACK3GC7FGC AGCACACCAA CATGGCACAT GTTATACAXAT 
GTAACAAACC TCCCCATCAT GCACATGTAC OCTAAAACTT AAAGTAXAAT AAAAAAAAAA AAANTGAAAA GCTTCAGCCA 
GAGCTCACAA TGCTCACAAC TCATTGACCA AAACTATCTC ATACCCGTOT IAGAGCANGG NGCAGGAAAG CAAAACCATT 
CTrCTTACTG TTCACTC5GNA TACAAGTTCC ATGAGGGGAT GCAATTWIN TdTGGNCAC TCC7ICTGTCC TCAGGGTATA 
GG 



SBQ ID ND:48i: (Length of Sequence = 369 Nucleotides) 

CCPGGGCAAA GCATTGATCT GC7IAGCCITC CICCAGAAGC CTC7TTCCTCA CAGTCAAGCC TCAGAAGCCA ACTCCTTTGA 
AACTTCCCAA CAQCAGGGCT TTGGCCAAGC CdTCIOTTC ACAAATTCGC AACACAACAA TCAGAT3GCA CCAGGGACTG 
GCAGCTCCAC TGCCCTCAAC TCCTGTTCTC CTCAGAGCCT CTCATCCGTC CTTGGCTCAG GATITCGAGA GCITCCACCA 
CCAAAAATGG CAAACATCAC CAGCTCCCAG ATTTTGGACC ACTK3AAAGC TCCGAGTTTG GGNCAOTTIT ANCACCANCC 
CAAGTACACA GCAGAAXAGG TACAAGTCAA CCCIACAACT ACEACTTCT 
SEP TP ^P:482! (Length of Sequence = 255 Nucleotides) 

GAGAGAA3CT C3GCICICTCG CCCAGGCTGG ACTGCAGTGG CGCAATCCOG GCTCACTSCA ACCTCCGCCT CCCX3GGTTCA 
AGTGATTCTN CTGCCTCGGC CTCCCCAGTA GTIX3GGATIA CGGCTGCACA CCACCGCACC CGGCPGATTT TTTGIATTTT 
TCGTAGAGAT GGACTITCAC CAK3GCTGGG CTOCTCITGA ACTCCTGATC TCAGCTGATC TGCCQGCCTC AGGCIACCAG 
AGINCTGGGG TIACA . 

SBQ ID NO:483:. (Length of Sequence * 353 Nucleotides) 

CT3GATAATC AGGGCCATGT GCTITAACAG GATCTAAAGG GGAAGCTCAT GATIAAACAT GGGAAATATG CAGCAAATPG 
CAAGACCT3A GCTIAACOGC ATAATIAGAA GATAATTTIN CACTTCTTCC AGAGCATCAG CCAAGCAAAG GACTGAGAAA 
TCPGCAACCC AATTGTCCTA AAAAGAAACT TAGGCITCAC ATTCCTGACA TAATTIdTr TAAAATGAAT ATAAAATITT 
ATTTTENATA TTIGTAGAGC A1AGGA2GAT TGAAATCCAG TTGTTOTTTT ATCTGACCTC CATATCTAAT ATGGCTACTG 
CCX?TTACTAC TCTACAGAAC GCGCAA3AAG TCA 

SBQ ID NO:484 : (Length of Sequence = 371 Nucleotides) 

G&CCCAGAAA ATGGAGCTAG CTACATTTCT CACACTEACT GTCATAATTA CATCTTTATA TTCTATIAGT TGTAATIATT 
TTTCACCIAT 0C1CTCATIA GAATGTEA1A CCTATAGAGC AGAXACCATT CCAb'lTl'lAA TTTTTTOOCC CGACTCCTAG 
TAAGXADGTG ACCIATIACA GGGAACTTAA AACAAACAAA AAGTCTGCTG AGTCTGGGAT GTCTIAAQGA TOGAAGGAAC 
ATOITGCTCC AATTTGCCTT CACAOX3GCT TRCCTCK3CT TITCTACCGA ATGTGGAAXT GCTCCCATGT GGATTTTNAA 
GGAATTCCAG TCIACCCTCA GGGGAAGGNC CACATGTAAT GCCAGAGGTC T 
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SBO ID NO: 485: (Length of Sequence - 376 Nucleotides) 

GGTCOGACGC TOIGTCAAGC TCTGCACCGG CCA.TGAGTAT GCAGCCAAGA TCATCAACAC CAAGAAGCTG TCAGCCAGAG 
ATCACCAGAA GCTGGAGAGA GAGGCTOGGN TCTGCOGCCT TCTGAAGCAT TCCAACATCG TGOGTCTCCA CGACAGCATC 
TCCGAGGAGG GCITCCACTA CCTCGTCITC GATCTGGTCA CIGGTGGGGA GCICTTTGAA GACATTCTT3G CGAGAGACTA 
CTACAGOGAG GCTGATGCCA GTCACTGTAT CCAGCAGATC CT3QGAGGCC GTICTOCATT GTAACCAAAT GGGGGTOGfTC 
CACAGAGACC TCAAGCCGGA GAACCTGCIT CINGCCAGCA AAGINCAAAG GGGCTT 
SEQ ID NO:486 : (Length of Sequence = 396 Nucleotides) 

TTGATATTTG TGTCTAATTC CAGCTAdTT GAAAGCTAAG GCAAGGGGAT TACICTATTA ATAAATTCTC ATGCTCHTAA 
TAAAGACATA ACCAAGACTG GATAATTCAT AATGAAAAAG CTTAATGGCC TCACACTITC ACATQGCT3G GGAGGTCTCA 
CAATTATTGG AGCAAACAAG AGACTITGTT CAGGGGAATC TCCACTIATA AAACCATCAG ATCACGTGAG ACITITITGC 
TATCATGAGA ACAGCATGGG AAAATCOCAC CCCCATGATT CAATTACCTC CCACAGGGTC CCTCCCAGGG ACATCTGGAG 
ATTATTACAA TTCAAGATGA GATTTGGTTG GGGACAGAGA GGCCAAACCA TATCAATTAC TTAAGGCIAG GGGTTT 



SEQ ID NO: 487: (Length of Sequence = 375 Nucleotides) 

TGATTAAAAT AATAGAGTCT AGTAATATGG ATGAATATAA GATAAATATT TAAAAAGCAG TTGTATTi'lT ATAGCCCAGC 
AAGATAAAGT TCAAATATCT ATTTTTTATA AAGATGGATT TACAATAACA TCAAAAA1TA AAATGCACCT TCAAATAATA 
AAGACMCTA AACCdTTTA TCANGACAGA TTTTITAANQ CATTTTTAAA AATNCTOTIT CKTTGACAAA TAATTATCCN 
TATTIOTGGG GTACACAGTA ATGTITCAAT ACATATAATA AATACTGATC AGATCAGAAT AATCAGCTTA TCCATCATTT 
CAAACACTTA TCATTTCIOT GTCITAGGGG CCATTCAACA TCOTGCITCT GGCTA 

SEQ XD ND:488: (Length of Sequence = 323 Nucleotides) 

CACT3CATTA ATGATTGGOT TAACAGTATA TAAACAAGGG CCATGGTTIT TTTTACTAAA CTAGGTCP3A AAGATCAATA 
TAAAXACTAA TGGGQGCAGG GAGGACTGTT TTATACCCCA AACTCCAATA TICCAGCTCT GIX3TCCICTC CTATTATIAT 
AATTTCTAAA AATCTIAACG ACGCAGIGAT T0GAGT1T1C GTAACTTCAA TGATCTGTTA GAGGAGAATC CATCITCGTT 
TGAAGAATTT GCTCTATCCG AAGGCCGGAA AAGTACTCGA CCACGATGAT TAAATACATA AAAGGATGG3 TGATTCCTTA 
COG 

SBO ID NO:489: (Length of Sequence = 326 Nucleotides) 

TTRC CTiTlA CTCTGATCAT AATCTCCCAC CTCTCTAAGA GGTIATTTAT TCCTIATETA GAGGGCCTCT ATTGCCATOT 
GCCTGGAATT ATTATATGCT CATCACITTA T3AAGAATAA AAHTC1CTT TCCTGCITIA AAGTTACATT CGTTCTTCCG 
CTCAAATCCT GATCTGGTCC ATTAAAGAGT GTTCGCAGAC AAAGTTTCTG AAAGATTAGA GAAGAATCCC CCCCAAGATT 
GCCCCAACAC TGAACTACAG ACAAACACTA TTTTATTTAA ATAAGGNGAC AGCTTTCIAA AAGTATACAT TCCTCTAATA 
AAAATA 

SEQ ID N0:490: (Length of Sequence = 186 Nucleotides) 

CTCAGATCCA TCAAGATCTG AAACTCGCAA GTITTOGTGCA GAGAAGGTAC ATGGGTTTCC TICTTITCTC ATCTGTATTC 
CCTTTFCVGC AATTATTTTC TTTCCCACAT ACTAGCCAGC AAACCAGGCA OCTITCOCAG AGCCATTAAG CTACAAAAAT 
ACTTAATATT TTAATTTGAA CTCTGC 

SEQ ID NO:491: (Length of Sequence = 347 Nucleotides) 
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CdCTACITG TCGTCCCTCA TTCACITAAT TATCATACTT GCCTGGCATC TTGCAGGTTT CTGATOCTGT TAOCCCAGTA 
TAGAOCAAGT GCAGACAGAA 1TTCATITCT GCTITATIAA GGCACACTCT TGAGAAACCC ATTGGC3TCA CACACAATTA 
ATIAAmOT GGGAACAAGC TACIATATTC GCTTGCRICT CAdTPCACC TCTCTO3GCA TTACTTTNCT CTAATATTTA 
TAAAAGAAGG ACATGACTIT CTAAGGTTCC TTGCAGTAAT TATCCAGTTC TA3TCIAATA GATGCITAAG CATAAAACCC 
AITITAAIAC TGTCCCAAGG ATCCAGG 

SEP ID NO: 492: (Length of Sequence = 320 Nucleotides) 

GAAT1TQGNT CCAAACTITC GACATPGCAT TTCATTAAIA OGTCCCTTAA (JITI'ATITIA ATCICTA.TTT TCCTCCTCCC 

TrrrGTorrc tttutaatct cititigctg TrcrnroGG ttaaagaaac cATCrnrrr TamxrrcrrG agtcgctcct 

CTTCAGAATT TTACTGATTT CATCTGCTQG TATCATTTAG CATGTTGCTC TCIX2CGCOGT AGTACTTTAA ACIAGACGTT 
AGATC7IAGAG ATGTGATCTA CTTOGGTAGG ACITICTCAA GAATACTICT AAGTAGGTAT TTAGGTACCA GGGGNCACAT 

SEP ID NO: 493: (Length of Sequence - 339 Nucleotides) 

TGCCAAGTTT GCTGGAACAT TATCAGATGG CTEAGGGAAG AOGATGGACA ATOGGCATCA GTCAGAGCGG GACTACATCA 
GGTACCATGC AGCCACAAGT GCTGAACACC TPGTAGCCGG CATCCATCGC CK3GCTCATG GTATCAITCG TGGACTGACC 
AGTGITATAA CTTCGACACT GGAAGCTSTG AAAACAGAAG GQGGICTCAG 0GGTTTCATA TCTGGCCITG GAAAAGGGCT 
TCTTGGCACT GTAACCAAGC CANTGGCAGG CX3CCCTGGAT TTK3CATCAG AAACAGNCCA GGOGCTGAGA GACACAGNCA 
CACTTCAGCG GCCCCAGGN 

SEP ID NP:494: (Length of Sequence = 366 Nucleotides) 

GTAGGCCTCT GGAAAGTAAT TAGGATTAGA TAAAATCATC AGGGTGGGGC CACCATAATG GGGCP3CT3G CITTATAAGA 
GGAAGAGAGA CCTGAGCTGA CAGGCATGTN CTINCCCTCT TSCTATOTOG TGCCCICAGC CATCTTAGGG CACAGCAAGA 
AGGCCCTCAC CAGATATIGG GGTGGTCTTN GACCTCCCAC CCTCCAGAAC TGTAAGAAAT AGATTTTTTT ATATATEACC 
CAGTCTATGA TATTCTCJITA CX3GNARCAC2J AAACAGACTA AGACAAGCTT CTEAAACAAA TTGANAATAG AGTITrAAGA 
TOCAGACTIT CATTGCCTIT AACAGGGGCC AAGAATATCT ATTTCA 

SEP ID N0:495: (Length of Sequence = 384 Nucleotides) 

OGAGGAAGGC AAGAAGOGCA GGGGCTGGCC CGCNTGGCGT CGGTQGCCTC OGCTCCTGCT CGCAGCCCCT GTF3GTCAGAG 
CTGGATACAA GA3TCAAGAC CCTTCIOTTG CTTGINACCC GCTCCAGCTT GGAGCCACAG ACACOCACOG CCACCCCX3GC 
TQQGTCTCCN TCCTITCCPG TGCdTTCCC TCCAGAATGC GGCCTGAGAC CTAGAAGCTC AACCCCCCTA TGAGGGOCAC 
GTOCTGGQGT AGCTCCTGAC CTNOGACCTT ATCTCCAAAT TTCACACCCA TCGTITTTCA TTTGACCCGG CCCCTTCTCG 
CTCATAATGA CAACNAGCTT CCTTTGAGAG QGATCAGAGN CCAATTGCAC AAGGAGGAGC OGCT 

SEP ID TOt496: (Length of Sequence = 342 Nucleotides) 

TACCTTAGTA AATGCAATIT TCGAACAGGC CCCCATCTTC AACTGGTATA GCATCTTCCA CACCCICTAG CCTTCAAACA 
TCACCPGTTA AAATACTGCC CATTCCATCT CAIX5XATATC TGCCCATTTA TGGGAGCAGT GAGTTGGAACC CTGACAGTGA 
CQGACnTAA GCTCTACTTC AAAAATCTOG AGAGGGACCC GCATTTTATC CTTGATGTTC CCCTTGGAGT GATCAGCAGA 
GTGGAGAAGA HCTGNGCAC AGAGCCATGG AGACAATTCC TCTGCTATAG AGATAGTGTG CAAGGATATG AGGAACITGC 
GGCTTGCITA TAAAACAGGA AG 

SEP ID NP:497: (Length of Sequence = 273 Nucleotides) 
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GATTTA1TAA. GTATCCCCGA AAATATAAAC ACAAACCAGT AAAAAACAAA ACCGTAAAAC CTCAGGCCTG GAGCTGCAAT 
AAGACAGAGA CAGGAGCAGC TCACAOGTOG CCTAGGTCGG GAGGACGAGG CCATAAATAC TCCAGGAGGG OGGCAAGSGA 
GCCCTAGGGC GAGGGGAAAG CAGGGTGTCG GCAGCGAGAT GGNKXNGGG GTITAGACAC TGCTQGCTTC GGNCCOGGOC 
GGCACCANGA CTCTCACITC CAGCTGCGAG CAG 

SEO ID NO_i498: (Length of Sequence =* 319 Nucleotides) 

A3TCCCAAAA ATAGAGTCTG GACCTCTTAC CGCEACAAAT TCCAGCTTCT CAGCTACAGC CTGAGAGTAT GCAGATATAA 
TACACCACAG ATGATICTCT CCCTTTITTG ITITITmT TTITITTTTT TTTIGAGACA GAATCTGATT CTCTCACCCA 
GC27K3GACTG CAGTGGGCTG ATCTOQGCIC ANTACITCTC COC^XTCOvG GOTTCAAGCA ATTCTCCTGC CTNAGCCTCC 
CX3AGTTAGCTG GOJCTACAGG NGCACACCAC CATGCCCATC CAATT3TK3G ATTTTAACTA TAGTTGGGGT TTCACCATT 

SEO TP NO:499: (Length of Sequence = 408 Nucleotides) 

GAGAAATACC TAATGTGAAT GACGAGTTCA TGGGTGCAGC ACACCAACAT GGCACATCTA TACCTATGTA ACAAACCIGC 
ACATTGTGAC ATGTACICTA GAACTTAAAG TATAATAATA AAAAAAGAGA ACCTCTAAAA AAAAATAGAC TGCCAGATAG 
ACIAATAAAT AAAAAAGAGA GGTCGAAATA ATCATAAATG ACTAAQGGGA TGTTACCCCA CAGAACTACA AAAAACAAAC 
AAAAAAACCT CAGAGACIAC TAAAACACTC CTATGCACAC AAACTAGAAA ACCTAGAAGA AATGGGTAAA TTTCTGGAAA 
CATACANCCA CCGAAGATTG AACCAGGGAG AGATTAAAGC CCTTGAACAGA CTAATAATGG NGTTFTCAAAA ATTGAATCAG 
TAATAAAA 

SEO ID NO: 500: (Length of Sequence = 474 Nucleotides) 

TTTEATm'T TTCACIGTTA CTGTTTITNA ICTTIGATTG ATAAAAATGA AAATGCCAAA ATGAGGGTTA GCTTAATTTA 
AAGTAXAAGC GTAGTTAGCA GCTTTINCTA ATCACTCCT3 TOCATTTAAA AAATAATCCT CATAGGAGTA TAAACAGAGG 
AAGGAGAAAT GGAGGATGGG CTTAAGAGAA AGACTATTTC ACAAATGTCT GCATAGCAAA TTCAATTCAT CTACCTACTA 

GcrcxrrrcoG tgtcaaccta (^ggtcttct cccctccaaa AAAAAGCATC TTTIAGGAAG aaaccacctt AACACTACCT 

TTAGANGATT GAACTTCCAG GGATAGGTTG TTK3AGAGAA TCACCAAAAG CCATTTITAA ATGAATTTCT AAATTACX3GC 
TTTCTCATTC CTTATAATAG TGIAGCAGCC AaTTTCCCTC TACTATGGAA CTTTTAACCA ATAATCCAAG TCCT 

SEP ID NO: 501: (Length of Sequence = 378 Nucleotides) 

CTGGTGGCGG GOGCCTGACC TOGTGATCCG CXTGCCTCAG CCTCCCAAAG TGTTCGGATT ACAGGCCTGA GCACCGCACC 
OQGCCCTIGT GTACATXTIT ATAAGAGAAT TlTiTl'AGCT AGGAGITCAG AATTTTTAAA GTACCATTTG AATGATCTTA 
ATTITOCTIT CATGACAACA CATrCCAAAA TGAATCATGC TIATGTACTA AGAGGGAAAA TGTATTTAAG CTTAAGGCTGA 
GAGACTTAAG TTATAGGTGA CCTTAGAGAC CTAAGGHGAG AGACTIGACA CATGGAAGGA GTAAGATTAG GGTCTACCTC 
TACCTCAATT TAG0TAG0GA TTTACTACAA TTTCAGAGCT AACAAAAGTA AAAATAAA 

SEP ID NO: 502: (Length of Sequence - 448 Nucleotides) 

TTTIGGAGAT GGAGICITGC TCICTT3CCC AGGCIT3GAGT TCAATGGCAC AAACTOGGCT CACTGCAACC TCCGCCTCCC 
AGGTTCAAGC AATTTTCCTG CCTCAGCCTC CCGAGIAGCT GGAATTACAG GCACACGCCA CCATGCCCAG CIAATTTTTG 
TATiTl'AGTA GAGAOQGGGG TTTCACCATG TIGGCCAGGC TGGTCTCAAA CTCCIGAACT CAGGTGATCC ACTCXCTCGG 
CCTCCCAAAG GGTTGGGATT GCAGGCCTGA GCACCACGNC CAGCCATGAT CCTTAAACIT GTTTTAAGAG CTATAATAAC 
TGGAAATCAT GATGCICTTT AAGGAATACC AATTGGATGT ATTATTGATG TATTTAATTC CATCCATATG NAGTAGAAAC 
AGTXTTCATT AGCAGAAGGC AATTATATTA TAGCTACACA ATATAAAG 
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SEP ID MP: 503: (Length of Sequence = 446 Nucleotides) 

CIACACTACC CATCTCCATT TTCAGAGAGC TCOGATGGAA ATTTCTATGA ACTAATICTC CT3CACATAC TTTGGTACAA 
GTCGGCTACT GGAGCCACCT TCCITOGTTC AATCAAACAG CATITAITCA G LTIA ' ITJJA A TCAACACTAT CCAAGATACT 
TGGGGGACAG AAATGAAAAG ATQGGGAGAC CTGTCAAACA TATCGTACTA TGTCTATCCA AAATAACATT GGAATCI7\j3A 
TTCACAGTOG AAGGCAGGGC AGGCATCGAA GAATTCTGAG AATGACT3TC ACAGCTCCTA CCTGTAACAG CTCITCAAGC 
TCCIGCTGGA AGOC3GTCAGT CAGCAAATCT ACTAGCTGGC TGOSQGCAAA AGTCOGCCOG GCTGGAGGAA ACTGAATTCC 
GGGA3TTACA GAGCAQCTTAG AGGGCATGCG GCCCAGCCCT CAAGCA 

SEP ID NO: 504 : (Length of Sequence = 248 Nucleotides) 

TIGCTCTTCT TTTCTACCAT GGGAACCTCC TTCTCAGGGG ATTTlNAGGfT CTOGCTGTIT CWitflTlCT NAATAGGCAG 
TTTCT0GCT3 TCGGCTAAGG GCTTATCCAG GNCAATATCC AGAGCCCITTT AGGGGTCGTT GGGGTCTTTG TCATCCTCGT 
OGCTGGGCAG AGCATTCTCA GGCATCTCCT CTCINACGAT CTCCACCTGC TGQGCAAGGG OGAICTCCTC CTTCGdUTCC 
GTGGGCAA 

SEP ID ND:505: (Length of Sequence = 367 Nucleotides) 

GCIATGTIGC OCAGGCTGTT CTCAAACCCT TCAGCTCAAG O^GTCCTCTC ACCTOTCTCC CAAAGTNCIG GGATTACAGG 
CATGAGCGAC TCTOCTGGGC TTACIAAATT TTAAAAGATT TGTGTTCAAC CATCT3CTGA TCATGGAGCA GCAGAGAAAT 
TTATTCACAG ATTTTCIAGG GTCATCACTG AIGACAATCT GNTGCCAGAA CAAGCCTGTA ATGCTGATGA AACATCACPG 
TTCTQGCATT ATTGCTCCAG AAAGAXACTG ACTACAGCTG ATGCAAAGGC CCCICTAGGC AGTTAAGGATG CCAAGGACAG 
AATAACICTT CTGGAA3CTG CIAATAATGC AGCAGGCATT CAATAAG 

SEP IP NO: 506: (Length of Sequence - 419 Nucleotides) 

ACACCTCGTG' ACTTTAGCTA TGCCTATCAA AAGCCTGAGG AAACAACCAG GTCCCCAGAT GAAGAAGAIT ATGACTATGA 
GTCITATGAG AAGACCACCC GGJACCTCAGA TGTQGGTGGC TA1TACTATG AGAAGATAGA GAGAACCACA AAATCTCCAA 
GTGACACTGG CTACTCCTAT GAGACCATTG GGAAAACTAC CAAGACCCCT GAAGATGGTG ACTATTCCTA TGAAA1TATT 
GAGAAGACCA CACGGACCOC TGAAGAGGGT GGGTACTCAT ATGACAXAAG T3AAAAGACC ACCAGCCCCC COGAAGOGAG 
TGGTTACAGC TATGAAAAGA CTGAGAGCTC TAGAAGGCIT CT3GGATGAC ATCAGCAAT3 GCTATGGATC GACTCTAAGG 
ATQGTTGGCC ACACAACIT 

SEP ID ND:507: (Length of Sequence = 417 Nucleotides) 

'GAAAACIATT TmCTTAAAA AATATTCTAT TACITCAATG TCATCICTGT TGAAOGAGGA ACTCAACATG dTATTTNCC 
TTTGGTTCCA AGAAAAACCC AAGICTAACC AAATGTATCC CACAAGGAAC TCCCAACTCG GTTAAAGCTT GGTATTTTCC 
TGoITATCAC CCrATTTCCT GGICTAGGAC CTGGGGTTTA ATAGAGACAT TTACATAAAA AAGGTATTTG OTTAAAACAA 
GAAAXATGCA TGCKCTTCCT TACCACCTTC CTGGGAAAGA ACTOLTITIT TTNCITTCTr TCICTGAATC TTGITCAAGA 
CATCCTGTEAG TITAGATATA TGGGCTGCTT CTm'ITACC CTCAAGCTTT TAGGTGACAC TEATAAAGGT GAGCATATCA 
TICTATAAAA TGGAAGA 

SEP ID NO: 508: (Length of Sequence = 30B Nucleotides) 

CTOITTAGAA AAAAAAGTGC AGCTCACICT CAGCACKZAT TGAATTTTGC ATAAACATGC TTHTGAGGC TGAAGCAAAT 
CTGACTGATT TTCAAICTGA AAATAAAATA TAAAANCTGT TTTTAGAGTT ATTTATTAAC AGAACTAACA TCAGAATTAT 
TTGAATCACC AGAATAATCA ATTCTQGAAA AATCAGATTC ATCAGA3TAA TCTITQGCCA ACAACTGTTC AAGAACAATG 
TEAACATCTG CATQGCAATC CTACATITOC TAGGATTTGA CA1TITCAGC AATTGAGGAA TEACEATA 
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SEP ID NO: 509: (Length of Sequence = 370 Nucleotides) 

Tl ' lTl GAGRC GGAGnTTCAC TCTIX3TTCCC CAGGCPGGAG TGCAATGGCA TGATCTQGGC TCACCGCAAC CTCGGCCTCC 
CGGGTTCAAG CX^TTCTCCT GCCTCAGCCT CCCAAGTAGC TGGGATTACA GGCACGOGCC ACCACGCCTG GCTGATITIN 
TATTITIAGT AGACAOGGGT TTTCACCATC TTGCTCAGGC TGCTCTCAAA CTCCCGACCT CAAGTTAGTCT GCCTGCCTCA 
ACCTCCCAAA GTGCTGGGAT TACAGGCGTG AGCACTTGCG CCTGGCCGTG ACTGATTTIT TITCATOXAG AATICTCAAC 
AOGAGAGATC ACAAGTGGAG CACTTTGAAA GACCGTCGGTT ICTCTGCACG 

SEP ID MO: 510: (Length of sequence = 446 Nucleotides) 

TcrrrccTcr TAcnrccrr ccrrcccvcc tttovtatsa gagactctat aiggaaaagg aagctcaagt ggcctgcaca 

CGATATAGAA AAGCCATA3T ACITTCCTAA GAOT3GTAAT COGGCAATAC CTAATGCAGC ACATQGCTAG AGACTCCACA 
TTTGCCCAAC TTCTCTGCTC ATCATTTGCC ACTCITCTGT AAATTTCCCA GTCCCCTCAC AGAAAGCACA TGGCACCATT 
TAAAATGGCT GCTCACTCTC TAAGGGAGGT CTCACAGGCT GGXAGTGAGC CCTGTCCCAA TAGIGAAGTT CTCCACAAAT 
QGGGAGAdT CTCCCAGGAG GAGGGGAGGC CIGGAGA1GG GCATGCAGTG GGCAATGTCA GCTCCCCTCC AGGTTCTTGC 
TTGCCXTTTTr TCOGCCCIGG CTCAGTATAC AAGCTITOGG GGGACA 

SEP XD NO:5ll: (Length of Sequence = 354 Nucleotides) 

AATACCAAAC TGAACAAACC TGTCTCTITC TGGTEAAAAC AAAAAAAAAA AAACAAAAAC AAACAAACAA AAAAAATCAC 
ACAGTTTAAT AAAGANGCAA CTTCTTCCTT TTAGGNGCAA GGACTACCAA TCTAA1TCCT ATCIATTGAG CCCCCAAAAG 

ctcccitcag sGTcrrrcrr cictttatca acagaaaagtt ctagaatsan tattcacagt tttctaagaa AACCAGAAAG 

CCTTTAAGCA GCATTAGCTG ©JCATATITC TC 7TCCFAT AGTTACCATA GATCAGTACA GdTTACACT AGGGGGCTGG 
GAGTTCAGAC TCACAGCAGA GACINCIGGG GTAG 

SBQ TP NO: 512: (Length of Sequence = 374 Nucleotides) 

CATGTATATT ACAAAAAAGT TCCICTACCA AAGTTCTTAT TAGACTTTAT TITICTTTIT TTAAIiTi'ITA AAATi'lTl'lT 
TGTmTATT TTIATmTT AAATTTNCTC TCCT0CT3CT GACTGTCATG TGATICTCIC AGTITCTGGA CCAAACAAAC 
ACACTAATAA TTTTAAATCr GAAACAGTGA TO7TCCCTTT NGGCTCATGT ATGTACAGGG TGATCAGAAG T3GTACCTGT 
TAGCAAAAGT GTCAOGATGC TGCACCTCTA CCGAAACTGA TACCCACGAA CTACGGAATC TAAACAGACT ACACCCIUTA 
ACTGCGTATT ACICTCCACA ATGGGGATCT CCAAAGACAA AAGAGGTATG GAAA 

SBQ ID NO: 513: (Length of Sequence - 463 Nucleotides) 

ATCAGCAGAT TTOJCTCTGG TGAATGTCIA ATCAGICTGA TITCCATAGG CTATACTTAC CITIUUGGGG CTACTTGCCA 
A3NATUTTX? GTCAGTATCC TTGCAAACAA CAGAGTGACA GATTCTAAAA ATGACTTTCC AGGOCACTAC TAAGAAAGAC 
ACCAAGGTTC ATGGGCITGC AAATAAAAAG TCCATAACTT CCCTGCCCTA CITCACCAAG T3AAAT0GAG TIXXTCACAC 
TICTGCACAC AGCTCTTTCA GGATCTTCOC TTCCCTTCAA GGCICTCTGA TCITCAGTTT AATTTGATTG TATTICTATA 
AAGfTGCTGAG TGTITCAGTCC TCAAAGAAAT TIACITTCAG TCTAAKGCCC CCTIGGGACA AGAAAGTGGC AAGCAGGCAA 
ATGATTGATT ACTTATTTGT TTGAGTATCA CTTTGTGATr GTCCCAGGGC TGTATTACAC ATA 

SBO ID NO: 514: (Length of Sequence - 396 Nucleotides) 

CCAACCCAGA AAACGTTTCC TGGCTCTCTA CTAACAGTAA AATGTGCFGA GCCCAAATTT TCTGCTCTAA CATGGGTCCC 
ACGGACCTAT CAGTCTGCTC TGGGGTGCTG ACCTGCTGGG TCCTGAGCAG GGTCTTTCCC TAAGCATCAC 7GTGGGTTTG 
GAGACAGCTG TAATGTGTGC AGCTGTCAGC AGAAACTACA ATGCCACIGG GCTACATATG TCCATATCAT CCACCACCAT 
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OTCCCACTGT AAAACCAAAG GCTGCAACTG TSAACAAATC3 TGGACTTCCT CAAAGGACAA ATGAGGAGAC TGAAGGCTAC 
AXITCCTCCT TTGAGAACCC ATIAGAGAGT CTCTACAGTT ATACAACAGG TITCTGCAAG ACCCTGTOGG TAACIT 



SBQ 3D NO:515: (Length of Sequence ~ 416 Nucleotides) 

ACAAAACAAA AACTAGTAGC ATCTCICTGA GAGCTACACA GTTAGAAAAA TGATTCCACA CACGACTAAA GAGATTTACC 
AGGAAGACTC TTCTITTCTA AAAGTPGATA CAACTAGTAG AAAAATACTT GTCAGTGGTA AATAGAGCAG AAGIAGAAAA 
AGCAGTITAAT CTATTAGATC AGATCAGACT GTAAGGCAGG TATATCAGGC CAAAGCTGAT AAGACAGAGC AGAAATAAAG 
1ATTGTTAAT TCATGCATTT NCTCACTCAT 1TATTTATAC ATTGAXACTG TCACTTATAA ATCAAATCTT ACAGCTCAGG 
TKTOTGCm AGCTCAGGGG NTAXAAAANG AAAXANGTCA CT3CACTCGC CCTCACGGGG GCCCACCACT ATAACTGGGT 
AGATAGTTCT ATAAAG 



SBQ ID NOt516: (Length of Sequence = 368 Nucleotides) 

CCCATGGAGC TCGAGAACAT OGXAGCGAAC ACGGTGCTAC TCAAGGCCCG GGAAGGTGGC GCT3GAAATC GCAAAGGCAA 
AAGCAAGAAA TGGCGGGAGA TGCTCCAGTT CCCTCACATC AGCCAGTGCG AAGAGCTGCG GCTCAGCCTC GAGOGTGACT 
ATCACAGCCT GTGOGAGOGG CANCCATTGG GCGCCIQCTG TTCCGAGAGT TdNTGCCAC GAGGCCGGAG CTNAGCOGCT 
GOGTCGCCTT CCTGGATGGG GIGGCCGACT ATGAAGIGAC CCOGGATNAC AAGOGGAAGG CA3X3TQGGOG GCANTAACCG 
CAGAATTTPC TNAGNCACAN GGGTCCTGAC CTCATCCCIG AGGITCCC 



SBQ ID NO: 517: (Length of Sequence = 393 Nucleotides) 

CXCTGOGCCT GGAGAGCCAG CCCTGCAGGG TGGGCIGGGC GAGCCAAACT GOTITCCIGG 1GCAGGGCIT CX3GCHCTCCC 
TAACAGACCT TATACX3CTGA CCGGCGGCCG CCATGGCAGT GTCTCTTTGC TCAGACATCC AGGGAOGACC ACATTOGTCC 
AACAGCGGTC GCTCCACCAA TCCTGGGAGA AGCGAATCGT TITCTCCGCG TGCCCTGTCA GCCGCTCATG GTGCCCAGAG 
AGGAATTTTA GTGGGAGCAT TCCGGCICTC AOGNCACOGA AATTOXAGG CCACPCCAAG TCAGAAGGGA CCACCAGGAA 
AACTCAGGAA GAGAACCACC A3CAAQGTCC CAGGCTCTTT TTTTGTGACA AGGACTTAGA GGGGTCTCGG TCT 

SEP ID NO: 518: (Length of Sequence = 465 Nucleotides) 

OCTTCTCTGC AGATAGAAGA GCCAGAAIQG GAAAAGCGAA GATCCATCAA CCT3TCTGAG CrCATTGATG TrmCACTGA 
TC3G1CTTGAA CTACTCCAGA TGCTGAAGGC ACCAGATTCC AACTGCAGCA ACCTICTGAT TACAACCAGA CAAAGCCTTG 
TNCTCCTTCG GGGGCAAAAT CIGACACCTT ACTDGQGCATT GAGACTTCAA GGCCK3QGCA GCAGCCTACT CCTOGATATT 
TCACTSATGA TCAGACATTA GACTTCCITC TGCAGATACA GGATGGAffIT QGGA2X3AAAA AGATGATGGT TGTGGA.TQGT 
GACTCTGGGC TCCATT^TTT GGAGTXACOG TGCTCOGTTG TCACATGAAA GAAAACGGCC AGCCACCTCA GCAGTTACTT 
TCAGACCAGA AGTCICTCTT TCCTCTTCTG GQGCCGAAGG CITCTCAGGT TGCATCTTCC CAATT 



SBQ TP NO: 519: (Length of Sequence = 382 Nucleotides) 

GGCCGTCGGT AACAGAAAAC TCAGTGCATA CmGCTGTT GTTAGGTICT CAATATAGTC TTTCICTAGG ATGGATAGCA 
TGTTIGAGAG GTGCCAAACA AGAAdTTTG GGGTTAGTAG TGTOICTTGT GGAGGGTATT ACAGGACTCT GTAATTATAG 
GACTCTAACT TGACATQGCT TGGCACCCAC TTGCAGCTAG TGGGTACAGG GTACAAAAGA TGTTAGAGAA AAGCTCTACA 
GATTACGTAC TTCTGICTCT TOGTATGCTC AACACTCTCC TTTICTCCIC CATGAAAGAT GAAGGAAGCA AATITATGTA 

TGTOcrrrcr ttgaccttct ttaatcctct gatactttit agattccatg attttactag gc 



SEQ ID NO: 520: (Length of Sequence = 304 Nucleotides) 
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CCAAGACTGC TGATCTCTAA ACAAGCATCA AAACCCGAAG CTCATTAACA TCAGAGTGAG CITCAATAAG GTGANCACTA 
CAATGATGTA CAATTACATC CTAAXANTTC ANTGCCCAAG AGCCCIGTAG AACTATTCCA AGGCCCAGGN TTATCACAGT 
ATGCAAATGC ACTAGGAAAA TCATTACCTA TTTACTOOCC^Tl'rATi'l'lQG TQGGTTTAAC ATGAGAAGAG TAATCCATGC 
TACAAGACGA GATITCATIT TACAGCPGTA GTAGCCAACT GCYIAAAAGC TTCANTCTGT CCCA 

SEP ID NO: 521: (Length of Sequence = 360 Nucleotides) 

TTGAGACGGA GCITTCCCTG TCACCCATGC TGGACTGCAG TGGCGCTATC TCAGCTCACT ACAACCTCCA CCTCCCAGGT 
, CCAACTGATT CTCCOGCCTC AGCCTCCCAA GCAGCTGGGA TTACAGGOGT GAGTCACCIG CCTCAGCCTC CCACACTGCT 
OGGATTACAG CTGTGAGCCA CTGCGCCAQG CCTCCCAAGG TGITOGGATT ACAGGCGTGA GCACCGCTCC GGGCCTCCCA 
CACTGCIAGG ATTACAGGTG TCAGCTGCTC3 CACCTGGCAA Ti'lTl'lSSKTA TTAGGTCCCC TCAACTCCAA AAAGAGATAT 
ATOGCTrATT TGGTATAATG AAATCAXACA GGAAGGCA3T 

SEP ID NO: 522 : (Length of Sequence = 287 Nucleotides) 

TTCAGGAAGT TCToITGCTG GTGAGGAAAT TCINTIGACTT TCTGflAGGAA TTTTTATAGC TOJITi'lGCA TTCAGTTCTA 
TCAACAAGCC AGCAGCAACT CAAAGGGAAG CCTCCmCTG GCATATCAAT CACACAGGCA CATAGGATCA TATAGCATAT 
AQGATCACTC CCAAGAAGAA CTAINGGGTN GGGGAGAGGT TTITCTTCCA CITCITGQGN TTCAGTCACT TIGAGATGGA 
CCTCTriTIT CCNNTGGACA AAATCTCATC ACACCAACAT CTTATTC 



SEP ID NO: 523: (Length of Sequence = 318 Nucleotides) 

CCTICTCrCT ACTAAAAATA CAAAAATEAG COGGGCATGG TGTCACGTGT CTCTNATCCC AGCTACTCGG 
CAGAAAAATT GCITCAACCT GGGAGGCAGA GGTTGCAGAC AGCIGAGATC ACTCCATTGC ACTCCAGCCT 
AGCAAAAdT TCJTCTACAAG TCCTCCTAOS CTGACAGCTC CTCACTCACC TSAATCTTTT ACGCCAGCAG 
CTGACGTNCT TCTNCOTGCC GGAAATAGGA CCTTCCCITC CCANOGGGCA GTCerGGCIG CATGCAGTCG 

SEP ID N0:524: (Length of Sequence = 238 Nucleotides) 

ATCTCATTGG AGCCAGGCTT CCACTTCTCA TGCAAGTCGG CCACAGGAGC CACGGAACCG CAGTAGGATT 
TACAGCCCTT GAGGCAGAAT GCAGCAGAAG TICTGGACCT TACCGTTGAT GAAGATCGTA AATTGAAGTA 
AAAATTATGA AAGGAGTCTG ATAAAAGGAA ATCTCTTAAT ATGCTAGAAA CVCCTCCTGC TTACTGGTAA 

SEP XD NO: 525: (Length of Sequence = 168 Nucleotides) 

CCAATGAGTG TGGACCCTAA ATTTAAACAG CTAAAGCTAT AGTCTAAGGA CAGTCTCAAA TAAATACCTT 
TA.TGGTGCCC AQGAGGGTCT TCTGGAAAGG GTTTCATGGT ACTGAAAGAT GTAATANCTC TTTTCTCCIT 
GCCTOTCC 

SEP ID NO: 526: (Length of Sequence = 387 Nucleotides) 
GGAGGTCACA CGGTGAAACA GACACAGTTA TATACAACAG GGCAGGTTIT TAAAAAGAGT TGCTCTCAGA CGGATTTTTC 
CTGCTCCCTA AAAAGCCGAG GAAGATACTG GNICCACAGA AAGAAAAGGC AATGCOGTAA CATOAGGCCC TCATGGCXX3C 
ACCCTCCAGG GGAAGGGCTG TTAAAAACAC AAGTATICTT GTGAAATACT TCGATCTGAG CATTAAGGCA GGTCTOCAGG 
AGATCCGTCC TGGGGACTCG GACAGCAAOG CIACCGGCTC CGAGAGGACA GTTAAATCTC GCCTCCCGGC AAGAGGGGCG 
GAGAGATCAG ACAAGGAGTT GTTCCTGAGT TNAAACCTGC TACAACAGCA AACTCCAATA AACTCAA 

SEP ID NP:527: (Length of Sequence = 336 Nucleotides) 



GAGGCTGAGG 
GGGCAACAAG 
CGTCTCTTCA 

TTAcrrrr 



TCTAC7TGTTA 
GTAACAGTAG 
TATA1TAT 



TCAATICTCA 
TTAACCCTAA 
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TTK3CAGTIT TACATTCCCC TAGTACATCC CTGCTTACTC GGGAGCACAA AGCITGGTTG TAAGAAATTG TGA1TTGGAA 
GTAGAGAAAA GCAAGGAAGT CCAACCTCAG GASJIGTCTCV GTTACTAAGA GGAGACTGAG ATCCAGGGTG TGGGAGATGA 
TCIGAAGGTC TATGQGTQGG GAGTGCCACA GGAAGAAGGG TTCIGGTCGG AGTIAAAGGA GGATATATCT ATATNCK3QG 
AGATGAGCTG AATTCAGAAC ACATGGAATG GGAACAATTC TCXCCATACT GCOTTAAGC CAAAITAGGC TGGCATCCCC 
OVCCACQGCC AACXAA 



SEP 3D NO:528: (Length of Sequence = 482 Nucleotides) 

TTCTACTerA GOGTGAGGAG GGGGCCTCCT AAGGAAACTC ATGCTQGGTA AACICTGCGA TGTTTACAGAG CACAJTCAGT 
CICTGCTCAT CGIGGTTCIT CTATCTTCAC TCTCACCTGT ATCCTCTTAC ACATACTCAG TICCTAAJTG TAAGCTCAAT 
TTTGCTATTA GCAAAAGCAT CTGTCAGTIT TTCCTCAATT ACTCACACCT CITCTTCCCT AAATAAAACA AAGAAACAAA 
GAAAACAAGTT GIXX7TGTCAT TACACGTCTC GGGAGTTCCT CGTCACTGAC TTIATATATA TANAANAAAG AATGCACATG 
CGGGCGACGT TCACAGATAG ACAGATTCAC COGAAATTGA GGAATGAGGG GCCTTAAAGG CTGCCGANAA NCAAAATGGG 
CTGGAAATTA GCAANCGTT3 TTTTCCGGTC AATCNCCAAT TGTGGACTGG CT30GTTGAG ACAAGNCCAT CTTCCAATTT 
CC 



SBQ ID NO: 529 1 (Length of Sequence = 412 Nucleotides) 

CTCTCAGACA GTATCCTCCT CGAAGCAGGA ATCCTAGTAA ATCTCATCTG CGGCA3X3CGA TTCCTAGTCC AGAGAGGGGA 
OCIGGGTTAT TAGAAAGTCC TTCAATATTT AACTTCACTG CAGATOGATT AATIAATGGT GTCCGGAGTC CACAAACAAG 
GCAAGCAGGT CAAACTAGAA CAOGGATTCA AAACCCTTCA GCATATCCCA AGAGAGAGGC TGGGCCTGGG CGTGTGGAGC 
CAGGCAGTCT OGAATCCTCT CCTGGTTEAG GGAGGGGAAG GAAGAATTCC TTIX3GCEACC GGAAGAAAAG GGAGGAGAAG 
TTTACAAGCA GCCAGACACA GTCTTNCAAC GNCACCAAAG CCTCCGTCGC CAAGCTITCG AGCTGGGGGC TTITCCAGCT 
TTCCCTCCAT TA 

SEQ ID NO: 530: (Length of Sequence = 301 Nucleotides) 

ACTITITAAT AATACTCATT TAAACTGGGT GAGATAAXAT CTCATICTGG TITINATITS CATTTCTCTG ATCCTTACTG 
GT3TTGAGCA TTTGTNCATA TAACTNCTGG CCATTDGTAT GTCTTITITr TiTHTlTlT TTTTrTTTGA GATGGAGTCT 
CACTTTGTCA CCCAGGCTGG AGTGCAGTGG CX3CAATCTTG GC1TACTGCA ACCTCCACIT TCTCGGTTCA AGTGATTCTC 
CTGCCTCAGC CTCCCAAGTA GCTQGGAITA CAGGNGCCCA CCACCAOGCC CAGCTAATTT T 

SEQ ID NO: 531: (Length of Sequence = 312 Nucleotides) 

CAGATGAGAC CAGGCCTTGA CAGTGGGGGC AAGTCCTACC AACCT3CACA GCACATCCAG CAGGNCAACT GTGGCICAGC 
AGCT3CCAAA TGGAGCCCAT GGGCAGAAGA TGCCCACAGC GTTCCAGATC TCICTGGTCT GAGAGATAAA AQGACACAGA 
ACAAGATCAC TCTGCAAATA GOCAACT3GT GGCAGAACTT CTGCATTTCC AAGAGATGAT CX^CTCAATA ATTTGAOGAT 
ACEAGITSGC CAACATGCTC AGAGAAAACA GNCTIATCCA CATCTGGAGC CTCA3TCTCT CTCAGGATCA TT 

SEQ ID NO: 532: (Length of Sequence = 313 Nucleotides) 

GCACAACTCT CGACCTTTGG GAGCAGCCAG GGAGGAGTCA CTCTCCCAGC CCCCTGGCCT AGGCACAAAG GGCTGGGAGA 
GACAGCTGGG CCAATATGCT CTATTACCGC CTGAAACCCC GCCGAACCAC CCTTAACTCT GCCTTCAGGC ATATCCCCCC 
ACGTCCATGT CCAGGAGCCC CCCTACTCTC CTGGTCATCT GTOGCCOGGG GAATAATGGA GGAGATGGTC TGCTCTGTGC 
TCGACACCTC AAACrdTTG TGAGTATCTG GGGAGGGGCT GTGGGGGAGG AGGGCG7INAG GGCTCTGGGA TCT 



SBQ ID NO: 533: (Length of Sequence = 378 Nucleotides) 
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GTAATTCCAT GIGGCTGACT GGGTAACAGA TTTGAAGGGT ATCACAGACC TTCATGTFICT AGCTCATCGC AGTGTATTGT 
TTGTTGCriG TCTCTGTCTC COGTTGTATT GCCATCCTCA AGGGCAAAGA CTCCATCTTT (JIATIXXXAG CTCCTAGGCC 
TGAGTCAGGC ACATAGTAGG AATTCAGAAA GEVTUTITIG GATGTAACAT TCCTCCTTTT TCCTGGACAA AATGGCCTTT 
TCTCCGGTGC ATTCTCCTTT CCATAGAGGA GGGGTTGGGG CAGGATTGTM AGATGACK5T GTTPGAATCT TCAGTTAGCT 
AAGACAAGGA TACGTNTTTT CCATGCTGCA AATCTAAAGG GTTCTAGTCA GGTGGTTC 



SEP ID NO : 534 : (Length of Sequence = 374 Nucleotides) 

rrrrrrrrrr gtccaaggtt tatcaaatta attgattttg gggggcaaga taaaaatttt natttcatta actttctcta 

TTCOTITTTG TTTTCAATTT CAITTATTrC TTCTTTTATC TTTATAATGT NCTTACATCT GCTPGGTTPG GGCTGGGCAC 
AGGGGCTCAT GCCTGTAATC CCACTACTTT GGGAGGCCAA GGTGGGCAGA TCACTTGAGA CCAGGAGTTT GAGACCAGCC 
TOGCCAACAT GGCGAAACCC OJTCICTQCT AGAAATATAG AAATTGGCCA GGTGTOGTGG CCAGCACCTG TGATCCTAGC 
TACTOGAGAG GCTGAGGCAG GAGAATGGCG TGAACCCGGG AGGGCAGAGC TTGC 



SBQ ID NO: 535: (Length of Sequence - 433 Nucleotides) 

TGCOGACTGA TTCCAAGTCC CGAGGAGGGC jDGTGAATGCT AATAGATATT T3GGGTTTAT CTACATGGAT AAATCAGAAT 
TGTTAACATT ATTTATAAAG ATAATACTTA CATAATTITN AAATTCACAA AGATTGTTTG GCITAATGAT TTCTAAATGT 
ATGCAATATA ACAITAGGCG GCTTITATTA ATTCTATTTA TGTAATGGAA AAGCTCAATT CAGCAAAAAA CAGATCTGAT 
GGGATTTGGT TATTCTCTAC CTGATCAGAA CAAAGCCTEA CTITACATTC CTGACTACCG ATT3GCTGAG GGATTGTCTA 
ATAGAATGGA GCITTCITTT GAGCGGTATC CATCTGTACA AAATTGGGCT GCTTTACCTS TGACCCAOGG ATTGCTGGAG 
GAGCITC^AA ATGTAGTCAG CCCTITCnT TGG 

SEP ID NO: 536: (Length of Sequence = 438 Nucleotides) 

GATGAATTAA GAGGGAAATT TATAAAGTAA AATCFITAGC GCTGTIGATC AAAGAGTTCC AGGCCGGGOG TGGTGGCTCA 
. TGCCTCTAAT CCCAGCACTT TGGGAGGCTG AGCTGGGCAG ATCACGAGGT CAGGAGATCA AGACCATCCT AACACGGTGA 
AACCCCATCT CTACTAAAAA TACAAAAAAT TAGCOGGGCA TGGTGGCAGG TGCdCTAGT CCCAGCTATT 7GGGAGGCTG 
AGGCAGAAGA GGAATTCCTG CAGCCCGGGG GATCCACTAG TTCIAGAGOG GCCGCCACCX3 CGCTIGGAGC TCCAGCTTIT 
TTCITCCCTT TAGTGAGGGT TAATETCGAG CTTGGCGTAA ATCATGGGTC ATAGCICTIT TCCTGTCTGA AATTGTCTATC 
OGNTCACAAT TCCACACAAC ATAOSAGCCG GAAAGCAT 

SEP ID NO: 537: (Length of Sequence = 316 Nucleotides) 

TAGTAGCACT AAAGCCCCGT TTTGCTCACA CTCTCACCTA GGTGAGAACC TGACCAAAAA TGTGGAATTA TTAAACAAAA 
TGATGGGAAG CCAAT3TNCT GAAACIGAGC TCTTGCACTA GGCCCCCACA GACCAAATTA AAATGGAGTC ACTAGTGCTA 
AATGCTITGG AGTCAAACAG AAATGTTAAA GAAGATAGAT CCCAAAACAG AGCACTGTIT TATTTITCrC CAGAAAACAG 
GAGATTCCAG CATAATAAGA AAGTCTCCTC TCTTGTAACC CTTACAAAAA AGTAACCTGA AGTAACCATT 'i'l'lTlT 

SEQ ID NO: 538: (Length of Sequence = 303 Nucleotides) 

ATCTTCATGG GCGTCCTAAC TGTAACAAAA ACCCCACAAT TTGAACAGAA GAACAGAAGT ATCTOGTITAC AGAAGTGCAT 
TCATACATTT CAGAAATGTT TCAGTATCCT CTTCTCCCCG ACCCCAGCAT GAGdTTAAT IX3GATCTATT TATTCTTTCA 
CCAGCATGCC CATGAAGGNG CTAAGGAAAA CATTTACCAA GTCTGTITCA AAATCIGTCC TTGGCATATC AAACTTTITC 
TCTTCC7IT1T TCATGCUTT TTCTAAAAAA AAAAACAGGA GAAAGCGAAT AGAGAGGAAA GAG 



SEQ ID NO:539: (Length of Sequence = 362 Nucleotides) 
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CAItTTCATAG TGGCCTCCTC TCCIAACACA GCACAATTTA GGGCATAXTT TCATGATGGT CTATCACT3G ATTACAACAC 

atcicttcat taaagtcttg ggaaagaggc ttcaacti™ CTOICTTGAG aaaacitcac aggttgtctaa agttigatca 

CTA2CTAIAA TATATITOAT TACATATATT HtfAlTTTNAT TITPCMTIT TITCCATACA TAGCAGGTGT ATATACTEAT 
GGGITATATC AGATATTTTC ATAAAGGCAT GCAATCTGTA ATAATCACAT CAGGGTAAAT GCAGTATCTA TCCATCAOCC 
CAAGCATTIA TCCTTTCTGT TACATACAGT CCAATTACAC TC 



SEP ID NO:540: (Length of Sequence = 416 Nucleotides) 

CACCAGGGAG AACCAATACA ACAGAAAAAA AGCAGAGAAC AGCEATGK7T CCTGCCAGGT CTACCAAAGA TAGTCATCCA 
AACA3GAACA GATGAGAAGG CTGTTTTTCA AGAAGCTGAA AGTCGACAGAN TATTCAATGA ATCTGAACAC ATGAAGATAC 
TGAGACACCA CT\GITCAGC AATAAGTGGA GAGAAAACTA AGCAAATGAG AAACTTAGGA ACAATTATGC AGCAAAGAAC 
AACTQGATAA GCTGAAAAGT GTTTAAAGAT GCIGCCGTAA ACACTAAGTA TCACAATCAA A3TCTGA2TT GTAAAAATAG 
AGGTATGGGA AGQGTACANG TATGITICTG GGGCAAAATC CTGAGGAGAG CTTAAACCCT CITOTCCIT AATGAGGAAT 
TAAATAATCC CATTAA 



SBO 3D NO: 541: (Length of Sequence = 341 Nucleotides) 

GAAA3!ACTTC CAGGCCTTCG AAAGGCCATC CITTGGACAC ATGTAAAAAG CVJTCrTGTT GGCCCGTTAT TCCX3VCIGAC 
CXX3ICTC3AOT GATCACCCAG GAGCGOGGOG GCAGCAAGCA GAGCTCACOG GATFIGGGAC AAGGATTTTA AAGGCAGCTA 
CAAAGCTGAG CTCTATTTGC TGATGAXAGT CTCTG1TCAG CTGTTTAAAA TGACTCICTG ACTCACCAIG GrAATTTTNC 
ACAAATTAAA AACACATITT GGGTICTGCA ACAGTGGTTC TCATCTTTCC AGGCAGGCAG ATTAITI'IAA TGCTGTITAT 
ACAGGGAATT GGGAOTCTCG G 



SEP ID NO: 542: (Length of Sequence = 334 Nucleotides) 

rrcrrronTC ctaccttaac caatacctcc tggaaaaaag aggtaotcgt ataaaaataa accaxaccca aacattccca 

CAACA3X3ACC TTAATAAGCT GGTGCACAGT AGATTATGGC AGAGGAAAGA AAAITGACTT TAGAATTAGA GAAACTTAGG 
TTCAAATCTC AGCTCTGTCA TGCnTQOTT GACCTTCAGT AAGTCCCATT TNC7TTCATCT GTAAAATGGG AATAACATCT 
ACTCCACAGC ATCATTAGAA AGATTAAATA GTGGCTGGGC ATGGTGGCTC ATGNCTGTAA TCCCAGCACT TTCGGGGAGG 
CTGAGGTGGG GOGG 



SEP ID NO: 543: (Length of Sequence = 350 Nucleotides) 

ATT3CTTTGC AATTGACAAC ACCTCATTAA TItJEAAGCCC AGTGACACTG CITCCDGTTT CAACTCACTT TTAAATTACA 
CAQoIGCTAC TTAATCTTAA AAGCAAAATT AAACATTGGA CIGOTITACA TTTCAAGCTA CAATA3GGAA CCATTGTATT 
TOGAGGAATC AGITTAATAT GCATTCTAAA ATAAAATTAG GGGGTACTIT GCATTCACAG CGGCTTATGT AATTAGGTTC 
AGTCAAdCT AATGITTCAG GTTAATGTCT TOCATGGATC TATGCICTGT AAATAGTGAA CTXACATATC CCTTAATACA 
TCTGAATTAT TACATAAATC CTIAATATTA 

SEO ID NO: 544: (Length of Sequence = 328 Nucleotides) 

GGGAGACGAG AACTCTTGAG ATCCGGGGTC ACCICTNAGT CGCTGGACCC AAGGGGGAAG CGTCTTGATT CCTGGAGGAA 
ATCTCCGAAG TGATGTGTAA CCCVG1GIGT CGCCIGCACT TCGGCCGCAA CTGCCTITGG TTCAGTCCCC TGTTCCTGTA 
GGAGGOGGGG ATCATGTAAC AGTGGAGCAC ATCGCTCCOG GCTTGGACGC CTiTNACCTT TAAGTGTTCC TGATITAGIT 
TGGCTTTGGG TCTACCAAGA ATTCTAGTCA GTTAACIAGC 'ITITIAAGCC AGGTTCCTGA ATTTCCTAGG CATGGACACT 
CCCAGTAG 
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SBQ ID NO: 545: (Length of Sequence ~ 342 Nucleotides) 

GGGCTATIAC CTCTGGGCAC TGGGAAAACT GGGAGACGGG ACAAGGGCTG ACGAATTTTT CAGTCTATGC CCTITTOSAA 
GTGTTAAACT 'm'm'mT TiTmtSftGA CAGGNTCTCA CTCIUTTGCC CTGCTGGAGtX GCAATGGTGA GATCGTAACT 
CACTAAAGCC TGAACTTCCT OGSCICAAGC AATCX7TCTCA CCTCAGQCIU CTSAGAAGCT GGGACTACAA GWIX7T3CCA 
CCATACCTCG NTAATTNTTA AAGTTITICT AAAGATGGGG GTTITCOGAT GTTGCCCAAG CTAGTCTCAA ACTNCIGGGC 
TCAAGTGATT TGCCCACCTT GG 

SEP ID HO: 546: (Length of Sequence = 280 Nucleotides) 

CTG3TAATGC CAGCATTTTS GGAGGCITGA QGCX3C3GAQGN TCCCTTGAGC CGAGGAGTTC GAGATCAGCC TATGCAACAC 
AGTGAGACCC CTATNTCTAT TTNATTTAAA AAAAAAAAAA AAAGGGGGTC AOGTTTACTG CCACCATCCC AGGCAGAAAG 
ATGAAGCCTA GAGCCTCTCA CTGCTTCCTA GTGGGTCTTG GGTTGTAATT TGCICTCITC GGTATATTTT TIGGCAGAAA 
GCATCK3GCA TCAGGCACTG GTTCTCAAAG TCGGGCCCCC 

SEP ID NO:547: (Length of Sequence = 29B Nucleotides) 

CTAAAGAGnT TCACATAGTG GCTCAGTCCA GCCTTGTGGG GATCTTGCCG GGGCCTQGGG COGGTGGrTCC GGGGCCIAGG 
GGGATGCCIN ACCAACAGAG GCICINCAGG CTCTGAAGAT AAGCIGAGGG CAAGAGTGGA CAGAGGGGGC TGAACTIGCC 
TCAAGGAGGC TCTTATTCAA GAGCAAGTCT TGCTGGCTTC TNCTGAGGCT GGGGACCACG TGGCCCITIX3 GCCAGCCAGG 
ACCAGCAGCN CTNACCACCT GCTGAGGGGC AGTTIGGCTC AGGGGGGNCA CATAGAGG . 

SEQ ID NO: 548: (Length of Sequence = 311 KV: ^otides) 

GAGACAGGGC TCITTCCTGC ACIACACTGG TCATCTGACC A-jnTCTCC AATGCTAAGA AGGTATTCTT TCACCAAACA 
GCAGTCCACA TACAACTITA AAAQGQGCCC TGTTTATGTA GGAACAACAC TGAGGTGGTG CGTAGCAGGTT ACAAGA03CC 
CAAATATTTC CAGITTATCT TACGGCTGGA CTCCTATTCT CCCACACTCJT TTCCIAftAGA AGGTCCACAT TATTTTGGNT 
ACTAGCCTAG TITAAGTGGA GA1ACICTGG GCAACITOAA AGAAA1GACA TCAGGCACAC AGGCIGAGCT T 

SEQ ID NO:549: . (Length of Sequence = 387 Nucleotides) 

TTTATTTTGG TGTAAAGACA GGAAGCTGGA AAATACACTG TATITAAAAT TTNCTIGGTr CCCCCTCACA 
CCCCTCCCCC CAGAGCTAAT CTGITCAAAC TCAAATACTT AAAAATTACA GCAGCCAAAC AAAAGCATGG 
AACAAAAACA AAAACCAGAT GGAGAAGGTA GCCTGGGCCA GTAGTGTTCAC TK3G1CTGGA CGACTGAGGT 
AGCTTCTGTT TCTGTTITIT TCTTTICTTF CCICCTTTCT CTICAGAGAG GGGATCINGA AGTAGCTO3G 
TTCATSAAGG C7TGCITCAAT AGdTGGCTG AAGGAATTTT GAAAACTNGG CACAGGAACA CGGGTCT 

SEQ ID NO*. 550: (Length of Sequence - 377 Nucleotides) 

CACCCCCAAC TCTTCACCAA GTAGGGGCCC TOGCITGCAA TTGCAGAAGA GdTTCCCAT CCCIGGGTCA 
TGGTAGTGGC TCCGTGATTC CCTGGGGN3G GGCTCCCAGA GGTAACCAAC CAACOCICTG CTACTGCTAT 
C1GC3TCT3C TGCCCTCAAA CIGGGGAAGA AACAAAGAGC CTGAGGGCTT TACTCACGCT TCTAGCACIA 
ATATAAAGAG GAGCCCAGTC TCTCITCCTT GXGAACCCTT GACCCCCAAC TCTTCACCAA GTGGGGCCCC 
CAGCAGCACA GTGGCCCCAA CCCCTAGGCT GAACATTCCA GTAGCAGCTG CTCCGCG 

SEP ID NO: 551: (Length of Sequence = 320 Nucleotides) 

GAGTCTOTOG TGAGCCGAGA TCAOSCCATT GCACTCCAGC CTGAGCAATC AGAAOGGTCC GGCTCCTGTT 
CAGCTCTGGA TGACCTTCAT GATGAAATIT GCAGCCTCGC GCTCAGTCAT GITGGGGCTA AACCICTGCC 



TTGTGGAAAC 
GGGAAAAAAA 
GCTGAACAGG 
TCIGTCCAGT 



GCATACCTAC 
GACCACAGTT 
CGCAGTCACC 
CAGCTTGGGC 



GCXGAGGAAG 
TGGAGGAGAG 
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GCTGTGTCAG GGCTGCCATG GGCAGGGCCG TGCTGGCTCC CTGGCCCAGT GGGAGGAGGG TCITCCATGG GGAOGGACTT 
CAGCPGAGAG CCATGCCCIG GGAAATCTAC CTTTGGGGTC CACATCTTGG AAGATGGGCT GCTGTGAAGG CCACACC 



SEP ID MO: 552: (Length of Sequence = 334 Nucleotides) 

ACAAACTGAC AAGAGAAAAC AAAGAATTCT TTGGTGA.TCT QGACACGCTG ATGGGGCCTC TCACCCAGCA CAGCAGCATG 
AOCAATCTTG TCCGCI7VCGT TCX3CCAAGGA CTGINTTOGC TGOGCATOGA TGCCCACTK3 1TCEACTQGG TCITCTCAGA 
TCTCTAGCAT CACGACCCAT CACTCEACCT CTACCAGCGC ACTGATGGTC ACTGGTGGAA CTCCACTCAC TGGGGAACGT 
TCrCriTGCT TMUmUiT TTEATOCTTC TTTTCTIATC TGTAAAAAAC AGAACTCATT G1AAGTTGAC ACTACAACTT 
AAGGGCACTG TACG 



SEP IP NO: 553: (Length of Sequence = 371 Nucleotides) 

GAAAAGGGGA AAAATCACAA TAICTGrTTCT AGACAATATT GCJITTAGATT TTTTAAAGAT CTAAAATTCA ATTATQGAAA 
GCCAGCAGCC TGATCCAGTT AdCTGACEA AAGCAATTGT CAGACCATCT CTAGTCAACC CCITATGGGT TTTGCAATCT 
CTCTACCCCA ATTTIX3GATC AQQAGGQGTC AAACAGAAAT ACAGCAATCT GATEAANCIG CTCCTTTGCA AACAATATGA 
AAAGCTTTGT NCTTTCAAAG TAGATTCTAA CAAATCCTCT GCTCACICTG GGCTAGCAAA (23GAGAAAAG CAAATCTTTC 
TATTAGTCTC AAGCAAGTCT TCAGA1TEAC ACACAATCTA ATGGAQGCAT C 



SEP ID ND:554: (Length of Sequence = 331 Nucleotides) 

TEATGACTIT TTTCAATAAG GCTASTCEAT CAGCCTG1NC ICTCGCTGCT AATAACGACA TACCCAAGAC TQGGTAATTT 
ATAAAGGAAA GAGGTTITAT GGACTCAGAG TTCCACATGG CIX3GGGAGGT CTCACAATCA TGGCGGGAGG CAAAGGAGAA 
GCAGACTCAC ATCTTACAT3 GGAGTAGGCA AGAAGAGCAT GTX3CAGGGGA ACTCCCdTT ATAAAACCAT CAGATCIAGT 
GAGA3TEAIT CACTATCAAT GAGAGGCAGC ATGGGAAAAA CCTGCCCCTC ATGATTCAAT TACITCCCAT TAGGTCCCIN 
CCACAATACA T 



SEP ID ND:555: (Length of Sequence = 305 Nucleotides) 

GCTOGGACTA CAGGCGCCCG CCACCAGGCC CGGCTAATTT TTICTATTIT TAGTAGAGAT GGGGTTTCAC CATGTTTGGCC 
AGGATGCTCT OGATTTCOTG ACCTCATSAT CTGCCCX3CCT CX3ACCTCCCA AAGTGCTGGG ATTACAGGOG TGAGCACCGC 
GCCCAGCCCA ACACATGGTA TTTTCTCTrCA TTITCA1TEA GTCTITCTGGT TGCTGTGTGA TQGTCTCAGG LT1TATTTAC 
ATITCTCCGA TTACTAACAG ACTTGAACAT 1TCAGCACAC TITITAGGTT ATTGAATAAC CCCTA 

SEP ID NO: 556: (Length of Sequence = 318 Nucleotides) 

CTTTTTIGCT GATINCTAAG CTCTGTTTTN CITATCCTAT ATATATATGT GGTTGGTTCT NATTCTAGGA TTCTAAGGTT 
ATCCCTAATA AATTTTGAGA TGTIGTTCCAT AGCEAGCCTG TTGAGATCTT TTNATATCAA AAGTIAATAT CTGTOGATTT 
NTAATCATTC TITCEACATA TTEAACAAAG TCATTAGCAA AATATTGAAC AAAAOCTGTT ATTCATATCC TTAGATACAG 
AACATCAATA TCCTGAGATA CACTACATCA TCAAAATGTG GTCCCCAAAT Q3GCAGCAAT TAGCATCATG TGGGAGCT 



SEP ID NO:557: (Length of Sequence = 349 Nucleotides) 

GGAAGCAATG TGCTTCTTCT TAACAGAGAT ACTGCACTAT TCTCTATGTA TACTCACTTG ATCGCATCGT ACATGTCCTC 
CAGGATGTCT TGCTCAAAGT CCTTGCCTCC ATTCACACCT TTCAGATTTT TGOGAAACTC CTAGAGACAG GCCAGTAAGT 
TITITCCCCr TGTCTCAACA CTGAAGCCCC ACCEAAGGAA CTCTTGGG1T 1TCAGTAAAT AGGACTEAGG AAAAGCTAAG 
OGAAAAAACC CACTTCCCCA CCCCAGTCCC TTTTCEAGGT TIGGGOCAGC CCTTCCITGA TTCCCITGGA CAGAACCCCA 
TCCATCATGC CCACTQGAAT CCTATUTCC 
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SEP ID NO:55B: (Length of Sequence = 279 Nucleotides) 

GGGCCAGGOG CTGJTGGCTCA CGCCTGTAAT CCTAGCACIT TGGGAGGCCA AGGTGQGCAG ATCACCTGAG ATCAGGAGTT 
CAAGACCAGC CTGGCCATGT TGAAACCCCA TCTTTACITC TAAIACAAAA ATTAGCTC3GG OCTGCTGGTC TGCGCCTATA 
ATCCCAGCTG CTTGGGAGGC TGAGACAGGA GAACCTCTTG AACCCGGGAG GCAGAGGITN CACTGAGCCA AGACTGCACC 
ACTGCATTCC AGCCTGGGCG ACAGAGTGAA ACTGTGTCT 

SEP ID NO: 559: (Length of Sequence = 278 Nucleotides) 

GAGAAAGCCA AGAGCCATCT GGAGGTOCOG CTGGAGGAGA AOGIGAACCG COGCNTGCTG GAGGAGGGCA 
GCGCACCATC GAGGACGCCA TTGCRGTGCT CAGCGTGGCG GAGGAGGCGG CCGACCGGCA CCCAGAAAGA 
CAGCCTTCAC AGCCTTTNAG GAAGCCCAGC TCCOGOGGCT CAAACAAGAG AACCCCAACA TGCGGCTNTC 
CAGCTCTTCA AGAAGGAGTG GCTCOGCTCT CCIGACAA 

SEP id NO: 560: (Length of Sequence = 304 Nucleotides) 
CAAATCTTAT TGGAAGTTAT CTAGAAGGCT CAGTAACCAG AACTTCCTIT CATTCTGCTT TrCTITITCT TTTTIT3TIT 
CnXTTGAGAC AGTCTGGCTC TGTCTCCCAG GCTGGAGTGC AATGGTGTAA TCTCAGCTCA TIGCAACCTC TGCTGCCOGG 
GTTK3TGCAA TTCTCCTGCC TCAGCCTCCC GACTAGCGGG ATTACAGGCA CX3TCCCACCA CACCIGGCTA ATITITTTTT 
TITITITrTT TTGTATTTIT AGTAGAGCCG GGGTTTTCAC CA1CTIX3GCC AGGCTAGTTT CAAA 

SEP ID NO: 561: (Length of Sequence = 323 Nucleotides) 
GATGGTAAAC ATAAACCCAA ATATATCTCT AATTACATTA AGIGCAAGTG AACCAAAACA 
CTATTTCATA GCATTATGAC TATCATGAGG TAATATAT3T AGAGATTAGA GTACACATGT 
AAATGATACT TTATTCTGAA GATIAACATA ATPCATACTT AAAAGGATCA AGAACTAGAA 
AATGTTTCIG CAAGTTFTGA TAAGAACAAG CCCATAAATT AATCTCTAAT TIGCIACATT 
TAG 

SEP ID NO: 562: (Length of Sequence = 214 Nucleotides) 
TCTAATOAGG CCCIGCGTGC TGTGTCATCC CATGGCGGAA GAAGGAAGGG CAAGAGTGGG 
AAGGCTGAAC TTCATATTIT AACAACCCAC TTTCATGATT AINATAATCT TOGCATTTAT 
NCTCTAACTT TTCTCTGGGN TTTTGCTCTT TTGCrTdTC Ai'lTlTAGAA GCTC 

SEP ID NQ:563 : (Length of Sequence - 358 Nucleotides) 

TrrrnnCT gagaaacaga agctgaatat cctgattiga tttgccacac aggcgttcaa tggcttagca gtgctaaaga 

TTTATTTTTA ITITITTGGG CICTGGGCTG ACATTGGAAA TTTINCIGAA TCAGAAAAAC CATCCTCAAC CACTGTTTTT 
TAACACTGAG TAACTTTGGA AATIAACITT TGCCACAGAC TTGAAAATGT TTCTT AATGA ATTTGACCTG AAATTACAAG 
GTACAACAAC ATAATATGGT AAATTCATTT CAA1AAAAAC TAAAACXTAA GATIGTCAAG CTGCTTTATA TACTTNCTGT 
GCTATGAGAA GTCAAAACAG 03CTCTTATIG CCAAATCC 

SEP ID NO:564 : (Length of Sequence = 405 Nucleotides) 

ATGTACTGTG TCTTTCATAC ACATGTTTCC TTTAGTCTTA AAATCTGGCT CATGGGGTAA ACACTATTAT AATCTCCATC 
CTCCAGATGA GGAAAGTGAG ACTTAGAGGT TAAGTACATT TTAGGATAAA GTAGGGTIATT TCGATAAATG TTTCAAATCT 
GTTTCrGGTC TCTGAGGACT ACACTCCCAG GCTGCTGGGG ATACAAAATA CCCTTrCITT ACCATAGGAG CACTTGGGTA 
GAATATTTGC AGAAACAATA AACTGGCTGA TATTTAAAGT TCTCTTCAGC TCTGACATTC TATAATTTCA TTGACCCTCT 



GCCTQGAGGC 
CGCATGOGGG 
GCAGCTGAAA 



GTTCAGATAA AAGACAGTAC 
CATATIAGGA GG1CT3CAAT 
TATTAAAAAA NTAGAATCIG 
TAGGGAATAT GGGTAATGAC 



TGAGATTGTN AGCACGAGAG 
TTTTITQGGT CTCITCATGT 
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TIGCATTTAA TTATGITGAT TTTCCITTCT AOXCTTGCT TAGCIAAAAA TATACCCCTT CIOTGTCCAT GGACAQGAGG 
ATGGG 



SEP 3D NO: 565: (Length of Sequence = 196 Nucleotides) 

CATCCACATC AGGCAAAGGC AAAGCAGGAC CTGAACITCC CACCCCAAGC CCTACATCCA TGCAAGCCAG ACCAGACTGG 
GTCAGAGGCT AGAAGQC2QGC TCACAGGNTT GCCIGGGGAA GCX7TCGGCCC AAAACCTGGC CCINGCTCCA GCCCAGAGNA 
CCCACCTGGG CA1NAGACTT GOGGCAGCCT AGGGGT 



SEQ H) NO: 566: (Length of Sequence = 275 Nucleotides) 

TTGGAAAAAA GAGAAAAAAA AATTCTGCIT CATTTACGAA TGTTGCCAAA GGAGGCAACT TTTCAACT3A AAACAAAACA 
TAAAGCTCTA TGTGGATCCA GCCAAATGTT TCTCCATTTA GAAAATCATC ATAAAAGGT3 GCAGCACTTT TTITGCITGT 
TAACTATATT ACTIATAACT GGCTGCACCA ACATTTCATC TCAATITITG GAGTGTTTCT TCTGATCAAT CCTAAAAGCA 
ACACAATCAT TTTAGAGGTT GCAGACTACA AGAGC 



SEP ID NO: 567: (Length of Sequence = 349 Nucleotides) 

CSGCTOCxTNTG TCCCACACAA ATGTTTAAGA ACTCACTGCA ATCTACTCCC CGGCTCTGAT GAAAAGAAGC CCCTQGCACA 
AAAGATTCCA GTGCCCCTGA AGAGGCTCCC TTCCTCCTOT GQGCTCTCCT AGAAAACCAG CGGGAOGGCC TCCCTGCTGA 
TAIXGTCTAT AACCTTAGGG GGNCCTOGQG CAGGCAAACT CA1CT0GGTG ATGGCTGTTAG ATGCTAACAC TGGCCAATTC 
AATGCCACAC CTACTGCTTA CCdTTGAGG GCATTTCTCC AGACAGAAGC CCCITGAAGC CTAGCTAGGG CAGGATCAGA 
GAIACAACCC GTCTTICTCT OGAAGGGCT 



. SEP ID NO: 568: (Length of Sequence = 368 Nucleotides) 
CIGGTAACTT CCCGATUGQf TITCCCOGCC TCANCCCITT CCCAGGGCTA TTCTCCTCCC ACCIGCTGCC AGGCCTITCC 
CTOGCCATCC TGTGITAAAT CTCATCCCGC CCCTACTGTT ATCTTCTCCA CAGCACTTGA ACACGACCCA ACATGCdTT 
TCACITCAAG CTTCATTCIT CTAXEAGTTT TCCCAGACTC TGC7TTCCCTA GTGTCCATCT CCXX3GCT0G AATGCCTCTT 
GAGAGCCAGT GCTTGTATTT TGGTCCINGT GCTATCGGCC TOGCACATAG TAGGCAGTCA GCAGATATTT ATGGAAGAAA 
CAAATGAA2T TCT3TGACTA TAGTTCATTG TTCATAGITC ATTCATAG 

SBQ ID NO: 569: (Length of Sequence = 328 Nucleotides) 

TGTCACTTAA TGCACAGCTG GGGCTCAGGA CACAGCTITG CACACCCTAA GINCTCAATA AATGCTAGCT CAGGGCAGAG 
CITTSCATAC CCTAAGTACT CAAXAAAT3C TAGCTCAGGG CAGAGCTTTG CATACCCTAA GIACTCAATA AATGCTAGCT 
CAGGGCAGAG CITTGCATAC CCEAACTGCT CAATAAATGC TAGCTCAGGG CAGAGCFFTG CATACCCIAA GTGCTCAATA 
AATGCTAGCT CAGGGCAGAG CITTGCATAC CCTAAGTACT CAATAAATGC TAGCFCAGNG ACAGAGCTTT GCATACCCTA 
AGGTGCTC 

SBQ ID NO: 570: (Length of Sequence = 313 Nucleotides) 

CCCTAAAAGG CAGAGTCTCT TCTTACCTCC ACACAACCAC GCTAGCTCTA TAGCAGTGGT TCTTAACCAG ATTGAAATGG 
CTGAAATGAC AGACATATAT OTCAGAACCT GGATGGGAAG AAAGCTCAAT GAGATAGAGG AGAAGGTTGA AAOGCATCCA 
AGIAAAGCAG TAAAATGATC CAAGAGTTGA AAGATGACTT AGCCATTTTA AGAAAGAACC AAACAGAACT TCIGGAAATA 
AAAAAAAATC ACTACAGGAA TTTCATAATG CAATTGGAAG CATAAATAAC AAAATAAACC AATCTGAGGG AAA 

SEQ ID NO: 571: (Length of Sequence = 338 Nucleotides) 
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AGGAAAGCAG QGGICTCAAT TCTGTACGAA AGAGGAGGGT GTTTTTACTTC CTGGAATTAT AGAGGCCAGA GGTGTCTCTT 
TITCAATITA TTGGGAAGGT TTATTITAAT ATGGACTTAG AAATAAATAA CTTATTAAAG TCAAGGTTCA CCTQGAGCCT 
TAGGCTGGCT GCTAACJICTG AGTCTGGGCT GTTGAAGGGA CTGTNCTGTT CITJCIGGGTC TCTGTAGGAG TTTGAAGGAG 
AAGACTGGCC CCAAAGGGTG TITCAACAGG TTAGATCTGC CCATTGGITA GAACTTACIT GGATAGGGAG AAGGGNTCIA 
GGGOTTATCC ACAAACTT 

SEP ID NO: 572: (Length of Sequence = 375 Nucleotides) 

CTATTTCCAG AAGTTGACAGC ACAAGTCTGA GITCCTCTTT GGTCTGGTCA CCTCAGACAC ACIAATTTCA ATTGAAAGCT 
AAGAGTAAAA ATTINCTGGT TACAGGOGAG TCATACTCTT GCAAGTAGTT AGCAAAGGGA G3CCCAAATT CTCAAGCJITG 
TTGAT3GGGA ACTTGCCACT AAGAGAAGGC AGAGAGCTCC CTAGTGGGTA TATTINCTGC CAAGCCACIT GCCAAAGAAG 
AGGAACCACA GAAAGAGAGA CATCATGACC NGGAGAAAAA TGTGACTAGA CATGCTAACC TCCAGGTOTT TATATATGAC 
TIGAGTCTGC TCTAATTGGC AGCAGAAATC CAAAATITGT ATO3GTAGAC CACAA 

SEP ID NO: 573: (Length of Sequence = 396 Nucleotides) 

GAATCCCCAA AGGAGAGGAG CTAACCTATG ACTATCAGTT TGATl'l'l'NAG GAOGATCAGC ACAAGATCCC CTGCCACTGT 
GGAGCCTGGA ATICTOGGAA ATGGATGAAC TAAGAAGCTT TGAGGCTACC AGGCAGGGGA GTCCCCCTAC CCACAANCTC 
TTCCCTGAAA GNAATNGAGG GGGAAGAGAG CTAGCAGCCA GAGCCAGGAC CCAGGGflTCG GGCTGCOGGC TGAOCCGGAG 
CCCCTGGAGC AGGAGGCTGG GGCAGAGGGC CCTAGGCCAA GCCCACCCTG GGCACGAGGG ACAATCCTCT TCCCCACCAC 
CGGCCCTCAG GCTGGCATCT CTGCCCCCAG CITCCAGGAG GGGCCAGACA GAAGCAGCCA TTTGGCATCT CAGGTT 

SEP ID NO: 574: (Length of Sequence = 373 Nucleotides) 

CTAAACAGAT TTAACTCCCT CCCAGCAATC CAGATIAATT TAATATGCTT TCTTAACGGC ATTCOGCATT TOTCAITAAA 
GCAAATGAAC CTCCATCCCT CTCTGATAAA TTAGGGGAAA AAAATTCATA TGTTTAGGGC ATAGGGAAGG AGGAGTIXJIT 
GGCTGTTAAA AAAAAGAACA AAAAAAAGTA CCGCAAATGG CGTTTCAAAG TCTAGACATC TTCATCATCA ACACAAACAT 

TCcrcrrcAC aaagggacct caagtaacct taggctggag gacccacctg CGmrcrrrrr tottctcatt ctitctitac 
crrcccrccA ggccacccaa cccacattca ctggcccaag tcacgttgggg ttt 

SEP ID NO:575: (Length of Sequence = 431 Nucleotides) 

GCCCCCATTA CCTTCTITGC TGCTACCACA ACAAGCTATA TTAGCCCTTG AAATTAAAGA TCITCCTGTC CCACTIGTGC 
TTCTCTTCAC CTAAATGCAT ACAGTCATAT TCCAAAAGAC TATATATTAG TGATATCTAT ATAGTTCACC CTTCATATAC 
ATCAGCTCCC CTGTGTGGAG TGAAdAATT GCAGATATAA AATATTTGGG AAAAAATTTC ATCTGIACTG AACATGTATA 

GAcmrriN cttgttatca tttcctaaat aatacagaat aataaccact GTTTACATAG catttacatt gtcitagcta 

TTATAAATAA TCTCTACATA ATTCAAACIG TACAGGAGAA TATGGCATAA GNCATATGTG GATACCACAC CATTTTATAT 
CAAGfiACITG AGGCCTCTGC AGATTGTGCT G 

SEP ID NO: 576: (Length of Sequence = 410 Nucleotides) 

GATCCAAACA GCCCCAAGGA GGGAGGTGGA AAGGCCAAGG GGdTGCCCT CCTCCAAGCG CGCCTGTAAA CAACTCCCOG 
TGGGGTTTTG GGAGGTGCGC CCACATCTAA GACICTGOGC CCTGCACTCC CTCTGGATGG CTTGCCGAAT TTG&TCTTCG 
CTGATCACCA ATTCIGGAAG GGTGGAGAGA CAGTITGGCTG GACAGCTGCC TGATTCGGCC ATGACCCTTC ADGGGTICTCT 
GTGGGCCAAC ACCAAACGCC AGCCTGCTCT GCTGGCAGGG CTTCTACCTG CACAGTCCCT AGGGCIGCAA GAGCAAATGG 
GGACCCTQGC TNCOQGTCCT TNCCAGGGCC TTGCTCAATG ACATCACCAC TTTCTTAGGA CAGCGTCTTG GGGAGCTACC 
GGAAdTPCG 
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SBQ id NQ:577: (Length of Sequence - 405 Nucleotides) 

GAA3K5AAAAT GGCATA3TTG AACATAAACT 1AGGGCAGAT TTTEACTACr TTTCAAAAAA TCTTGGAAAA TATTTCTSTA 
TGAAACCTAA AACAACTTTT AA'iTlTXTlT AGAAGTTGAG AGGATTCIAT TTTGCAAAGC TGTTATTATGA AGCTAAAGAA 
TATCATCTTG CTAAAAAGTA AGIACAAACT GTAACAIGTA TTCTITITIT AAAATCAATG CLTl'INL'ACA TTINCTTCIT 
TGAAATAGGT AAAAATATCT CCTTACTAGT TCTTCCIAAG TGTATK7IGG AATAAGGGAT TEATCACTCA GAOTGATGCT 
AAGGACCAGC CTAGA3TCCA TIGAGATTGA AACCGTAATT AGTCTnTCT GCATCCTGCT GCTTEATACC AAGGGCAAGA 
AKTTG 



SEQ ID NO: 578: (Length of Sequence = 406 Nucleotides) 

OGCXACAGGG GGGGCCTGAG GCACTGCAGA AACTGGGCCT GAGCCTOGAG GATGACGGTG CIGCAGGAAC CCGTCCAGGC 
TCCTATATCG CAAGCACTAA ACCACTATGC TCACCGAGAT GOGGTTITCC TCGCAGAACG CXTPITATGCA GAAGTACACT 
CAGAAGAAGC ClToiTlTiA CTGGCAACCT GTTATTACCG CTCAGGAAAG GCATATAAAG CATATAGACT CTPGAAAGGA 
CACAGITGTA CTACACOGCA ATGCAAAXAC CTGCTTGCAA AATCTTCIGT TGATCTCAGC AAGCTTGCAG AAGGGGAACA 
AATCITATCT GGTGGAGTGT TTAATAAGCA GAAAAGCCAT GATGATATTG TIACIGAGTT TGGTGATTCA GCTIGCTTTA 
CTCTIT 

SEP ID NO:579: (Length of Sequence = 374 Nucleotides) 

CT3GGCCIGC TCIGGAGTCC ACATTCGTAA ATATTATGCT GCACTAAATA TTAATCTTGA GAACTAGGTG ATATGGTTIG 
GCICTGGCCC ACTCAAATCT CATCTIX3AAT T3TAGTTCCC ATAATCCCCA CATATCATGG GAGTAACCTG ATGGGAGGAA 
ACTGAATCAT AGGGCAGTTA TTTCTATGCT GTCCTCATAA TAGIGAGTIT TCACTAEATC TGCTGGTTTT ATAAGGGGCT 
TTCXXCCCIW CCTITCCTCr GCATITCTCT TTCCGGCCAT TATGAGAGGA AGGACATGTT TCCTTCCCCT TCIGCCATGA 
TTGTAACTIT CCTGAGGCCT CTIGAGCCAT GCIGAACTGT GGAATTIAAT TAAA 



SEQ ID NO:580: (Length of sequence - 396 Nucleotides) 

CAGAATAAAC ATTTACTATr AGGAGAGTCA AATCATTTAT TTTCACATGA AAGAGATTAA GTAAAGCAGA ATCTTTGATG 
GTCTGCTGIG AATTCTTCGC AGTGAITGAG AAATTTCIGA AAACCAdTC CAAATCAATT ATAATATTAA CTAAACTTIG 
GCTITAGGAG TAAGAGAGfcG AAGCTCTGCG TCCATGTTIGG GAAAGAATAG ATATGCCCAC AATAATIAGT CTATIACTTG 
TTTGAAAAGG GTGATTTCCT CGTCKTTTCA AAGTATTAAG CAAATAAGGA CATATTGAGT ATGTAATTCA 1GGAAAANTA 
AQ5AAC1TCT TACAGTATGA TTCCTRAAGG ATTAIGGATG CCATTATCCA TrriGGAGTT GGTATTGAAG CITATO 



SEP ID ND:581: (Length of Sequence - 449 Nucleotides) 

CTGCTC0G1G GCTGTTTCAA AGACTGGGCG AAAGGCTGTC CGGAGGGCAG ACCAGGTGCC TIGCCGCAGA GAAAACACCA 
NAGTCTCCTG TTOSCTCAXA AAGAAGTITT TGGGATGGGA GAGAATCCAG ACCATCTTGG GGCAGCCANG CCCTTGCCTI 
CATnTTACA GAGGTAGCAC AATTC5ATTCC AACACAAAAC TCCTTCCCCT TITTAAAATG AT1TCTCTTC TAATX3CCATA 
GATCAAAGGC C7TCAGAAACC ATTGTGTGTT TCCTCTTIGA AGCAATGACA AGCACITERC TITCACGCTG CTmTGTIT 
TINCTTAITG CIGIGGAACC TCTITTGGAG GACGTTAAAG GCGTGTITTA OTGTTTITT TAAGAGTGTG TGATCTGTCT 
TTTGTAGGAT TC1TGACAGT GCICTAATAC AGADGGCAAT GCAATAGCC 



SEP ID NO: 582: (Length of Sequence - 261 Nucleotides) 
CCAGCAGGTC GTEACITGCAG T3GCAGGCTC COGGACAGGG CXX30GTCAGT GTGCTGAGCT 
GACAGT3GCA TGACCCGAGG GAACTGGCGG CX3CGAGGGCC TCAGGGGGCT GAGCACGTCC 



TGGTGGOGGG CACTGGCTTG 
TTGCAGAGGG GCGGGAACGG 
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GTNCTGCTGG TACTGGCCAA ANACCTCGAA AACAATGGGC TO3CTCTIGA TGTACAGGTC GCGTTTATTT TCATGGATTT 
AIACACACTG GAAAAGCCTC T 



SEP ID NO:583: (Length of Sequence = 399 Nucleotides) 

CCCAGGCCAC CATTTAAAGC AGCCATTCCT GCCAAAGAGC CAACAIT3AG GCCAGCOGTT GCTCCAGCTA ATGTCTGCAG 
GGCTCCAACT GAGGCIATGG GGITGACAGA ATIACTGCTG CTAGAGCTAG GTGAGGACCC TCAACTAGTG AGCAOGCTGA 
GQQGACTGCT GGATGTAGTG AGAGCATPGG TACCACITGG TGTGTTCTGA NNTGCACTAG CIGCAGCAGC TACTGCAGCN 
AAAITCTCTA ACTCCATTCC ATTCAACCCT CCCATTGGGT GGAGGCTGCT CAGGGTCl'lG AGGTTCCCAG AQGAGGCAGT 
CT3CTGAAGG AGTGCTAAAT ACIW3GGTCC AAGAGTATTT AGACCAGCAA GGTITCCCCA CACAGATGCT GCGCIGATT 

SEP ID NO:584: {Length of Sequence = 441 Nucleotides) 

GTICTTTTrA AGGATTAAAT GAGATATTAC ATGTAATGTC CTCATCCCAG TGCCCAGCAC ACAAGAAATG TTCAATAAAA 
TAGGAGGCAT AATTGTCCTG TTTGAATACT AGATAACCCT TTTAATGGAT ATTCTACAAT TATGAATCTA AGGTGCTITC 
GAGGAGCCTA GGCAATCTAT TCCAAAATXA AATGTAAGGA AGGTACATGA GTAAGGGATG GAGTAGGCCC TGGACCAACA 
CTAGAGCTCC AAATTTCCTA AAAAGCTTGA GCTTCITTTA CICTGGCCAC GCCTATAATG GGAATAAATC TGGTTCTTCA 
AACAGTCCCT CCCCTCTCTA AGCTCTGCTG GGGAGTAGAG ACATCAGCAG GCTGGTTCTG TGNTTAGCTC CTCCCCATCT 
1N3ACTCTCA TCCCATTCCC TCTTTCCTAC TAOCCATTCA G 



SBO ID NO: 585: (Length of Sequence = 326 Nucleotides) 

GAAATCCAGG TTCAGCTATT TOCT3CITCC AGAGTCCAGT TAACAAAAGT GAGTNCT^GT ATAAAGAAAG TNATTITITr 
TTTCTAAATT ATTCCAAAGC TAGCTGAGGG GAACAAGTAC AGGCTTCCTG CCTAGGGGTA TCAdTTGCT TTTGGAGCAG 
GAAGTAAGCA CTTITAAAGG GQGCITAACA TSAATGGCAC ATGGGGTCGG GGGAAGTAAG CAAGIGCAGC ATCTACAICT 
TAGITIGGTA CdTATCTAC TAGCTAGTCA AGCTGGTGAC TGCCTGTNTC TTICTGGGGC ATGTGTAdT TGGGGTT3TA 
AATTGG 

SEP ID NO:586: (Length of Sequence = 431 Nucleotides) 

GAACGAAGGA AAAGCATCAA AACCTACAGA GAAATTNTTC AAGAAAAAGA GOGGAGAGAG AGAGAGCTGC ATGAAGCATA 
TAAGANCGCr CGGTCCCAGG AGGAGGCAGA GGGGATCCTT CAACAGTACA TTGAGAGGTT CACCATCAGT GAGGCTGTTC 
TCGAACGCIT GGAGATGCCA AAAATTCTGG AAAGAAGCCA TTCAACAGAG CCAAATTTAT CCTCCTTCCT GAATGACCCC 
AATCCCATCA AATACCIGOG GCAACAGTCA CTGCCTOCAC CCAAATTCAC TGCCACTGTT GAAACCACCA TT3CTCGTGC 
CaCHNTTCIG GGATACCAGC AICTCAAGCA GGCAACTGGG GTCTNCAAGC AAAACTICTC ACTTCCCAAA AGCAAGTGCC 
TATGCTTSAC ANCXXZAGGCC TTACTTCCCA G 



SBO 3D NO:587: (Length of Sequence = 338 Nucleotides) 

CTCAAGCAAT TCTCCCACCT CAGCCTCCCA AATAGCT3GG ATCACTGGCA GAAACCACCA TGCCCAGCTA ATTTTGTATT 
TTTTCTAGAG ACAGGGTTTC ACCATOINGC CCAGGCTGGT CTCAACCTCC T3GGCTCAAG CAATCCTCCT GCCTOGGCCT 
CCCAAAGTGC TGGGATTACA GATGTGAGCC ACCGCATCCA GCCCCACACC CTCATTTATA CCAATTACCT GCCCAGTAAC 
TSTGGACTTT TGCTTCCTCA CCCCTGCTCT GATCIGGAAG GAGAGGGATT ATGTCTATAGC TTGTCAGCAC AGTCCCAAAG 
TTCAATATTT CTGCGGGC 

SEQ ID NO:588: (Length of Sequence = 277 Nucleotides) 
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AAGAACATTT AAGTAGTTCA TACAAAGAAA TATAAATTCT NCITAAATAT ATCAAAATAT ACTCACCTCA TTCATAGTAA 
AAGAAAEAAA AAACTGTGCT CTGATGACAT TTTTCATCIA TCAGOTTEAC AAAGNTCTAA AAA1TCAGAA TATACATITC 
CEA3TGCCTT TGGA3X3GCAA ITTGGCAGm ACIATCAAAA GTATAAATAT CTATACCCIT TGAGGTCTCA ATCTCATTTT 
AAAGAAITEA TTCTTCAGCT ATGTACATAC AICTAGG 



SEP ID NO:589: (Length of Sequence = 353 Nucleotides) 

GIAATGAATT ATAAGAATCT GAATTGAGAG CIAAAATATC TGQGTITCTAG GCCTACTCTC CCAOOTITIT NTTATTIGCA 
AAIATTAGAG CT3AACTAGA TCACCTCAAA GGCTCTAACC AACTCCAAAA CCTACAAITC AATGGCTGAC T3A3ATACAT 
TGTATACTCT TTAAAAACAA TTAAAATCAA AGANOTIAAT AAATGICTCA TGIATTATAC AACIATTATA CACGTGTGTG 
TCTOEATATA TATATNTNTO CACAGAGAGG AAAGACATCT ATACATAGNC ATAACCATCA AATCAGTCAG AATTTCCATC 
AGACACITIW CAT1TCCCAG GTCCATCAGA TGG 



SEP ID NO: 590: (Length of Sequence = 364 Nucleotides) 

CTCATATACA TAAAAAGTGA TAAGAATCCG AAAAGACAGC CAGGGGAATT AAATGCCAGT TGGQGCCAAC GGGGCCCTGA 
TCAOGGAAGA GGGCGOCCCC AGCTCTCAAT CTTCACACAA TCCCTGCACC CAGGGTCACA GAGCATGCGC AGGTCCTTCC 
ogcccacttc cggggcaact GCCAACCACC GCGCAGGCTG AGCCCCAGGC AGGAAGGAGC CCACITCGTG GGGTTGGQGT 
ATGAGTCCIT CCTCGCGGGG GCTCGGIGGG TCCIGAGTAT TCTITGGCCG GA1TINCTGA TCCGTCTGCT CCAGGTGAGC 
INGGGAAGGC CCCAGGAAAA GGCCCANAAG GGCdTIGCC AGOG 



SEP ID NO: 591: (Length of Sequence = 311 Nucleotides) 

GAAAGGGGAA TAGGGAGTTA ACGITXAATC AATAGACTIT GGGAAGATGA AAACCTICTA GAGATGAGTG GTGGT3ATOC 
CACAIAACAA TGTGAGGGTA CITAATACCA CTGAACTGTA TGTTTAAAAT GGCAAAAAGG GTAA7OTTTA TGTTATGTAT 
ATITIACCAG A ATITITITI ' TTAAAGCTIA CIGCA7X3GGG ACCMGCCTG CTGGCTCACA CCTGTAATCC CAGCACTCTG 
GGAGGCOJAG GCQGGTGGGT CACTTGAGGT CAGGAGTTCG AGACCAGCCT AGCCAACATG TTSAAACCOC G 

SEP IP NP:592: (Length of Sequence = 358 Nucleotides) 

ATTITCGTIT CTACCCATCA TCCTCCICTC AAAGGAACCA GGGGTCCITG GGGATTIQGC TSAIGCCAGG GGATGGAGAG 
TGTCAGTTGG NTCTGAAGGG GAGGCTOGCA GCATOTGTCT GGCAGGTCAG ACAGACCCAA GAGCCAGCIT GCTGGGGCAT 
CCCIGGCIAC CCTGGGGACA CAGTGAGC3GC CGAACIAAAT AACATCAGGA ATGGfcTTCACA AOGGAA'PGAG TAAGGGGAAT 
CTGAGTCTAT AGGGATACAG ACCCAGAGGT AAATO3CCAT GGCCACCCAC TTTCCTACAG GAGAATGTGA CTAGTTGAGC 
GTAGGAACAT GGGAACAAAT GGTAGAGGIG GCIGACAT 



SEP ID NO; 593: (Length of Sequence = 354 Nucleotides) 

GACAGACTGA AGGAATATAT GCAGCITAAT TXAACA!XTIT TTGAAATTTT ATATTGCAGA AGTIGTACAT ATTTNCIGTr 
GTGAAATTAG AAAGANTTGA CAGGCAAGGA GGGOGGTCTA CAAAGCACTC CATAGATCCA CCATACTGAG ACAATGCTTA 
ATCCTITGAT GGA3TTA3TT ATITOAXACT TTCTATGCAT ATGCAIGTAT TGTATAAATA OGNATGCATG GTTAAATAGA 
AAIGGITCTC CTTGGTSTTC TCTTTATCCA TITAXIGITC TGAAGTAAAT CCCCAAAGAG CTAGCTTTGC TTTTCCCTGA 
GGAGTCinT GCTACATACT GGCTGTACAT AATG 



SEP ID NO: 594: (Length of Sequence = 319 Nucleotides) 
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GAACATGGCC CTGAACTGCT CGGAGATGOG CTTGAACAGC TCCIGGATOG CCGTGCTCTT CCCGA1GAAG CTGGAGGACA 
TCITGAGGCC GCGGQGCGGG ATGTCACACA CGGCCACCTT CAOGTTGTTG GGGATCCACT CCACGAAGTA GCTGCTCTTC 
TTGCTCTGGA TGGCCAGCAT CTGCTCGTQC ACCIXXTTCA TGGACA1GOG GCCCCGGAAC ACGCTGGCCA CCGTCAACT A 
GOGGCOGTCG CGOGGGTCGC AGGCGGCCAT CATGTTCITC GCATCGAACA TCTGCTTGGG TGAGCTCX3GG CAOGCTCAA 

SEP ID NO:595: (Length of Sequence = 370 Nucleotides) 

GAAGAATANA AAGAAAAATC CAAAATGAAG AGTATTATAC AAGACAACTA GTCAATAGTC TTCAAACTGT CAAGGTCATG 
AAAAATTCAG GAAGCATCCC AGACIGAAGG GGACIAAAGA AAAGTGACAA CTAAATGTAA TGGCTGATTC TGGATTAGAT 
CCD3GAATTG AAAAAGAACA STCATGGAAC AACTGACAAA TTTGAATAAG GTCTGTAGAT CACTAACAGT ATTGCATCAG 
TCTTAATCTC CTGGTTIAGA TCATGTCCTA ATGGAAATCT TTTGTACTAT TllTlCTGGA CTCTTAAGGA AT3TGGGTCG 
AGGACACGGA TGAGACCTAC TTGCATCGAC AACAAGGOGT TCTAOGGACA 

SEP ID NO: 596: (Length of Sequence = 335 Nucleotides) 

CCACAGAGCC CCAACTCCCC CCACAGGAGC CAGCTCCCCC TOGAAGGCCT GGAGCAGCCG GCCTCTGACA CCTGAAGCOG 
(XAGCTCGCC ACAGGGGCCA GGGAGCIGGA GATGGCCTCC AGCCTCAGTG CCAAGACTGA GOGGGCCCTC CAG I CTl'lCTC 
CAAGGAAATG TAGAATCACT TToIAGATAT GGAGATGAAG AAGACAAATC TTTATTATAA TATTGATCAG TTITATGCOG 
CATTCTTCGT GGCAGTAGAC CACATCTGTT CGTCTGCACA GCICTGAGGC GATGCTGTTC CATCTGCACA TGAAGGACCC 
OCCATACAAG CCICT 

SEQ ID NO:597: (Length of Sequence = 336 Nucleotides) 

CTCCTGAACA TCACAAACTT GGTJ.TCTACC TACCACACGA GTAGCCAAAA GAAAAGAAGC ACTAATAGAG AAAGGGCTGT 
CTCACACCAG ACAGAGGACC TCTGCTCTCA ATTAGATCCA GTATCATGAC CTAACTITAA GTCTGGAAAA GAGTTCAGAT 
CTCTGAGACA CICTSAAGAA ATOGATCGCT CATCTAACAT CTCTGATCCC TCAGTCCCCA ACCCK3GACG TCTTTCATTT 
ACAACATTCA TAGGAGTTAA CTTAGCAGTG TTGCAAGTTA AGGTTNCAAA (XAAATTATT TAATCAGTGT CCCCCCAATA 
AAATCACTTA TCXXATTETA TTGCTAtii'iT ACTITT 

SEQ ID NO: 598: (Length of Sequence = 402 Nucleotides) 

ACCACTACAC AATATATCTA TOTAACAAAA CIGCATTCTT ACCOCITAAA TTCATACAAA TAAAAAAAAT TAAAAAATAA 
ATAAAGTAGG ACAATCCCCC AGATAAATAA ATTAATAAAT AAATAAATAA ATAAATAAAT AAATAACITT AGCTCTTGCC 
TTCTCCTACA CATAAGTTAA TCICTGATGG GCTTACTGCT TATGCTTCIG TAAACTATAA TCAGATGTAC TCTIGCACCC 
AAACTTAGAT GCGATITINC CTATACTGGA ATCTITCCTA CCTGTATATA AACTCTGGAA CTGAAAATGC TGCATTGGGA 
GCAGTCTGAT AGC3TTCTGTC CTAAAQGGCT ACICTGAGGG GCTCTAGGGG CTTCAGTCTA CAGGCCCCCA GGGAGGACTG 
CT 

SEQ ID NO: 599: (Length of Sequence = 369 Nucleotides) 

CTCAACAAAG TITOGATTTT NTCCAOGATG ACTCCTTGGG TGAATTITTA ATCAAGTTAT TTCAACCATT TTNCTCATAT 
ATTTCGTGCA TCCCTATTCT GGTATTCAGT GAAXACATGG GAGAGGTATG TNATICTCAG CTCCCACAGC CCATAAGTCG 
GGGAACCAGG ACTTCATTCC CCTCTGCTCT AACTCAGACT GTGAGGTCAT TGAGQGCAAG ACTGATGAAT TGTTCCTCTT 
CCTATCACTG GTGCCAAGCA CAGTAGITGG CATAAAGAAG TTACTCAATA AAGAGGGGGT GAATTTAATG AAAGACAGAG 
GAAGGNGGGA CCTGGGGGAA GAGGTGGGCA TAAAGTCAAG GTACAAACA 



SEP ID NO: 600: (Length of Sequence » 342 Nucleotides) 
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CX3GCCrcCK3 GGTTCAAGCA ATTCTCCTGC CTCAGCCTCC CGAGTAGCTG GGACEACAGG OGTGOGCTCC ACCACCAOGC 
CCGGCTAATT ITlTJlAmT NAGIAAAGAT GGGGTITCTC CATGTTCGCC AGGCTGGTCT TGMCTCCIG ACCTCAGCTC 
ATCCGCCCGC CTQGGCCTCC CAAAGTGCTG GGATTACAGG OoTSAGCACN aSC&CCOSGe CfiGCTQCTTC TATTTTAATC 
TGAACTTGGA AACACCTTCC TACTTTAAGG CACAGGATCA GGCTAAGAAC CCACATGTAC GAGCTAACAG AGCT3CACTT 
CAAATITACr TAAGTTAATT AA 



SEP ID N0:601: {Length of Sequence = 319 Nucleotides) 

ACTACTATTC TGCCATAAAA AAAAGAATGA GATCCEATCA CTTGCAACAT CTTGGATQGA ACTGGAQGTC ATIMCTTAA 
CTGAAATAAG TCAGGCACAG AAAGAAAAAC TTTCCATAIT CTCACTCATT TCTGAGAACT GAAAATEAAA ACAATTGANC 
TCACGGAAAT AGAGAGTATA ATGATGGTCT CCAGAGACIG GGAAAGGTAT TOGGTQQGGG GCAGQGAATG GGGAAGGttTA 
A2AAGTACAA TGCAATGAAT ACGATCTOGT ATTTTACAGC ACAAAAGGGT GGCTATGGTC AACAAIAATT TATACTAGA 



SBQ ID NQ:602t (Length of Sequence = 334 Nucleotides) 

CACCCACAGA CTGCCAAGTG GGACAACTTT CTOGCTITIG AAAGGCTCCT TCTTCAGAGC ATTCGGGAGT CAGCAATCTC 
CXmCTGlTA AATCAGCTGC TGCCCATGAT TAAGCCIGIA ACCCAGAGAA CCAADGAGGA CTACAGCCCT GAGGAACT3C 

TGATccrrcr catatatatt tatnctgtca ctggagagct CACGGTAGAC AAAGACCTGT GTGAAGCAGA agaaaaagtc 

AAGAAAGCAT TOGCTCAGGT CTTCTGTGAG GAATCTGGAT TGTCACCTTT GdGCAAAAA ATIAOGGACT GGGGACTCTT 
CAATTAATCT GACA 



SEP ID NO; 603: (Length of Sequence = 410 Nucleotides) 

TITCACCATG TTAGCCAGGA TQGTCTQGAT CTTCTGACCT TGTGATCC3C CTGCCTGQGC CTCCCAAAGT GCITOIATEA 
CAGGOGTGAG CANCOGCGCC CAGCCAGGAT TATTATTTTT TAAATCAGAG ACACTGAGTA CCACCTAAAG GGACITAAAT 
TATGCAATTG GAATGAAACT AAAoTGAATT GAACATTTAG TTTCACTTAG JOTTEKnTT TCCTGCCAAC TCTCATATGA 
GAGTTTGAGA GGGAGCCCAG ATTAGACITA GAGAAAAATA AATAAATTAC A2TTEATCTG CACACATGAA TTCTAGACTG 
AGTTAAATrT AOCACAGCGG GGCATAIATA TCTATATATA TGA3ACCNTO 1TTITAXATA GCTCCNTATA GTTTIAAAAG 
CACnTCTAC 

SBQ ID ND;604: (Length of Sequence = 399 Nucleotides) 

TCTCIAAGCA AAAAGAAAAT GATGAAAGAA GCAAACTTGG AGCATCAGAA AGGAAGAAAG AACATGATAA AATGAAAATA 
TCAGCTCCTA TTA3X3AACAT CXTEATEACCA TTCATTGTCA AACTTAATCG TAIAITTATA TATAAGCATC CITCAGAGAT 
GCTGIGGGTT CAffTITCAGN CCACIACAAT AAAGTGAAXA TAGGAAEAAA GCAACTCATA TGAATnTIT GGITTCTCAG 
T3CATATAAA ATTAANCITC ATGCIAIACT GTAGTCATIT AAGCATCCAA TAGCAITATG TCTAAAAANT GTACATACCT 
TTA3TIAAAA AOGCTTTTAT TGCTTAAAAN AGGCTAAATG GCCXMOT3A GCCAT033CT TTTTICCT33 CAGAGGGGG 



SBQ ID ND:605: (Length of Sequence = 372 Nucleotides) 

ATGCCITAGA AATCX7TACCA CCTCCCAGAA ATGATAGTTA TGGAAATTAA CATGGCATGT CAGATATGGT TO3CTGATGC 
CITCCTITA G TTCTCAGAAA TAAGGCTTTA AAAGACTGGC ATGTTTCAGG ATTGCTGTCA GGAAATGATA ATTTAAAATA 
CCCAAGAGTA CACTAAGAAT TATGGAAGCA TCT3TGAAAC TAATAAGCCA GTGGACATAC TGATTTTIAC CAATGTGTCT 
ACATACTATA TTAAAAAACT TCCTACAAAG TATTGTCCCA ATTCAGTTCA TCTGAGGATG TGAAAACACT ACAGTGTACC 
TTAAAACATC ACATTCACAA CCCTGACAGA CTCAAATAAA ATGAAATTAG GG 

SBQ ID NO:606: (Length of Sequence = 399 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



20B 

TGCCTTCCIT TCTTCAATTC GAGACAGCAG TATCATTAGT GTTGTATAGG TTATAATTAA ATCTAAGTAG TTCTTTGYTA 
AATCAAAGTT TACAGTAATA TCAAAGAAGA CITCGCAAAC GTCAATAGTA TTCAGCAATT CACAAACATG GTCCITAAAT 
TCCATAACAT CTACAAATGT GAAGTAATAT AATGCCAGAT TTINCAGAAT CTCTGATT3T CCnTCTGTA CTTCTGCAAG 
CTGTT3ATKS TTGTTGCGQG TTTCTACAGC AGGGAATITT CTGACTATGA ATTTCACAGC AGATTCCAGG NTTTCCTCGA 
TAAGATAGGA TOGNTTTCCC NT3GGC3JCIC CACATGCCNT TCTTGATCTT CTAGAGGCGG CTGAGCATGC CGAOGGCCC 

SEQ ID NO:607: (Length of Sequence = 412 Nucleotides) 

ciCTACccrr ataaagagto aaagccctgc ccccrrcrcc tatagaaccc ctagcaagga gactggaaga ntcaaaaaca 

ATCCACCCAA AAAATGGCCT GCAGGGACAC AGTCCCAGAG AAAGAGACTA TGfTACAACAA GGTACAGTAA GTTAAGACCTG 
COCACACACA GGACTTCCAA TOSBLTIUIT AGTCCTIACT CCTACAGATG AACAGATCAA CCAGGGCCAC CAGATGCTCC 
AGGAAAGACA GGAGTCCAAA AAGAAAATTC GGTAACTTTG AATATATTIT GAGCAAATTT TCAGTTCTGT TGAAGTATTG 
GGGGGACATT CAACAGTGAG TAGTAGTTTA GGGGGAACAG CTGGCACCTC TGGCAGTCGC CTCAGAGGTC AANCCAGOGT 
NTRGCTTGCT IT 

SEP ID NO:608: (Length of Sequence = 419 Nucleotides) 

ATGAAGGCAG CTGAACTCTC CATCAAGTTT CTGCCTCCCC AACGTAATAT GGAAGTCGTT CTGGCIGTAG GACCCCAGCT 
GATTGGAATT GGAAAGGACA GTGCAGCTGC AGAGCTCTAT CTGAATCTGG ACCTIGTCAA GGAAGCAATC GATGCTTTCA 
TCGAGGGTGA GGACTGGAAC AAGGCGAAGG TO7TAGCTAA GGAGITAGAT CCCAGGTATC AAGACTATGT GGACCAGCAT 
TATAAAGAGT TCCTCAAGAA TCAGGGCAAA GTGGACTCGC TGGTGGGTGT GGATGTGATA GCIGCTTTGG ACCICTATC7T 
GGAGGAGGGC CA&TGGGGAC AAGTGCATIG AAACAGCTAC CAAGCAGAAC TACAAGATTC TGCACAAGTA TGTK3GCTTIG 
TATGCAACTC ACTTGATCC 

SEP ID NO:609: (Length of Sequence = 337 Nucleotides) 

GGIGGAAGTT GTACTGAGCC GAGATCATGC CACIGCACTC CAGGTTGGGT GACAGAGAGA GGCTCCATCT CATAAAAAAA 
GAAAAGAAAA AGCATTTCTC AAAGGAATAA AAAACAAATT GATAACATCC CCTAATCTCT ACTICTTGGG ATGTAGTATC 
CTTCATTTCA TCAGGAAATC ATATGATTGT CCTTAAATTA TTAAGITGGC AGAATTTGTG TGGTTTCATA ATGATGCTTG 
TAAGATGATA TIOTAATGGA AATGmTTAG ACTATATCTN TTC7INGTTIT TNCTGCTGTN TTTCTGTAAG GCTTAAANCT 
AGCCCCTTTA AAAACAG 

SEP ID NO: 610: {Length of Sequence = 441 Nucleotides) 

TAAGCCAGAG ACATTTCACT GIATTAATCT TGATACTAAT TACTAAGGCT TTTCTGT3GA CATTAAATTT GATCTVrrrA 
ATTGCAAATA CAATAAAACT CCT3ATITAT GdTAAIGTT TCTGCTAGGC TGATGACATT TTGAAAATCG CACTTATAGC 
CTGGTITGTC TIGC7ITACAA CTTTICTGGC TCCAGATGCT AAAAAAAATC TAATIGAGTA AGTAAATAAT GCAGCTAAGC 
GTGCCTCTCT CGCITCOGAA AACJlTlTi'lC TACTCCTTIT TCTOCCTGGA GAGGCCCTGC TGCACACTGA TCCTGATCTA 
AGGAAATGCC TITGCITC7IT TGCCACTGAG CAATGTTAGA ATCACTAGGA GGGCAGGGCT ATCCCACTGG TCACTCTCTC 
CCAGCATATC TACCATGAAG TCAGCAGGGA CTACAAACTTC C 

SEQ ID NO: 611: (Length of Sequence = 344 Nucleotides) 

TFTGGTACAG TAATTAGCTT TGCTTGA1TC GGTTATGGGG GTATACAOGC ACATGCAAAC ACACACAGGG TGTGCGTGTG 
TGTTATAAGG GGCATATACA CATGCACACA TATACACATA TCTIATATAG GATGTGTGTA TATGIGTGTA TATATATAGG 
CTGICTATGT ATCCTATATA 1CTCCATATA CATGTATATG TNCTATATAT ACATGTATAT GTACACATGT GTGCATATGT 



WO 93/16178 



PCT/US93/01294 



209 

GTACAIATAT GTGTATAXAT GTAX&TATCC CACATCTCCA ATTTNCCTAT AOGTATATAC ACACATATAT CTTATATAGG 
GTGXACAGAT ATAGGAIATG TGTG 

SEP ID N0:612: {Length of Sequence - 384 Nucleotides) 

TGATGACCAT AAGCCCATGC TTTTCATAGA TGTTEAAGGG TTAAAT3AGG TAATCCATGT OGAGTOCTCA GCCAACTGAG 
ATTCRGGAAG CGCTCAATAG ATSCTQQCTG TCATTA1TAA CK3AGTAACT AATCdTITC CCACAGAAGC AGTAGAAGGC 
TGACGATCPG ICTGAAAAGG ATQGAXACAA TTCOCTGGGC CACAAATAAA GCJ1T1T1TIG UI'IXJITOITO TTCTTTAAAT 
GAACPSAAAT GAGTTTGAGA GATTCATATA TTATTTTACA ATACTTCITA A1GCTAGTTT AAAAAGTTCA ACATTGTCAT 
TCEACTCCAC TTCCGrTATGA GATAAGTOTA TGAGGGNGCT TAATTCCCCG NTAAACTAAG CAAG 

SEP ID NO: 613: {Length of Sequence = 342 Nucleotides) 

TAITTATTTT TCK3GGTGTC GAdTCCTAT GIGGGLTXTl' TGGGTGACAC TCCCTTAAGG GITCAUTl'lG ACAATICTNA 
GACTIGTCCT GCAGTTCGAG GCCACCAGAG GTATCTAAGC- TCTCTGCITC CTATITNATA ATCCTCCAGC CCCAGCAGGT 
CX^CTCCTGG TTCCTGTGIG TTDGGCCCGG GCACAATCCC CACIGCTTTG CTAGACGTGC TITCIGCCAT GTGGdTItSG 
GCCEAGAGCT TGTIGATAAT TCCAGCTICT GGCAGIGGAA ATAT3GCTGA ATGAGCGTCT AAACCCCTGG GTNGGGGGNC 
TNAMTINCNN GGGTITITAA AA 

SEP TP NO: 614: {Length of Sequence = 393 Nucleotides) 

CAGTCTTATT AACAATAGCC AGGAGCTGGA AGCCACCIAA ATGTCCATCA ACAGATGGAT GGATAAATGA AATGTCGTCT 
A3ACATACAA TGGAATATEA TICAGCTTTA AAAAAQGAGC AAATCCTGOC ATGTGCTACA AOCT3GATGA ACCTT3AGGA 
TCmTGCEA AGTGACATAA GCCAGTCACA AAAAGACAAA OGCTGCATGA TTCCATTTAT ATGAGGAATC TAAACTACTC 
AAACTCTTAG AAAGEAGAAT AGTGGTTAGC AGGGGTTAGG GGGAGGGGAA AAAGAAAAGT TACTO1TIAA TOGCTATAGA 
GTITCAGATA TGCAATAOGN NAATTTCTQG GGGATICTTT TGCACCACCA AXCTGCACOG TATAA3TCCA dT 

SEP 3D NO: 615: (Length of Sequence = 310 Nucleotides) 

ATTATATACA TTCCTITACT GAITITITAA AATIX3TGTCA A3ATCTTCAG TGAACTCITA ACAATCTGGG GAACTGTTTT 
CCTCAATTAC CACTTCAGCA ACGTTCAXAC GAAATCAAGG C1TGCCTTCA TCTCAGICTC AGOTTCAACT TTAACTOGAA 

GanrcrcriT tctctciaac atcttcagag tgagcittag ggatccctga aggatogaca geacaagcaa gcagctacit 

CCAT3ATACA GTGGGAAGAT AAAAAGGCCC ATTCAGTCCA GCCGTGACCT GTAAATCCAG CTTGCCCTCC 
SEP ID ND:616: {Length of Sequence = 266 Nucleotides) 

GAGA3GGAGT CTCGCTCTAT CACCCAGGCT GGAGTTCAGT GGCACGATCT CX5ACTCACTG CAAGCNCOGC CCCCCAGGTT 
CACGCCA1TO TCCTGCCTCA NCCTCTCGAG CAGCTSGGAC TACTGGIGCC CACCACCACT CCCAGCTAAT TTrnNTAIT 
TTD3CTAGAG AOGGGCTTTC AOGGICTEAG CCAGGATGGT CJX&ATCTCC TGACCIOGTG ATCCACCOGC NTGGGGCTCC 
CAAACTGCTG GGATTACGAG CGTAAG 

SEP ID NO: 617: {Length of Sequence = 376 Nucleotides) 

ATAATAATCA AAAGTTGAAGG GIGGGGGTCC 1GGCCACCTC CXATITCnT GCCIGGCTGG 1GCTGACCAC GGCX3CCCTTG 

TGTCcrrrcc aitggitact gaggaccatt gccctcatgg gcccaggcca caggcaccca cctgtnagcx: tcacctgcca 

CCTCTCTOCA TGTTGGCTIN TTSCCCCTCG GGCTGGCCTG GGCATGGGGG AGCTTAmrC CCOGACCAGG ggcitggcca 

romrccrrc acaancccca ctccccgogg actgagcctc oootctoc tgggctgagg gcictgtggt NGCCCAGGAG 

CCCTCCCAGC CACGTGCCAG CCCATCCCAT CATCAGCACT TGGmTAAG CTTCAA ' 
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SEQ ID NO: 618: (Length of Sequence = 352 Nucleotides) 

GCCCATCCTG GCTAACACGG TGAACCCOGT CTCTACTAAA AATACAAAAA ATTAGCCAGG CGTCCT3GCG GGTCCCTGTA 
GTCCCAGCTA CTTGGGAGGC TGAGGCAGGA GAATGGCATG AACCCGGGAG CTGGAGCITG CAATGAGCCA AGACTGCGCC 
ACTGCACTCC AGCATGGGCG ACGGAGCAAG ACICTGTTCTC AAAAAAATAA TAATAATAAT AAAATAAAAA GTTTGTTAGT 
ATTAGCAGAT ACATATTACT AGGTACCCCC CATGCTCAAT GAAGTGTTGG GNTACTCIKA AAAAGTGTCC AATCITACAG 
GTCTGACTTC CTCTGGAACT GCAAATTCTT TT 



SEQ ID NQ:619: (Length of Sequence = 359 Nucleotides) 

AAAAAAAACG ACCCCCACAA GGGQGAAGGC CCCAAGTGGG CCCCTGCCTG TOOTTCTCTC TGGCTCCAGA GATCTCTGCA 
TAGGCCTCAG CTTOTCACTG GCCAATCTCC TCTTCATGGG CACCAGCCAC TGCTAAACAT CCITCCCTCA CTICTICTGT 
AAGCTTGCTC CXXTGAGCCA CAGCTIX3CAC ATCTAAACCT CAGCTCCAGG GAAAGGAAGA ACCAATGGAA CTGCCAGAGT 
CCTGGGGCAA GCCAGAGCAT CACCICTCAG CAAACCTCTC CP3QGCA.CTC TAAGCAAGCA CAGGACAAGN CCCAGAGTTT 
AGHX-TDGTCCA GTATCCAGCA TGGNGACAGC ACATGCATT 



SEQ ID NO: 620: (Length of Sequence = 447 Nucleotides) 

CTCTCTCAGC ACAGCCTGGG GAGGGGGTCA TTGTICTCCT CCTCCATCAG GGATCTCAGA GGCTCAGAGA CTGCAAGCTG 
CTTGCCCAAG TCACACAGCT ACTGAAGACC AGAGCAGTTT CATCTGGTTC V2ACTCTAAG CTCAGTGCTC TCTCCACTAC 
CCCACACCAG CCTTGGTGCC ACCAAAACTG CTCCCCAAAA GGAAGGAGAA T3GCAGCCTC CACATCTCGG GTTCAAGTGA 
TTATCCTGCC TCAGCCTCCA AGTIAGCTGGG ATT3CAGGTG TGCACCACCA TGCCTGGGAT AATTTTTTGT ATTTTTTAAG 
TAGGACACGG 1TTCACCATG TTTOGCCAGG CTOGTCTTGG AACTTGTPGA GCTGTAAATG ATCTOJCCCC ACCTTNTGCC 
TTCCCAAGTC CITGGGATTr ACAAGGTTTT AAGCCACCOG AATCCAT 

SEQ ID NO:62l: (Length of Sequence = 237 Nucleotides) 

CAATACCCCT GGNTCCTGGG GCAGGTCTTC T3GGATCCTC GACAGGAGGG TCAGGTCGAT TTTAACCCAG AGAGACCTGA 
TCTCATCACT GTCCTITAGA GGGGAGAGAA GITCGTNCCG GCCAAAGGGG ACCAGTCTGT AGAACTGCTC CTCCAGCTCC 
TTGGCGATGT CACTOGTK3GT CCTGGOGfTTN ATGGAGCCTA CAGGGGCCCT AGGACCACTG CCCCCNTTGG CAGOGGC 

SEP ID NO:622: (Length of . Sequence - 247 Nucleotides) 

AGAAGGTCAA TAATAACAAA CTTCTTCAAG CTAAAGCAGG ATCTTGGAAA (XAITCCAAG GAAGCTAAAA ACCTTGAAAA 
AAGATTAGAA GAATGGCTAA CTAGAATAAA CACTGTTAGAG AAGACCITAA ATGACCIGAT GGAGCPGAAA ACCATGGCAC 
GAGAACTACG TGATGCATGC ACAAGCTTCA ATAGACAATT CGATCAACTG GAAGAAAGGG TATCAGTGAT TGAAGATCAA 
AXAAATS 



SEP ID NO: 623: (Length of Sequence = 315 Nucleotides) 

AATTIAGGTT TUl'I'lTATTT AAGTTTAATG TTAATTCCAT GCTGTGTTTC AGTAAGANCA ATACAGATTC TCTATCTGTG 
GCTCCAGTCA GATATCCAGT AGTACAAATN AGCTTCAAGT TACACATACT GANCAAAAGA GGITGAGOGA GCGAAGGAGG 
GGAGGACTSA GGGGAAGGAG CTAGGGGGAG GGGGAAGGAG AAGAAACAAA AGANTTGAAC AGGCATGCAG GCTTTTCCAT 
ACCACCTTCA ACGCTAACCT GCTTCAGTGG GAGAGTAAAG taggcaagan TGAGCAGCCA oggattcttg aacig 

SEP ID NO: 624: (Length of Sequence = 375 Nucleotides) 

ccatgttggc caggtctoga actcctggca tcaggtgatc a^ccoGirrc agcctcccaa agtgctggga ttacaggctt 

GAGCCACXaG GCCTGGCCCG TTACTATTGr TATTTTTAAA TGCATTAGTA AAAAAAAAAA AAATTTTAAT TGCTAGAACA 
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TIMATATCA ATACCCACAT TAATAAAAGC TATTTGGGAG CCTTAATAAT TATCAATGGT GTAAAGGGCT CCPGAGACCA 
AAAACTTTGA CITCACCAGG TGTTTX5AACA CTACAGATCC CATCITCCCC ATGAAGCTTC CCTAGACATC OCCACCCCAC 
CGTGCTCCNT TCTGCATOCT ACAATAGCAT CCACFGGTAA GGGCCACTTA TTTTA 

SBO ID NO: 625: (Length of Sequence = 305 Nucleotides) 

CTTCCTAGAT TACTCAAATT TAGXACTCIT OCATCTTTTC TTGITCCTAT TCTTTTAAAA TCACAAGAAG TCCATAACTT 
AAGTAGGAAT TTCTATAATG TAACITATTG TCACTATATT TCCTTAOCAG CTCATAAAGA ACIATGTAAA CTTOAATGCA 
TATITI'INAC ATAAAAATAG CAAAAAAAAA AAAANCAAAA AAAAAACAGT ACTGGCCTAA TACTAGTT3GA NTTACAGAAT 
ANGGGTAAAT ANTACATC3SIN CATCCITACA GAGTGAGCAT AAACAATACA TGGTAATAAT ATTTA 

SEP ID NO:626: (Length of Sequence = 300 Nucleotides) 

AGCAATCACA TAAGGAAGGC ACCTOGAGTC TAGTAACACT GT3ACTCTTG CGGTTCTrCTTA GAGGTACTTG GTCCTCTTGG 
ATAAGATCTG GAAGAATTCT TT3GA3TTCC AGACATAGGC TCTTCTENCTC TTCCCITACT TTCTCCCAAA CAAATOGGAT 

CTCTCTcrcr cicicictgt gcigagctgc ctagaaciot ggctgggatc acacaagcac ccttntggcc attgcccitg 

GGACTGTGCT AGGTCAGACC TGAAGTCAGC ACAGCATK3G GTCTCACCCA ACACCTGTQG 
SEQ 3D NO: 627: (Length of Sequence = 369 Nucleotides) 

GAAAAAGAGA GAGGAGAGGG ACTCAGGAGT GCTTK3GAAC TGGAGGTIT3 CTTTQCACIG ACAACATCCA TATCINCTGC 
TAATGCCAAC ATGCTCCCAA GICTCTIAGT GGGTCCCACA AAGTIGATCC AGCCCAGAAG AGTTGCAGGG ACAGTCAAGA 
AACCAGAGGT GCTGCCCACA TCCCCATCAC TCCCTTTCCC AACTTCCCAG CCTTGCCCCA AAAGCAGCAG CTCAGGACAA 
CCTGAGATAC TACTGINATG QGTOOCGQGG AGGAGGACAG CAGGAGTCTG AACTCGAGAG GAGGGGGAAT ATCGGTAAAA 
CAGAGAGKPG GCAAGGAGAC AAGCICTNCC CAGACAGAGG GATGGGAGG 

SEQ- ID NO: 628: (Length of Sequence - 310 Nucleotides) 

•Tirmrrrr tgagacaaga ctcicactct atcacccagg ciggactgca gtgacataat catggctcaa tgcagcctcg 

ACCICTCAGA CTCAACTGAT CCKXTACCT CAACATCCCA AGIAGCT3QG ACTACAGGAG AGCCACCATG CXXAGCTAGT 

TmNAcrrr tctgcagaga TGGiCTrrcr ccaictigcc cagctcggtc toqgaactcc ggggctccag cgatcctcct 

GCCTCAGTCT CCCAGAGTGC TGGACCCACA GGCATGAGCC ACCACACTCA GCCCCAAAAT CCAPGATTTT 
SEQ ID NO: 629: (Length of Sequence = 443 Nucleotides) 

OGCAGAGCAG AGGGTQGAAA GGCAAAGAGT ACAAGTGAGC GAGCCCTTTT TOIGATGGCG TT3ATCTCIT TACAAGGGGA 
CTGCCTAAAC ACTITCCATT AGCCCCCACT TCCCAACACT CJITCCACTGT TGCAGTTAAG TTTCCAACAC ATGAA3GCTG 
GGGGACACAT TTAAA3TAGA GCAGTTGATGA TCAGAAAGTT ATTCTIGGGA AAGGAGGITC TATTFTAACT TAAGTAGCTT 
GAAAAAGCTC TTCAAGGACT TGATACAAGA ACIGAGATTT GAATTAGAGG ACCGAGTAAA OTGAAGAATC TGOGGGCAAA 
GTCCCAGGCA GAGGGAAGAG CAGGAAATCA TTCATCAGTA GACTIGCTCT CCCATTCTOG GCAAGGGCTA TTTCACATTT 

TcrrccAcrc tcttcctcag cacatctcca ccrGGOTirr crc 

SEP ID NO-.630: (Length of Sequence = 263 Nucleotides) 

TCGATCTGCJT GAAAAGCGAA CACTTATAGA CTGCEACTGG GAACGTAACT NAGTACAACC TCTATGGAAA ACTGTAT3GA 
GATnTITAA AGAACTAAAA GTATATCTAC CATTTGATCC AGCAATCCCA CTGCTQGGTA TCIACTCAAA GGAAAAXAAG 
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TCATTACATC AAAAACACAC CTGCACACAT ATNTTTATTG CAACACAATT CACAATCCTA AAGATATGGA ACCAACCTAA 
GTGCCCATCA ACCCAATGTA GGG 



SEO XD MO:631: (Length of Sequence = 221 Nucleotides) 

AATITINACA TATCAGTAAT TGTTITIATA ATTTGTGGTT TINATGAAAC ATTGCTATGC ATTTATTAGG AAAAACTSAA 
TITCCCAACA GCTGAACIGA AAAGNTATTT TAACTATTAT ACATAATCAA GATCCIGCCT CTACGGAATT AGCTAAACCT 
AAAAATGTTT GCATIAATGN ATAAATTCTT CCNGCATTCC TTGGGCCNGN TCTGGAGGTG G 



SEO ID NO: 632: (Length of Sequence ~ 344 Nucleotides) 

TCTGATOGAG ACAAATACIT CAGTATTGGG ACCCATGGGA GGTGCTCTCA CCCTTACCAC AGGACTAAAT CCAAGCTTGC 
CAACITCTCA ATCTITOINC CXTTCTGCIA GCAAAGGATT GCTACCCATG WTCATCACC AGCACTTACA TTCCTTCCCT 
GCAGCTACTC AAAGTAGTIT CCCACCAAAC ATCAGCAATC CTCCTTCAGG CCTGCTTATT GGGGTTCAGC CTCCTCCGGN 

TCcocAAcrr tiggtttcag aatccagcca gaggacagac ctcagtacca cagtagccac tocatcctct ggactcaaga 

AAAGACCCAT ATCTCCTCTA CAGA 



SEO ID NO:633: (Length of Sequence = 378 Nucleotides) 
ggtcagacct gaagcoggca cagcgcictg actgccxmg acccccactg taacaacaac 
tcaaggcccc agggctctcc aattagcagg tagtgaagcc agccaggctt ciotccttcc 
ctgctcccta gatgcattca aagct3cict cigagagcca gggdctcag tcataaacct 
tottctacca tcgctgagct ggcacigaat ccacccqgca aatcccttcc cactotcccc 
gtagtctgtt nccacctacg aogtcatcac agtctcatgc gggattacig ccagcttc 

SEO ID NO:634 : (Length of Sequence « 22- Nucleotides) 
ATGACTGGTC TACCACAGNT TAAGTAACGG GTCAIATT. : .V3 GAGTATCACA CATCTCAGTC 
AATTAGGAGT CATGCACATA TANSAGAT^T AATCCCACCC TTTGACTATA GCCTACrCTT 
TGGNGGAAGA AAACCdTTA CCCIOTTNTT CAGGGAGAAA CINACANCAC TCANCTCCCT 
CAGTCCACTT TACCATCAGT CTITAAGGAA ACCATCTCIG GTAAGC 

SEO ID NO:635: (Length of Sequence = 226 Nucleotides) 
TTGGGATGAT GCTTTTATTA AAOGGAAGCG TCCAAAAAGG TCTGAGTCAA TGCT3GAGAG 
TTCAGGGCTC CCCACCGATA GTNATQGGCA CTGCINACTG CAATCTGATA GAGATAGA1G 
GAAGGATGTG ATCCTGGTCG ACTCTCAGGA CCCTCCACTT CCATCCTGGG NGTIGCCCCrC 

SEO ID NO: 636: (Length of Sequence ~ 367 Nucleotides) 
AACGCAATAA AAAGACAAAT TCCAAAATGG GCAAAAGATC TGAATAAACA TTTCTCCAAA GATATGCAAA CAGCCAATAA 
ATAGATGAAA AGATGGCCAA CATCATTCAT TATGCATT3C AGAAATCTAA GTCAAAACCA CAA1GACATA CCAOGITGCT 
CCCACTAGGW TAGCIACAAT CAACAAAA1G GACAGCAAAA AGTCITCGTC AGGAGTAGAG AAATCTGAAC CCTCATCTAT 
TCCTAATGGA AACACAAAAT GATGGAGCEA CCATGAAAAA CTGCITATCA GlTIGACCrC GGGAAGTTAA ACACAGAAGT 
ACCACATGAT CCAGCAATTC CACTCCTAGG TATATACCCC AAGGACT 

SEP ID NO: 637: (Length of Sequence *= 384 Nucleotides) 



CCAGCIGCCA CCTATTTCAC 
CTTCAGTX3CA CTAAGCTCCC 
TATAAATCTA CCIGGNGTTC 
TCCCCTCTIN CCCAGGCAGG 



TICTAGAAAT IAGOJACAGC 
GINTTITACA GAAAAGACTG 
GGCACTGAAA A1OTGGCATC 



GGCAGTCAGC CCICTGGCAT 
ATACCCTOGA CGACTCCGAT 
CCCTCA 
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TTCKEAAAAA TTITACTIAA AATCICTAAC GCTAGATATT GACTATCCTT ACTIX3ACTCA CTGAGGTTTA AACACAATSG 
TAACTCTTAA ACTCK3CTAT TTACAGAGCA TT3AATCTGT ACCAATTIGC AATAGAAAGC CITCAGTATG CAAGAACTTT 
GCAJT3GCTAT TAAGAACACA GCCTAAATAA GGCAHTGAT CTAATCTGCA GGAAGAATTT TCITCCCCAA AACAGAATTA 
TAAAAGCTTA CTTTAAACAG GAGGCAGAAT AATTCTHTA GGAAACCA1T TCAITCTCIT TCEACTAACC TATACCATCT 
GAGGAATTCT AGGGAGGATA ATAAAANTCT CXSnGTAITCC ACAGCAAACT TACATACCCT AAAG 

SEP ID NO:638: (Length of Sequence = 409 Nucleotides) 

GAAASTTTTC ATCAGCTCTT GTITCCTCTC ATTCTTITTG ACCTrGTAGA ITIATCCTIT TTTCTTAATr TATICTCACT 
TAATGGGATT TCAGGAGCAT ATTCACTAAG TTTTCATTTT TACAT3TATA CTGGGGAGTA TGACATAGAC ATCTCTGTAC 
TTAGAIATTA CTGATGTAAG TCTACTTIX3A ATCAAATGAA CAGATGTTTA AAAAGTTA3TG TNCCCAATIG 'I'XTlAATGAT 
TTCTNCTTCr GAGTTGGGGT GGrTGCTGCCC ATCACCAACT CAGGACGGCT ATTTGAAAAT ACCTGGGNNA AATTCTAACA 
ATGTCTGGGA AAACACIGCA GGATAITITA ATTGGGCAGA GGGGTCAAGG GGATGGATTA ACCATTGOGG AAATGTGAGG 
GACGGGTCC 

SEQ ID NO: 639: (length of Sequence = 197 Nucleotides) 

QCTTCTACrC ACGGCTCAAG AGCATGGCTC AGGAGGAGAT CCGCAGAGAG ATGGACAAGA 'INATCGAGGA CCTGGAGCTC 
TCCAACAAAC GGCACTCACT GGTCCAGACA TTGTOGGGTG GCATCAAGCG CAAGTGIACC GTGGCCATCG CCITOGIGGG 
CGGCTCTOGC GCCATCATCC TGGAOGAGCC CACGGCG 

SEP ID NO: 640; (Length of Sequence = 398 Nucleotides) 

GAGAAGGAGT TTOGCTCTTG TCACCCAGGC TGGACTGCAA TGCTGCGGGC TCGGCTCACT GCAACCTCTG CCTCCCCCGG 
GTTCAAGGGA TTCTCCTGCC TCAGCCTCCT GAGGAGCTGG GATTACAGGC ACCCGCCACA CACCCAGCTA ATITTCTATT 
TOCACTAGAG ATGGGGTITC ACCATGTTGG CCAGGCTGGT TTIGAACTCC TGACCTCAGT TGATCTGCCT GCCTCGGCCT 
.CCCAAAGTGC TGGGATTACA GGCGTCAGCC ATTGGCACAC AGCC7ITATCT GCATCTTCAA ACGGGCCAGT ATGGATGGCT 
TTTACACTTA TACTNGAAAG GTCATCCTTT TNAAAAAANG AACCTTTAAA ACCATTAACT ATATATAAAA ACIATATT 

SEQ ID NO: 641: (Length of Sequence = 402 Nucleotides) 

ATAATITrNA GCAAAATCAT ACAAAACIOT NTTAACCAAG TAGAAGATK3 CTAGTXACAG TGGAATOCTC AGGGAGTACA 
GGGCGGCCAC CACTGGAGGG AGCIGAGGCC CT3GAAAAGG AGTCPGATTC TNTCCAA3TC TCTCTCTGCT TTENTTOCCA 
GCCCCCTEAC AACCGAGTTC ACGIGGGGGG CQGCAGTGCA GCCCCAGCGG TGGCAGCICT TGGAGTCTGT CCXJITTAGTA 
TOITTCCCCC AQGAGOGTO3 CIGGGTTGAGT GGCCIGGAGA GCTCCCGGTG TTAACA2TIC GATCCTAGAC CGGGGGGAOG 
TCTCACTAGG TAAAGGCCAT TGGGIAACCA GAGTAGATCA GGCCATGGCA TTPGTCIX3GC COTTTCACA GCAATTAAGG 
GG 

SEP ID NO: 642: (Length of Sequence = 395 Nucleotides) 

CITCAATGAT GCAATTOGAT TAGCICTGTC TTACAAACAG AACTCCCAGG ACTTCATGGA TGAGATTCTT CAGGAGCTCG 
AGAACTTCAG CTTX3GAGCAG GAAGAGGAGG ACGT3CCAGA CCAGGAACAG AGCAGCAGCA TCX5AGACCCC ATCAGAGGAG 
GCGGCCTCTC CCCACAGCTG AGGGGC1GGG GCTAGGGCTG GGIGGAGCCC ITTTAAAATA CCCTTCeCTT CAACAACTCT 
(XAGCTCTGA ATGGAGAAAC TCICIAGGNJC ATCCCCTCTT CTACCICCTG CAACCCACCC ATCCEATTAG GCTNCCACAT 
TCIAGGGCCC GTTGATACAGG GGATS^GGGT CAGCAACCAG CAAAACTCItt GGACTTGITG GGAAGAATTT TCCCC 



SEQ ID NO:643: (Length of Sequence ~ 



325 Nucleotides) 
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GGTATCTTAA AGCCTTTCAG GGATTTCAAT AGACACATCT CTTTAGCTGA AATCTATTCT CTCAGAAACT TACCCAAACT 
TCTTAATAAT GTNCAAATTC TAAGAAAGAT ATCATGGCTA CACAGCACCA GGNAGAGCAC ATIATTTCTC 1TCACAATTC 
CCTTGCATAG CATCATGGCT TCCTAAGGGC TTTTAAGTTT ATIGCTTCAA CIX^TTCTCA TAAAATCTCT GAGATGCTAT 
CTGGAAAGTA TTATTATCCC CACTTTGCAG ATAAGGCAAC TGAGCTCTAG ACITCCTAAA AAATCACACA ACCAGGTAAG 
TGGGC 

SEQ ID NO: 644: (Length of Sequence = 373 Nucleotides) 

CTTCACATCA GCAGCCGGAC GAGCTGACTG AAAATCCAAA ACAGAAAATT GCAGCAGAAA GCAGTCAAAA TCTTGATTGT 
CCAGAGAATC CEAAAATGAA GTTGGATCGA AAACITCACC AAGAAGGCAA TGATSXAAAA ACAGCAGCTG AGGAGGTACT 
AGCTGGTAGA GACACATTAG ATTTTGAGGA TGTCACAGTT CAATCATCAG GCCOGAGGGC TCGTOCTSAA GAATTAGATG 
AAGGTGTTGC AAAAGATAAT GCTAAAATAG ATCGTGCGAC TTTAAAGCAA TCCINGAAGG ANCCAGAGGA GCGAAGGATG 
CAGATCACTG CACCOGTACC CCAAAAATTC GAAAGTCCCC TCACAGGCCA TIT 

SEP ID NO 1 645: (Length of Sequence « 310 Nucleotides) 

TITITTTITT AAGACTCAAG CTAATGAAAA CIATGAGTAG AATAGTAAGG TGTGACAGGG GACAAATAAG TAGATATAAA 
ACTATGCTGC AATATTITAG TTATTAAAGC T3GGAAATAT GCAAATGTAA GTAGTGCTTG GAACGAGAGA AGGTTCTATA 
TTTAGCTGTT CITCICTAGC TAAATCTGAC AAATTGAAAA ATATCATATT CTCTGCTCTA GGTACATTTT ATGTATATTT 
TGACAGCATA TCAAATATAT GANACATTAG GTTAAATAAA TTAAAATCCA CTGGGATAAA CTATATGGGG 

SEQ ID NO: 646: (Length of Sequence = 362 Nucleotides) 

CTTGGGATTG CIAGATCAGT GTTITAGACA GGAATGCCAA GGCAGAAAAG AATCACATAT CCAGGACCAC ATAAAANCTG 
GAGTCTATGT CATAACAAAT TTNCTCCIGT GC1TAGAAGT TTTATGGCIT TGGATTTTAC ATTCAT3TTT GCAGTCCATT 
TTGAGTTACT T7TTGTATCT GATATGAAAT ATACCCAAGT NCATTTAAAA AATAAGATTA TACAGTIVIT TATGGAATGC 
ATTTATCTAC ACGGGTAATC TbTiTlGATT TICTGTGTAT GTTAAAACAT CTTTATTATA CTATTOToTA AGAGTAGGTTT 
AATATTGACC TTQQGCATTT TTAAACCAAG GGGGGAATTT CC 

SEP ID NO: 647: (Length of Sequence - 226 Nucleotides). 

TTTIGGCGTC AGATCTGTAA GTTTATITGC TCAATCTACG ACAGCTACAT AAT3NCTTAC ATTCAIGATA TTCCATCACT 
GAGGAAACTG CTAAAGATGG TCCCTGTGTG AAATAATTCC TTAGAGAAAC ACGGAGCTGG AAAAATAATC ACTGATTAGA 
CCTTAAAAAT AGTTCACTGC ATAACATGNC AAAAAGCACA AAGGCTCATT CAGAGAACAT ATTTCT 

SEP ID NO:648 : (Length of Sequence = 198 Nucleotides) 

AACTAAAAAG TTAAAACTTT TACAAAACAA CAACTTTTCC TTAAATTATG ATTTCTIATT ATAAAANCTA GTAAGAAAAA 
ATTCCACCAC ATGAAAGCAT TITTCTAAAAT TCATACCCCC CTACCTATIT TTAANTACAG TTGGTAAATT GATTAAGCTC 
TAITINCATT TIX2ANTGATC ATOGCJITITA TITIATTT 

SSQ ID NO:649: (Length of Sequence = 337 Nucleotides) 

ACATCTGGAG CCATATATGA GGTCCCTCAT GAGACTTAGC AACAAGGTGT GTITTAATGr GACAGTGTGT CTGATGTGTC 
CCCAGCACAT TGGGACCAGT ACACAGTGTT ATTTGTACAT CTCCTGAGTA ACATTGAGTG 1CTGGGTAAC TAAAGCCCTC 
AGTAATTATT TTACITAATG TTTTCAAGCr TAATTCTGAT CTlUiACTTG CATGATETAT TATTCCTTCT GCTAAATTCT 
TCAATGTTCT TGCCTTGATT GATCICTCAT TATCTATCAC TTAACTAAAA TANTAAATNC CTTTAAITAA CTCATGGTTA 
AATGAGGGAC TTTGTTT 
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SEP IP NO; 650: (Length of Sequence = 286 Nucleotides) 

GGC7TIGAAAG GAAAGGTGAC AGGAAAGATG TCTTTAGCAX CCATGAGCAG CTGGGGAGAG TCTTTCCTGT CTCGTTAAACG 
CATCIGAGAA GATTAGGAAA AAAAATAAAC AGAGCATCAG TTCTTTCAAT CTAAAAGACT T1OTTCTACT AAAATTTCTA 
CCCTCAAATT CTCAACXAAT GAAGANICTT TALT1T1U1T TTAAACTCAC TTCA3TITCC CAATIAACTA TTATCAAAAA 
AGTEAGTGCA TTGTAAAATA AGNTAAIAAA GQJ1MCACA TEATCC 

SEQ IP NO:_651: (Length of Sequence » 360 Nucleotides) 

GATAATGTTAA ATITTK5CTT CTGGGCTTCT CATCAGGATT QCAATTTTNA GATITAGTTT GCTAATTCTT TGGCCTITCA 
AAAATTATAT ACACTTGGTT TGTTITOGTT TTCTTAAGTC AAAACAAGGA AATAAAATCA CATTCGCnT CCAAGAAAAG 

ataatcttta ACTitscnrcrr togtcttits tgtcitiggg ggtcgggaggg ggtgictgga atacacaaac acacacacac 

AAACACACAC AGTCTATATA TAANCTTATT GGAGCCATCA CTATAmTA AGGAAAATCN AAATAATCTA TTGAAGCTTT 
AAAATTAGGA ATITITGATT TAAGCTAAGG AGCCIATTIT 



SEX) IP NQ:652: (Length of Sequence = 353 Nucleotides) 

GTGGTGGGNN CCICTAATCC CAGCTACTT3 GGAGGCTGAG GCAGGAGAAT CGCTTGANCC CTGGAQGCAG AGGITCCAGT 
GAGCCGAGAT CGAACCACTG CACTCCAGCC TAGGTGACAA GAGCGAAACT TIGCCGGCAT TTACACTCTC AAAAGATTIA 
AOGCAATTAC AATCAAAAAA CACTICTCAT ATATAACACT ITITCACATG GAAATAAATT GGTGCTTEAA GGTITACAAT 
TCCTTPGAAT AAAATTTCAG TTATTAGITA CAAAATGCTA AGACAGATK5 AQGTCTCAAA GAAAGANCTT TGAGGAAAAT 
TTATCGTITT AAAGGGACTT TCACCAAATA TCA 



SEP ID ND:653: (Length of Sequence = 224 Nucleotides) 

AAGACAGGGA NTACTTTATT CAAAACCCAT CACAGAAA!TG GACAGCTTGG GTCTCTAACA AAGCATTCAT CTFTITAGNGC 
ATAGGTCAGT AATICTATAT GAGAGCATAC ACIGCTACAT ACAAATTAAC TCNTCAGACC ACAACTTTTC AATGTITI'AAA 
. ACAGNATAAG CTTCCCICTA AAAGCAGCAC CITTICTGAC GNTTTAACIT TAGTATTCCT CTCC 

SEQ ID ND:654: (Length of Sequence ~ 353 Nucleotides) 

GTCAACTCTA TTTTCCATAT GAAITA3TAG ATTTGCTGCT GTCTICTGAA GTAACITGAT AOGATAGATS OCTAGTATGA 
ATTITGTCCA CATGGTTGTG CCCTTGGCAG AACTGCACGT ACCIGAAATG GITCCCIAAT TTITTTCTAG TATTACTATC 
CAACACITCC TCTCATAATC ACTAGTGTAT TGTATAATTC TEAAGTICTCC TTIATTCATA TATTTAAATT AAAAGAATAC 
TCTCGTAGGA TTTTGAGGGC CAATAGICTA TTTCCACTCT TTGAGGIATT AGGAGGGCTA TTTACTGATA CCICTACTGC 
CITCCCATTC TGGTTTATCA TCCACCTCTA AAT 



SBO IP NO: 655: (Length of Sequence = 365 Nucleotides) 

GAAACINACT TCACA3TTCT CCAGGGAGGG ATGCTTTGGA AAAACT3CTC ACTGAGATCA AGCACAGATC TCCTnTOAT 

cccrrrrc?rA ccrnrrAAA gacataaggt atcititgac actggagtat atatgagggt tgctaacgtt taggttgaaa 

GAGCTGCIGT TGTOHACAGC TTATTTATTT NCCACCCAIT TTTCTCTCCT GGTCTCATCC AfTTTACATTT OCTGGGATAT 
GnTITOGAG GTTGCTCAGA TCACGGCACT AGAGTCCCTT TGGGTTTCTC CTCXXnCCTC TGTCTATITG GCCTCGCCCT 
TGACAAACAT TCCCCACA3T CACAACCAGG CCTTTGGCTA AAT3T 



SEQ ID ND:656: (Length of Sequence « 372 Nucleotides) 

CTGATCAGTC TGAGACCAGC CT3GOCATCA TOGCAAAAOC CTATCTCIAC TAAAAATACA AAAGTTAGCT 
GCGTGCACCT GCA1TCTCAG CGACITCGGA TGCTGAGGCA GAAGAATCGC TTAAACCTGG GAGGCAGAGG 



GGGTGTGGTG 
TTGCAGTGAG 
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COGAGATCGC TCCACIGCAC TCCAGICTGG GTGACAGAGT GAGACCITCT CTCCAAAATA AAAGAAATTT ACTSCAAAGG 
GATGriTCCAT TTCAGGTGAA TGTATGTAGC CTTTCAGAGG CCGGGCXA1T TATTAGATCT ATTTTATAAC TGAGGGTTCT 
AQGTAAACAC AAGCCAAACA GATCCACCAG AAGCCTAGAG CTGTGGACTC TT 



SEP ID NO: 657: (Length of Sequence = 334 Nucleotides) 

GCTICT3GAA AAAAAAACCT CCAGATAAEA TXUTGCCIGC TTCATTTTCT TGTGAGGCTG CCCAGACAAA GGTTACTTTC 
CTGAITGGGG ATTCTATCTC ACCTGATICA GATACTGAGC TTCGAACTCA GGCACTQCTG GATCAGATTA CCAGACATCA 
CACCAAACCA TIGAAGGAAG AAAGAGGGGC TATTGATCAG CATCAAGAAA CTAAACAAAC AACCAAGGAC CAATCTGGAG 
AGICTGATAC ACAGAACATG CTTTCT3AAG AGCCXTTCT3A ACITCXXTTCT TGGAATCATT CAGACCCAGA AAGCATGAGC 
TTATTCGACG GATA 

SEP ID NO: 658: (Length of Sequence - 286 Nucleotides) 

ACAAACCAAC TCCATTTCIT TCIGGATATT CTTGAACAAA AATAGCATTC AOTTACCCM CTACTGCTAA CAGAA03GNC 
TCAAGCTGTT CX-COCATCAT GGGNGCAGCC CTTAACAGAG GGCTGCACAA ATCIGCACTG CTGCTCTGGG GAAGGCTOCA 
AAGCAdTTT TTCCCAAGAA GGGATGCTCT TCANCTCICT TAGGGGAAGC ACACXmCIN TGCCTGGGCA CAGATCAACT 
GCCCTTCAAG GCAATCATCA TCTITITTCr AATAQGGAAG GTTUGG 

SEP IP NO: 659: (Length of Sequence - 321 Nucleotides) 

GGIX7ITEAXA TCITTOOSAG ACAGGACPSA AACTCCCTCC ~TCAAGTCA TITTCCTAAG TAGCTQGGAC TATAGGCTGT 

nrrrnrrr aaaggaagga TrrrATcrrr atcatgaagg . aaaataa attpqgctaa cttaaagagt tatttatcag 

GAGACACTAT TAAAAAAAGG CAAATCAGAA ATTTGGAGAA .MTTTTA ATACTGATAA TAAGACAGAA TICTACCCIG 
TAACCATAAA TATGTAGAAT 1TCTACCATA TCAATAAGCT ; . -jy^ITTCT GITGCTCCAC ATCCTCTT3C ACGGTIX3GCT 
A 

SEP ID NO: 660: (Length of Sequence - 302 Nucleotides) 

HTGTEAAGG ACATAA3CTT TTTGACTGGG GATCATGnT GGCTGA1GTA AATATTAATG CCAAAATAGG AGCTAGGATG 
AAAGTAACAC TGTAATTAGT ACTAGAATTT ATTTCATATT AAAATCTGTC ATGAOGTAAT 'i'l'X'i'ATGGCT TGGCTCAAGC 
AACAA'lTl'lC AGAGTGCACC CTCATTGATG CTACTCACAG AGACCTGGAT CTGCIG'ITAC TGCTiTCTAA CTCTGCCIAC 
TACCTGGCCT ATTATGATGA 1GAAGITCAT AAAGTAAACC ACTATCAACG NCTAAGTCTA GG 

SEP ID NO: 661: (Length of Sequence = 249 Nucleotides) 

AAAAAAAAAA ACTCTCAAGG GTCIMCTIT ACCCATCATA AAATAATTTT GGIGCAAGGG TACTGGCACA TTCTATITAT 
TT3GGATACC AT3CAGATGC AACCTAGCCC CATTCTTTAT GCAAAGTAGA TIATCOGTGC ATTTCITCTG CATP3TTAGT 
GAATCCITAC TQGGGNCAAC TCATTCCATT TGGCAACAAT CTITAKIGGN CAQGCAATAT ATAACATIGC TGAACTCTCT 
TAGCACTAA 

S5Q ID NO: 662: (Length of Sequence = 340 Nucleotides) 

TmrmTG gcagcctict aaggagaact tcaccatttc ccagcacatc tctatgictg cgcctattit aatgcacctc 

TCTGAAACAG AGACCITnT GTTCACAACC ATAACTAAAG CTGGAAACTC AG1CTTCAGG CAAGGOGAGG GAGGAAAACA 

TCCCATEAGA atittttcag gaaagacita tcgnaaaaaa tatctctctg ccacctcctt ttatccccat gagacacagt 

TTCCCACICT AATCAGGGTA ATAT3CATTT NTAAGINCIG ATATCTGATA CATTTATGTG ATGGCAAAGA TAAGTCTGTC 
TIGGATCCAG GGTACIAGAG 
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SEP ID N0:663: (Length of Sequence = 325 Nucleotides) 

CACAACAATT CTATGAAATT AGCTGQGGAG ATACIGTCCT TATTTTTCAC AGCTGAAGAA ACCAAAGCIT TGGGAACTIT 
GTSACTICTC TGAGATCACA GCTGGTGATA GAAGGAGCTG GGACACGCGC TTQQCTPSAC TQGCTTCIGG TTITCGTTCT 
CTGGCTTCrA GTGCTGGAAG AAGCCCTCTC TTIXXCTTCT CTTTCCTCAG TAGCATCTGA CICTTTTCAT AAGCAAACAG 
CICTATAAAC AAAGCCCCCA TTITOCTCAA GCACAGGGTG AATCTGATAT TTGTTCCCAC AACCTTATTC TNCACTCAAC 
AGOOG 

SEP ID NO: 664: (Length of Sequence = 300 Nucleotides) 

TTGCTGAGAG AGATGATGTT TCATGGGTGA 1CTCTCTGGA AGAGATTGGA TAGGACCCAA GCACAGAGCA AGAAATTGGC 
TSTAGGCAAG TCAGA3TICT CTTAXACTAG TTAGGACTAA AGAGAAATGG ATGATACAGA TGCAGCTATG TTCGTAGGAG 
GGAACTGGAG GGAATTICTS TCTGATQGCT TEAGEAATGT AGGCAGCAAG GTCAACTACT GACACTGAGA GGAGAAATTC 
QGGGAGGCTG GTCACACTTT GAAGTAAXAG GTCATGGGGA QGCAGATGTT TGTGGGTGGA 
SEP ID NO:665: (Length of Sequence = 327 Nucleotides) 

CAAATAAGAA CCCAGAGAGA GGGAGAGA7T CACAGACAAT AGCTTAAAAA GTCTAGAAAT TATAGACOGA TTSAGCTCAG 
CAAGAAACAA ATEA3TCAAT A1ATCCCCIG AGGGCTAGAG CCAGACITIC CCCTATGATT CCAAAATTAC TTCGCAGTTT 
CATTAGGGTG AAAGGCAGTG CAGTCTCAXG AGTTCAGAAA CTAAAGGITG TTCCTTAAAA TTEAQATAGA CITGACAACC 
ACITAGGATG GCATTTTGGC A3TCTGTCCC TGCTCATCAA AGAAOTTGCT CAAATTTGTG GQTTAGAGGA ATGAGGAGCA 
AGAACTA 

SEP ID NO: 666: (Length of Sequence = 319 Nucleotides) 

AITCCCAAGG AGAGGCTGAG ACAGAGAGGC TTTGAGCTGT TCCTCAGCCC CCTACCCTAA CTCCCICCCT ACTGITGATC 
AGGCTQGTCT CTAACTCTCG ACCTCAGGTG A3AJK7ICT3C CTCAGCCTCC CAAACTGCTG GGATTACAGG TOTGAGCCAC 
CATGCCIX3GC CTGGCTITTA TCTTAAGCTC TTTGTICTTGC TGTTCCATCT GCATGAAXAC ATTTNCTTCA 1TEACTTAOG 
TCTTAGCITA AATGATACCT CCTCITCriT CCTACTGCCA TTATdTCCC TTSTCACTCC ATACTCAGAT TTCA1TGCA 

SEP ID KO:667: (Length of Sequence = 288 Nucleotides) 

GCTGGCAGGC TGCTTGCANT NCAACGCCAG (25GTTTCCIG ATGGCTCAGG GTGGGGAQGC TCGACACCAC ACAAGCTCAC 
CCEACTCTAC CTTCXACCCA. CXXTTACGACA GCCCTGAGCT CACCACTCCC CCAGGGCAT3 GGACTCITGA TAATTCCAAG 
TCCATGAAAC CCTACAA1TA TTGCACTGCG TATGANTCCT TCTATGAAAG TACTTCCCCT GAGTCTCCCA GCCCTCAGTT 
TGAAGGTCCC TTAAGTCCTC COXAATI7\A CIAXAATCGG GATAXTTT 

SEP ID NP:668: (Length of Sequence = 212 Nucleotides) 

TCNTTTCINT TTCTTATCTA TCTNdTCAC CAICTGTCTT OGQGGCCTGG AACATAGTAG ATGCTCAATA AATATK3ATT 
GAATCAATGA. ATCAAXAAAT CTNCTTACAC CTCTCATGCT TCAAACAGGG AAAGGCTAGA TTATTIAGAA CTCTTCTCGG 
GGATAAXAAT NAGCTCAGTG GAAGCCCTCT AGTTCTCACT CSAbTl'lUlC CC 

SEP ID NO: 669: (Length of Sequence - 281 Nucleotides) 

ATLT1T1CAA CCCTATCAAT AAGATGTTAT GAAAGA1TGG TTCTCTTGTT TACAAGTAGT ATAGAATCTT TTTTGATCTIT 
TGACTCTCTG CDSCCTATCT CATCAATGTT CT3X3CTA3TA ATATCTCTCC TTTAACACTG GATGTTGGGA TCTTAGTAAT 
CTK3CTGAIA ATAGGA1TIT CAGCAAAACT TCCATATCCC TPGAAGATAT GCTAGTTTAT ATTACTATAT CGATAACAGT 
TTTGCCTGTG GAGATITGAC TACTTITAGG TGITTGGAAG C 
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SEP ID NO:670; (Length of Sequence = 234 Nucleotides) 

AATAAAGTTG GGAXATITCA TIXJITTTCIT TTCTGATCIT TATGCTGACT GGAGTATCAG ATACCATTTC ATPGTTTAAA 

AATcrrccrr rmTiTm' TrrmrrrG caititgctc ttitctcatt gittcaaact caagttcatc gccncaaaat 

TCCAGAGGCT AAGCAATGCA GAAGTTPCAT CTACTGGCAG CTALTlTiTAT TTCTTAAAAA TACATTAAAT TAGG 
SEP TP NO:671: (Length of Sequence = 252 Nucleotides) 

CCTGAAATCT AAAITCITIT TAATATATTT AAGAGCACAC AGAACTCTIG ATTTATAAAA AAATAAATAT ATAACATCAC 
AAATTTACTG ATGATCCTGG GGCTCTGAGG TCAAACTCTT TAAATCATCA GTTGAAAACAT AAAACATCCA TGATCTGTTA 
ACACACACAG GGGCATATTC CAGTTCIAAA AAACAANTTC CITCAAGGCT CAGNACGTAC AAAANTCACT NTTINTCGCA 
GAAAGCACAT CC 

SEP ID NO:672: (Length of Sequence = 366 Nucleotides) 

CCATCCAACT AdTACTCAA TCCTCTTGAA ATCTGCCTTT TCIAATGTAA CTGATAGGCC AGOGTFTTCT TTCACTGTOG 
GAAATAAAGG CTACITQCTT GCTTTAGGGA GGGCAACAAT GTCAGCTGCA TAAGCAGCAA GAATATTATA TTTOATTACT 
AGTCCACCCT TAATAAAGAG AGAAACCTTA GGAAATGGAA AGAGCTGTCT GTnTATATT TCCiTlGCTT TTCAACCATT 
CTTTAGACAC TCTCCCTTCT ACTGCITGGA GAACCTTCAT GGAAACTCTG TTCAGGTTCT TGACTCTCAG CGACANATGT 

GGAGGrcrrr gtgctcttag ctctctaggc ctgagaatca cataca 

SBQ ID NO: 673: (Length of Sequence = 349 Nucleotides) 

CCTCCCATCT TGGCCTCCCA AAGIGTTAGG ATTACAGGOG TGAGCANCCA CACCCTGCCT GGTTCTGTAC TCTTTTAAAT 
ACTAAGTTTT TAATCTTAAA TGCTGCTTTT AGATACACTG TAAAAATACA CCIATCAATG AGTnTTCTA TTAAAAACAT 
TCCAATTGTA CITOJCiUTA AATACTAAGC AATAATTCAG GCITCAATGT TGGTTTATAG TTITCTCATT TCITTCATTT 
AATACCTCTG TAAAATGAAG CAGTTACTTC CATTTTCCTG AGGTGAGATA AGTGCCCTGC ACAAATGTTA TAGQTCCACT 
AAGTGAGGAC TOG&GCTCTG GATCCTAAT 

SBQ ID NO: 674 : (Length of Sequence = 256 Nucleotides) 

GCACTITOGG AGGCCGAGGC AGTTTCQTTCA CCTGAGGTTA GGAGTCTGAG ACCAGCCTGG CCAACAGGGT GAAACCNGIN 
TTCGTCTAAA AATACAAAAN TTAGCCGQGC CTGGINCTGC ATGCCTGTAG TCCCAGCTAC TCAGGNGGCT GAGGCAGGAG 
AATCACITGA ACCCGAGCTG GGGCAGGNQG AGGTTGCAGT AAGCCAAGAT CX3CX3CCATTG CACTCTAGCC TAGGTGACAG 
AGTGAGACTC CATCTC 

SEP ID NO: 675: (Length of Sequence = 292 Nucleotides) 

GAAGTCATTT TAGACICTCA ATCT7TAAATT AATTTTGAAT CACTAATATT TTCACAGTTT ATTAATATAT TTANITCCTA 
TTTAAATTCN AGATTATTTT TATTACCATG TACTGAATTT TTACATCCTG NTACCCTTTC CTTCTCCATG TCAGTATCAT 
CTTCTCIAAT TATCTTCJCCA AATTCTGAAA CTACACACAA AAAGCATACT TGCATTATTT ATAATANANT NGCA3TCAGT 
GGCTTTTIAA AAAANTGTTT GATTCAAAAC TTTAACATAC TGATAAGTAA GA 

SEQ ID N0:676: (Length of Sequence = 392 Nucleotides) 

ATCAAAGATT GCAAACATTT ATTITGATCC TGGACTACAG TGTCGGGATC ATIGCTATGT TGGCTTGCCT TINCTATCCA 
AATCTGAACC CAAACTGCAG CCTGGTGTAG CCATGCAGGA AGATATGIGG GATGCTGACT GGGATTIGCA TCAAAGCCTG 
TTCAAGGGAT GGACAGGAAT AAAGGAAAAT NCAGGTCATA GATTGACTGC TATATTTGAN GTAAATACAG ACCTTCAAAA 
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AAATATAATA TCAAAAATCA. CIGCTCAGCT CTNCPGGCCT TCCATACTTA GCTCACCCCG GCACITGAAA TITCCACITA 
CERATACAAA CTGCTCCTCA GGAAGGANGA GATTACTTTA O^AAATCCIT GCAGGATGTT CCTGTCTATC GTT 

SEP IP NO: 677: (Length of Sequence = 333 Nucleotides) 

CGCA1X3CTAA TTTAAAGATA TACAGGAAGN GAAAAGIAGG AGTTAAGTTG GATGITCTTA GAAGTTGGAT GTTAGXATTA 
CCTTCAGGAA CMATCCCCA TCGCATGTCA CAGGCCITAA TTATATACCT GGCnTCTTA 1TCICTCCAC TTTATCATGA 
GGACAAGGTC TTQCSTTTCAX GGGAGGAACT TCTCCATTGA AATAAATGTC TGCCATCTCA GC3WXCTTTG TNCCCTCAGT 
1TTAATATAA TGGACCAXAX ATTAAACATN AITAAACATA TOTTTAAAIN TGGTCTCACT AGGTAGATGC CCCAGNCATC 
CTACTTCCCT CAC 



SEP ID NO:67B: (Length of Sequence = 359 Nucleotides) 

AAGGAGACAA AGAGTAGATA TGGTATCTTG GGGACAAATG GCACATGAAA GCAGA1TTGG TXOTTCTITC GTAAATCGTT 
TGATAACCAA TCCCIAGGAG ATAAAGTTAA TOICTCITIT TrmYlTlT TTAANCGAAG GTCCCTXACT GGTCCTGCTT 
CCATGAC7TAG CCGTGACCAG GGGAAAAGGG AGAGTnTlT TlTmrm TTIGAGAAAG AGNCTCACTC TETTCX3CCCAG 
Q3TGGAGTOT AGTGGCATGA TCTCGGCTCA NTNCAGCCTC TQCCTCCCAG GTTCAAGCGA TICTCNTGCC TTAGCCINCC 
GAGTNGCTGG AATTTCAGGC GCATCCACCA TGCCTGGCT 

SEP IP NO: 679: (Length of Sequence = 339 Nucleotides) 

GCTGGCACAT GACTATAGTC CCAGCTACIT GGGAGGATGA GCTGAGAGGN TCACTTGAGC TGGGGAAGTA GAGGITCCAG 
TGAGCTGAGA TCTCACTACT GTACTCCAGC CTQGATGACA GACTGAAACC CICTCTCAAA AATAAATAAA GANAGAAAGA 
NTATAAATAT TTIGTATCAA TTTTCAGCIT TTACAGTCAA TGAAdTAAG TCITAATTTT GGTTACAGAA TXAAATATTA 
ATATTAACAA TCAAGGCAAT GTAAAACTAA AGTACAGTP3 ACIGAAGCIG GGACACAGAC GG^AAAGAGA GTGAATCAAA 
AGAAGGATAC TAATATTCT 



SEP IP NO:680: (Length of Sequence = 356 Nucleotides) 

CICTATAATC AGGTATATCA CAAAGTCTAT AGTCTCTGAG ACAT3GGTGA GTAGGTGTGA GCACCTGGTG AAACAGGTCA 
GAGGAAAAGC AAGTTGGCGT TGGAGTCAGC T3TCAAGAGA TAGATCCGTG ATGC7TATCGA GATCACTACA GACAGCTGGT 
GCTCACCTAG TGTTGTCCGC TGAAATTTQG AGGGTTTAAT TTITAATCCA AATACCATAG AAATGGATAT GAAAAGATGG 
GTGACACATG CTGCACGTIG GGAAGTGGGG ATGACCAGGT GCITAGTTGC ATGGGAGAGG CCACAAGTSC TIGGCAATGT 
TTTOGTNGAC TTAGCCTCTC ATCTCAGGAA TEAGCT 

SEQ IP NO: 681: (Length of Sequence = 345 Nucleotides) 

GGCCTGCTGT TTGGCTGAGG TCCACEAGGA CCCCT3GC0G TCGTGTAC1G GATGGCATCA GTTCTGATGG GTCANATGTC 
CATrCTAACA GGTIGOrGCr GGAGAGGGAG CACTTGTIAA ATATdTTAC TATCTCCCCT NCTCCGGACA CCTAGRIGCC 
CAAATATACA GCACGTAGTA TCGAGGCAGG CTCTTTTGAT TGACATCAGA ATCAGGTTTG CAATGGAATA GGAGCTITCC 
TTCCTCCTGT CACTTTAGCC CCAGGCTCCA CCTCANAGTC TGGAA3GCTC ATACCTATGG CAGGTGACCT TCTGTAACAG 
NTTGGGGTTA ATGCCATTCT CTCCT 



SEQ IP NO: 682: (Length of Sequence = 302 Nucleotides) 

CTCAGACATA TCTITrTTTC TCCEAGCATG ATGCCCACCC CAAGGTACTT ACACGTCTTC AACAACACCT TCCGGACAGC 
CTTGTCTGGC TAITCTGGTG CACGGAATAA TTCCCATCTT TTGAGATAAT GGGGGGAAGC CIAGTAGGCT 
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CTGGTTCCIT CTGGTCTGAA ATTAGAGTAG ACTC3TTCTG AGTACTTGGC AAATGACTAT TTGATTCTCT GATTCCCTGG 
NCTCCATGCT CACCAGATCC ATAGCAGGGA TCTCTCCTAG NCACTCACAT CX^AATTITCA GG 

SEP ID ND:683: (Length of Sequence = 329 Nucleotides) 

GAlTiTAAAT AGTTAAAACA TITITTTAAA TCCATAAGTA ATTCTTACTC TACTCATTTA TACACACATA TACTCACATC 
TACACAGACA TACCTACACA CACACTTATA AATACATGTA TACACAGAAT ATAGTAAGCT CTTTIAXCCC TTTTCAATGA 
AATAAATATT GTATTCTATA TTTAGNATAA ATAATCTIGA AAAAGTGATT TTGGAGAAAG GTTGAAATGA TIGAGTCTTA 
ACTGITCICAA TCTATAATCT ACCCCTTTCT AAACATCGTG TTTTAAGTAG TCATCTTACT TCAGAAATTA GAGGCTCAAT 
GIXtTTTAGG 

SEP ID NO: 684: (Length of Sequence = 281 Nucleotides) 
AACATOGCTG ANTK3AGATT ACACF3CCAT GATACAITCM CT3ACAGCAC TPCACATTTT 
TCACACTGCC CAAATACATT ATCT3ATGGC TCCTCATGTT TCCCAAAAGT TAGGAAAGGA 
ACAACTGCAT ACACACACAC ACACATACAC ACACACACAG TGCTAGATGA GATCJTTGANT 

ccATcrcrcr ntikcctacc ccctgcatct gtcccotoat a 

SEP ID ND:685: (Length of Sequence » 324 Nucleotides) 
AnTTTAATA ATTTTAAACT AGCTACAAAA TGTCAATCAC TTCACAAACT GACAGAGGAG ACAGGAGGAA TTTAATATTA 
CATGCTATAA TGATATTTAT CTCACAGTTT ATATTTCATT CA1TIATATT ATTTTTTTAA AAGGTTTCTT TATCAGCTAC 
TAAACATCTC AGCAATTTGG 1CTGCATAGC TCIAGATIAA GCAACAAAGN ATTGTACTGA TAACAAACCA CAGGGGAAAT 
GCT3GTIAGT AAGACTCAGC CTTATAAAAT TTACATCCAC ACTGTTITCA CAGCAAGNTT GCTCTCTOCA AAADGCTQGN 

crac 

SEP ID NO: 686: (Length of Sequence = 380 Nucleotides) 

CGAGGAGGAG GAGGAGAAAA TTCCXXXZAGA TT03GGCAGG CCCGCACCCC ACATTCCGTC CT3TTITGAG AGGAGGAGGG 
AAGAGAAATA AACCTGGCAG OGCATAGAAG GCCAGCAGGG AGACTGCITT CCAGACACCT COGGCCCACA CAGCCGTITCA 
CCCCCCGTTT TITCAGTCCT GGAAAAGGAA TTCGGGTCIG TITTCCrTTT GGGCTCTGTG CAACINCAGC TACAGIGGAA 
AAAAGCAAAC TGCTCITGAT CCCAGGCCCT GCCTAAGCCT CAGCAGAACT TNTAAGCCTA AACTINAAGA GCCTCACCCG 
GAOGAGCAGG CATOCCITAA CCTTAAAGCA ATCCAGTITC ACX3GCXTIX3GT TCAGOGGAAT 

SEP ID NO:687: (Length of Sequence * 305 Nucleotides) 

GACAC1TCCC CTCTITIATG GAAGCATAGT AAGAITTITC LT1TATOG0G ATCATGATGG AGAAGTATAT GCTACAGGAG 
(3J3AGGTTCA AATTGCAATG GAACCTCAGG CACTATATGA TGAAGTAAGA NCINTGCCAA TTGCAAAGCT GGATAGGACA 
CTTGCTGAGA AAGCTGTTAA AAAATATGTA GAAGATGAAA TGGCAAGGCT CCCTGATAGA TIGTCAGTAA CITGGCCTGA 
AGGAGATGAA TTATTCCCTA ATGAGATIAG GCCIGCIX3GA ACCCCTATIG (HGCGTTAAG AATIX3 

SEP ID NO:688: (Length of Sequence - 390 Nucleotides) 
GAAGTCATAA GGCCTAAATA TTAATCCAGT CICTSACAAC GACAAGGTGA ATACAAGCCA 
CICTTTICTG CACTTTTATAT AAAGATTGGG CAAGATGGTC TAACTTAAAT TTTATGATTC 

GGCAGATTIT ncttcgatga aatattaaca aataagncac tcaaataaat CAGCAATGGG 

TTCTACAGCA AAATATGGGT GAACTCAGTA AGICTAGGMA CACAGAAGTT AATGCTGACC 
ATAITAAATC ATTTCCTGCC TTCCATTTCA GGGGTGZGGG AGGAACAGCT GTTCCTCAAC 



OCCKoAGTTO GGGACAGAAA 
GGTTCTATAT ACATACATGC 
GNCATAAGGA AATGAAAGIN 



CTCTCTACrr CTCTGGGCCT 
ACTAACTTGA TTTTGTATGG 
GTGCAGATGA GGACTACCGT 
TCTIGCATAG CATGTATGGG 
TCTTTTAAGG 
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SEP ID NO: 689: (Length of Sequence = 315 Nucleotides) 

GATTTARGTG TTAGCATTTC TAAACITGAG ACTCTAACAG TAAAAATAAA GTAATCTGAA ACCTGTITCC ATGGGTAAAA 

CACTCTGCCT GGTATTCTTG tacacaaaat ttactaaata tgtcaatatc ataaaatgaa aaiatcactc ccttcaattt 

CITIX3GCCTT CftCAAATTCA ATCFGACTAT GATCCITTTC AATAATACTT TCAATGACAT TCTGdTCTT TAGAAAAATC 
ACTTAACTTG TAQCAXACAA TAGTTAACAT TAGTCCTTTT ATTCCTATGG TATATGCTAA 'I'lUTlTlAAA AGGQG 

SEP ID NP:690: (Length of Sequence = 291 Nucleotides) 

TTAAAATACT (XATATATTT NAGAAGCAAT T3AAAATGCA TCCATGTATG TNA3TPGAGC GTTTACTAGAA ATTTATTTAT 
ACAAATCCAT ATTAAICTGC TAATAAGTGA CAAATATATA TATAGTCATG CACTGAATAA TGATGTTITC GTCAACGATG 
AACTGCACAT ACAATGGTGG CXXTATAAGA TIAAAATAGA NCCAAAATTT CCTRTQGCCT ACTGATCCIG TAGCCATCAT 
AATGTGGTAG TCCAACCCAT TACCITITCT ATCTITAAAT ATACAAATAC T 

SEX) ID N0:691: (Length of Sequence = 451 Nucleotides) 

TTGAGCATCC GGAATATGGA GAACTAATTC AGCTACAGGG TGACCAACGC AAGAACATAT GCCACTNCCT CGTAGAGATT 
GGACTCGCIA AGGAOGATCA GCT3AAGCTT CATGGGnTT AACTGCITGT GGCTCACTCA AGCTTAAGTG AGGATTTCCT 
TGCAATGACT AGAATITCCC TICFCTCCCT ICTCACAGCT TIAAAAACCT CACAGCTICT AIAATCTAAC CATTTGGGGT 
CCGCTTTTAA CTTGGACIAG ICTRACTCCT TCATGCAATA AACTGAAAAG AGCCATGCIG TCTAGTCITG AAGTCCCTCA 
TTTAAACAGA GGTCAAGCAA TAGGCGCCTG GCAGTGTCAA GCCTGAAACC AAGCAATACC GTCATGTTTC AGCCAAGCCC 
AGAGNCCTAA GGITTACAAA CAAACIATGG NCCGGAACCT CCTCAA3ITC T 

SEQ ID NO: 692 : (Length of Sequence = 363 Nucleotides) 

GATITIOTGA TTATTGAXAT TAGAAATOIT TAAAATIAAG ATATIAACAT TTCAIGAAGC TSAGTGCTGA GCACACCAGT 
TTTATATTCT CTCIATATAA CnTCXtJTAT ATTTGAAATG TTTTCTCATA AAAAC7EATTT AAGCAAGTIT AGGAAAGAAT 
ATTGATAAAT GRAftTCTftGA GACCATCAAA AGCCAATTTC ACCATCACAA AGTATAATTG TGTTTCAAAT ATAATTGAAA 
TTGTGTGACT CTTGCATATT CTCTTTTITC TTCITCTIAA TGAAAGCATC TTAAACACTT GCCTITCAAA GCTGTEATCT 
TTGATANTAA CA1ACATIAA CCTAACATTG TQGACITCTG TTA 

SEP ID NO:693: (Length of Sequence = 269 Nucleotides) 

TIAAGGGTCC CAAGRdGCT CIAACAACAA CACCCA3TTC CATAAATATG GNTCAATAAA CACTEATTCA TTCTTTATAA 
TTAGACTCIA TTGTTAGAAT TCTTTIAGGT TTATAGAAAA ATTGAGCAGA TAGTACAGAA GATTGCCATA TACCCCTCAC 
CCACAGAA3T TCACAAITTA CXXTDGCGATT AAAGTdAAT GTTAATATGA TATATTTACT ACAAGTAGTG GGA3TATATT 
GAXACATTAT TATTAATTAA AATCCNCAA 

SEP ID NO: 694: (Length of Sequence = 330 Nucleotides) 

GGCATAGTCA CTTCCAGACA TGGTITCCCTC TCCATCTGGA GTAGGTCAAA GTCTCCGTCC TCCCTGGCCA GGTGGAAGCT 
CCAGAGQGAC ATGTTTCAGC TTACTACAAG CTQGCIGACA CIACTCCTCT GTAGGAAGAG GCTGGCTGGA GGTGAGGGCG 
CCCCACTCAG CCTGTACCCA TCAAGAAGTA TTCAGAAAGG ATGTCTCTGG CATCCACAAG ACTACTGGGC GAACCACACT 
GCAAAAATGA AAACTAGCGT ACACAATTIA AAITOGTCTT AAACAAGCAA AIAATCCAGC CATTGGTGAC TCTGGGAATC 
TAGAGTGCAA 

SEP ID NO:695: (Length of Sequence = 344 Nucleotides) 
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CACTCTGAOG GATGAGTGGA TATTTCITTC TACCCIGAGC TCTTTCATCC TACCTTGGTG GTCAAATCTG AGAGCAAGTG 
CTTTGGGGCT CAGAGGGCAT CACTCCAAGC ATTCIGCATG GAGTCTCTIG TGGTGAATGT NCITCCTGGC ATCTIGATCA 
AGGACTCTGT CATCATIAGC CATCAAATGC TTGTTTGCTCC TICTCAACCC TGTAATCTTG ATACTTAAAA AACTGGAAAC 
ATCCTGACAG AAACAGTCGA GAAAGIGGTT GTCTGAGCTC TGGTTATCGC A1TACAGITA AAGTTGGCAG ATAGGTTCTG 
TATTCAGTGC CCCATCAAAA ACAG 

SEP ID NO: 696: {Length of Sequence = 324 Nucleotides) 

CTTGAACGTG GCAGATAAGC ATITTGAXAT GCIGCTGGAT TCAGTTTGCC AGIATTTTAT TGAGCAITTC ACATCGATGT 
TCATCAGGGA TATTGGCCTG AAATTITCJIT CTICTTGITG TATCTCTGCT AGCTITTTGGT ATCAGGATGA TCCTGGCCTC 
ATATAATGAC TTAGGGAGGA CTCCCTCTIT TOCIATTCTT TGGAATAGTT TCAGAAGGAA TGTTACCAGC TCTK7ITTGT 
ACCTCTGCTA GAAHT3GCT CTGAATCCAA TAGACACAAT AAAAAAATGA TAAATGGGAT ATCACCACTG ACCTCAGAGG 
AAAT 

SEP TP NO: 697: (Length of Sequence = 341 Nucleotides) 

AA1TAATCAA TCAGCCATTT TGCTGGCCGA AATTTATAAG GCAAGTAATA CTITTAGTTr CTTTGATAGA CACCATGATC 
AGAAACATAG TCTCTTTCIT AAAGGGAAAA TAGGAAGTCT TCTGAGTCAT AACAGATGCA TCCATAAATT TCTCTGAGTC 
TTCATAAGAA ACACAAGCAA GATTTCACAG AGGCAGTGGA ATTTGAACTG AGTCTT3AGA AATAAGCAAT ATCTGAACAT 
GTAGAATGCA AAATAAAGGA TAAGCAAGTG CTAATGCCCA GAGQGGTAAT ACATATTAAA TANCCANTAA CCAATTGCTA 
CTTCJItSTTTC TTACACTAGA A 

SEQ ID NO: 698: (Length of Sequence = 317 Nucleotides) 

GCAAACCAGG AGAAGCAGAA GAGCAGGGTA AACCCR3QGT ATAATTTOTC TAGACCCCCA TGTCTCCTTT AGTCTGAGTT 
CTGACATAAT TAACICTCTA TGAGATGTAC TGGGCCTTTC CTCATTGCTT TTTGATGCCA CCTCACIAAT GTTAAACAAAA 
CATTCATTIT TTCATCGTAT TTTTTCITAC AGCTGC1TAG CACAC7TCCTT ATGAAAAAAT GAAGCCTPGA AAATGGTATA 
TCCTCTCGAC AAAGCTAAGC CTGACAAGTT GGCTGCATIA CCIAGGAATT AGAGAAGAGC AAGGGCAGAT GCT3GGG 

SEP ID NO: 699: (Length of Sequence = 385 Nucleotides) 

ACCAGGAGAT GGAGGTGCTC TAGACTGTGA TGCTGGGAAA GGATTGTGGG CTAGAAAAAG GGCTCCCTAG GGCCGGCATA 
TQGGCCACTG GGTGGAAGAG GGGCTCTGAG ACCCTCACCC TGGAGCAGCT CATCACCCAC ACCGAAGAAT GAAGCGIGAA 
TTCGGTCACG CTTAAAATGT TCAATTGTIG GCAAAAGCCC AAGTIAATGA AATAGCATGG AAAATGGATG TGATGAGATT 
TTTGAATTGT AATIAGATTA ACAITGTCAC TAGTIATCAG TCIGATATAT CTTATAAATC AAACGTTGGG TTGATITATC 
TTTTATCACT TCTAGQGNCT TACTCCTAAC AGTAACTCAC AAACCCAGCC CCAAATCAGA GGdT 

SEP ID NO: 700: (Length of Sequence = 315 Nucleotides) 

ATCAGTIGGA TTTGCAGAGG ATTGGAAGGC AGCACCAGGC AGGCTCAGAC TCACTGCIGA CAGGAATGGC TITCTITAGG 
ATGAAAGAGT TGTmTTGA GGACAGCATT GATGATGCCA AGIACTGTGG GOGGCTCTAT GGCITAGGCA CAGGAGTGGC 
CCANAAGCAG AATGAGGATG TOGACICTNC CCANGAGAAG ATGAGCATCC TGGCGNTTAT CANCAACATG CAGCACTGAT 
QGCGCCAGGC TCTTCAGGNT GGGCCTGATC CCNCACTGGT GCTTACINTG CTGACTGTGT ACTTATCTTC CCCAA 

SEQ ID NO: 701: (Length of Sequence = 387 Nucleotides) 

GGCAGGAGAA TCGCTIGGGC COGGGAGGCA GAGGTIGCAG TGAGCCAAGA TOGIGCCACT GCACTCCATC CTGGGCAACA 
GAGCGAGAGT CTGTCTCAAA AATAAAAAAT AAAAAAAAAA GGTAGGTCTT TTCATCATTG 1CTTITCTAG CA1CTAGCAC 
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T3TAACITCC ACCTACTAGT AACTCAAAAC AOGCATGTGG GAACA3TCCA CAGATGGATA GATGCAGAGA TGAAAGAAGG 
AAAGCTAAAA TA1TINCCAC GTGAAAACCA TGCATCCTGT TCAGAAACTA ATTCTGCCTT CACGCCTTCC AGGAGCAT3G 
GAGGGGTGTC GTCCTQGNCC TTTICTGGAT GAGGGGGACC ACATQCTATT TCTACTGAAA GAGTCTT 



SEP ID NO: 702: (Length of Sequence = 397 Nucleotides) 

CATCAAAAAA AAAAQGAGCT AACTAGATGC TGTTCAATAAG AGACTCACTT TAGATC7TAGA GACACAGGTT CAATGTAAAG 
GGATGGAAAA ACATATTCCC TGT3GAAATC CCAATGAGGG TGCTATCCTT TTGCATOIGG TTICTCCCCA CCAAAACTCA 
TGTTETAAATT TAATTGCCAA TCTAATGGTT CIGGGAGCCT GGGCCTEAAG AGATAATTAA GATGGATTAA 1CTCTTTCCC 
ATGAGACTGG GTTAGTCGAG ACTCTTGCAA AAGCATGTTG TOGTTAAGTG GGTCATCCTC dTTCTCCTG TCTCITITAT 
ATACACITCT TrCCCCTTCT ACTTITCCAC CCTATTATGG AAGCACCGTG AAGCCCTCAC CAGATGCCAC CACCATG 

SEP ID NO: 703: (Length of Sequence = 374 Nucleotides) 

AEACAGGGIT AGACCAAAGA GGGAATTCAA TGAGGCCIGA TGGA3TIATG GACCAGAACA ACAGAGGGGT CTTGAAGGAA 
GGAAGATATA GAAAAGGCAA GCTTCTQGIT AGAGAGGAAA TCCCAGAGTT TTAGCICTGG GAGGTCTAAT AA3TTCAAAA 
GAATAAGTCC AGGCCT3GCC ATOACATGGG AAGCTGAATC TCTGCAATGT TTTTTCAAAT AGCAXAATCG ATATCTTTGA 
CTCCTACCCT GAAGCCAGAA AATATTAAAC TTGCATGTEAT AATCATACAA ATGTATGCAT ACCTATTTAT ACATACATTT 
ACATATTTIA TACTTATGCT TTCATATATT CTACGTGAGG TACAATATAC TCCA 

SEQ ID NO:704: (Length of Sequence = 422 Nucleotides) 

GGCAATGACA TAGAGATGAT AAGAAACAAC ATGGTTTGGT AGAGGGAACA TTTGATTEAG ACTCTGCCCA ' 1 ' lTi ' l ' A GCTG 
TATCACTTAC AXAAGTCATT TTGTGTCCAA GCCTCAITIT CTCCCATATG AAAAGTGAAG GGGflTGGAlT AAATGACTAA 
AATCCCCTIC CAGCCCTATO AGCCCAATGT ATTASGATCT CIGCITTGTT TCLT1V1TAA GAGGCTTCCT ACTATAAAAT 
CTGACCTATT TACATTITAA GTTGAAGTAG CCCACAAXAA TGAATAATCA NTTTAGATTT TCCTCATCTC CTTTGGGAGA 
AATIAAATTC AAGCCTCEAT TCATTIGATG TTTTACAACA AGCTTCAAAG TIGGGCCATG GTICAITCAC AGTTTTGATA 
TTTTGAGGAC ACCAATAAAA AG 

SEQ ID NO; 705: (Length of Sequence = 229 Nucleotides) 

GCTGCGGNTC ATAACAGCTG GACTCACGCC GNTGACAGAG TCTIGATCAG TCCTCTGGGA ACTAGACGTC AGGCTCACAC 
CACTCTCTGC GCTGAICTGG GMCrnTICT CCTCTGTCTC ACCAAGGTCA AAGACAGGTT TGATIAdTC AGGCCICTCT 
TTTTCCAAAG NTITITCCIT TNNCACTTCC TGGTCGCTTGT TCCACAATTC AATAGATGCT ATAAAATTT 

SEQ ID NO: 706: (Length of Sequence = 255 Nucleotides) 

GAGGACTCTO TACCTCAGTC CTCTCTCIAA ACTCCTCAGC CTCCCAACAG GGGCCTCCTC ACCTGGGrTTC TGAGTGICTA 
CCOCnTTAG AGACTGAGAT GCCACCCGGG CAGCACTCGT TAAAGCTGGC CAGCACGAGT GACTAAGGGG AGAGAGCATG 
ACATAGACCT GGGTGGCAAC GGQGACCTCT GGAAGCAGGT GGGAGTAACA NAGGAGAGGG CAGTOGAGGG TAGAGGAAAA 
GGACCTCCAG AGGTT 

SEQ ID NO: 707: (Length of Sequence - 324 Nucleotides) 

C0GN3ACTGT GCCACTGCAC TCCACCTTGG TGACAGAGTG AGACTCCGTC TCCAAAAACA AAAAAAACAA AGTIGAACTA 
TAAACTSAAT TCCTCCCAAG GTTAGITCAG CCTA3GCCCT GGAATGAACA AGGACAGCTT GGAGGTTAGA AGCAAGATGG 
NCTCAGGCCA GATCTCTTTC ACTGTTAACA TTCTCTCAGT TATAATTTTT GCAAATGTGG TTTCAGTCCC TGCATCCATA 



WO 93/16178. 



PCT/US93/01294 



224 

ATACC1AGAA ATTTTGATAA ATACTTCTTA AACAACCAAA AATAAAACAT CCACAGCAAG GAOTCGACTA TAAGGCGTTTG 
CTGG 

SEO ID NO: 708 : {Length of Sequence = 325 Nucleotides) 

GGGCTCATAC ACAGTTTIAT TTCCTCTTGA TITTACAGAC ACTCCATCCT GCAAGCCCAT TCCCITGGAA AACCCAGAAA 
GAGTOQGCAC AGTCCTCCCT AGAGGAATAG AGGGGACAAG ATGGCT3CCA QGGAGAGGGC AGITSAGGCA CTTAGGGATT 
TACTCOQGCC CTGATGGAAG ATCT3CTGCC CAGGGTAGGG GGAGAGGGCC TGGGCTGGGC TGGAGCCTCC TAGGTATTTC 
CCAGAAGCCC CTTCAGGAAC TCTCACCTGG ACTCCAGCAC CACCCCICGT CATCTICTCA CITCCICTGG TGGOGQGAGC 
GCAGG 

SEP ID NO: 709: (Length of Sequence = 264 Nucleotides) 

GGGCCOGCTT GCATGAGGCA CTTICTCAAA ATGAGCAGAT ACX7TATGAGC ACTGAACTCT TGACTGAATC AACCAGAACT 
AAGACCCAGA TCCAOGCACT CAGGAACTTG CIUIGAATIT CAGTTTGACA ACAGAGAAGT AGAATATITC TAATTAGCTA 
ATATATATAC ACATTITTTA ATCATCCAAA ATTACAGGCA AATCACTTAA GCTCCCCAGC ACTITAOGNT 03AAGGTCAG 
AGAGANCCCC ACAAAAAAGG TGTT 

SEO ID NO: 710: (Length of Sequence = 366 Nucleotides) 

ATITTTATTA TATACATATC AGTACTGACA ATAOGTTGCT TATTTAAGAT GGCIX3TITAT AAGXATAAAG CAGTTTGAGC 
AACACTGATT GTGCATTATT CTACTTCAGA TGAAAAATCC TIACATCCGG AATCAAICTC TTTTAAAATT TCAGATAAAG 
AATITOCATT TSAGC3$GACA TACAATTCTA ACT3CTCATT TITICTCAAT TTTAAGACAC CATXATGICT AAGANGGATT 
AATTriNCCA TAAAATTACA AACAOCCTCC ATCICTTCAC ATTCACATOG AAAGGGCAGC ATAACCATTT AATCATCCAA 
ATGCATATCA GAGGAAACTC CTAGGGCCTT TAGCTGTGAG GGTQGA 

SEO ID NO:711: (Length of Sequence s= 216 Nucleotides) 

GAAAAGCAGA AAAAACT3GG GAAGATTITC TATCTIGAAC TIGTGAGCIG GAGAATTACC ATTAGTAGCC CACTAATAGG 
TTA1GGCCGA TGAGTCCCIT CATAACACAC IGAGAGCCAC TTITGACACT CCCAGAAAAG GCAGGTCAAC AAAACCCCIT 
GATGGAAG^T TAGACCCTCA TTGCCCAGTG TACCCAAGCC TCITTGAACC ITCCCT 

SEQ ID NO: 712: (Length of Sequence = 276 Nucleotides) 

ATmTTTCC CATAGCACGT ATCACTCTCT CATGTOITAC CTGCTACACT AGAATTATGA CCCCTAAGAG GGAAGAGACT 
ATCTCAGTAT CA1TCATTCT NATTAACACC ATTATTTAGA ACCATGCTTG GCTTAAAGTA GTAGCTGCTC AGTAAATATT 
TATCTATGTG TCAATiTlTA AGTOCTTCCT TTATATTGAN TTAAAATTAG TCTCTTCTCT GCAGCAGTCT GGGTTTGTCT 
TATGTTGAAA TACTIATCIN GACTTCTACA TACAIT 

SEO ID NO: 713: (Length of Sequence = 354 Nucleotides) 

AAACTTTACA ACCTCCACAT TTCTTATGCA TACIAAATGG 7CTGTTAAAA TTM3GGTTTC TTTGCCTCTC TACACTACAC 
TAATCT3CCT AAAGGTGGTT GTTTCATATT TATAATGCTA ATTATCATAC CTACCTACTT TAAATTTTAG GTAGAAAATT 
ATCTGATITA AATACAAACA TATTTTICTC ACATTGAGTA ATATGCATAA TGTAGTTCCA AATGTATTTC ATTACTATAG 
TCACAATATC CAACTAAAAA TTACGCTATC TAGAATFGTA CCANCCAAAA TCTCGTATTG GCAGATCTTG ACAGGCTGGA 
CCTGCAAGNA TGTGGCTTGG AATTTEAAAC CCAT 

SEQ ID NO: 714: (Length of Sequence = 349 Nucleotides) 
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CAGTAATTCT CTIACATCCT TCOCAAAAAT CAGTGTCTAG GGACTAGTTC AICT3GATGA CTTATACATG ATATTTGACT 
TINCATAAGT AGTGGAAGGT TTCACIAAGT AAAGATCTGA GTTTCTTGGT ATCTGACCTT TGTATACAGA TGGTOTCCAT 
TTGCTCAACC AGACAGGAGT TAACTICTAT TAGAATK3TT TTTNCTAAAG TNATGTIACC TGAGAAATTA AGGACPGCAC 
CTGGTITAAT C7ITGCTTCAC 1TATCCCACC CTACAGAGAC CAGCAAGGIT CTGCCAGGCC TCGAGCATCC AAGCATGATT 
TTCCTCTGAC AAAATCTAAA AATCCAACC 



SEQ ID NO: 715: (Length of Sequence = 302 Nucleotides) 

ATATTTGAAA AGATCITCAC CAAAGATATA TCGATAGTAA GTAAATATAT GAAAGGTTTT CACTGTTAAT GATTAAAGGA 
AATGCAATCT TGTACATGAA TGTTTATAAC AGCATCATTC ATAAGAGCCA AAAGCTAGAA ACAATCCAAA TCTTCATCAA 
CTGATGAATG Atn^CACAAA ACATAGTATT ATCTATATAA TGGAATATTA CTTGGCCATA AAAAGAAATG AACTGGQCCA 
GGCGCAATCA CTTACGCCTG TAATCCCAGC ACTITGGGAG GCTNAGGTGG GOGGACTGCT TT 



SEP ID NO: 716 : (Length of Sequence = 314 Nucleotides) 

GTATTCTTAG TAGAGADGGG GTITCACCX3T GTTAGCCAGG ATCGTCTTGA TCTCCCTACC TCGTTGATCOG CCCACCTCGG 
CCTCCCAAAG TGCK3GGA1T ACAGGCGTGA GCACCTGCGC CXTACCCCAT TITGGTGT3A TCTCAGCTCA CTGCAACCTA 
CXXCTCCCAA GITCAACTGA TTCTCCTACC TCAGCCIOTT GAOTAGCTGG GATTACAGGG CTCTGCCACC AOGNCTGGCT 
GATTTTCCTA TTnNAGITG ACACTGCATT TCACCAGGNT C3GCCAQGCTG GICTOGATCT OCCIGACAAG AGGG 

SEQ ID NO: 717: (Length of Sequence = 279 Nucleotides) 

ATAAAAATGC TACAGAJTTT TGTATGTTGA TTTTTTATCA TGCAATTTCA CTGAATTTGT "rrrrCAGTEA TAACACjITXT 
CTTTAToGAGTr CTTK3C7ITIT TNCCAAATAC AAGATCATAT CATCTGCAAT CAAGGATAAT TTGACTTCCT CCTITCCAAT 
TTAGATGTCC ATTATITITC CTOTTGTCTG ATTGCICTAG CXAGGA1TTC CAGTACTATG TTCAAEAACA ATCCTGAAAG 
TGGGTATCCT TGTCATATTC CAGQCJIUTDG GAGGAAAGG 



SEP ID NO: 718: (Length of Sequence = 161 Nucleotides) 

AAGAAAAAAA CATAAATAAT ATTAGAAATG GAAAAGTEAT AAATCAACTA CAGCAAGGNT TTAAAACIAT TATGAAACAA 
ACCAACTAGA AAGTAGATCT GCCAAACAAA AAAGGAAAGA NACTGTTTCT TTCATAAATA ANTGACAATG GGGGAAAAAG 
A 

SEQ ID NO: 719: (Length of Sequence - 220 Nucleotides) 

GACAGAATTT TITI ' ITITIT TlTITlTitaA GACAGAATCT CGCTCICTCA CCCAGGCTAG AGTCCAATCG CX5CAATCT0G 
GCTCACITCA ACCTCTGCTG TCACAAATAA ACATCAGTAA GAGCCAGCAG TTGCTCTAGG ATCTCAGTCA GCAAGCTTGG 
GGGCTGTCAG GAAACCAGCA GTCACCTGTT TCTCCCTCTC CCAGCCGAGG GCTGACCCCT 



SEP ID NO: 720: (Length of Sequence = 347 Nucleotides) 

AGAAATGAAA GCTACATTAA CGAAAAAGGA ACTTAGGAAT GAGGTCATTA AATATAACTA ACTACATTTT AAATACGGAT 
ATCATATATT TO7TGATTAG TATCAGGTAA ATATCTAGAC TCCTATCCTG AATTCCGGTC TCAGATAAAA AGGTCAGAGA 
CAATTACAAG GAAGATGCIT CATATIATCA GGTCACTATA TACCTAATTA TGTGCACTGG AGAGTAATIT ATTCTTCATT 
ATCATITGTA AACASTGTIT TTTCACATTT TTGTAGTTGT CCATAATGTA AGCTTGTGQG TETGATIATT GTnTCCACA 
CTOGATCCAG CTGGTTTAAA CCTAITT 

SEQ ID NO: 721: (Length of Sequence = 313 Nucleotides) 
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AAAAGATTIG AACAGATAAT TCATCCAAAA AAAATATGGG TGGGAAAAAA AGCACATGAA AAGATGCTCA 
ACATTAAGAA AAXATAAATT AAAACCACAA TGCAATATCA CCTCCTATCT ATTAGAATCT CTAATATTAG 
CATATAGAGT GTTGGTGAGG ATGTGAACAA CTGAAACTCA TACACACTGC AGGTGGAAAT GTAAATGATA 
QGAAAAGAGT TQGCICTITC TTCAAAAGTT AAACATTACA TCTGCCATAT GNTCCAGACA TTCCACTCCT 

SBO ID NO: 722 : (Length of Sequence = 266 Nucleotides) 
ATCCTGCCAC TGCACTGCAG CCTGGGOGAC AGAGGAAGAC GCCATCTCAA AAACAGAAAA AAAAAAAAAA AAAAAAAAAA 
ACTGCAGCTC TCIAATTGGG CTCiTlTACT TACIATTTAT ATAATAAAAG CCAOGTTCCT AGGCIXJTATA ATGGGGITAA 
TCATAGTAAG TACCITCTAA ACTTACTCK3 ATAACCAAAT AAGTGANCAT AAGTAAAGCA TITTACATGT GIX3CAGC7XTA 
ATAAGTP3GA GTICTSACTA TTATTT 



ATATCATTAG 
CAAGACTGGC 
CAATTTTTTT 
AAG 



SEO ID ND:723: {Length of Sequence = 370 Nucleotides) 

ATTATTCATG AAATAATCCA TGTAACATCA CITAGCACIG AGAGTTAACA AAGGCAAA7G TTACCTGAAT AGGAGGAAAC 
AGAGGAAGAA CAACGAGCTC TCITTTATCT ATGCIAAGCT TICTCIGAAT AGGAGAGAAA TCTCTOGCCT GTTGGTGAAT 
TIATTGCITr GTGGTAGTAA TGGATHYCC TAAAGCTGTT TCCCTCIGAT CATTAATAAT CCCT3TACAG CAAAGGACTA 
ITCTCCITIC GTATGAGTAA ATAACCCICT T3GAAGCACC GCnOTCITC AGACCACAGC GCATACTTCT TACIGGAAAA 
TATAATX3CAG GTGCCAACAC CCAAAGGGCA TCACCAGGGG ITCCCCTTCC 

SBO ID NO:724i (Length of Sequence = 478 Nucleotides) 

GGACACAACT GAAGTGTGGA AGAAATCAAA GGGOGAAGGT GTGTnTCAG AAGGCTCTGG AAGAAAAGCC CAACAACCCA 
GAATTCTCCT CTCSGACTGGC AATIGCGATG TACCATCTO3 ATAATCACCC AGAGAAACAG TTCTCTACTG ATGTTTIGAA 
GCAGGCCATT. GAGCTGAGTTC CTGATAACCA ATACGTCAAG GTTCTCTrGG GCCIGAAACT GCAGAAGATC AATAAAGAAG 
CTGAAGGAGA GCAGnTGTT GAAGAAGCCT TGGAAAAGTC TCCTTGCCAA ACAGATGTCC TCCGCACTGC AGCCAAATTT 
TACAGAAGAA AAGGTCACCT AGACAAAGCT ATTGAACTGT TTCAACGGGG TGTTCGGAAT CCACACCAAA CCAATGGCTA 
CCICIATCAC CAGATTCGGG TGCTGCIACA AGGCAAAAGT AAGGCCAAAT GCAGANTACA GGGGGATCTG AAGCTAGT 



SEO ID NO:725: (Length of Sequence = 356 Nucleotides) 

GACAGAGGAG AATAAATGGA ATAACTTAGT TITCIGAAAG ACTCACACTA TCACTTGGTT TCTGGACACG GTTCGAGACC 
TGGCJXJVGGC TTGCTGTGGC CTTCAGAGCC ATCCCACAGC AGCAATGCTG TTCGACCCIT TGGCTOGGAC CTTCAGGACC 
CXX7TCCAACA GCAC1CTGTN CCTAACCTGC TGGCATGATG CCC LTI'INIT GACAGGGCIG CATACAAGGC CAGCGACAAG 
TGGCAGGCAG TGACGCCAGC CTGGATTTGC TCAGGGCACA CGCCATGCTT OCTCCACTGC CACTGCICTT COTGGTCCAC 
TTTCCAGCAA GGATAGATGT GGTTCTAGAT CCAAGA 

SEO ID NO: 726: (Length of Sequence = 387 Nucleotides) 

GTGGTAGAGT AAATCCTA1T ATATCGAGAT ATTGGTCAGG CAAGAATTTT NCTTTTAAAA TAA1TTA7TC TAAATGAACC 
AlAAAAlU'iT NACCTTICTG CCATCTTCTA GGCTATAAAA TAGTCTTATA AAGAATCAGA TTGTTAAGAG TATATGAAAT 
CTGGATATO3 ATGTGGAAGA TCCATAACGA GGATGATGAA AGCACATTAA GAAGCTITCT GATCGGTACA AAAAATAGAA 
TGAAGAAGAT CTAGTATTIG AGAGCACAAC AGGGTGACTA TAGTCAACAA TAATTTATTG TGCATTTTCA CATAACTAAA 
AAGIATAATT GGGATTGTAA CAGAAAGGAT AACTGCTTIG AGGPGATGGG ATACCCCATT TTACCCC 



SEO ID ND:727: (Length of Sequence = 348 Nucleotides) 
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CCTTT7AAGC AGOGGATCCC CTGCTCOCCA CCCCCAACTT TATATTCATT AGGCCTGAGG TGGGGCCTGG GAATCT3GAT 
TTOTAAATIG CTCCCCTATG ATTCCAATGC CACTGGGTTT TAGACCACAT TTTGAGAAAC AGTIGCTCTAA ACTCinTCC 
A3TTSCAGTC AAGGAAAATG TAGGGTTTGT CTCGTGAAAC TATGCAGAGA AATTGAATAG TATTTNACTC 1AATCTTGCT 
TTEAAAIAAC AOGGAAATTT TGAAAGTOGG CTTTAGGGAG TTCCAGAACC TGTCCATGAA CAGCAACAAG AAAGATCCCN 
GTCIXSAAAT GAACACTGGT TGGTAAAA 



SEP ID ND:728: (Length of Sequence = 305 Nucleotides) 

TGTTnATTA TAATCTTATA CAGTCTACAT AAATTTSAAC TTCFATTTAT TTQQGTTCAG TTA3AACATA GCATAATAAA 
AATCAAAGCA CTGGTCCTCT GAAATAAAGC AGGCAATCAC CATTCAATAA ACACACTIGA TTTAITTTC3T AIAAAAGGCT 
TAAGTITIACA ACTAAACTTT TATAAAANGT TIAGCATGAA TAAGTACATC ATTACACTTT TGAATGCAGA AATAGACATC 
TCTGCCACTA TACAAGAAAA CTCTAATTAA AGAGTTCACA AGGTTTCACT CAAATAGATA TATTT 

SEP ID NO: 729: (Length of Sequence = 383 Nucleotides) 

CAGACAATIT ATITITCTAT ITTCCATGAA GAAGGAGAGG GACAATTTTA GATTCACCAG TGTCCAGGAC AAATTCTEAC 
TTAACCIATA GAGGAGCAAA CTTTCITCAA ACACATTACC AATACAATTG TAATACEAAG AATCAATACC ATAGTTCTCG 
ATCTAGCATG ACTACAAA1T GTCACAGTAG ATTITGGATG ACTTTACCAT AGCCACACTT AATGAATTAT TA1TOATATT 
NCTKl'i'lVlA CITTAATAAA ACTATATTTT AAAdTTAAA ATTGTCATTT AAATTACTAA AGAAAATGAG TACTTCCCAT 
AATCA^TCCA TAATCTTANG AATTTGCTTT AGCAAATGAG GACTATA1TC ACCTANGCTT TIG 



SEP ID NO:730: (Length of Sequence = 311 Nucleotides) 

CTCTOTATT CCTTTAACTG CTTAACAAAA GAAAGAGTCT CCAAAGTTTA AAAAACCTTT GAAAAAXATA CAGCITCATA 
TTATTIACAT AAAATATCAN TOCAGGTTCC AA3ATCAAAC AAACATTGCT ATGTCAGAAA CACACT3GAA GGCAGGAAOG 
TAACTCAC3X3 CXTTTTTAGAT GCAAAGACIA ATAGACACGT TCTCCNATCT CGACTATCTT NGTTACCTGT TATCCTCANA 
ACATAAATTA TTANGGCACC TGNGAGGTTG GATCACTACC GAAAATGGNC TTCATACCTT CTGTATGATT A 



SEP TP NO:731: (Length of Sequence = 349 Nucleotides) 

AGGGA-ATGC ACAGAATTCT ACTAAAATAA CAGCAAAATA AGAGAGCATG AATTACATAT CAAATIATTT AAAGCAAATA 
ATITA^CAAA TTTCTGGAAC AGACAGAAAG CAGATGACTC TACCAAGAAG GATAATAAAC AATGACACCA GAGAAAAACC 
ACAACCTGAA AACTTAAGAA AACTGCCTAA GAGGICTGAG CCAGAGCTCC CAGGAGCCCT ACAGTGCTCC AAGCTCAGAA 
CTGGCPACTA TCAAACTCAA GAAIGCTATG GGGTAGCTAG GCCTCTIGAC TTTCTCTTCT CTCTCCATTC ATAGACAAGA 
AAGCATATCT ACCTTTAGGT GGCCIAGAA 



SEP ID NO:732: (Length of Sequence - 370 Nucleotides) 

AAAIT3ICTC CTCTAGCCTA GAAGCAATCA AACTCCAACT GGTGCTGCTG ACTGANCTAC GCATGGATAC GCOOTCITC 
TGAGCPiCCCT TAGACCAACC CCAGGAGGAG CCCTGACTTC TCTTCCCCAT TTNATGCCCC TTTTCAAGCA GGAAGTAGCC 
AGAAAGACTC ATTGCCCAAA ACCACCEAAC AGCAGTTGGG CTGACGTCTC CACAGGGGGG AAATCTTATA GGAGTTA1TA 
AGAAATTATC TIAGGCAGAT AGAGAGCAAA AGQGGTCC1T GGGAAATTIT KlTMTr AAAGTAGCTG CAGAAATCTT 
TCITCTCTAG CAGGAAAAGC CCCAGCICTT TAAAGCTGGG GCCAGCAATC 

SEP 3D NO:733: (Length of Sequence = 357 Nucleotides) 

TXTITDQCTG TGTAGAGACA AGGTCTTGCT ATCITACTAA GGCTAGAGAT CL'l'ITI'AAAA TCTCTTTCTG CTAGGITGTT 
GGGCGO'CAC CTCTCCTTTG TITCCITCTC CICTCCCAGC TTCTCTGGAT TCCATCTGTT TCTTATACPG AGAAGTTTGC 
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TACCTAGCTA GCCCTCAACC TCTTICTTIT ATGAATQGAA AGGCK3GGAC CCAGACAGGG CAACTGACTC ACCCAGTGTC 
ACAGAGCTGT TAAA.TGGCAG AGCATGATTG AATCGGGCCA TGACTACTTT CCTACATGAC ATATTCAAAC CAGTCTCAGG 
CCTCGGTTTC CTCTCINGCA AAACAGAGAT ACTAATC 

SEP ID NO:734: (Length of Sequence = 374 Nucleotides) 

TGGTGAAAGA AGAGAAGGAA ACCTIGCTCT GCATGGCACT TOGIBLTm' GTATIGCCTC CATCCOCTCC ACT3CAGCTC 
CTGCCCTGCT CICTCTGCAT CTCTCATGAG ACTCAAGACA GATAACCICT CCTTCCCCTT TCATCTCCCA GCCCTGGtTTC 
TTOGACTCAA CCATCCATTG CATCCCCATG GAGGATICTG CX^GTCCTCA GGACTCAGGA GCAACCCAAG GATCTCCCAG 
GGTCACAGGA AGACTH7TIG AGGGGACCCA CAGGGGTGCC CACAAATIAT CACTCCATGG AGAAAACTAG AGAGGGAGGC 
TCAAGGACCT CAGCACCTAA GGGACATTIT GAATTCTACA AGTCACGCTS QGAT 

SEP ID NO: 735: (Length of Sequence = 348 Nucleotides) 

CCCAG03CCT GGAGAGCCAG CCCTGCAGGG TGGGCFGGGC GAGCCAAACT GCGITCCTGG TGCAGGGCTT CGGCJTCTCCC 
TAACAGACCT TATAOGCFGA CCGGOGGCOG CCATGGCAGT GICTCTTIGC TCAGACATCC AG3GAGGACC ACATTOGTCC 
AACAGCGGTC GCTCCACCAA TCCTGGGAGA AGCGAATCGT TTTCTCCGCG TCCCCICTCA GCCGCTCATG GTGCCCAGAG 
AGGAATTTTA CT3GCAGCAT T00GGCT3TC AOGCCACOGA AATTGCCAG3 NCACTCCAAG TCAGAAGGAC CACCAQGAAA 
AGTCAGGAAG AGAACCACCC ATCAAGGT 

SEP ID ND;736: (Length of Sequence = Nucleotides) 

ACACTCCTGA CCTCAGGCAA TCCTCCCACC TCAGCCTCCC AAGCT3CTGG GATIACAGGC ATGAGCCACT GCGCCCAGCC 
TACACACACT CTTAATAGAA GAAATGAATA ATCAAAAAAT ATIATTGTTT3 GAAAAAATGT TTGAATCTTA TTTTAAAAAT 
AATTAACGNT TTCAATAGGC ATGTTGAACC ITITITOGGC TACICTTTTC AGGAA1TCCA CTIGAATGAG TACAAAATCC 
ACCACAGAAT AGAGACK3CT ATCTACCCAA ATATTGCTGG TTGTTGAATC CATGCTAGGG AATITOCATO TATTGTTACA 
ACCNGCEATA AA1ACATCCC AAAAXATCTG TAGAGCTAAA ATAGATG 
367 

SEP ID NO: 737: (Length of Sequence = 243 Nucleotides) 

TTAATCMTC AAACITCATT TTATACAACG ACTGCATACA CCACTGGGGG AGTNTCIGAC TGATGCCT3G GAGGGOGGGC 
GGGGAICTCT NCAGCTATCA GTAGGGAGGA GG03GQGAAG CCCIGGGTCC TTCCTCTCCT 03ACT3ACO3 CICTGTCTTC 
CTCCCCAGAG GAAGAGQGGN NGGCACTCAG CCCCGGGGGG GATQGCACAN TCGAGAGACG GACCTSCAGA ACTGCTGGCC 
AAG 

SEP ID NO:738: (Length of Sequence = 358 Nucleotides) 

OGACTCAGAG CTGGACAGCG GCGATGCCAT CITIACATGG CCAGACCGAG AGAAGGGCAA ACTCCTGCAT GCTCAGAATG 
GCTCTGTACC CAACGGGCAG ACCCXTTCTNA AGGCCAGGAG CCCGCGGGAG GAGATCOICT AGCCACCTGG TCICTCTCCT 
CAGGGCAGGG CCCAGCACAC TOCCOQGCCA CTCCTCCTAC CTCCOGAiSIN TGCGGGCAGC WCTUTCCCA GCATCTGCTC 
GTCATTTCGC CCTGACACTC CCAACCAGAA CCCCINGGGA CITGAATCCA GAGANCTCCT CCAGC2JAACC CCTCAACGAA 
GCICTGAAAT GAAGAGGTTT CCTdTTAAA ACTGGTIT 

SEP ID NO:739: (Length of Sequence = 400 Nucleotides) 

CATTTCTGGC CAGGCACGGT GGCTGATGCC TOEAATCCCA GCAdTTGGG AGGCOGAGGC AGGCGGATCA OGAGGTCAGG 
AGAT3GTCTA GACCATCCTG GCTAAGACAG TGAAACCCTG TCTCIACTAA AAAXACAAAA AATTAGCTCG GCCTGGTGGC 
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GCGTTACTAT TTCCTEAAAT AACAGCTIAC AATAGAAAGA TACTGCCTGG AAGTTATCCT TTTCA3TTTC GTTCAITTTC 
M'lTlOT TAiGATTTAC ATAGCTGTTT AATTC3OTTG CTTATACTAC AATCCTGCCA TAAACTATTA AAGCACAAGA 
TACdCTIAT TCCCTTCAAC ATCTGCATTT TTICAAQSTT TTATACTCTA TATCCACAGT ATGTCAGCAG TTCTTGACTG 



SEP 3D NO:740: (Length of Sequence = 374 Nucleotides) 

ATCGTCAGAT TCACCAAGGT TGAAATGAAA TAAAAAATGG TAAGGGCAGC CAGACAGAAA GGTCAGCTIA CCCACAAAGG 
GAAGCCCATC AGACTAACAG CAGCTCTCTC GGCAGAAACC CTACAAGCCA GAAGAGAOTG GGAGCCAATA TTCAACA1TC 
TTAAAGAAAA GANTTTTCAA CCCAGANTTT CAIATTCAGC CAAACTAAGC TTCATAAGIG AAGGAGANAT AAAATCCTTT 
ACAGNCAAGC AAATGCTGAG GGATTC7ICTC ACTNCCAGAC CTGCCITACA AGAGCTCCIG AAAGGANGCA CIAAACATGG 
AAAGGGNATA ACTGCTACCA GNCACTGCAA AAACATACCA AAATIGTAAA GGGA 

SEQ ID NO: 741: (Length of Sequence ~ 290 Nucleotides) 

AATTATTTCA TAATAATCTA ATAAACATTC ATGAACAXAC CCTATCAAGC AAGAGCTAGA AOCITGGCAA TCATITCCIT 
GACTCCTCCA GTTICTGGCT ATCATGAXAT TCAGCCCCAA CTTCATCATT TCTGTTITIN CITCIOTACA GC3TTTCTTAT 

ATsmnrcrr aaaaatcatt ggttatttca tcttictaaa aagtcatict nctattttcc ccactagttc tacaitgcat 

TCATATTGTT CTGGCTTCTG GTAATTCATT NAriTiGACT GCTCTATAAT 
SEQ ID NO: 742: (Length of Sequence = 274 Nucleotides) 

TEAAGAGQAA AAGrCATCTIT AGGAATTINT TTCTATAGAG TTCTTCATTA ACATTTATAC GAGTITITIG CTGAGTCAGA 
TGGACAGTTG GOTTCTGATG CTTITNCCTT CCCGCCTGCC AQGCIGGCCC AGGCACTGCT CCCACCANTC TATGAGCGIN 
TCCGGGGCCG NGGATCTQGG CAGCATCCAT QCTGCGQGQG CCATCCCCAG 0GC2QACCACA AGGTO3CAGC GTTCENTCCAC 
GAAANACCGN CTITCQGCTC TCCTTCCCCA AAGG 

SEP ID NO: 743: (Length of Sequence = 398 Nucleotides) 

TTGCTTTQCA CTTATCTSGA ACTOCTQGrIG CTCTITCAGG AGCTCCTGGG TOTGCTOIAT ACTGGAGCCC GTGGAGGTPGT 
CTCTGGAAftG GTAGAACTCG CC3V37ICTCAT GGATCCATTC CAAAGCCTGC TTGGCACTCC TCTCAAAGAC CACCTACTGC 
TGACACTGGT a^GCOGTCT CITCCTCAT3 G7TCCAGTAAT GCAATACCCT (mCTCCCCT T3GAAGAGIT CATTCAAGAT 
ATrTITCACr TCCICTTCAG GAGCTTIGAT CT3CGrrCACC A1TCCTGGCA TGTTCACGCT TGTTCCTGrG CAGCTATITC 
AGGAAGAOGT CTSCATINCT C0GAGCAAC2J GGTGCAAGCC TTCAGGAATG CCTCCTTINC TOCAGGGTGC GGITTTCA 



SEP ID NO: 744: (Length of Sequence = 359 Nucleotides) 

TGCGACAGAG TCTTGCACTG TCAOCTGGGC TGGAGTGCAG TCCTGCAATC TCAGCTCACT GCAACCTCTG CCTKXX3GGT 
TCAAGCCATT CTCCTGOCTC AGCCTCCCAG CTAGCTGGGA TTACAGGCAC CTCCCACCAT GCCCAGCTAA CITITICTAT 

TCTrmrrr agtagagatg ggcttttcact aicttggcca ggctggtctc aaactcciga octcctgatc tgtgogccto 

QGCCCCCCAA AGITCTGGGA GTACAGGOGT GAACCACCGN GNCQ3GCTGG GGCTGCITAT TTAAATCCCC TAGAAAGAGG 
GATTCTNCAG CTACACCACA CCCTIAACIT NGAAGGACC 

SEQ ID NO: 745: (Length of Sequence = 361 Nucleotides) 

CCCTTAATTA AAAGIMTIAT TT3TAAAAAA OGTAACAGAC CACTCTAAGA AACTTTGGCA TTCAAAGCAG TAGTTACTGT 
TATTTGCTAA CTCTGAAAAA AAAAITTINC CCCTCACAAA CAACCX3GCAA ACTCCIGCCA CTTCCEAGCT TOGTGGCTGC 
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CAGCGTGCAC TGCAGGGAAA CGGTGGCTGG AGGGATAGGA AGGCCCTCAC GCTCCCAACC CACGGAGAAA NTGCAGATQG 
TCACAAGCTG CATCTGGACT CCAGGNTGTA TCTCACAAAG AGGGAGATGG 1OTCCTCCNT CCCCTNCACC AGCTCCACTT 
TINCIGCTGA AGAAACAGAG ATGTGGAGGC AGGCGIGACC T 

SEP ID KO:746: (Length of Sequence = 285 Nucleotides) 

GTGTnTTAT TIATACCTAC AAAAAGAAAA CAAGATGATG CTATCAAAAG GACAATITAC AAACTAAGAA TAGTAACATA 
GCTTTCAGCA TCCICTGCCT GAACATCACA CATCTACAAG TCTTTCAAGN CTTAATGCAA CAGGAATNP3 TCT3GAGACC 
AGCAAGANCA TCAATAGAGA GCACTC23TCC CAAGCAAAAG CCACTAACCT TTTAGATGAG AAGTCCACAC AAOGGATTOT 
TAGGGGAGGA TITGGOJGAA GCAGCCCATT TGCTTAATAC ATT3G 

SEP ID NO: 747: (Length of Sequence = 302 Nucleotides) 

CAATGCAGTT TTAGAGTGCT CATTCTITCA ACTTATTIGA CAAATATTTA CIGAATGTCT GCCATAAGGC AGTAAAGGCA 
CAGAATGACT CAAAGCCTTT TINCCCITAT GGGGICTAAT TOCTAGTGGT GGAGACAGAC AATGAGCAAG TAAACAATCA 
ATOQGCTAAT GAXAACEACT CTGAAGAAAA TAAAGCAGGN CAAGGGAATA GAGTATGCCA TCATTAAGAC TQGTTAGGGA 
AAGCTTCTTT GAAGACATCG CAGCTATTGA AAACCTGACT GATACAAAGA AGCAACTCAT GT 

SEP ID NO: 748: (Length of Sequence = 346 Nucleotides) 

GAGACCAGCC TGGGCAACAC AGTCAAACCC TCCIUICTAA AAAGAAGAAA AAAATAAGAG TITTCAGTIT TTCCAAAGAA 
GAATGCTCAG TACX3TITCIN ATCTATCAGA AAGAAGAATC TCGAGCTCCT GACGTGTAAA CAGAGTIX3TG GGTACCATCT 
CACCAGAATT GCTGCCCTGA AGCCAAAGGA CTGAGCTGCT CAGATCTGGA AGTAATCTGA GCCCCCATTT OCAAGAAGAG 
AATTGCAGAA TTTTATAGGA AGAAGGGACC TGATCCCIGT CAAT3GAAGC ATTTTAAAAT TTTTAACTGA AGTICCAGGA 
GCAXACAAAA AGCCAG03AA TTTACC 

SEO ID NO: 749: (Length of Sequence = 325 Nucleotides) 

CTAAACTITA TTTTCAAAAG CTTAAGGCCC AAATACAAAC TGAGCTCTTC CTTCCTAACA AATTAATACT AAAATGAAAC 

AGcrrmrrr gtctccttaa gacaaaataa ggaaggaaaa cgtagcigca gttgtccacg atggatattg gttctitaaa 

ATATATCTGA AAGEAGTAGT CAGAAT3ANT TATGGTTGGA AAACTGAGGN ATCITCIGCT TGCAGCTGCA AAGIGACITT 
NTTIATTCTT GTCTCAGTCT CCTIGATAGC CACTTCACTC TGCTACTACT CAACTITCTC CTAAAAATAC TTCATCTATT 
TTCAG 

SEO ID NO: 750: (Length of Sequence = 341 Nucleotides) 

TGTATTTTOA CTAGAGAAGG GCTTTCGCCA AGTTGGNCAG GCTGGTCTOG AACTCCTGAT CTCAGGAGAT QQGCCTGCCT 
OQGCCTCCCA AAATGCTGGG ATTATAGGCG TGACACTGTC TCTGC7TITAA GAGAACCATG QGCTGAGATA TTOAGGAATT 
CICCAQGCCA CGAATCTIGG GGCATGCAGC CIX7ITCCCTA CCCCACAGCA TCTMGGGGAG OT3GTCTCCT GATO3GGTCA 
GCTCTCCCAG CTGCCTGGAA AATTCTCAGA CACTCCCIAA GAGGACATCT CCACCCCINC CACTCINAQG TCACTGCTTT 
OTAACATTGC TCATTICTIT G 

SEO ID NO: 751: (Length of Sequence = 377 Nucleotides) 

TTTTTTGAGA CGGAGCTTOG CICTSTCAOC CAGGCT3GAG TCCAGTAAGC CCATCTCTGC TCACIGCAAG CTIACACCAT 
TCTCCTGCCT C^GCCTCCCA AGXAGCTGGG ACCACAGATG CCCGCCACCA TCCCOGGCTA A TITITIXJI G TCICT3TTTT 
TACTAGAGAT GGGGTITCAC CATCITAGCC AGGAT3GTCT GGCCCTCCAG CTTCCTCTGA GTCCCITCAT AAACATTIGT 
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ITATCTICTA AAAIAATTTC TTCCATTTCT AATTAGTTACA TAATGAGAGA GGCAGTCTGA TOCTTTGTGC CTAAGNCCTT 
TC7TTGCCAAG AdTTCAAAG CCAAAAACTT CANCAGTTIT CCTAGATCAC TAGACAG 



SEO ID KD:752: {Length of Sequence = 359 Nucleotides) 

AAGTCAGGCG TTCCTGGGGC AGCICTCCTG TGAAGITGGT GGGACGTGCT ACCCTGGGCC AGCTCCAGGT GAGCNTGGCT 
TOGCTGGTCC CCCT3GGCTC CTttACTGGOG AGGGTGAGGC CTGGCACTGG GCCTCEAACT GGCCCCGTGG CCCT3CAGTC 
TITOCTGCTG GTGTCCCGCT T3CCCTTIOT COGGCTGTTC CAAG03CT3C TAAGCCTCAT CGNCCCCNAG "EACITINACA 
ANCPGGCGCC CTGNCTGGAA GCAGGTGAGT GGCCATCANT CXJTGGTCATC TTGGNCTCAT NATCCCAGCT TTCGCCCCTG 
GTTGGGCTCG GCAAGCAGCT TCTCCTTGQG GAGGGTCCT 



SEQ ID NO:753: (Length of Sequence = Nucleotides) 

AGCTICAACT TGGAAAGAAG GATGATGCAG TITIGQGCCC TCCQGCCATC AATNACOGAC AGCNCTTTGA CCTTGCGGGA 
AGCCAGCTAT ATCINTTCAG TOGAGCCCAG CTCTTTCTGG TGCCTCTQGT AGGCIGAAAA CATCITITCA AAATCCTCTA 
GGTCCAGGNT CCGAAATACC TCCATCTCAT CAATCTCA3T CCATACGGTG CCAGGGACAC GCTCCTCATT CMCTTCACC 
CAGTTGAAGG ACTTCACTGG GHGAGAAGGC TGGGGGACAC GCTTTTTCCT GACTGGGAOG 
SEP ID NO: 754: (Length of Sequence = 342 Nucleotides) 

CTGTTGAAGT GCAGGTTTGA TOCAGOCACT ATAGAACTAG CTCTGTAQGG CT3AQGAGGA CTGHftTCTGTG TATCATCCTT 
GATTGTNTTC CTTCAAGGAG CATTGCACTG TAAGTACATC AGAATGACAA A1T3ATGAAC TGCAACACTA TCTTTTICTC 
AATCITCCAC ATAATGCAAA TGOCATAOGT TGTCTGAAXA TTATCITGGA ATACAGTGCT GAIATdTGG AAAACCATAA 
CTGCCTCITA ATTEAACATA Q3GTAAIACA TACJlWClUrA TTTTITITAA AGTGAGCTNT AAT3GQJAAG TATI'ITINAT 
ATGdTTAGC TATAGCIAAA GG 



SEQ ID ND;755: (Length of Sequence = 321 Nucleotides) 

CATTGCCATC TTCTCAGTCC TTCTCCCTTT dTTCCAAGT AGTTTACGGC CCTAGGGCGA AGGTQGCTTT TATTTCCTCT 
CTDGGGGAAG GAGGQQGAGG GAGdTTCCC AAGCACATCA ACCIAAGGAA GGGGTGGTTG OJCCCCCAGC AGCGAGGGGC 
TGGAACTGCT GATCATTCGG AAGGAAGGGT TOGTTCTICT CCACTTCCTG GCCdTGGCT GCAAGGGTGT GCTTNGCAGG 
GGTCACTCCC CITGQGQGTG GCAGCTCCTG CATCAGTNGA GGGCACAAGG AGGTATCTGC TGGTGTTCAC GAAGAGGAGG 
G 



SEQ ID ND:756: (Length of Sequence = 368 Nucleotides) 

TOGCATOGTT GCATCTOCCT GTAATCTCAG CTACITCGAG GCIGAGGCAG GAGAATTCCT TGAACCTGGG AGCTGGACTT 
TGCACTGAGC CAAGATCGCA CCACTGCACT CTAGCCTGGG TCACCGAGCA AGATTCATTT TCAAAATAAA TAAATAAATA 
AATGAGAAAA AAATATAGAT A1AGTAAAGG GAACAATEAC ATTCEACAAT ATTTTAGCAG AAG1AAATAT GCTTTAATTC 
AA3X3GAAACA GCTCTGCTCT ATOGAAAATT CACAAATATT AAAAATAAAC AGACTCTACA TIAAACCTCT GAGCACEAGA 
NGCTTACCEA CTTATTCATA GGGCTCACAT ACTGTAAGGG GGGTTAAAT 



SEQ ID ND:757: (Length of Sequence = 339 Nucleotides) 

CTTCCACTGC CAGGTTATCG TCCCGGGAAG CCCCCCACOC CCTCGNTTTC CTCCTXXGCT TTCCCTAACC OGTCTOGOGG 
GGGCATCTAC GNCTCGTCCT OGNCCTCCIC OTNCTCGAAC TCCCCTTGTT CGTCGGCCGT GGOGTCCTGG TACTGCTGGT 
ACTCGGACAC CAGCTCGTTC A7GTTGCICT OGGCCTOQCT GAACTCCATC TCGTCCATGC CXTCNNCOGT NTACCACTGC 
AGGAAGGCCT TTOGNOQGAA CATGGCCCTG AACTCCTOGG AGATGCGCIT NAACAGNTCC TGGGA3X3GCC GTOCIGTITC 
OGATGAAGCT GGCOGACAT 
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SEP ID NO: 758: (Length of Sequence = 356 Nucleotides) 

T1T1M.T1GTA TTTCITITCT ATATCGGTTA AATCTTTCCG TIATATITCC TAATTQGCTA TTGCTOGTAT AAATAGAT3T 
GGITTTAGGC ACATATTITA TATCTQGCTC CTATACTAAA AATCTTTTAT CATTTCCAAC AGTTCTCACT TATGCTCTTTG 
GCTTTGAAQG TAGACAATAA TGTCATCTAC ACATAATGAT ACINCTGTTT TCNCTTITTA AATGCTTATA GCTCTTTNAT 
TlTiMTGCT TTGCTTGTGC TATAAATOTT AGAATGAAGT TAAATAATCA TAGCAGATAT CCmTTCCT GATTTAATTA 
TAATCCTCCr GAAATTrTAT TAAGTATSAT GACTGT 

SEP ID NO:759: (Length of Sequence = 333 Nucleotides) 

GCCATGTGGG GGOGGGAGGG CGCTQQQGTC GGGCGQGGGG GACGCTCAAA GACTTCATAA ATAAGAGGOG GGTCCCAGAC 
OCNCAAATIT GTCAACATGT CTTAAATAGG TGCATTATTT AAATCITATG TACAACAAGA ATCACTTTGC ATAGCAATGG 
TGAGGACACA GGADGGGTGC AGTGATCTGA CTGGGTCITC TICTCCCAAG GGCGGGGQGC GAGTTCGCAG CTCAGCTCGG 
AGCCTCIAGG AAGAAAGCAT CCTTCCTCCG GCCCGCAATO CTGGCATCGG ACHTGACTTT TCCCACAOGA CGGCATCAAN 
CACAAAGGCA AAG 

SEP ID NO: 760: (Length of Sequence = 311 Nucleotides) 

aJTCCTCTCT GCCCAACCCG ccccccacca ttgccgagga ggcigaagat ggagatggct ogggcagcat cincggttcc 

ACOGGAGACC GCTTGGTOGC ATCAGCTTGC CXX3GCCCGGC OGCAGATATT CXX3GCCT0GA GAACAGCTCA TGCTGAGAGC 
CAACAGCCTG AAGAAAGCAA TTCGTCAGAT CATAGAACAC ACAGAAAAAG CTGTCGADGA GCAGAATGCC CAGACCCAGG 
AGCAGGAGGG CITCGTCCTG GGGCTCINTN ACTCAGAGQJ GAAGATNGAC CACAGACTTT GNCCACCACT T 

SBQ ID N0:761: (Length of Sequence = 314 Nucleotides) 

ymTmuf TrrrrrrAAG agacaggctc tcactctctt tcccaggctg gactgcactg gcaaogatca tagctcactg 

CATCCTCGAA CTCCTGGCCC CAAGGGATCC TCCCACTITG GCCTCCCAAA GCACTGAGAT TGCAGGOGTC AGACACCTCA 
OCIGGdTGT CTGAGAACAT CITITAAAAA AAATCCCITC TCTK3GGTTr TCICTTACCC ATATGTCTAC TCAATTT3GT 
TCTCTCAGCT TTGTTOTK3T AATGCAAAAG CAGCCATAGA CANTACATGC ATTGAATGAG TCTACTGCAT TCCA 

SEP ID NO: 762: (Length of Sequence = 319 Nucleotides) 

ATAAAGGTAT ATAAAAGTTG AAATTAAAAG ACACATATCA TGAAAATACT AACAAAAAGC TATAATAGCT ATATTAATAT 
CAGGTAAAAT AGALT1TAGG ACAAAAGCAT TATTAAGGAA GQGAAACTTC CTATAAIAAT AAAAGGTT3A GTTAATCAAA 
AAGATATAAT AGTTITAAAC ATTAIGCATA TAATTAANTT CCTCAAAAAT AGACAAAGCA CATATTGAXA CTTAAGGNAG 
AAATIGATAA ATCCATCACC ACAGTGGGAA ATTAGGAAGT TTCTGTACAC CTCTTTCACT IXJFTGATAGG TCAAATGGA 

SEQ ID NO: 763: (Length of Sequence = 369 Nucleotides) 

TGCAAACTCC TGCCAGATAT AATTCTAAAA ATCTGTTTCT TAATITTATT ATTTTATTTT TGGMTTITA AATGCTTGGG 
AATIGGGAGA TATGCACAAT TGTCITI1GCT TTCTTCACAA AATIAAATGC GTATTIX3GGT ACTTATAGGA CACTATTTGT 
AAAAACATIT ATTTCITCAG ACATTGATGG TCTTGTCCCA CJITATTAACA ACATCTACAT OTITAAGAOT AAATTTCCTA 
TCTALTivrr ArrCCATTGA AAATTACCTT TCTATCCTTCC TACTCTGGAA GTLT1TATGN ATIUICTCCT AATCATTAGT 
ATCCCATTGC TTC7ITCAAGA GGATGTCICT CCACTAGGAA TTTCTCCCA 

SEP ID NO: 764 : (Length of Sequence = 381 Nucleotides) 

CGGGTAGCAG TTGCTGACTG TCAGCTAGAC AGCAGCGACT AGGGCTCGGG CGCCGGCGAG ATGCCITTNT ItACCGCCAA 
CXXXTTCGAG CAAGACCTGG AAAAAGCCAC GAATGACTAC AACACTACAG AAGATIGGAG TCITATTATG GACATATCTG 
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ACAARGTP3G AAGTACTCCT AATGGAGOGA AAGAITGCCX AAAAGOCATA ATCAAAAGGG TAAATCATAA QGITCCACAT 
GTTGCICTGC AAGCACTAAC TdTCITQGG GCTTGTGTQG CAAACTNTGG AAAGATATTT CATITAGAAG TATGTTCCOG 

TGGATITINC aacagaagta cxjpgcigiga. tiaaaaajaa gggcacatcc taaagtatgt g 
SEP ID NO:765: (Length of Sequence = 329 Nucleotides) 

TlWCIULTf GATGCAGGAG CTGAGGAGCT GCACAGAAGG TTAAAAGAGC TXJEAACACAA ACAGGGCTGC AACATGCCCC 
TIGCICOCCA CAGGGAGAGA AGAGCTCIGG OOCTQGGAGA AGCCCAGACC TGGGAGCTCC TIGAGCCCGG GCTCTGACTC 
CCTCITTGGG GCCCTGGTIG GCXJTCACTGC ATTOGCCACT GCCACTSTTG GAAGC3X3CIT GTTNATCCGCC TGGTCCAGGG 
GGAAGCTSTT TCTTGICTGC CTGGIXXAGC CACCTCATGG AGAGCCTGTG CTGGCACCTG GGAGCTGCCC AACCTGGGCA 
GCAAGCTTT 

SEQ ID ND:766: (Length of Sequence = 321 Nucleotides) 

GCACTGGCAG GTAGAITITA TTGGCCTGGG ACACACAGGG GATACCCICA CCCACGATGG GCTGGGGGGT CTGCToTTGA 
AGATATAATC TNAIGGTCAC TTGTQGEAGA ATCGCQGGTT CTQGCTGINT TGGATGAAGG GGAGCCGAGG GCCAGGTTGG 
CTQGTAGCIG CAAACCOGAC TTTCCIGCTG GCTGCATCTG CACAGGGAGC TGGGGGGAAG CAAGGACTCC AGGGGCTGGA 
TGCAGAGdT GACTCGGAGA AGCCAGICTG CIGGTTAGCA TGINCCATCT GCTITINCAA GGNCAGGGCA CCACCAGGCT 
T 

SBQ ID NO: 767: (Length of Sequence = 313 Nucleotides) 

ACCGCCCCIC TAGITCACTA TTCTGTCCCC GCTACCXZAGG GCATCATAGA CACTCAACAA CCAITOGTTG AATATCCAAT 
TGGA3GAAAT GAATAAACGA CCAGAGGAAT AATCCAGACA GAGCAGCAGT GGCCAAGGGA AGGGAGGATT GAITTATCGG 
AGAAAATTAG GGGAAIGAAA TCCATAGAAA GGGTTTGCCT AAGTNAGAGT GAIGACTNGA GCCAGAAGAC ACCCGGGGGA 
GAGGAATOJT TTCACATOGT AGGAAAAGGG GAGGAGGGAG AGAGGIGGGG TCGTGGAGTO CAGCCTOGAG GCT 

SBQ 3D ND:768: (Length of Sequence = 372 Nucleotides) 

TcrcrrcrcT gccictttat attctgcacg tccttagtaa cccctgtggc ccaltictja cttaggtctc tcctaacatg 

TATCTATGAC ACATIGATCC CEAACAGCTA TGA3TC3UCT TAIACTITIN CAGIAAITTA AATTTTATCA TTCTftCTGCT 
' TOITCAATAC ATCTCICTAT GTTAAATCTIG ACTCCAXAAT GAGGnTTCA ACTTCGAAGG GGTIGGAAGT TATCTGOTGC 
CITCCTACCC CCCCGCCATT ACACAAGAGT ACAiTl'iAAG CACATTACAC CTGAGTSATT CTNOIAAAAC ACAGATOCAA 
TCTITCCACC ATCCTCTAGG AATTCTTCTG TGGGdTTCC A2TGQCTTAC CC 

SEP ID NO:769: (Length of Sequence = 321 Nucleotides) 

GCAGCCAGAG CTCCRAGGCT CCOOGGQGOG ACCTGACCGC OSAGGAGGCA GCAGGOGCTT CCCCCGCGAA GGCCAACGGC 
ATGGAGAATC GCCAOGTGAA AAGCAATGGA GACTTATCCC CCAAGGGTGA AGGGGAGTCG CCCCC7TGTGA ACGGAACAGA 
TGAGGCAGCC GGGGCCACIN GCGATGCCAT OGAGCCAGCA CCCXXTAGCC AGGGTGCTGA GGCCAAGGQG GAGCTCCCCC 
CCAAGGAGAC CCCCAAGAAG AAGAAGAAAT 7OTNTITCAA GAAGCCTTTC AAA3TGAGOG GCCTGICCTT CAAGAGAAAT 
C 

SEP ID NO: 770 : (Length of Sequence = 364 Nucleotides) 

TTAAATCAGG AAATGTGATG CXTCCATCTA TQGTTTITGA AACTCATCAG CCAGAGCTAA GGTAATGAGG ATTCCCTCCT 
TCATGTTCAT ATGTCITEAC ACIGTX3CACA ACTGTCCCTA AAAAAACAAA CCCCTGGCCA ATTICTCCAG GCITATOGTC 
TCCCOGGTTP CxCTTACATT TCAGCTTAGC ASTTTCAAAA TAACAATTTG TTCTTOGCAG CCTCTCTATA TATTINATIT 
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ACCTCTCTTG TTATCCCCAC TITTCATCCT CTATGTCCCA TAGGCAATTT GACAAAGACT GCTTT3ACAA AGGATTCCTA 
GACTICTATC TCTACCTCTC ATCTGACTTG GGOGGAGGAT TAGG 

SEQ ID NO:771: (Length of Sequence = 357 Nucleotides) 

CAGCTCACTG CAACCTCCAC CTCACAGGTT CAAGIGATTC CTTGCCTCAN CTTCCCAAGT AGCTGGGACT ACCX3GTCCAC 
ACCACCATGT CCAGCTAATT ITToTATTTT TNATTAGAGA CAGGGTTTCA CTATATGTK3 GCCAGGCTGG TCTCAAACTC 
CTGACCTCAA GTGATCCGCC CACCTCGGCG TCCCAAAATG CTQQGATTAC AGGTCTGAGC CACCAT3CCC GGCCTAAATT 
ATAGCTATTT TAGAATCTTC AAAGTAGTAT TATCTGATTT CAGTTTCCCA TAAAimTC ATATGGTTAC TAATTATTTC 

TOTirriCTG gataeatct; ctogaaatct attgagg 

SEQ ID MP: 772 : (Length of Sequence = 359 Nucleotides) 

CCTTTCAGGA AAACAOCIAG ACATTATGTA ATGTATTIGA AGATTAATGT ACCCTTTAAC CAGCAGTTCT GTACCIAGGT 
ACAAACITIG CAAGCACACA CGCATCINIG TOCCAAAAAG CACATACAAA AACACTCCTA ACAGCATTAT TTGTAATAAT 
AAAATATAAG AAATTACCTA AATATCCATC GACTGCCATT GGTAGTATGG TTATACAATG GAATTCTACA CAGCAATGAA 
AAGGAGCTAG AGCTACATGC AACAACATGG ATACAACTCA CAAAOGTAAG ACTCAGTGGG AAAANGCTAG ACACAAAGTT 
AACACCTTCT ATATGTGQCT TCCAGTTATA TAAAACCCA 

SEQ ID NO: 773 : (Length of Sequence = 361 Nucleotides) 
GAGCCIACGG CAGAAAAAGA AACATCITCC TATAAAAACT AGACAGAATA ATTCTCAGAA 
TTCAACCCAC AGAGIAAAAC TTINCTITIG ATAGAGCAGT TTTGAAACAC TLTl'iTlCTA 
AGAGGGCCIT GAAGCCTAOG OTAGAAATCG AAATATCTCC CCATAAAACC AAGACAGAAG 
TCATOGCTGC ATTCCACACA CA0GGTX3GAC CATTICICTT GATAGAGCAG ITITCAAACA 
ACTGGGATAA TTGGGACCTC C1AGAGGGCC TTCGTTGGAA C 

SEP ID NO: 774: (Length of Sequence = 387 Nucleotides) 
CTTTOGCTCT TGTTGCCCAG GCTGGAGTGC AATGGCGCAA TCTCGACTCA CCACAACCPC CGCCTCCCAG (TTTCAAGCAA 
TTCTCCTGCC TCAGCCTCCC GAGTAGCIX3G GATTACAGGC ATGOGCCACT ACCCCAGCIA ATTTICTATT TINACTAGAG 
ATGGGGTTTC TCCATGTIX3G TCAGGCTGCT CITCAACTCC TGACCTCAGG TGATCOGCCT GCCTCGGCCT CCCAAAGTGC 
TGGGATTACA GGCATAAGCC ACTGCGCCCA GCCAGAAGAT GCATGATTTC TTAGGATCAT ATGCIUITTG TAGCCATAAG 
CTAAATCATG TCTCTTCCAA TCATGACTTT TQGGAACTCC CTGAATAATA AAAATGAGAG TTGAGAT 



TCTGCTTTGC GATGTGTGCG 
GTATTTNCAT GTX7TATATTT 
CAATCTCAGA AACTAATCTG 

crcrrrcTGT agaatctgca 



SEQ ID NO: 775: (Length of Sequence = 401 Nucleotides) 

GAATTINTCT TICTGCATCG TTCTGTCATA AAAAGGGGTA CEACTATAGA ATAGAATGCA GGCITAGGAC CCCCGTAAGC 
TCACTGTTCA ACCCAGCCCA GCAAACTGGT CAGTTATAAA TTTTOCT3CA GGTCCCTGAA ACAACAACAA AAAACB3GAT 
GAGGTITCCC TCCCATCITG TTTTATGTCC TTGGGAGCTT GACCITATAA CCATACGGCG GTAdTTINC TIGGTCTCTG 
CCATCCAGGG AACXAGAATT TGGGGGGTITA TGTCATAGIT AGCTCTAAAA ATTATCTTGA GCAGTTAAAA GCCTTTGCAA 
GCTTAAAATT GACTGCICTA GGNTCCTTCT GGGGAAGGAG CAAT3GGAAA CCITNCCAAA GCTTATAGCT CANCCAGCTG 
A 

SBQ ID NO: 776: (Length of Sequence * 345 Nucleotides) 
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AACACTGGGT AAGCACTTTG TATGTNCTQG GCftCICTGCT AGAGAIAATG TGTCT3GAAT TGGTGGGTTC T3X3GTTCTCAC 
TSAdTCAAG AATGAAGCOG TGGACCCTCG CAGTGACTGT NACAGCTCTT AAGGTGGOGC GTCTGGAGTC TCTCCCITCT 
NKTSnCAGA, TG^STTCANA GTITCTNCCT TCTGGTGGCT TCCTGGGTCT CGCTGGCTCA GGNCTGAAGC TCCAGACCTT 
TOOQGTGACT GTNACAGCTC TERAQGO30C GOGTTCTQGAG TTGTTCCTNC CTCCCGGTQG GCTOGT0CTC TCGCTGGGCT 
CAQGAGriGAA GCTGCAGATC TTOGC 

SEP 3D N0:777: (Length of Sequence = 229 Nucleotides) 

ATTQGGGGAA O0CAAGO0CA OTAATCCTAT GGCIGTIGCA GACTIGTAGA GGTACTGCCT TCA3QCTCTT N3GTAAGKTC 
TQGGAGAATT CCCIK3GATTA CCAGGCAGAA ACTttNATIC TCITGCCTIA CITCCCCCCA AACAAA1NAG TC7ICTCTCTC 
TCICTCTCCT GAGCTGCCTA GAGCTGAGGG AGGGGGIGAC ACAAGCACAG CTA3CTCACC AQGAAGCCA 

SEQ ID NO; 778: (Length of Sequence = 361 Nucleotides) 

CAGAAACTCA GGAATAAAGC CATTAACTCT CAAAGAATAT GTIGTCIToT TCGATATTTT CCA3TGCTAA TCCACATCCA 
OCTTGCTCAA CTAGAGCTTC CTACTCAGAA GCACAGCAGT TGCCATGGTG TTCTCTTCCA TCIGAAAGCA GCAAOTTCC 
GCAGOGTCCA TTTACAGAAT GTGCCATATT TACTCAGATT CXAATCTATA TTAAATATGC TTTGGAAACT TAACAAGAAA 
OGTGCAAGCN CTCACTAAAG AAAAGTTGTA GAAAACAAAA ACIGAACAGC AGGCITCXRG TITCTCCTCT CCCAAAATQG 
CX7TEAGTGGG ATTCAAAAAT GGGAAGICTG AAIT^AAACIG C 

SEP ID ND:779: (Length of Sequence = 392 Nucleotides) 

CCTAAGATCC CTGGCACAAT CAAAGACCTT TGGIGGCTTC CAGCATTTAT AAGGCAGAGT CCAAACACAC AdTAAGAAT 
GACTTACTCC TCTGGOGGAC CCCACCATTC CCTCACCCCG CnTGGCICT GTCCTCTCGT QGAGCTGCCC CTGCCCCIAA 
ACACIGCCTC CICTCTACCA ACCOGGACCA TAITTCQCCT CCAGGTOCAG CAC7TACCCAC CAOGflTICTG 

GACA1CTCCC CAAGGAGCTC TCADGTATCA GAAGCAAQGA GITAGCdTC AGCCCCACCT CTICTGCITA GGTCTACAGT 
GAGIOTQCAG TCATGCTTCC TACCGAOTGC TK3GGGCTGC ACAAGAC7TNA GGCCAGCAAG ATOCCAGCGG AA 

SEP ID NO: 780: (Length of Sequence = 453 Nucleotides) 

CTCTCTATTT TCTCnTTCC TTTTGACCTA CCATAGGAGA CAGATTGCTC ATCTCCAAAT TTCTCTGCTG TCTGOGGANT 

cxJCTOffrrrr caaccttgot tagggttigg cttaggaata gcataatatc cctttgtgag aggitaaaca cttgagttaa 

ATHTGGAGG CCAGCTGIGG TCGCTCA3GC CICTAATCCC AGCACITIGG GGGGCCAAGG TO3GCAGATC AOGAGCTCAG 
GAGATCAAGA CCATCCITGC CAAXATGGTO AAAACCOGTC TTTACTAAGA ATACAATAAT TAGCTQGATG TCGTGGCACA 
OGCCICTGGG TCCCAGCTAC TTGGGAGGCT GAGGQGGGAG AATOGCTIGA GNCTGGGGAA GTGGAGGTTTG CAGTNAGGCT 
GAGATCGCGC CftCTCCACIN CAGCC7IX3GGN TS^GAGAGCA AGACTTCOGT TTC 

SEQ ID NOt78l: (Length of Sequence = 306 Nucleotides) 

AAGCTACTCG GGAGGCTGAG GTGGGAGAAT OGCITGAACC TGGGAGADGG AGGTTGCAGA GAGCOGAGAT TGC3CCATCA 
CRCTOCAGCC TGGGCGACAG AGTCAAACTC CATCTCAAAA AAAAAAAAAA AGAACCACCA CINEAACIGA GAAATAGATG 
NTCCCATTAA CA3TTTAGAA AATCTATATA ACTCTAATCC ACAGAGGTTT ATACTCACAA GCAACTCATG GTTTCCCTTT 
TAAGGGCCAC ATGIGGAAAA TTAATCTGAA CAGTTACTGC AAGGAGGAGT CATACCTCAG TGGAAA 



SEP ID NO:782: (Length of Sequence = 443 Nucleotides) 

GICT03GGCT CCT3ACCTCA GCTGATCTGC CIGCCTOGGC CTCCCAAAGT GCTQGGACEA CAGGCATGAG CCACTGCACC 
IGGCCTAATT CTACAITI'IN ATCTACAGCA GACCTITTAT CATAAAAGAG TTTCTATAAA ACATTTCTCA AAAGAAAATA 



WO 93/16178 



PCI7US93/01294 



236 

TGTATTGACA TTCTATTTTC TVTCTCCTCC AGATACTATT TITOGGA.TIT NAAACATACA CAATACTTAG GAGACTTGTT 
TTACTCAGAG TGGAAAATIT TOCCAGGGAC AAACTCAACA CAANGAAACA AACAACAAAA AATAGCCAGA AAGAGAACAG 
TTAAGTP3CAG CT03CTGAGT CCCGGCAGTT CCTTCCCGGC ACT9GCTCGT CCCTQGQGTr CTCAAGGTTC CAT3CGGCCA 
CAGOGTCOGT CCACCK7ITC CACQJGAGCC ACATGCTQGA ATT 

SEP ID NO: 783: (Length of Sequence = 350 Nucleotides) 

CATTCAGGCC GGGCACAGTG ACTCATCCTT GTAATCCCAG CATGNTTCNA GACATAGCAG TAGQGACTAT OGACAAAGAA 
ACACACAGAG GGAAAAAGAA TTCCACAITr GGGAGGCTGA OGCATGAGGT TCACXTTGAjSG TCAGAAGTTC AAGACAAGCC 
TGGGXAACAT GGTAAAACCC CGTCTCCACT AAAAATACAA AANTTAGCPG GGCATGCTGG CCTGGGGCTG CAGTCTOGAC 
TACTTGGGAG GCTGAGGCAT GAGAACCFCT TGAACCCGQG AGGTK3GAGGT TCCACT3AGC AGAGCTCATG CTACTCTCAA 
GCCTCGGGCA ACAGAGCGAG ACCCICTCTC 

SEP ID NO: 784: (Length of Sequence = 265 Nucleotides) 

ATAACTGAAA AATGGAAGAA AATATTTGCA AATTACACAT CTGAAAAGCA CTTAAXATCA AAAAXATATA AGANACTCAA 
AGGACIATAC AACAAAAAAC AAATAACCAT GAAAAATAAG CAAAAGATAT ATATAANTOA TTINCAAAGA AAGACATACA 
TATAGCTTGG CAGATAGATG AATA3X3GCTC AAACTCAATT ATCATCANGG AAAGGCAAAC CAAAACAACT CTAAGATATA 
AACTCACTCC TGTTAAANTG TTTAA 

SEP ID WD: 785: (Length of Sequence - 363 Nucleotides) 

GTAAAGNTIG AGAAATCQGA TGGTTGCTCT GTCTGTOTAG AAAGAAGTAG ACATGGGAGA OTTITCATTT TGTOCICTAC 
TAAGAAAAAT TdTCTGCCT TQGGATCCTG TTGATCTATG ACCITACCCC CAATCCTGTG CTCTCTGAAA CATGTGCICT 
GTCOiCrCAG GCTTAAATGG AAAAAAAAAA AGAAAAATCA AACCAQGAGT TGGCAATTAC TTITITTnT TTTAAAGACA 
GACTCITCCT CTCTC^CCCA GGCTGAACTG CACTQCTGAG ATdTGGCTC ACTGCAACCT CCACCTCCCA AGCICAACTG 
AAXTCTCCAT GCCTCM3HCT TTCAGAGINA CTGGGGATIA NAA 

SEQ ID ND:786: (Length of Sequence = 291 Nucleotides) 

AACAAGAATC AGCCACAATG TGCTITTAAG GA1TTAACTG ATAGTAAAGA TAAATGTGAG TNTTAAGAAT GGGATTTTTA 
GACTAGGCT3 ACACAAGGGA T LT1XJ1T1 NA ATAAGCaTTCT TGAGCATTTG IOTTTITCGA GCTCATCCTT AAGGGCIX3GA 
CAGGAAGAAT CCTGT3TIAT CTGTGCATCT TGAGCAAIX3C AAAAAACACT CTCCCAAATC CINGAIACCA CATOGTCTNG 
AGAAATGCAT GACTGATITA ACGCACGGNT GGCTGTACTC ATIATCTTCC T 

SEQ ID NO:787: (Length of Sequence = 256 Nucleotides) 

TATTTCTCTA TAATTTTNAT TATCACCATA AAAATAACAA TCTACTGAAT AACAAITTAA TT3TACATTT TAAAATAATT 
AAAJ3EATATA ATTACACT3N 1TCTAATAAA AACTATAAAT GTTAGAG3TC AT3GATAOCT 1ATTTACCCT AATCTAATTA 
CTACACAXIG TAQGCCTGAA TGAAAATATG CCATATAAGG CATAAATATA TACACATACT ATATACCCAC AAATACCAAT 
AATAAATITC AATAAG 

SEQ ID NO:788: (Length of Sequence = 322 Nucleotides) 

GGTCCAATGA AGCTTCAACT OoITITCAGC TCAAAGCAGA OGGCAAATCA GCAAAAAGCA AAAATAATGT ATCTIAdGC 
ATTACAGACA AAAAAAAAAA AAAAAACAGA GTGAAACIAG ANCTATTITC AATAGTAGTT TTCTGACAGC TATATAANCA ' 
AATATAGANG ACATIATGGA ATTACTGATG TGAACGAGAA CITGTCCATG TATCCTGCCT GCCAGCAAAG CTAGAGATGG 
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CTOTSBflMT TGIAATGGIT TACTATGAAG GCIGTTCCAT AACdNCAAT ATCCACTSNT CITOGCT3CT ATACCAAGGA 
TA 

SEP ID NO: 789: (Length of Sequence = 357 Nucleotides) 

TCAATGTGGC AITOITnT NTTAGAAAAC CXXTEAGTAA GCACTTCTCT AACCCAGAAT AGACACTGQG TA1CCICCAA 
GACTCCCATA GCITTCATrT CATCTTCCAC CCTCTTCTGA GAGGGGGAGG CAGGGGAIAG GGCTGGICTC AGGCAGTCTC 
CAAAATGCCC CICCTAGACC CCIGAGAGAA TTCATCTIGC CAGCAATAAA CCAACAGCAC CTCACTGGGG CATCANAGGG 
OOCTCTAQGC TCAAGGCEAT TGCCAAAGGG OOTCCICTT TTATGAGCTT CACGATGGGA ACCAAGQJAG GCTCTOGCAA 
GACTTCCIAG GGGCTTOCTC CTTCAACTTA TGGGOCT 

SEP ID NO; 790; (Length of Sequence = 366 Nucleotides) 

TOGCCAGGCT GCTCTIGAAC TCCTC&CCTC A3GATACACC OSCCTTGGCe TCCCAAAGTG CTGGGAAXAC AGGOCTGAGC 
ACTGCACCCA GCCITGTGTG ATdTTTAAA GTACAGTTCC CAIAGATTIA CATTAAGAAT AAAAAAGTCA TCACATCTIG 
CTTTTAXAIG GCAGITEACT CAAGCTITIT AAAGAAAGAG CATTCATCTT GCTITIACGT GGTTTTAGAA TCTTCAAAAC 

cnrrcanAA atcigagtaa titactgcat tinccatiaa ttcagcftag ttagactgct ggotccacts crnxyriTiG 

CTGTCACAOA TACCCTAATA TGCTTTTIAA CATAIGNCCA AA3TCC 
SBO ID N0;791: (Length of Sequence = 317 Nucleotides) 

AACAACTCCA ACCATAATCG AGAAGGAAAT GGCCAGAGTG GCCACTCTGC AGCX3GGCCCT GCTTTTACGA GCAGAACTGA 
GCCEAGCAAA TCTCCIGGAA CTCTGOGCTA TAGTTACAAA GATAGTITCG GGTCAGCCGT GCCAOGAAAT GTCACTGGCT 
TTCCTCAGTA TCCTACAGGG CAAGAAAAGG GAGAXTTCAC TGGCCATGGG GAACGAAAGG CTAGAAA1CT AAAATTCCCA 
AGCCTCCTGC AGGAAGIT3CT TCAGGGWTAC CACCACCACC CINACAAQGtf GATATTCTAG GGGCTACTCA AGAGCAT 

SEP ID NO:792: (Length of Sequence = 258 Nucleotides) 

GATCAATATA TCCAGGAATT 1CTGAAAAGA TCCTRAACTT TTCAAACATG TCACAGSEAG TACTTSAAGT ATGCTTQGTA 
AAA3GTAC0G GTTAAAGCAG TA3X3TTTCTC AGATAGCCTG AGATTTTATT TAACAAXIAT GTATCTAAGT CTACIAATAC 
ATTTGAGCAA AAGAGTGITG GC7INCKTAAA TAAGAMGTCA GEATTTCACT TAGATTATIT CAGAAACIT3 TAAGINCCT3 
TAAATAGCTA CICTGAAA 

SBO 3D NO : 793 : (Length of Sequence = 282 Nucleotides) 

GGAATGACAT GGTCATTCTN ACITAAAAGA AACAOTTAG GTTCACACTT GCCAAGTEAG GAAGAAAACC AACCTTAGAT 
CXXTTTCCCCC CmCCAAXAC TCCTITCCCC AAACACCCTC CCCACCCOJC TOTATCTTIA ATTGAATTIT TATTICTGAT 
ATATAGAAAA CXTOACCCAT GGCTGINATO CIX3AGTGTCA TITCGdTCA AGCTCGAACC AGGQ3ACAGC TT3GCCTGGA 
ACCCTGAGAC AAGATGCTGG CCTCANAAGG TGGGGGCTCA CG 

SBO 3D NO? 794; (Length of Sequence = 330 Nucleotides) 

GTIGAGGCTG CAGGGAGCCA TCTTCACCCC ACTGCACTAC AGCCAGGGTG ACAACAAGAA CCTTTCTCGG QGTGAACX2CA 
GGGQGOGGAG TIGCAGTGAG CCAAGATOGT GCCACTGCAC TCCACCAGCC TGGGTIGACAG AGCAAGACTC CGTCTCAAAA 
AAAAGTITAC TACTCGGCTT TAATTATTTC GITTOGGTIT TGGGTGAAAT NA3TITATIA CTGACTGOTT CCITAGTTCr 
* ACAGAAGCCT ATTATCTITA GAGAGACTCT TCATGGTAAT TAACTCAGAT TCITATTTTG CCTGGCTGAA AGGANGGCAA 
GTGGATCTAA 
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SEP ID NO: 795: (Length of Sequence = 332 Nucleotides) 

GGAAATAAAG GTGACATGAA CTAACIATTC AATCATGAAT GGTAGAAAAA AATGAAAATG TAACGAGATG GGATCCGGGT 
CAAACTCAGG GGAGGTATAG TPGAAGATAT TGAAGGAGTC ATTATGATAC CAAAGAAAAT GGAAAGANGT GGTATCCAGA 
TAGGTTATCC TIX3GAGAGTA TCCAGGGAIG TCICTTTNCC TAAGACCTTA GAGAAGSAAA GGATGGCIGA TAATATAGQG 
AAAAGTIGAC ATOGAAGGAT TAAATAATIT TITOAGAATT CAOGTAAGGN ATGATAATCT GAATTTCCAG GGCTAGGCTC 
AGAAGCAGAA AT . 

SEP ID NO: 796: (Length of Sequence = 305 Nucleotides) 

CCCAAGGGGA CAGCCIGANC TCCCTGCTCA TAGTACT3GC CAAATAATTT GCT3GACICT GCGAAOGCTA CTCCTGQGTT 
TAATACCCAT CTCTAGGCTT AAAGATGAGA GAACCTGGGA CTGTTGAGCA TCTTTAATAC TTTCCTTGAT TITITOCTTC 
CTGITEATGT GGGAAGTIGA TTTAAATGAC TGATAATCTG TATGAAAGCA CTGTAAAACA TAAGAGAAAA ACCAATTAGT 
CTATTGGCAA TCATSCAGTT AACATITGAA ACTGCAGTOT AAATTGTGAA GCATTATGTA AATCA 

SEP ID NO: 797: (Length of Sequence = 337 Nucleotides) 

GGCTGCATTA TGACAAGAAG TCAAGCTTCA TGACACTTAG TATGGGCTGG ACTCTGCAAA CTCTGAACTG TATICTCATA 
GAATGATTCC AGGTTPCAGG GTICTrCCACC TGCCAGAACC CAAAACTACA ACTATGGGOG ACACAAQGGA AGTITTAGAA 
A3CTCCCTCT ACACGGATTT CTGGTTITCT ATTATTCCTC CATGGCAGCT GACAGATCTG GAAGTCNAAA TAGGGGATTC 
TCAAAATCAA AGCCANGAAG ACACCTPCT3 TGACACCAAT GGACTCTCAG AGGGT3GGAA TAGAAGTGAC TTNGI^CCCAG 
GCATITCCIG GGAACTT 

SEP ID ND:798: (Length of Sequence = 341 Nucleotides) 

GAACCCTGGA AGCTCTAGGC TACACTGAGC CATXJITIGCA CCACTGGACC CCAGCCTGGG TGACAGAGTG AGACACTGTC 
TCCAAAAATA AIAGTGATAA TAAXAATAGT G3OTTA3TTT AAGTCTACAT GCTOAGATGC CAGAACAAGT AAAATIGGAT 
TATAGA3TCA AGCAGTATCT AGGIATACTT TCATAAACTG AATACT3ATX3 TAATTTIGGA TT3A7TAAAAA CAGNtTTTTA 
CTAGGICTTC AAAAATCTGG NTAATTCCTT TCATGNCATT CAAACATTTA GGTGGCCTCT CTTTGTTTTT TTAGGTTATA 
ACTTCCAAAC ATTCANTTGT T 



SEP ID NO: 799: {Length of Sequence = 322 Nucleotides) 

TTITPGAGTA ATCAATTCAT TTAAIATAAA CTTEACTATA GCAGAATACT ACAGGTIACC CAcATTTAAC CCTAAAAACA 
AACAAATGAC AGGCACITCA GTCAAAXAAC AAGCCOVTCT TCAAATATAA AATGCIAAAA GTGAGAAAGA AATTATGAAA 
ATATAIACCT TTAATTIGCA GACATATAAA CALUTriGGT ACAGTACAGA TGCATGATGC CAAAAAGTAA AATCNTCCAG 
nTAAGCTAA CACATTCCTT GTTTATACAG NTTATTTTNC TATAGCrCTC ATATAANANA AATATTNCCA GCTCACACAA 
TS 



SEP ID NO: 800: (Length of Sequence = 405 Nucleotides) 

ATCAAGAGTT GTGTGGTCIA CCGACTGAGC CTGCCAGATA ACCCTCTACT ACAATTTTTN CAGCATAGTG GAAAAGAAAG 
CCATOGNTCT GGGCAGCTCA GGGTTTGANC GCTACT3CNT TGTATIAATG ATCAT3ATGA TAGCTAGTAG ACAGGGCTTA 
CCAGATACTA GGIGCTCTCT TAACTGCTTT ACATATOINA GTIAACTCAT TTAATCTTCA T3ACATCACC CCTGAGATAT 
GGGTAATATT ATAATGCACA TTTTATAGGT GATGAGAGTC AAGCACTIGC ACAGATTACT CX^AGCTTAGT TCATAGCAGA 
GCTQGGACTT TTAAATCAAG GCACTAGATG GTTCCAGAGC TTTGTACTAC TCTTCCTGGG TCTTTCACAG TCTGAGCTGG 
TCOGG 
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SBQ ID NQ:801: (Length of Sequence = 408 Nucleotides) 

CTGCSITCeA TCTAGCGTCT TCCACAGTOC TCTGTITAIAA GATGGTTIGT TACAITOCTG CAGAXAITITC TGCATGTCTC 
TTOACsTTTCT CAAGACCAGG CTIX?I3Vl"iTl' TOCA3X3TCTG TCGATGAAAC ACTACAT3AC AAAAGAAGGT ACTTAATACA 
TGTTIGA3AA ATTAATTftCT GTTTGCTAAA TTAATTATPG AAGGAAGACC CAGACTGGTT CIGATAAATC ATTCATTACA 
TTCTACAAAT TT3GAXAAAT TAGGGGAGCC TIGAGAAGTT AGAGCTCTAG GGAAGGTFCC AGGGAACGTT TGAAGGATOT 
GAAATA3GGT TTTCAAAATT CATAGTTTAT TGCAGGAXTC TOGNAXACIT TCCCAAGTX3A GGGGNAAGAT GAGGAAGANG 
OTQGGdT 

SEP ID NO: 802: (Length of Sequence = 343 Nucleotides) 

ATGAGACTTA CTCACTATCA TAAGAATAGC TTGGGAAAGA CCCACCCCCA TOA3TCANCT GGGTCCCACC CACAACACAT 
CAGAA3TATC GGAGCIACAA TTXAAGATCA GAUTGGCIG TOGACACAGC CAGACCAIAT TAGACTCATA ATTTGNC2TC 
TGCACAGTAA GANCTGGGCT GGGATACCTC ATAGATCATA AACAAATCCG CACCCATGAA AAGATTTAGA GAGTCACACA 
GGAAACTCAA CAGAAGNCAG AGAGATGTCG GTCX7IX3GNCT TGCA3CTCAT TAAGTGGTGG GNTOCTICAG CITTCACATN 
TTCAGGCAGT GGGGTCAAGA AAC 

SEP ID NO:803: (Length of Sequence » 182 Nucleotides) 

GAATGGCCTT NTCTAACGGC ATGTATCAC7T TGCATGANCT CTCTAAAGCT GAACIGGCCT O^CCTCANCC TGTCITGCTG 
GCAAATGOGG OTTCAGIGG GAAACTAAAT GGCAGdGCT GimTTACCT GGTCGNTGAA GAAAGACAGA TGGCAAAAIT 
NATOCCICTT GGGGATGACA GC 

SEP ID NO: 804: (Length of Sequence = 312 Nucleotides) 

TTTATTTACr GCCGTTCTAA A3NATCACAA AACATA1TCA TTCTCAACTG AATGCACAGG CTTTCAAAGG TX3ATTCIATT 
CTGCAAGCT3 GGGAATAGCC AACTACCITC TAAQGTGAAT GTOCAGCCTG CCATITCCAA (XCCAAAACT CCTCIAGA2T 
CTCAACAGGG CAGCTTCIGC TTCAIGCCTC TNTTOGGAAA GGTCAGCCCT GTGTAGAAGG CITAATACCA ACATGGAGAT 
CO^CCTSAGA AltACTGGAA TGCICTGGAC CXZAGCTGGAA TGCTTCOGGA ACXTAGTCAG GCTTNOGGAA AT 

SEQ ID NO: 805: (Length of Sequence = 411 Nucleotides) 

CA3GCAAAAT TCAGAATATA AAAAANTGCA GGGCCTQGTT GCCCACA3AC ATTCCTCAGG TTAAGCTGGA TTTAAAGATG 
CCCAACAGAA CCXZAAIGAAT CAGAAGCTAA AAGGGACACT TCAGIGATCA GCAGADGCAT TCTCTCROCT AACAAATGGA 
GGGAAACT3A GCACACA3TA ACTAGOGAAG TCACAAGGCT AGATTAGGGG TGTACAGAAA TCIAATTCCT GGTGCTATTT 
GCAACIACAT AIATITAAAA TACANGGAGA TAAAXACCCA GAACACATIA AGCCIACTGA TTTAAACAGA NCATITCAAG 
ACTGCTACAC AGAAAGGGAA GGGAAGCTGT TAACCCAGCA CAGCAGCACA CCTCACA3AT TTCOGICTCA GAGGTTAAAT 
GGGAAGGAAG G 

SEP ID NO: BOS: (Length of Sequence = 287 Nucleotides) 

GCATITNAGT GCTGATACAG ATACAGTGAG TTCCIGCCCr TTCCTCTCCT NTATATTGAA GGGATTA3AA A1GAAGCTCT 
TTAAACATTC TGAGATCINT AAGITGATTT CTACATGAAC TCCAACTGGT CTTAATGACA TTITCAGAAA AGATGdTTA 
OTTAGCTGAC AAGAAAAAGT ACTCTGTAAG COTTATTTG TATCTGAXAA AACAGAGTTG ATAAAAXAAT CTACTATTAA 
CTTATCAATG CAGTCTTACA GAATCCACCT ANTEACAAAG TAGATAA 

SEP IP NO: 807: (Length of Sequence = 369 Nucleotides) 
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GGCAGATATA ACCITITCTC AAACATCTCT AATIGTCTGC ATACCCCACT AATATTGGCT ACATAATACA TTTATTTTTG 
TCr.TTTGGGA CTAACTGCCT TACTTAGTTT TGTNCAGTCT ATTCATTAAT TCAAGAAATA CTEOTCAGG ATTTCTATTA 
CfTAGTnTG CTCAATATAT TCACTAATTG AAGAAATATT TAINCAGGAC TTCCATTATA TGAGCACTGG CCTITCTCGT 
ACAAAGATAC AACATGAATC TCAAACTCAA TTTAATCTAG AAAGATTTAT TAATATAANC TCATCAGAAA AGCAAGNCAT 

CTACTCTDGAT agctacagta ttggtiagaa atggaaagag agagcagat 
SBQ ID NO:808: (Length of Sequence = 361 Nucleotides) 

CAGGCITTGT ACCAGCCGCC ATACTCTCCA AAAGATGTCC CATCCITITN CirTCCTTTC CATTCTTCTC TTICTTCAGC 
ATGCATCCAG ATGQGTTTAT TITCATCATC TACAGAACCA AACTCCCTTT CATGTGCAOG AGTGAGAATC TCTTTGTACA 
(JIGJTTCTGC TTGCITGAAC TTTCCTIXJIT TCAAATAGCA GGATGCCAGG TTATTFINCG TCTTAGCCAC GTTOGGGTCA 
TCAGGTCCCA GTTTTGTCTG GTAGATCTOG AGGGCTCTTT GATAATAATA TTCTACITCT TCATACTPGC CCT3GGTITCT 
GGCACAGTAA AGGCCAAGTT ATTTAACTGC 1TCGCAACAT C 

SBQ ID NO: 809; (Length of Sequence = 353 Nucleotides) 

CTAATTIATC TTCATGTCCA CTGAGCACTS TTGCGTITIT CCTTGTAGCA TTIX3GAAATG ATTEACIGGA A1TACAAAAC 
CTATTTTCCC TTTAAATTTC AGCITIQGCr CTGGCTGCIT TTTAGAATAA TGCAAGATAA AAATCACACC TGAGGGCTGA 
AAACGGAGAG GGAATGGGAG ACTTCATATT TAAGCAGCTT GAATGGTTTT COTITNCTIT ATTTTXAAAG AAATGCACTT 
GCCTATGATA CTCTCTCTCC AGTGAAATGA TTACTCCTCC ATTACTCTAT TGATACANTA TICTGCATGC TAGTIX7ITGTA 
TTTCTATACA GTAGCTTGAA AATTGATTAA CCT 

SBQ ID NO: 810: (Length of Sequence = 296 Nucleotides) 

GAGGTCAATC CTICCCAGGC TOGAGITGAT GCCCACAGCT CTATTCTACG AGCATICTAA GATCCAAATG CATTTCTTTT 
TGACCACCTT CTTACTTTAA AACCAGTCAA GTTTTIQGAA GGCGAGCITA TTCATCATCT TTTAACCATT TITGTCAGTO 
CTAAATTGGC ATCATATCTC AAGTnTATC AGAATAATAA AGAdTCATT GATTCACTTG GCCIGTTACA TCAACAGAAT 
ATGNCAAAAA TCAGACTACT TACITTOAT3 GGGAATGGCA CTAGAAAATA AGGAAA 

SEQ ID NO: 811: (Length of Sequence = 493 Nucleotides) 

CCAGGAGCTT CTCCTCTCIT GCCAGGGCTA TGAGCAGAAA CCTCAAATAA ACCCTGGGCA GAGAAAACCA AdTAATGAA 
GAGGAOGTTG CICTTICCAC TGGCITCTAA TTTTCCAGAT GCAATGAGCA CTXACGGCTT TTGGACTGGT TCAGGAAAAG 
GCAAGAAGAA GCAGATICTC ATCTTCCAAA GCCCTCTGAT GGCTGCATCG AGCCAGCGGT GCTGTGACTT TTTTTAATAG 
CTTCAGTACC TTTKATACGT ATGTCCTTAT TTACTCriTA TCTATGCTCT CTTCCTCCCA TCAGCCTGGG AGCTCCCTGG 
GGCAGGTCTG TTTCTCCCCT CCAGTTCOGGA NTTQGCAGGA GCICTGCCTC CCCCATCACA CTTQGAGGCT GTCINAAGGC 
AGGGGCTGTG CTCTCTGCCA TTAGACINGA AGCTCCCCAA GGTTAAAGGT CATATCCTCA AAAAAGCTTA GAATAGCTTA 
GGAACCTAGG GGT 

SEP ID NO: 812: (Length of Sequence = 337 Nucleotides) 

AAATTCACAT ACTTCTAAGT NATGCAAGCA AATTCTCACA TAATTATXTT TAAATGCTAG ATAGTIGGTA TAATTNCAAT 
CATTTTAAAT ATGTTAAGAC TKJTTTTGTA CCCTAACATG AGGTCTATOC TGAAGAATGT NCCATGTGCA CTTGAGAAGA 
ATGACIGGAG TGTCNCTITAT ATCTATGTNA GGTCCAATTA GCTEATAGAA TTGCNCIAGT CCTCTATITC CTTATTCANC 
TTCTGITK3G TTCTTGTNCT ATCCATTATT AAAAGTGGGG TATTGAAGTC TCCTACIATT ATTGTGCTAT CATCCTCAGC 
AAACTAACAC AGGANCA 
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SEP ID NO: 8X3 : (Length of Sequence = 310 Nucleotides) 

AGCTGGCCTC AGNNCAGCCA AGCTGACCTT QGCACTTGGC TGGCITCTNT AAGGCANTAG AGTIGCCCACA CATAAGCNCA 
CXZACCTNTCC CCACCTCCTC CCTTCTCTCC CATGCCACCC CACTIGCTTC CAAGGGCITG GTITCCAAAG TNACATCCAG 
GGTCTAAGAG GTTGGQGAAA ACGTCCIGCA AGTIGGCTCA GGGATCTNAT TCCATCAGAT GGTCTCATGA ATACTGTGGG 
AGATTAAATC CATCTCAAAA TAGGCAACCA ATGCDVEATT CTGAA1NINA GCTCTCTQGA CTGAGTCCCA 

SEP ID NO: 814: (Length of Sequence = 361 Nucleotides) 

GAITTGAGCC ATCAGAATTC AGCTTTTGTA GATAAAGAAT ATGAACTAAT TCACTATQGA TGGAATTATT GTATATAGTC 
AGCTTGCTGA ATTATPGGTT AAGGACTACT AACIATATCT TGCTAAACTA TGCTGCAACT GAGCCACCCC CTAAAAGCAA 
AAGACATTTA GCAGTTCACC ATATTTTGCA ATTAACCAAA TGAGAGCCTA TGAGANTGAA ATGNTTTCAG GTQGAGTTK3 
ACAATACAAT TCATCCNTAA TATAIAGGGN NAAATATTTC CTCAAAAATA ACATCTATGTT GGTAGGNCCT TAAAAACGAT 
GGATGNAATG CATGCAAAAT TCTCTGGTAC ACAGACACAT G 



SEP ID NO: 815: (Length of Sequence = 301 Nucleotides) 

GAATITOACT CTTGTTTCCC AGGCTGGAGT GCAATGGCAC GATCTTCGCT TACCGCAACC TCCX3CCTGCT GGGTTCCAGC 
GATTOTOCTS CCXXAGCCTC CTGACTAGCT GGGACIACAG GCATGCGCCA CCACGGCCAG CCAATTTITG CA'ITITNACT 
ACAGACGGGG TTTCACCATC TTGGTCAGGC TGGCCTCGAA CTCCOGACCT CAGAGGATCC GCCCACCTTG GCCINCCAAA 
GTGCTGGGAC TACAGGTGTC AGCCACCACA ACCX3GNCTAA TTAATACTTC TIGAAATTTC A 



SBQ ID NO: 816: (Length of Sequence = 310 Nucleotides) 

ATdTTAACA TATTAAAATA GACATCAGAA AAATCICTCA TTIGAXAAAA TGGGGGAAAT GTAATAAATG ATTACCAGAA 
ATAIAAAATT AAGCCGTATA TGCNCTTAAG TAAATOGAAT CTAGGCATCC TTAAAATGIA AAAAAGGNTG CAACAAGAGT 
AAGGNGCCCA GAATGATCTA AATEACAGGA ATGGQGTCTA ATG7TAAOCTC TAGAGGAGCT GA1GTTTAGA AGAAGCAAAG 
NGAATGCAAT GANGAAGCAA ACITCITITA GGCAAAINCT CCTGGGAGTG GGACCAGGCA GCCCCCICTT 



SEO ID NO: 817: (Length of Sequence = 225 Nucleotides) 

TGGCATSCGC CTGTAGTCCC AGCTACTCAG GAQGCTGNGG CAGGAGAATO CCTPGAACCC AGGAGGCAGA GGTTGCAGTG 
ACTCGAGATT GCACCACTGT ACTGGTCTCA GCCTAQGCAA CAGAGCGAGA TTCCATCTCA AAAAAAAAAA AAAGTTAAAA 
NTAATATGCT AACTATGATA CAAACTGATA GCAATA3TGT CTTTAGA3TC AAAATAAAAA TAGGG 

SBQ ID NO:818: (Length of Sequence = 225 Nucleotides) 
TCAAAAAAAC CTGTAGTTTC ATTACCTITT TGAATAATGN CATACAAAAA ATCTAITTGN 
GAICTTTGrTA GATTAATAAT CATTTIGTTr AGAATIACAA AATAGmTT AAATATTGTC 
GCAACCNAGT GGAAACTGTA AGACCNTTTG ACaTATTCTIT GTTTTATTGG ATGGATTTGG 



TGTSAGAATT 
TGAGAAAAGC CAAAGTTAAT 
A3TTT 



SEP ID NO: 819: (Length of Sequence - 280 Nucleotides) 

TTGACTAGCT TCCTACGTCA TTAAAAATTC TTIAAATAGT CTCTCITAAT GGCTGCAAAT TTTGTOGTAA GTCTGGGCTA 
AAATCTGATG AAATGTTTTA CCTGTGGTTA AGTAATTTAG CAACTOCTAT CTTTTIAAAA TATTACAACT GGGNATTCTA 
GrTACXjTCACA AACATTTGTN ATATCATTTA TITTGTGCCA TPGTCTGTGC TATGAAATAC AGTAGAATGA AAATTTACTT 
* CAAAGCATTC ATIOTCTTCC CCCAGGGNAT GATGGCAAAA 



SEP ID NO: 820: (Length of Sequence = 



328 Nucleotides) 
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CCfcGITAATT TICTAAAGTr TATAGNGATG GTTTCAGTTA GACCICTGCT GTCAATACAC TAGCAATTCA CATGCACATT 
TAANITTAAA TCTAAGTTIA AATTTAAATT AAGTTAATAT TAAATAAGAT TIGAAATGCA ATTCTCAGTC CTACAAGCCA 
TGCTTCAAGT GCTTCATATC CATGTGAGGT TAGTGGCTGC TATACTGGNT AGTGCAAAAA GAGAACATTA TTGTAATCAT 
AGAAATTCTA TT3CTAAGTT TATGGGCTAG TACATGGACT AGAATGTAGT GAGGTAGTGA GCTGIGGATG CAGAGAAAGG 
NCACTGGA 

SEP ID NO: 821: (Length of Sequence = 310 Nucleotides) 

TCAGCATTGT TTTCTCIOTG TNTTGAGATG ATTATITGCT TTTCCI'ITIT ATTCTGTTAA TTTGGTGAAT TGCATCANCT 
TTAGTATCTT AAACGAACCT TOCCTCTCTA GGGTAAACCT TATX3TGGTCA TAATATATAA NOCTTTAAAT ACATTATTCG 
ATlNCITlTr TTAATATATT GCTGAGGATT TTTCATGACT ATAATCATAA GAGATATTGG CATAIGATTT CCIATACTTG 
TAATOTCTTT GTTAGAAGGA GITIATATTA GGOTTTATNC TGGCCTCATA AAATGGGTTG AGAAATGTCC 

SEQ ID NO: 822: {Length of Sequence = 372 Nucleotides) 

GCCAGATTGT NTTCCTT3CG AGCCCCTGAC CCCGGCIACT CTTCACCAGA CAOGGCCCGG CTTTGGCCCA CAACACAGCC 
GTCCCACCCC TCGTTCCTTC ACCTTAGCAG TAGCAGTAGC TCTQGGTQGA GTTGCCAGAG GAGCTGACAG GCCCTCTGCC 
ACTGCTGCCA CCCCCAGGGC TAGGGAGGGA ACAAAGAGCC TGCTTGCICT GCITCCACAT CCAGCATGCC ACAGCTGCAC 
TACGGNGAGG AGCTCAGACA GTCCCCCCAA CAAGNCCCG3 ATCCCTCINC TCICCACCAG GGAGGGCCCT GGGCITIGCG 
CCCACAGNAC AAAACGTTCC ANCCCGGGCT GATCATTCTG GCTTGGCAGC GG 

SEQ ID ND:823: (Length of Sequence = 288 Nucleotides) 

AGCTGGCATC CCTGGGGAAA ACCAAOGAAC AGTCTCCTCA CAGCCAAATT CACCACAGTA CTCCAATCCG NAACCAAGTG 
CCCGCATTAC AGCCCATCAT GAGCOCTSGG CIN Cl ' l ' llT C CCCAGCITAG TCCACAACTT GTAAGGCAAC AAATAGCCAT 
GGCCCATCTG ATAAACGAAC AGATIGCCGT TAGCCGGCTC CIQGCICACC AC23ATCCTCA AGNCATCAAC CAGCAGITCC 
TGAACCATCC ACCCATCCCC AC3JGCAGTTA A'^JCAGNGCC AACCAACT 

SEQ ID NO: 824: (Length of Sequence = 325 Nucleotides) 

CTCCTGAGCT CAAAGCIGCA OGTGGGGAAG AGAAAGACAA GGAGACCAAG AATGCTGCCA ATGCCTCTNC ATCCAAGTCG 
GCCAAGACCG CCACTGCAGG ACCAGGAACT ACCAAGACOSf CCAAGTCATC TGCTGTGCCC CCAGGCCTCC CICTGTATTT 
GGACCTGTGC TACATTCCTA ACCACAGCAA TAGTAAGANT GTIGATGTGG AATTTTTCAA GAGAG2GOGG TCTTCCTACT 
ACGTGCTGAG TGGGAATNAC CCTGCTGCTG AGGAGCCCAN CCGGGCTGTC CTGQGAOGCT TXNTTIGGAA AGGAAAAGGC 
TCACT 

SEQ ID 130:825: (Length of Sequence = 318 Nucleotides) 

aatcagccct acagcgattc ctccaccccc attagcaaat acogtaatat atgnctctag taatcatcct ctcacaattc 
tocttitcct aatttnncog tgagtcaagt ttctpgacca caatgttatg ctgaggaaga tctaatgttt tccatggagc 
agaaattgit agtcctcaac tccaagctct gccttgtcaa gcccix7ttin ccctgtcttc ataaacctig tcaggcattt 
atttattcag cacatatcta ctginctck3 cacaagaatt cataaggttc tgatgaatta tgtcccttct gagtggga 

SEQ ID NO: 826: (Length of Sequence = 287 Nucleotides) 

TACAGACTCA GGTTATAGGG TGrmATTITC TAAGTCAATA TTCAGTITCA CAGCCAGAAT CICTGAAGAG AGAACAAACC 
ATGAGAAAAC TAACAOTTCT ATGGTGATTG AGAGGTTCCA AC7INCCTGGN GTCTTAAAAA AATCAGTTTT TAAAGATAAA 
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CmS&EAAAA CIAG1CCAAG CACTGAGACA GACTATTAAA AGATGCTAGC ACACCCAAAG NGCAOQGTGG GTC7TTGAATA 
GCTAACATCT TTCAACTAGT GGAGGNAGAT GTGCTTAAAT ACTTACC 

SEP ID NO: 827: (Length of Sequence = 426 Nucleotides) 

TTTTnTICT TITGGGACAG AGTCTCACTC TCTCACCCAC GCTGGACTGC ACTGGCGTGA TCTOQGCTCA CTGCAAGCNC 
TGCCTCCCGG GTTCATCCCA CTCTCCTGCC TCAGCCTCCA GACTAGCTGG GACTACAGGG GCCCGCCACC ACGCCCQGCT 

AAirrmrc tattitxagt agogacaggg tttcaccgtc tcagccagga tggtctcgat ctcotgacct catgatccac 
CIGOCTOGGC ctcccaaact gitggaceac aggcatgagc cacogcgccc ggccggatgg ttaaaacatt tcaaaaataa 

ATA3TEAGTG CTAAGACAGG ATATGGAGCA ACAQGAACIC CTATATGCTT GCTGGTGGGG AATCCAAAAT GGGXACAACC 
ACTTITCQGA CAAACAGmT TACTAA 

SEP ID NO: 828: (Length of Sequence = 402 Nucleotides) 

GGCTGCTTGC TCCACTCAAA CAGCTATCTG GGAGCCAGCA CFCTQGCAGT CCTTCTAAGC TCTAACTCTG GITTTACTCT 
TTINNAGCTG AAAOCTTTCT CCIQQGGAAT AGTCTQGCCC GCTCCITGGA ACCACACTCA GACTCAATGG ACTCTCCCTC 
AAATCCCACC AACCITGTCA GCACCTCCCA AAGGCACCGG CCCTTGCTIT CATCCICTGG CCTCCCACCA AGCACTGCCT 
CAGC1CTGOG CAGGCEATGC TCCAGGGGTA AGCITACCAG ACTCCTQGCC CTNCTTCCCT CCCTCACTCT OTCCITCACT 
TCCTTCCT3A GCTCTGQGAG GCCAGAGAGG ACCTAGCTCT GTTGCCCTCT GNCTNCTGGT GGGGACTAGG GACTGGACIT 
AA 

SEP ID NO: 829: (Length of Sequence = 417 Nucleotides) 

ATCGCTTAGG AGTCQGCTTT ATCTGGGAAG AGAGAAAAAA ACTTGCT3AA ATGCTITCTG GACTAA3TGA AGAAAAATGT 
AAACEAdTG AAAAATTTAG CCTTATTCCA AAAGAGTATG AAGGCTATCA ACTACACTCA TCTTTAGAGG ATGCCAGCTT 
TGAGAAGGOS GCANAGAAGC ACGAAGTTTG GAGGCAACCT GIGAAAAGCT GAACAGGTCC AATTCTGAAC 1TGACGAIGA 
AATCCTCICT CTAGAAATAG AGTCAAANGA AGAGAAATCT AAACACTCTC AACAAGATGA ACTGATGGCA GATATTTCAA 
AAAGGATACA ATCTCTAGAA GATGAGTCCA AANTNCCCTC AAATCCACAA ATAAGCTTGA AGNCCAAAAT CATTCTNGCA 
AGGITIOTC CCAATOG 

SEP ID NP:830: (Length of Sequence = 404 Nucleotides) 

GGTTTGAGAG TAGAACAGGA AGTICTGAGT AGAGCCTTGA AGGAAAGAGA ACAGCAGCTG CATCGOTCCC CAGGCAGGAC 
TCAAGGTAGC CACTCAGGCA TCAGAAAGAG TCAGGOGGCC ATGATOGCTC ACACCTGTAA TCCXAGCACT TTOGGAGTCT 
GAGTOGGGTG GNTCACCT3A GGTCAGGAGT TOGAGACCAG CCTGACCAAC AGQGTGAAAT CXCTTCTCTA CTAAACTACA 
AAAATTAGCC AGC7ICTGGTG GCACATGCCT GGGACAAA3T TGGGATCAGT OTTCTTCCACT CTGAACAXAG TCTTCTGriTA 
CCTGGGAGAG AGTGCTCAGG 1ACTTCCAGC TTCAGGGCAG CGAAAAGGAT TCACAAAACG ACAGGTAGGA TGGGGGGACT 
AAGT 

SEP ID NO: 831: (Length of Sequence = 330 Nucleotides) 

AATTTCACAG GTTGTCTCTT CTGAAATCTG TACCITCTEA CTCATAACAT TTAATGTAGC ATTTCTCAAC 
TGCAGAAAAT ATATGTCATA TCTTAATTGT GTATACATGA ATATATGCAT ITTCCIQGXA AAAAGTCATA 
GATCTCATGT AATLTl'lTAA GAGATTCTCA AATAGGAACA TGATTCCACC CCAATAATGG TGAAAAATCA 
TGAAAGGGAC CTCAACAAGC CTCTTGAGAT ATGAANCATA AAGAGMAAAT ATAAGCCGCA ACITTTTGAC 
CATAATGGIT 



ctgaccaatc 
cjititncata 

TCAATTEAGA 
ATGACAGATT 
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SEP ID NQ:832: (Length of Sequence = 402 Nucleotides) 

CTGrrrrrcrc crrrromT a^MTram ctcccactgc taactigata tcincttgtg tgtacacgig tginictgixs 

CAAATATATT TCTAGGAACA AGAGCAAACA TICTAGTAAC TOICATTCTC H3ATCK3GAG AACTIGGGCA GAGATCTGAG 
TTACAGCTTT GTGGATTTAT TCTCICTGAT GAGAGATCGC CCCTTAGAAT GTCATGCTCC TAACCCCCTC ATGGATACCA 
GGGGTCAATG GCAQGGTTCT TCTCCT3CCC AGGAGGAAGG GTATGGGGAG CCGGT3CATC TIGACTGTCA GGTCACCTCT 
CTTACCACCT TTACAGCTAG GCITICTGAG GTGCCAGCGT CTCCIGGGAA TICAAACTGT AGTTXAGAGG CAAGCTGGGT 
GA 

SEP ID NO:833 : (Length of Sequence = 398 Nucleotides) 

AGCCITTTTC CAGAGATCAG ACCTCTTTAG ACATCIGAGA NTTCATACAG GAGAAAAACC TTATGANTSC ACTGAATGTG 
GAAAAGGCTT CTCCCAGAAC TCAGACCTCA GTATACATCA GAAAACTCAT ACCGGAGAGA AACACTATSA ATGCAATGAA 
TCT3GGAAGG CITTCACAAG AAAATCAGCA CTCAGGATGC ATCAGAGAAT CCACAOGGGA GAGAAACCTT ATCTATGCNC 
DGACTGTO3G AAGGOCTTCA TCCAGAAATC ACATTTCAAC ACACATCAGA O^NTTCATAC 7GGAGAAAAG COGTATGANT 
GCACTGACTG TQGGGAAATC CITTCACTAN GGNAGTCACA ANCTTCCATG TGCATCAAAG GOTINACANC CGGGGAGG 

SEP ID NO: 834: (Length of Sequence = 394 Nucleotides) 

■ L'l ' lTlWT AGTCTGXAAA ATCATTTCCA GGTAAAATCT AGAGCTTAAT CCATATGTTQG TGCCATCTTT TGCTITTCCA 
CSCCICINAT CCTAGGTAAG TNAGAGCTAA OGAGXATTTN CIGAGCTTCT ATTAT3GGCC CAGCATATCT NATAATTOCT 
TTTACACATA GGAATCTGAG GCTTAGAGAA GITTACTGAT TTACCTAATG GCACACCATA AGTNCTGGGG CTAAGATTTA 
. AACTCAGGTC TCCTGACITA ATTCAGATGG TCAGCTCGAT GGTAATCATA ATAATATTCT NGTTGTTGIT CHTSriGTTA 
TNIATCAACA ATAGTACTAG CTAACTCCAT TTCATCAAAC AGCTCATTGG ATAGTCCCAT NTGGATAATT CTGA 

SEP ID NO: 835: (Length of Sequence = 422 Nucleotides) 

GCTITCTGCC TCTATAGATT TGACTATTCT GGACCTTTCA CAXAAACGGA ATCA1CTAAT ATATATAATA AGCAAAAGGT 
AACAACAACC AAGCTOGCAA TTUGGTIGAT GAATGANTAA ACAAAATCIG CTGTATCCAT ACAGTGGAAA TATPGGTCCC 
TACTACATCTT GGATGGACCT TGGAAACATC ATGCTGAGTG AGAGAGAGCC TVGGTATJXJT TTCATCTCCC CAGGAGATTC 
CAAGGTGCAG CCAAGGTTGA GACCCACIGA CAAGCAATGG ATATGGITGG CTGCAiGATGA AATAAGGCAG CCAGGGGCAG 
GAGGGATGTC TCATTGAAGA TGAdCTTTT G7GGGA7GCC TAGCAGGGGT GGGGQGATGA GGTA1TCATA AOCAGCAAOC 
CCAATCTICA ACACAGOGTG GA 

SEP ID NO:836: (Length of Sequence = 408 Nucleotides) 

CICAAAAGAG TIX3GCATCTC AGAAGGGAAG TX3TAAGTOAG ACAATTCTCA TTGATGATGA AGAGGACATG GAAACAAATC 
AAGGGCAAGA GAAAAATTCC TCCAATTTTA TIGAACGAAG ACCTCXTGAG ACTAAAAACA GAACCAATGA TGTQGATTTC 
TCCACTTCCA G'l'l'l'l'l CAAG AAGTAAGCTA AATGCAGGAA TQGCTAATAG T3CTATCACC ACAGAACCAG ACTCTGAAAT 
TCAGATPGCT AATGTTACAA CTTTAGAAAC AGCTGTAAGC TCTGTGAATG ATGGCCAATT AGAAAATACT GACGGGCGAG 
ATATGAACTT AATGATTACA CATGTAAACA TCACTGCAGA NTACCCAC7IT GGGAGGA.TIX3 • TCTCTAACOG GGACTGCAGT 
CCAAGTAA 

SEP ID NO: 837: (Length of Sequence = 347 Nucleotides) 

TCGCTCT3TT GCCCAGGCIG GAGTGCAGTG GCACGATCTC AGCTCACTGC AACX7TCTGCC TCCTGGGTTC TAGOGATTTG 
CC1GCCTCAN TCTCTCAAGT AGCTGGGATT ACAGGCATGC ACCACCACTC CTGGCTAATT TTIGTATITT NAGTAGAGGC 
GQGdTTTTGC CATdTGCCT AAGCIGGTCT GGAACTCCIG GCATCAAGTG ATCCATCCAC CITOGTCITC CAAAGTSCTG 
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GGATTACAGA. CGTGAGCTAC TTCACCT3GC CTTGTTQGCT CTTTITCAAA AAAAGTTTAC 1NGACTCTIG CITrATIGCA 
AGTCCCAGAA TGGATTTGAT TTAGGGA 

SEP ID NO: 838: (Length of Sequence = 275 Nucleotides) 

AATIGCCAAG GAAAATTTIA TTTTAGCITr GCATTAACAT ATTCIAAATA ATCCTTTCAC TTAATGCAAT CAGATTOCTG 
TGACAAGCCA AATACTTGTIT TTTTTGICTG TSnCTGTTFC CCCITCACIT TTCKHGTAT GCCCTTCAQA AAAATCTGAG 
AAGTGGGCIT OCATTTITGA AAAACAGGAC TTCCTTAGTA CX^TAGATAC GTAGATTGCA ATTINCCTIT TCCTGCAGCA 
TEACTGACCT TCTGAAATGA TGCCIATGGA TAOGG 



SEQ 3D NO: 839: (Length of Sequence = 387 Nucleotides) 

TnTTGTWTT GICTGTAGAG ACTGGGTITr NCCATGTNCC CAGGCTQGTC TTGAACTCCT CGGCTIAAGC NA1XXTCCTG 

ccitgacitc acaaagtgct tgantiacag gtgtgagcta ccacgcctgg ccATcnrrrc tkttctcaag gat cixjitia 

GTTITATATC TTTCK3TGGC TCA3ATCTAA TTIAGTTGAC AGTACCTGTG GCTCACTAGG TAGACATTGC TAGCAGACGT 
TTAGAAATGA AATACTAGAG CTTQGGAAAA AGTTSATATT TGAGATAGAG ACTTGAAGAA CATCAGCAGA GAGTIGCTAG 
TTAAGCTCIG TGAGCTGGTK5 AGCAA1TCAA AATAAAAGCA GAAGAGAAGA GGAAGACAAG GGTCAAC 

SEQ ID NO- 840: (Length of Sequence = 367 Nucleotides) 

GTACIAAAGC CATGCAGGAA GGAGGAAATA ATCAGTGAGC CACGGGCTGA AdTCTGGAA AAGAAATGGA GGGCAAGCTC 
ACAAACCAGT CCCIAACTGC TTCTAATTIA ATGTAATCCT CACTbTl'lGT CATIATTGCT TTTNATGGCC ATGAAATCTG 
TTTITCCCCA GTNCTCTAGT GTAATTTGGA ATTAATTTCC CAGCTGCTTT ATlTiTl'lCC TAGAAGAGTC GGGGACATIT 
TCAGGATTAG TAGAGGTGTIT TCIACAACAC CTTCATGCCT TCGATAGTGT GTAAGAGTTC ACXZAATTGAN rEAOCTTAIT 
CIGITCAGAA GIAGTAACTA TGGAGTTTAA CCACTCTGGG ACAIAAT 

SEP ID NO: 841: (Length of Sequence = 346 Nucleotides) 

TGGAAAGGAA AAGCAAAAGA TTGAAGAATA AAAACATTCT GTATTTGCCA AAACITOINC TGTAGCAGTA AGTGTGAAAC 
AAGlCTTGCTA CATTTTCdT TTTQCJITrrA CTTGGITGGG GCITITTTGT TTGGTTGGIT TIAAAGGATT TAGGGGATTG 
GCAACTCACT TTGTCAGATG TCAATGAACA GAAAACCIAA GAAAAAAGGT AGCAAAAGTN CTGCTQGCCC CAGATGGATT 
TINCCTXAAG TAATITCCTA, ATCATTAGIT ACAGCTCTGT CTCAAAAGAT GTACATAGAA ATTXAEGCTA GATTCTIAAC 
ATCTITCCTT ACTGTCTGCA GAAATG 

SEQ ID NO: 842: (Length of Sequence = 326 Nucleotides) 

GTTCTITCAA ACAAACGAGA ACAAAGACAC AACATACCAG ANTCTCTGGG ACACATTCAA AGCAGTGTGT AGAGGGAAAT 
TIATAGCACT AAA3GCCCAC AAGAGAAAGC AGGAAAGATC TAAAATTGAC ACCCTAACAT OGCAATTAAA AGANCEAGAG 
ANGCAAGAGC AAAGACA1TC AAAAGCIAGC AGAAGGCAAG AAATAACTAA GATCAGAGGA GAACTGAAGG AGATAGAGAC 
ACAAAAAACC C1TCAAAAAA TCAITTGATTC CAGGAGCTGG TTCTTGAAAA GTTCAACAAA ACTGATAC2TC CACTAGCAAG 
ACIAAT 

SBQ ID NO: 843: (Length of Sequence = 380 Nucleotides) 

GGCCTTCAAA TTACAAAAAG CAATTTACAT TATACTAATA GTTCATCTIT ATAGTACAGG AACAAGAATG AGTTAAACTA 
AATATTCCAA ATCAGTACAA GTNATTNOCT TlTl'mTlT TTGAGACAGG GTTCTCACICT CTCACCCAGG CICTOITGCT 
TICTCATCCA GGCTGCAGTTG CACTGGAGTG GTCACAACTC ACTGCAACTT CAGCCTCCTG GGCTCAAGCA AGCCTCCCAC 
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CTCAGTAGCC TCCCACTCCT GATTAGCTGG GACTACACTG AATCIGTCGC CATSCCCAGC CTAGT3CTAT TTTTAACAGA 
TAANTAAGAA TGGAGCTAGT GGCAGAGCT3 GAGTGAGANG AGAGACANCT AAAATATAGG 

SEQ ID NO:B44: (Length of Sequence = 257 Nucleotides) 

TITCCCTCTC GTTGCCCAGG CTGGAGTGCA ATGGCGTNAT OTAGCTCAC CACAACCTCT GCCTCCCAGG TTCAAGCAAT 
TCTCCTGCCT CANCCTCCCG AGTAGCTGGG ATTACAGGCA TUITCCCACCA OGCCIX3GCTA ATIT1NTATT TAACTAGAGA 
TGGGGnTTCT CCATGTTQCST CAGTCIGCTC TCAAACTCCT GACCTCAGGT GATCTGGCCA CCTCGGCCTC CCAAAGTGCT 
GGGAXTACAG GICTGAG 

SEQ ID NO: 845: (Length of Sequence = 420 Nucleotides) 

CTACACACAT CTTGCATTAC CK3GCAGIAA GdTGGAGAG TAAGTTTTCC AGATGCAGAT CAGAAGAGAT TAGGAAGAGC 
TITCCAGATC ACOGCAAGTA Tl'lXJI'ATTTC ACTCTAAATT AAACAGAAAA CCCAGGAAQG CTTTTAGGCA GATAAATGGC 
ATTATITAGT TTCTGTATTr AAGTCATCAT TTAGGTTACT GGGGGAGGCT GCCCIXiAAGT GGATCAGAAG TAAAAGGCAG 
AGATACCAGC TAGGAAGCIG TTGCAGTGAG CCAGCTGAGA AGAGAGGGCC ACCTGGACCA GCTAGAAGCA GTACAGGTGA 
AAAAANTCAG ACACTTCCAA ATCTTCCTCA AGATTINATA CATTATTIGG CTGGGCACGG TGGGCTCACA CCCGTAAATC 
CCAGCACTIT TGGGGAGGCC 

SEQ ID NO: 846: (Length of Sequence = 215 Nucleotides) 

GNCTOGGTT3A CAGACTGACC CICTCTCAAA AAAACAGTGA TICTITGTAA GGAAATTATT AAAACCTR3G TTCAATATOC 
AATATCITAA LTJ.TAAATTT TCAAATACTT CAAAACTAGT AAGTATTACT ATGTCTAAAG CACACTGCAG TCCAACGGAN 
TOJCTGAGCC ACATATATAA TITTAACTAG GCCAGTACTC ACATTAATAA GAAAA 

SEQ ID NO: 847: (Length of Sequence = 266 Nucleotides) 

ACACGAAGAA 1CTCCTTCAT CGCCAAACAG CTTTCAGAGA TAGATGCITT GTTTCCAATC GAGCATCCTA TTCCAGTCTA 
CTGNACATAC TGTTCCACCTC CTCTTIAGGCA CdTTATGAA GAGATNAAGN CACTGGCATT TCAGTGGGAT TTTAAGCATT 
TITAATAGCT TCATCTACAG CATGCTGCTT GCTQOACAAT CAITAATTCT NOGATATTTC TCTAGCITCA NTCTAACCGN 
TTEAAGAAAG GTTCTCAAAT GGOTTG 

SEQ ID NO:848: (Length of Sequence = 275 Nucleotides) 

CNCCTOGGTC CCCm'i'AAA AATEALTITI' CAGCCGGGCA TGCTGGCTCA NGCCTTGTAA TTCCAGCACT TIGGGAGGCT 
GAGGTTGGAG GNTCACCTGA GGNCGGGAGA TKSAGATCAG CCTGACCAAC ATGAAGAAAC CCCGTCTCTA CTAAAAATAC 
AAAAATTAGC 03GG03TNGT GGCACATGNC TCIAATCCAG CIACKX3QGT QGCTGAAACA GAAACCACCA AOGNCTSACC 
TCAGGGAGAT GTCTAAGAGC TTCTGGCATG CCTCA 

SEQ ID NO: 849: (Length of Sequence = 318 Nucleotides) 

QGAATTTTNC TAGTGAGGAG TOGAGGAAQG GGGCC1X3CTG GAQGAGTAGC AGCOTITOCA AAGGCCCTGA GGCAGGAATA 
CCTGGGAAGT GGGGGCGTGC TTGTNTAAGA TGAGGCTAAA GAGGAAGGCG AGGCTTTACT TAGGAGGAAT GGGAAGCCAC 
TGAGTGTIAA AATTAAAAGC AGINGGGGCT GGGCACAGTO GCTTACACCT ATAATCCCAG TACTCTGGGA GGCCAAGGTG 
07IX3OTTCAC CTCAGCTCAA NGAGmNAG ACCAGCCITO CCCAACA7TG GGCTCTACTA AAAGTACAAA AATTAGCT 



SEP ID NO: 850: (Length of Sequence = 320 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



24 7 

A1CTCTGCCA ACTCAGGAGC AGGGCAGGAA TCAAACTTTT TQGAGTTGCT ATCAAGTOCT TGATTTINCA ATCCCAACCG 
TCOGCAGAAC ACTAGATGT3 TGNATOINTG CTTCJICTGIX3 CATTIGTAGT AAAGAGGGGG TTGAGAAGTG GAAGGCAGAG 
•NCAGGAGTNG GCATCTACCA NGGCATACAT NAAAGACCCT TACACCAACA CTCCCCTTCC CAQ3AATCTG AGTGTAATCT 
GCJnTCCTAA AACCCTGGGC TGCAGTCCAG AIAGTCATGG TTAGANCAGA TQGTTGR13GA AAQGTTCAAG GCAGTAGGAT 



SEP ID NO: 851: (Length of Sequence = 170 Nucleotides) 

CA3CCAAGAT ACCAAGATAT ATGAGGGAAC ATTTNNTTTA ATAAAAAACA CAAAACCACA AATCCAAGAG GCTCAGNTAA 
CCCCAAGTTAA AATATATACT AAAATACAAG NAAAAGGGAA AAAATGCATG NACACACACA TATAGGCATA TCATATTCAA 

ACACTTGrrrA , 



SEP ID NO; 852: (Length of Sequence = 256 Nucleotides) 

CAAACTEACAC ANGTGTATIT ATTACATTIT GCAAGCACTC TCTTCTACAT TTCAAAAACG CCACCNTCAA GCTGTTGQCA 
CATTTATGrA CAAAACAGAT TAA3TGTAAT GCCTGCXACA AAGCACTCTG TGAAAATACA AACTCTAATA CCAGAAATAA 
AAGCCAAAAG TGTCAACATC ATTACATAAG TOGAAAAGTC AGTTTINGAA AITATCACAA ACICTTATC3T CACGGAACTG 
AAATACTATA ATATAG 



SEP ID NO: 853: (Length of Sequence = 281 Nucleotides) 

GTDVJGTNGIT TCTCTTCTCT TGCTGCITCT AGGATATTIN ATCCTTCACT TEAGGGAGTT TGATTATNAA ATGCCTTGAG 
GTGATATTCT TNGGGITAAA TCGGCTTGGN GTTCTCTAAC attcttatac ttagatattg atatctcctt CTAGGTTTGG 
GAAGATCTCC OTDGCTATTC TTTTGAATAA GC1TTCTACC CCATCTCITT CTITATCrCC TCTTTACAGC AAATAAAGTT 

TTAGAOTTGC catttinagg ciattttcta gaccctctag g 

SEP ID NO:854: (Length of Sequence - 255 Nucleotides) 

- TCICTCCAGG ATTATTACCA GCTAAACCAN GTAATGGAGG TCTATGCCTG ATGAAGAACA CCICTAAAAG CTGGAAAATC 
TGGCICTCIT CTCAAATGGG CAGATACCAG CACAANGATA CAAGGATTGT AAAGACTCAG AATCATOITA CTTCCAGAAG 
AAACTANATA AGNTCCAACA ATGAACACAA NAIAATANAA CTOAAGGANA TITCGANAAC ANTGCATAAA CAAAACAAGT 
TTAATCAATG ATTAG 



SEP ID NO: 855 : (Length of Sequence = 333 Nucleotides) 

ATAGCICT3G TQGTAACCCA CCAGACTGAG CATCCTTNCT TCTNAGGATA GACGTTGGGT AGTGGGATTG GGGAGAGGCA 
GGACAGAGGC TTCX3GTTCTG TCTCTCTAAT TCA3TGT1TC TTAAAAAGGA TTK3GGCTTA CAAGTTTCAA ATACTAAGAT 
TINATAAAGT CACATGGATT TTAAAAAATC ACTCERTCCT ATCTTIGAAA CA1TCCATAA TTEAAATAAA AGGA3TGGTA 
TIATATATGT NCTTGAGTTG CTATAA3CTT TTACX3GTTTT CXTTTTGCTTC ACTTTTGAAT TNTNCGAGGA TCTCCTGQGG 
GAAQTITCAG TCG 



SEP ID NO: 856: (Length of Sequence = 230 Nucleotides) 

TTINAGACAA AGTCTTGCTC TGTCACCCAG GCTGGAGTGC AGTTGGCGCAA TCTCGACTCA CTGCAACCTC CACCTNCTGG 
CTTCAAGCNA TTCTCCTGCC TCANCCACCC AAGTAGCTGG GACEACAGGC AOTIGGCACC ATGCCTGACT AATTTITICT 
ATTmTTTA CTAAAGACGG GGTITCACCG TGTTAGCCAG GATGGTCTCG ATCTCCTGAC CTCATGATCT 



SEP ID NO: 857: (Length of Sequence = 334 Nucleotides) 
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AAAAACAATT AGTAAAAATT ATGCATTAAG GAATTATTTA CIAGACTITC TGGAAGTAAA AAATAAGTCA GCTCGTTTTC 
CdTTGANTT CCTATATATT AAGGCAGAAT TCTCTATACT GTCCACCAAA ATCATAGTTA CAACTGTTTA CTTGAAATGA 
TTTATATACT GCATTGACCT GGCATGTXAA TATTTNCCTA TAAATATCAC CACTTATCCC CATGCCCTAA AGCAGTTTTT 
TTAAACCCAT TCTTTCITCG AGAATAATTA TAATACdTA AATACAGAAC TTCGGGrTCC TCATCTK3CC ATAGCCATGT 
AGCACAGCCA CTGA 

SEP ID MO: 858: (Length of Sequence = 301 Nucleotides) 

GGAGAAACGC CTAATGTAGA TGATGGGTTG ATGGCTGCAG CAAACCACCA TGGCAOGTGT ATACCTATGT AACAAACCTC 
CACGCTCIGC ACAT3TATCC CAGAACTTAA AGCATAATAA TAAAAAANTA AGAAAATQGA AATTGATTTT AAAAATTCTT 
ACAATGTGCA TCAAAAGACA ACATIAAGAA AATTAACAGA NTGGAAGAAA ACATTTGCAA ATAATTTATC TGATGAGGGT 
TTAATATCCA GAAAATATAA AGANCTCCTA CANCTCAACA GCAANAAAAG ACAACCCNAC T 

SEP ID NO:859: (Length of Sequence = 332 Nucleotides) 

TGTCCTCACC CATAGAGCTA TCAGAGGGTG CCTGCNATTG GCAGACCCTT TACATTTCCC 1TIAATAAAT CACITCCCTG 
CCAAGATCTC TGTCAAGGIT TGAGAACTCA GAGCATIAAG TTATTTMCAA TAAATGGTAT GTACATGANC ATCAGCAAGC 
TCCAAGAAAT GACTCGAGGG CCTTTOACTA CTCAGAGAAT AAAGCAAAAA TCCCAGGTIT TCACTGCTIG TCCITICTGC 
CAGGGATTTG GAOCTGTTTT TPCTITAAGTO CCAGOGTTGA GCTATOTTCC AGAAGATGGA GCCITCCAGA AATTAATTGT 
AGTGCTTGAA GG 

SEQ ID NO: 860: (Length of Sequence = 233 Nucleotides) 

AAAOGNTATG TGA'iTITAGC ATTACAACAG TAATTCAGAA ATATCTCANN T3TTACATTG ATGTCATCAN TATTACAAAA 
AAGGAAAAAA AACTGACAGG CAACAGTGAA GAGCACCAGA GACCCAGOGC ACACCTAAAG TAGACCATGC TTCLTrCCIT 
CCACIGCCAG GTTATCCTCC CGGGAAGCCC (XCACCCCCT CGCTr.TCCTC CTCCGCTITC CCTAAAAAAA NNG 

SEQ ID NO: 861: (Length of Sequence = 327 Nucleotides) 

GGGCAGCTGT CAGCGCCCGT TTCACCGCCA CCTCGCGGAC ATGGTGATCT CAGAAAGTAT GGATATACTC TTCAGAATAA 
GAGGAGGCCT TOATITGGCT TTTCAGCTAG CTACICCTAA TGAAATTTTN CTCAAGAAGG CACTGAAACA TGTNTTGAGTr 
GACCTGTCAA CTAAGCTGTC TTCAAAOGCC CTICTGTTTCA GAATTTNCCA CAGTTCAGTG TATATATGGC CTAGCAGTGA 
CATAAACACC ATTCCTGGAG AACTGACTGA TGCTTCTGCT TGTAAGAACA TACTGCGCTT TATTCAATTT GAGCCAGAAG 
AAGATAT 

SEP ID NO:862: (Length of Sequence = 378 Nucleotides) 

AATCAGGTCC ACATTGTIGT CCTGGAT5CT GAGTTTGCTG AGGGTTTCCA AGACCAGTCT CTGOGGGGAA AGGACGGCAT 
TGGGGCCCAG GGTGGAAAAG GGCTCCTGGG CITCANCTGA AGGGCAAACT GCCCAGTGTA GGAGTCOGTC CAGGACAGGC 
AGGCAAATNC TCTCGGGGTA TGGAGATAGG TCCAACIGCC CCGAGATCTT GGCGACTGTA ACCAAGGTGT TTTCCCGGAG 
CATCTCCAAG CAGTCCCACC ACCACTCCAC TTTTITGCAG CTCACCCCTT GGGTCCTGIT CCTNCTCCIT TTCATAAGTT 
AGTGGTPGCCT GCTTTCOGGT TCTGGGTGCT TTGTGGCTGC AGCAAGGATC AAGCTTTC 

SEP ID NO:863: (Length of Sequence = 374 Nucleotides) 

TCAAATTAAT GGTl'l'IATTT CCATCTGTAA CACTAGCAGA GGAGTCCAAA GCAGACTGAT ATCCATGGAT ATAGTTTAAA 
TGTAACAAAG AAAGAGTTGA ACTATOTACA TTGAAAAAAG GAAAGACATT TTTOCATACC AACCTTTCCC TAGTTTCGCAG 
TTTCTGAATA GTAGAAACAA AACACATTIT TAAATdTTC TATCAATTTA ATTTAGGACG AAGTAACACA ACITITATAA 
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TTAACCACTG AACTNCTCTT TAAGGACAAA ACTTAAATTT TAAAATGGGT GTIACCA.TAT TTNATCAGTG GACTGACTCC 
AAGGTTCCCT TGCTCCAAQJ NTGGGCATOG TGACA1TCCC GTGA3GCCCA GAGG 



SEP ID NO:864: (Length of Sequence - 223 Nucleotides) 

AAGGGGATAG AGCAGACACT COGCAGGTNT CTTGAGATTA TCATCOGCTG AGGGTAGAGC TGAGGCTGGA AQQQGAGINA 
GCAGACACTC GGAAGGIGTC TTNAGGCTCA GGGAGITATC AATTATAGAA TCITCITCAG TTGGAGGAGG TOGCTGCTQG 
CCCATCCT3T 'lTlTl'AAAGT TTCANCICTG AGGTAGGGCC ACTAGGGCAA TCCTGAAGAA TGG 



SEQ ID NO:865: (Length of Sequence = 228 Nucleotides) 

GAACCOGGGA GGCAGAGGTT GCAGTPGAGCA GAGATCACAC CACTGCACTC CAGCCTGGGC AACANAGCAA GACTCCCTCT 
CANAA'ITITN CCAAAATCTG ACGGAAAGAA AAGAAACAAA TCGTTCAGAT GGGACGGAGG GTOGGGGAGG GGGGGAGGCT 
GAGTAGGAAC CAGGAGGGCT GCCTGGQGTG GGGGAATAAN TTAAAAAAAG GAACGAGTIA ACAACAGC 



SEQ ID NO:866: (Length of Sequence = 328 Nucleotides) 

GCACCACGTTC AGAGAGGCCC CAGGCCACTG AGCCOGGGAG GAGACCCAGC CGGCCAGCCA GATCTOIGCC TGANTGCCAC 
AGACTTCAAG CAGITTACAA ACGAAACTCA CIGTIAAAAG CIGTTAAATC TCATIAAAAC AGTAGAOGAG TGCITTAGAT 
TCTCTGAATA TCAAATAATA TATACAGAIA GACACTGAGA CATGACAGTC TAATCTAAAG CATCTITACA GATGCATTTN 
CITGAAAAGT TAGTICTTCIT TTTAACICTG AATCAGTGAT AAAAITCTTA ATTTGCAAAA GAGTACAGTT TTAAGCAAGA 
NTAGACTG 



SEP ID NO:867: (Length of Sequence = 361 Nucleotides) 

GITICATGGC ATG1NAAAAT TATGTGAAAT TCAAATTTTA GTCJTCCCCAG TTCTACTCGA ACGCAGCCCC XAIGTGGTTC 
ATCINTIGCC TCCAGCTCCT TTCACACTGC AGCAAAGCAG GGACTCTAAC GTACACCOCA CGGCCAOGGG GCCTAAAATA 
TTTCCTATCA GACCCTTAGA GAAAAAXATG COGACCTOQG ATCTGACTGA GGGTGGGGAC TTGGCTGAAT GCCGGCCAGG 
AGTGACATCA AGGG1TTGAA GCAGACCCTC TCTCCAGGAG GGAGCGGAGG CAGAGCAGGG ACACTAGTNA GGAGGCCATC 
TCTGCTGACT TAGGCAAGGT GAGGAGGAT3 TAGGAGGCAA G 

SEQ ID NO: 868: (Length of Sequence = 364 Nucleotides) 

AAAGCAGCCT TCAGGCTACT CTCTCITOC2tf TCOTGCTCT GGGGAAGAAC ACTCAAGCAG CTCTAGAAAA ACTCCAQGTG 
GCAAGGAATT GIGCTLTl'lT GCCAACAGCC ATGTGAGTOA TCCATCTTAA GAGTGGNTCC TCX^GCCCCA CTAAAGTGTT 
CAAAIGACAG CAGCCCTGGC TAACAXATIG ACTGCAACIT CATCAGGGAA CTTGAGCCAG AAAAACTCAG CTAACCTGCT 
CCTAAACTTC TGACCCACAG AAATGCTGAG ATAA1GAATG CTTGITTTAA GCTGCTAAGN TCTGGAAXAA TITCTrATTC 

AGCAGTA£3sIA taactaatac aangccaccc aagnatcatt tccc 



SEP ID NO: 869: (Length of Sequence = 383 Nucleotides) 

AGOGACAGAC AAGIGAGCAT CACTACCAGA GCTCTGCCTC CTGTCAGATC AGTAGCGACT TTAGATTCTC ATAGGACCAT 
GAACCCTCTG CATCCGAGGG ATGTGGCTIG CACACTCCTT ATGAGAATCT AATGCCTGAT GATCTGAGGT GGAACAGTTT 
CATCCTGAAG CCATCCCTGT GCCCXTACCT GTGGAAAAAT TGTATTCCAT GAAACCAGTT TTTGGGGCCA AAAAGATTGA 
GGAOOGCTGC TCTATAAGAA ACTA1TACTG AAATAAGGTA TAAAGTCTTT ATCTTACTTA TATTIATATC CTTCTATOGIG 
TCCACACACA AGGTGdTIT TACACTEAAG TTGTTAAACT AAAA1ATTNC TTTAAACTIT AAT 



SEP ID NO: 870: (Length of Sequence = 409 Nucleotides) 
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CAGCTITGCA AATCAAATAG AATTCATITT GOCTTCCNCTN ATCTTACAAC TATTCTCTGG AGTAGGCAGG CIX3GTTGAAC 
TTCAAGAGAA GAGGOGTTCC TGAGAGCCTC CITGCTGAGC TTGCACACCT GGGGGCCAGA TOTNCITTGC CC7TXXTPGCA 
AAGCCTCTCT ACTCTGGTGC CCAGAGAATA CAGCTTCAGC AGCAGCTCAC TTTCClTi'lN AGTTTAGATG AGAAAAAACA 
GCAAAATAGT CCATCAAGGA CAAATTC7ITG CCAATCGATT TNCITITGGA AGGAK5TTCA CCTnO^NCC TCAAGCATCA 
TCTTTAAGTT GTGAATGCCT GATGGGAGGT CCAGGTTGGN CICTGGGAGG AGCINQGGCT GGNTTCCAAA ACCACCIX3GG 
GACCACTGG 

SEP TP NO: 871: (Length of Sequence = 290 Nucleotides) 

TCTTTGCATT GATAGATTAG TTATTTATCC CAGTNCTCTC 1CTCTGGCIT GTITTGGrriT TOATTGCATT TGiTIGCTAG 
AGATTCGTiT TAGTTTINCA ATTTCITICT CTGTACACCT GCCCCTCCCC CACCCCACCA CTGGGTTACT ACCTCCTTIT 
TGGCACTACA TCATGCCTTA AGCCCAGGNT TGCCTAAGCT TTCATAACAG ATCCCAGCAC TGCICATCCC CAGTGGTCGA 
QGINCTAAAT GGGATAACCT GATACTCTGG GAAGGCTGGC TGGGGGTTGT 

SEQ ID NO: 872: (Length of Sequence = 313 Nucleotides) 

AAAACAAAAC AAATTTAAAA GCACTCAAAA ATAACCTCAA AAAGAGACTA GTGAGTGTCC CTTAAGGAAA GCCCITCCTG 
CAGATTCCCA CAGAACTCGG CCCAGGCACT TAACCTCCAT CTCAGCTCTG GTACAGCTCA CTTCCCTACAG TCTCTACCAA 
ACTCTTATGC CTGGNCTGCT GATAAATTCT ATTTATCTCT GAACCTCAAT TTATTCAAAT CTAGTITATGA TATATCATAG 
TGCTTGTAAT TGTTGTAAAA TATAGANCTA ACATACAGCA TXJIGTCTACA CQ7ITAATAA ACTGGTCCTA ATT 

SEQ ID NO: 873: (Length of Sequence = 300 Nucleotides) 

TAGTAAACAA C7TATTACITC AACTGATACA ATGGCTACAT GACATCAAAG TACTATAAAT NATCAAAACT ATOGT. .CAGA 
AAAATTACAA ATTCCTTTGCA AAATACATTA TACTGCTACC ATTAAGAAAA AACTGCITIT NGTTTTCCIT TCTTTCTTIT 
, m . mT1Ti , . YTTIGCCAGA AAAGTATTCT 1NCAATATAG AAAATCCTAC A1GTTACCCT GCATCT3GCT AGGNTATATC 
ATAACGGAGT TTGTACTGAG TCCTTCIGAT TTGCTGGATG AAGGGCTGAA AAAIATATTA 
SEQ ID NO: 874 : (Length of Sequence = 364 Nucleotides) 

GAGTCATIGA TGCTGAGAGA TTG7INAAGAA TATACTGACA GCATCCTIGT AGCIGCATCA CAGIAAATCG GACTICIGAA 
TCAAGCAGCC CAGCCTAGCA GCTGATAAGA GTGAATGTAG GTGAGAAGCA TVACCVTATT CCTGTAACAA GAGAACTGTT 
TTGTGATAAG TGAAACTAGG AATGTAGAAG AAGAAATATC CTATGGCTAT TATAAAAGAN GAAGGACTTG CCTGANTGAC 
TIGGTGGTGC ACCAGAAAAT AACTTTCAGA AGAATCCTTT CTGITAAGCT GCTGCATTGT TCCTGGAGGA AATGTTATTT 
CTAATGCATG TTATTTCTTC AAAAGATAGG ATAACAAAGA ATTG 

SBO ID N0:B75: (Length of Sequence ~ 341 Nucleotides) 

ATCAGTCCAA TGCAGA7TAG TATCACTTIG CTCATAAAAG AGAGTATAAA GGITCTIGAA GTi'ITlGAAA GGAGCGGCIN 
AGCTGACTGT TAAGGAAGCT ATCTTITGTC TACAAGAAAT TTATAC1T1T CCCTTCTAAA TTTCACAAAC AGAATATTAT 
TAGAGACAAC AGAATACATT TACAAAAATG GCATCAGAAA TAATTGANTA CATTGTGTAC AATATCINCT ATTAATGAAA 
TAAATGTATA TTINATATGA TATTTGGTCT TTATGGGAAA ANTAATATAA TTNCCAATAT TCTAAGGNTG ANCAAAGNNG 
GTTIACAAAT AGCATGCAAG G 

SEQ ID NO:876: (Length of Sequence = 327 Nucleotides) 

GTITCANdT GTGGGTCAAC TTCTAATATT TGATGGTGGC TACACTGTGA CAAGAAAGGT TITTNAGCTT GTTGGGGTCA 
CTGGATGGGC ACAAGGGCAC CCAGIGGTGG TCCCCGGNCC AGGGAGGAGA ATACATTGTA GAATATAAGG TFIGGAAGTC 
AAATTATAGT AGAATGTGTA TCTAAATAGT GACTGCITTG CCATTTCATT CAAACCTGAC AAGTCTATCT CTAAGAGCCG 
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CCAGATTTCC ATC7ICTGCAG TATTATAAGT TATCA3X3GAA CTATATGGTG GAOGCAGACC TTGAGAACAA CCTAAATEAT 
GGGGAGA 



SEP ID NO: 877 : (Length of Sequence = 404 Nucleotides) 

A3TTQGCTCC TGAATCTTGC AGAAAACK3G TTITGTACAC TOGGGAAQGA GAGAGTGAAG ACCCTCCAGT TGGTTCCTCA 
GTCAGCTCOG TTCTTGGJXIT OGCTTTCTTG CAAllTmT CCTCCCCTGG CCCTTCCTGT GAGGGTTAAA AGGGOCATCT 
CCAAGCCAGG TGGAGCCCCA ATCCCATIX2A CCAAGAGQGC AAGGTATOGG GTCACCTTCT CA3GGAAGCC CTCTTCCTAA 
AGGAGCOCAA AGGGGACACC TGCAGAGGGC GGGCICTGAT CTGTGTGIGA ACTTCAACAA AATCTCAGGT TACTATTTCT 
CCAA37ITCAG TIGAACCAOG ATCTGGTATA CACEACAAAA TGCAGATTCT GCTGCCCCTC TCCAAGAGTC GGCCTCAGTT 
AAAA 



SSQ ID NO:878: (Length of Sequence = 340 Nucleotides) 

TOTACCGCTG TGCTGTTQGC AOGAACACCT TCAGGGACTG GAGCTGCTCT TATCCTTGGA AGAGTATTCC CAGTTCAAGC 
TGAAAAGIAC AGCACACTGC AGCTTTGOTT CATATTCAGT CATCTCAQGA GAACITCAGA AGAGCIT3AG TAGGCCAAAT 
NTTGAAGTTA AGTTTPOCAA TAA1CTGACT TCTTAAAACT TITATl'AAAG GGGAGGGGCA AATATTGGCA ATIAG7ITGGC 
A3TGGCCT3T TAOGGTTGGG ATT3CTGGGG TGGGTTTAGG TAA3TXJITTA GTITATGNTT NGCAGAIAAA CTCAT3CCAG 
AGAALT1TAA ACTCTTAGGA 



SBQ ID NO: 879; (Length of Sequence = 372 Nucleotides) 

GAAAAGATAA TSAAGGAAIA ATGCAAAGCT GAAGGCTGTG CCAGATGTAA GAAGTGATIA TGAAGGATAA AAGAAAAGGG 

CITTCCAAGC AGGGAAGAGG catcagagag aaaaccaatt ctigagccag tattctgtca cagggacatt 'iuivitintc 
CTTEAATCCC cagtaagggt citctcaggt tccattaaac atgcagaatc acaagacccc cccaaactta ccatgctgcc 

AACCGACTCA AAACAAIACA GACAAGAAGC TOVGCTCATC AGGAAGGCTG CAGCAGGCAT ATGGGAACCA TCTTGCTCCA 
CAAAGGACAG CTNAGATGGC AAAGATCCCT ACAAGGGTCC ATATCCACGG GG 



SEP ID NO:8B0: (Length of Sequence = 405 Nucleotides) 

GAGCTAGGCA CCAGGCA3TC TCTGAGGCOC CAGGAGTTXA AGAAATGAAT 1AAATATTCT CCCCK3CCCT C1TTGAACTG 
ACICTAAOGA GGAGACTTAA GANTTAXIUT CTAATCTCTA GnATAXTTN CTGAATTTCA GAGCTTAAAT ATTATACTTC 
AACATOACTC ACACCTTTAT TTATATOITG GTTIGTCTCA GCICTCTTGT GGCTIX3GTGG AAGGAGACCA CACATACATA 
CACACAGAGT ACATACATGC TGITGATOIT ACACACATAC TCACACCCCA CAAAGTGAAG CTCCATGCTC ATTTTGTTTA 
ACAAAGACTA GAGAGGCCTT GCAGACAACA GCTACCTGGA GCAGGAACAA CTGAAGCATG TTTCTGAACC ATTTCTCAAG 
TCACA 



SBQ ID NO:88l: (Length of Sequence = 336 Nucleotides) 

GTCTITOCAG TCMAAGTCC TTGAAGCTGG GACCCTTTGA AAGICTCTCA CTXACATGTTT GTTGGTAGTG GCTTGTTTIX3 
ACOGTTTCAA AAAAGGAAGA AAAAAOCACT TAAATCATTT TICCTTTCTC TTTTCTACTG CAAAGGCCGA CGAGATTGAA 
ATGATCATGA OQGACCTTGA AAGGQCAAAC CAGAGGGCAG AGGTGGCTCA GAGAGAGGOG GAGACCTTAA QGGAACAGCT 
CTCATCGGCC AATCACTCCC TCCAGCTGGC CTCACAGATC CAGAAAGGCA CCAGAOGTGG AGCAGGCCAT AGAGCTGCTG 
ACCCGCTCCA GCCTAG 



SBQ ID ND:882: (Length of Sequence = 369 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



252 

TGCCATTAGC AACACTGTTC AGATGAGATA ATTAAGAAAA AAAGCCAATT GAATGATTSA GTGAA73ANT GATTGAAAAT 
CTITCCGAAG TTATAATAAT AATICTGATT ATO3GGGTCA AAGGAAAACC ATTTTAGTCT AAAAGAXIGT ACACTATACC 

AAcrrrmcc caatitqgaa tgaaaaatta catitccaaa ccatgtagaa atictganct ctttgaaata tttccttttg 

TGGGAAAGAA CCAGAAATTC TTTGTCATAT GTACCCATIT ATCTTATITN AGTTACCCAA CCAAAAGA7A AAATAATATT 

CTCAAAGAGA taattgactg gaggagtcta aagtgtctat aaatattag 
SEQ ID ND:883: (Length of Sequence = 369 Nucleotides) 

CTGCCATAAG AATATCAGCC TGGGGGCAGT CCAGACGCAG CCCTTKJTCA TCCTITCTCT TIGCCTAGTC TCAGCAGACT 
GTGATCACAA GGCATTCTCT CTGGGATTIT NCXTITCCCT TTCITCATCT CTCITCTGGT TCTAGGITCT TTGCTTGTTC 
ATlXaTlATGG TGGCXTITOA TITTAACGCC CCITGAGCCC CATGATGGCT QGIGTCACCC TGTTCLTITA CACTGTTGGG 
OCAQCTGCTG CTTGTCCITC TTAGGGCATC ATCAATTGCA AATATITCCT TITGCTCCCT TTATGAAGAT GTTCITATAC 
CCTTGCTTTT CCATATTITT TNTGGGCCAA GCAATGCCAT OTJCTTITA 

SEQ ID NO: 884: (Length of Sequence = 327 Nucleotides) 

AGTTCATCTT TTTCCAGAGG GGTCTGGGTG CCTTTAAAGG GCTGCAGGCC GAAGAAGATG CTGGCITGGG GAAACTGGAG 
CTGAACITGG ATTCAGAACT CTGAGGCACC GGGATGGGGA TGGGAATAGG GACTGGCACA GGCAAGGGGA CX3ATTACAGG 
ATACGGCACC AAGAGGGTGG CTGGTGGGAC CAGGGGGGAC AAGGGGGAGC TAAAAGGCTG TGGGGGGACA GGGGCATAGC 
CAGGAGGAGG CTGACAGGGT GGGGGCCCGA GAGTGCCCTG GGAGGGAAAC AAATTCITGA GCACAGCITC AAATGGCAAA 
GTIGGGCT 

SEQ XP NO: 885: (Length of Sequence = 380 Nucleotides) 

CCAAAAGCTT ATCCACCATG ATCAAGTCGG CTTCATOCCT GQGATGCAAG GCTGGITCAA TATATGCAAA TCAATAAATC 
TAATCCAGCA TATAAACAGA ACCAAAGACA AAAACCACAT GATTATCTCA CTAGAT3CAG AAAAGGCCTT TGACAAAATT 
CAACAAOCCT TCATGCTAAA AACTCFCAAT AAATTAGGTA TTGATGGGAT GXATCTCAAA ATAATAAGAN CTATCTATGA 
CAAACCCACA GCCAATATCA TACTGAATGG GCAAAAACTG GAAGGATTCC CITTGAAAAC TGGCACAAGG ACAGGGATCC 
CCTCTCTCAC CACTCCTATT CAACATAGCT CTTTGGGAAG TTCTGGGCCA GGGGCAATTT 

SEQ ID NO: 886: (Length of Sequence = 400 Nucleotides) 

GGGATGACIT TAAAOGAGAG CTGGACAGTA TIACTCCAGA AGTCCTTCCT GGGTGGAAAG GAATGAGTCT TTCANACTTA 
GCTGACAAGC TCTCTACTGA TGATCTGAAC TCCCTCATIG CTCATGCACA TCGTCGTATT GATCAGCTGA ACAGAGAGCT 
GGCAGAACAG AAGGCCACCG AAAAGCAGCA CATCACGITA GCCITGGAGA AACAAAAGCT GGAAGAAAAG CGGGCATTTC 
ACTCIGCAGT AGCAAAAGCA TTAGAACATC ACAGAAGIGA AATACAGGCT GAACAGGACA GAAAGATAGA AGAAGTCAGA 
GATGCCATGG GAAAATQGAA ATGAGGAACC CAGCTTCGCC GACAGNAGGC TTGCCCACAC TGATTCACTT TCGGAGATCT 

SEQ ID NO: 887: (Length of Sequence = 363 Nucleotides) 

TAAAATAAAT GCTCTGGATG GGAGAAATGT GGAAGTTACT TTQGAACTOG ATAATAAGTA AAGGCTGAAA GAGTACTGAT 
ATACATGCTA AATAAAACCA ATATTTCCCT GAATGANCTA TTCAAAGCAA TTCTGGTQGG T3TTAGACAG GACATAGAGA 
CCTOGAGAAG AAGCTCCCAT TTTCATAAAG AACACAAACA ATCATGTATA GAATGTTGGT AGAAATATGA ATGCTGAAGG 
TCAATCTAAT GAACTCTTAG ATGGGAATAA GANAGCTIAT TAGACAAGGG AGAAAAGGTA ATCCTTGTTA TAAAGTGGCA 
AAGGAACTIG GCCTGAATTG TATTCATCTN CIAGTGCTIT CCT 

SEQ ID NO: 888: (Length of Sequence = 318 Nucleotides) 
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ATCTTGCATG ATTAATACTA TTQC3CCTG1N CCXTITTArCC TCAGCTQGTT GTACAATTCT TOAATGCTTT CTTCTTCCCC 
1GAGGATCCT ATAGATATTG TCCTACTG1N ATCIGAAATO AGTCGTTFIG GAGAAGTITC TCCATCCAGA TACCTATAGA 
GTCTOTCTTT TTITFITTTr TTTTTTmT ATATGCAAAC NCTCGCTGTA TTATTCAGGC TCATCTCAAT CTCCTGGNCT 
TIAGTGTIGT GACAGCTTTG GCCTCTIAAA ACTGCAGGOT TACAGGCATG AGCCACAGTG CCTGGCCATC AAGTAGCA 

SEQ ID NO:889: (Length of Sequence = 349 Nucleotides) 

ACAGAAATCT AOGTAGACIT CINCCAAATG CCACATGAGA GCAGTCGCftG AATACAGAGA GACCGGOGAC CACAGCAAGG 
AACTGTAAOG GCCAACACTC CTCAGGCATG CAGGCCTGGG CC2ACAGCAC AACGCAGAGT OB LT11T1 CT CACTCCAGCA 
ATTAAAATGA CCATGGCAGC CAGGCTTTCA TTAGGTTACT TTCAAAAACC ACCTTTGCTG GAAAAAATGT TTGCTAGTTT 
AATCTGCATA TACGGACAGT CATGCACCAC ATAATGATGT TTAGCTCAAC GATGGACCAC ATATTCAATG GCTAGTCCCC 

taaggttiat aaccagcata tutitact 

SEQ ID NO: 890: (Length of Sequence = 341 Nucleotides) 

GINGTAGGGG TTCGTAGGTA GGGCTAGEAG CTAGGGTTAG TAGGTAGGGC TAGTAGGIAG GGCTAGTAGG TAGGCHTCGT 
AGGTAGGGTT OGrTAGGTAGG GTIAGTAGGT AGGCTTCCTA GGTAGGGTTA GTAGGTAGQG TTCGTAGGTA GGGCTAGTAG 
G7EAQGGCTAG TAGCTAGGGC TAGTAGGTAG GGTTAGTAGT TAGNGCTACT AGGTAGGGCT AGTAGGTAGG GCTAGrTAGGT 
AGGGTTCGTA GGTAJ3K7ITC GTAGGTAGGG TTAC7EAG0GC GTCIOTCCIT CTTCCACCCT GGNTNCITCT AAAACNTTAT 
TTTACAAGCA ATAGGAATTT G 

SEP ID NO: 891: (Length of Sequence = 344 Nucleotides) 

GACCIGGCTG CGCACCAGGA CCGCNTGGAG CAGATCGCCG CCATTGOCGA GGAGCTCAAC GAGCTGGATT ACEACGACTC 
(XACAATGTC AACACCCGGTT GCCAGAAGAT CTSTGACCAG TGGGACGCCC TCGGCTCTCT GACACAXAGT CGCAGGGAAG 
CCCTGGAGAA'AACAGAGAAG CAGCTGGAGG CCATCGACCA GCIGCACCTG GAATACGCCA AGOGOGCGGC (XTCITCAAC 
AACTGGATGG AGAGOGCCAT M5AGGACCTC CAGGACATGT TCATCCTCCA TACCATQGAG GAGATIGAGG GCCTGATTCT 
CAGCCCAT3A CCAGTTCAAG TCCA 

SEQ ID NO: 892: (Length of Sequence = 367 Nucleotides) 
CTGGGCAACA TGGTGAACCC CATCTCTGCT AAAATACAAA AATTAGCTGG CTGK3GTAGT 
ACTCGGGAGG CTGAGGCAGG AGAATTGCIT GAACCIAGGA GCTGAGGIGG AGGTFGCACT 
AGACTCCGTC AAAAAAAAAA AAAAAAAATA TATATATAIA TATATATATA TATATTOKaT 
CTGCAAATGC CATTATTTCA TTCTTCTTTA TQGCTGACTA GnTTCCACT GT3TA3GTAT 
TGATTGATGG GCGTTIGGGC TGGTTCCACA TTGTTGCCAG TTGCAAA 

SEQ ID NO:893: (Length of Sequence = 220 Nucleotides) 

GCAAAATATT TATTCCAAGT TAGflTATTTT ATOCAGTAGT TTO^CCCTOG AGACTICTGA TAACCACATC 
GEAAATAATG ITATCAAAAT AATCTIAATC TFTGAAATCT CACAAAAATT TATATTITAC AATCCACCCT 
GCTGCAAGAN TAAGACAACA TTTCCTATAT CCAAATATTT TACAGCTGTA CCCAAAAAGG 

SEP ID NO:894; (Length of Sequence = 313 Nucleotides) 
GGGATIGGGA TTCTTIGGCT CTGAGGCTGT TAAGTCTGGA CIGATGCTGG AAACTAATAT CAATGTTTAA CAGGGTTGAC 
TCTCMTAAT GATGTGCCTA GCICTGGGTA CAGATGdTT GCACATTACT ACCCTCTA3T CTCACAATCT TCCATGGGGG 



GCCTGCCTGT AATCCCAGCT 
GAGCCAAGAT AAAAAGAGTG 
CTCX^ATCCC ATCTAGGTTG 
ACCACAGTTT ATCITCITGT 



TTTTAAATCT 
GAATATCAAG 
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A' lUTATUA GA. ATCCCdTIT ATAAAGGATA AAGCTGAGGG TCAGAGAGAC TAQGAAGCCT OTNCAGQCTG ACACAATACA 
AAGTGTCATA AATTGGGTTT GTACTCAGCC ACTCTGCTTA TTAACATCAG CAGTATGGTT AATGGGGTGA CCG 

SEO ID NO: 895: (Length of Sequence = 304 Nucleotides) 

GCTCTAGATT CACTTATGAA TCTAGGCATT ACTTAAAATT AACAAGATGC AGACTA1TAA TTTCITAAGA CAACAAACTG 
ATTTCTGTAA GTCTGAGCCC TATGFGGAAA GCATICTQGA ATCTTAACCT TTTTCTTACAC ACTCITCTOG GACGTATCAT 
ATAAATGTCA GCACTAAGTA ATOTCTK5IT TCTGGCTGAA TATTTTNCGT AGATCITTTT GAAGTTCACA TGACTTADGT 
GCATTTAAAT ATATATTCCC ATCCCTTACT TToTAATTAA GGATTINGGA ATATGGGITG TGGG 

SEO ID MP: 896 : (Length of Sequence = 337 Nucleotides) 

GCAAAGTATT TCATCATATG CATGTACTGT ACCTTATTTA GCCAGCCCCA T1T1U1TJXJG CITCTQGAGA ATTACAATAG 
CTGTTTTGAC TGTPGTATCA CATGCCAGGC ACTCTACICT GTATTATCTC ATCJTAATTCT CATAGTTACT GCATGCTCTA 
GCTATTTTOA TCCCCATJTTT ACAGCTAGAG AAACTGAACC CAGAGATCTT AAATAATITG CCCAAGTTIT TTC3GCTGATT 
ATACTCATGA AGATACTGAT ACTAGCATTC TCITGTCACT TATTTGCCAG ACAGAATTCT TIATTTITIA ATACATAATA 
TCCATTIACT CTTGAGG 

SEO ID NO: 897: (Length of Sequence = 316 Nucleotides) 

NATCACCTNA GGTCAGGAGT TCNAAACCAG CCIGGCCAAC ATGGCAAAAC CCCGTNTCTA CIAAAAATAC AAAANINAGC 
GAGGTGTIOGT GGTATGTGCC TGTAATTCCA GCTACTCAGG AGGCTGAGGC AGGAGANTCA CTTGAACAGG GAGCT3GAGG 
TCGCAGTGAG COGAGGTTGC AGTGAGCCGA GATIGCACCA CTGCACTCCA GCCTQGGCGA CTOAGCGAGA CCCTGCCTCA 
AATAAAGAAA TAAATAANTA AACTGGQGAA GrTTAGTGGTT TCTGGTGTAT TCAGAGTTGT GTACCCATCA CCCIX3G 

SEP ID NO: 898: (Length of Sequence = 200 Nucleotides) 

GAGATCTGGG GCTGGGGTAT GGATGATGGG GGGAAGGGCG CTCGCCTCIG CCACTGTCAG GGACCAGCCG GCCAACGCCC 
ACCOGNAAAG GTGTCTAAAA ANTTNAGCTT 1TCACCCACC TGCCCCTITC TTTCAATCCC A03CK7ITrC CTTTCAAAGT 
TCTGGGAGGA CGAACTCACC GAGGCGAGAA GTNTAACATT 

SEP ID NO: 899: (Length of Sequence = 264 Nucleotides) 

CTCT3TAAGT TAGCGGTCAT GTTTTCAGCC CCATGCAAAG GCGCAANACN TCAGACAGCG TGGTTCTOTN AACATOAGTG 
TCTGGTGCCT CCCAGGAGCA GGGATTINAG CNAGGCTGCT GACACATAAA CACACCCCCA CCTCCAGAAG CAGAGGAGAG 
GAGCCCAGGG CCAGGGCAGG TAGCTCAGCA AGGACCCAGC ATGCINCAGG TGGGGCCAGT AAGAGTCACT TCTCCAGCNA 
GGGTCAGAGA GGAGAGAGGC AAGA 

SEO ID NO: 900: (Length of Sequence = 265 Nucleotides) 

GCAAATGGTA AAAAACCAAG TCAGCAGAAG AAATIAGAGG AGAGACCAGT TAATAAATCT ACTGATCAAA TAAAGCTAAA 
AAATACCACT GACAAAAAGA ATAATGAAAA TCGAGAGTCT GAAAAGAAAG GACAGAGAAC AAGTACATTT CAAATAAATC 
GAAAAGATAA TAAACCCNAA ATATATTTCA NAGCTGAATG CTIGAAAGAA ATTIOTGAGA GTAGAGTAGT AACTGGTAAT 
GTTGAACCAA AGGTTAATAA TATAA 

SEO ID NO: 901: (Length of Sequence = 381 Nucleotides) 

CTTCTCTGCA TATAAAAGAG AACAGTCTGG NCACTTGAAA ACAGACACCT TOTGGTTTTC AATGTICTTGG TCAAACTGGC 
GATACAGCAA GGTTTGCAGG GTGAACACAG TGTOGCACAT GGAACACTTA TATATNATTT mSGITCTCC TATCTTGATG 
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CCAGGATGCT GTGTGTAGGC CTGGGAATNT CTGCITQQGG CAGACTIAAA OGCCASTGGA CAAAXAGGAC ACITGTEAGAA 
GACTTCACAG TGAGAACCTT GAAUvTEAAGA CTTCAGAGCA GCCACATCAG AGIACACAAC CATIGCAAAT GCACCACATC 
GAAAACCAAC TCTCCTOCTG TACTNCAGAC AGirCITICT GGCGTGGGGT CTOGGAAGCT G 

SEP IP NO:902: (Length of Sequence = 331 Nucleotides) 

GGTTCCCAGT GATCTCCTIT CTEATCACCT ATAGACAGCT TCCCTACAGG AAAAAAGAAA GCCAAACACA GACAAGCAGT 
ATCAGATACA ATGAGOGCCC TK3GGCCA3T AAAAIA1GAT TGTNTGCCCA AGGTOGCCTG GNCTGCAAAC AGCTCTCCAG 
AACCT3CAGC CAGCACAGAC CAAAGTCAQG TTK7INTCCT CTTCK7ITCA TGAACAAAGG 1TGMTCCAT ATCCT3GCTA 
TTGTCAATAG TGGCACTAAA CATOGCAGTA TIX3TAT3AAA AIAXNACAGA TTAGNCCCTT TAAATATGTG CACIATGGNT 
GATUIATCAA A 

SEP ID NO: 903: {Length of Sequence = 389 Nucleotides) 

AGCAATACTA AACATAAATG TAAAT1GGGC TAAATGCTCC CAATTAAAAG ACACAGACT3 GCAAGCTAGA TAAGGAACCA 
AGAGCCATTG GTATGCTGTC TTCAAGAGAC TX^TCTCACA TCCAATGACA CACATAGACT CAAAATAAT3 AGAT3GAGGA 
ACA3TTACCA AGCAAATAGA NAACAACAAA AAAXA3TTCT AAXAGATTTC TGCTTTTAAT AATGAAATAT GTCAAACTCC 
TATAAAAACT ATATGTAGGA AATATA?iANG TTEAIATATA ATTCATGTAA TGG3TTAATAG TAACTGAATA GCTAGTATTG 
AAXAACCAAG CTTCCTTTIG TTGTITTTGNA CAT1QGNGNA A3T3AACATG CTTAAAGCTA TTGGGAAGG 

SEP ID ND:904: {Length of Sequence = 285 Nucleotides) 

AAATCAAGGA CCGGTIAGAT AGATCATGGG CIAGGCAGGT GGGGGAAGAC AGAGCTCACT GCCCTNTQGG GTCTCTCTGG 
GGCX^GCCCC TOATGCCCAT CTGGCCACIN ATGCCCAGCT TCCCCCAACA CCCCANCACA GGCCCAGGTC AATA1TACAA 
AAGIGAACAA ATGCAACCTG ' mVlTJL ' XTl 1 NACAAATGAC AIUICTCCAT CCCCGGCCAG CAGGGCTAGG GGAGGNOGCT 
TGAAAGTGNC ACTCOGGTIA AAAAGGCAAC AACTITEAXA AAA3G 

SEO ID NO: 905: {Length of Sequence = 374 Nucleotides) 

GAAGCAAAAA GTTGAACCTT TEAAACTGCT GAACACAAAT CC^AATTCGA ATGGITCAAG CAGCCGTGAA ATCGCTCTTC 
ATAAAGTGGG CTEAATTCTC TACTITAACT TCTTTTGAIG GAATGAATIA ATTAATOICT CAGCTGGCTT ATTTGTGGAT 
GCCATGATTG ATGATGSTCA TTTTAAGCTC TIACCTATAG TACAAGTACA TGATCCEACT GAATATTTIT TCCACTTGGA 

aacictgagc tgggticttg ca1taaaaca cacatacana canaatcann aaacactgog gacttttcac tcaagctggg 
tcttitcttc cccactggta agggcaaatc ctggcceanc taaccaacac ccac 

SEO ID NO: 906: {Length of Sequence = 375 Nucleotides) 

CTGACTGAAA GGCTCTTTCC AGCTCCAACA CATCAAGCTT CCATAATTIT CXXX^AAATGTT CTGCOGCTCT GAAAACTTCA 
ACTATCTTAA TATTTCTGAC ATTTA3X30CT CTGTA3GGCA ATCIGATOGT AAAAGGAGCC ATATGTAAAT AATAACTGAA 
ACITICTCAA AATAATGTTA AGGAAACATA ATTAGCAAAG CAATATATAA TTNCAAGTCC ACTGAITTAG AGAATCAGAA 
CTAACANTIA GAATCAGAAA TAACAACTAT CTGGCAGGGA TGGAAAAATG AGAGCAGAEA TAAAAGGTGTT ACCCCAACCC 
CTGAOCOCAC TGCCCATTTG GGICTGCACT ATSIOTTTCC AATATTAATA TCTTT 

SEQ ID NO:907: (Length of Sequence = 390 Nucleotides) 

GTGCTGACrr C^GCAGCCCT CIGAAAGGOC CCITCCATAA GOTQGGAAAG TATCATCATG GITTCATCAT CCITCTTGGT 
T3OTACTTCA AGGTTGACCA ATCTGAAAGC TCTGTGTGAA GAAGGGGACT GAGTGGCTGT GAATGATGAG ACC3GTTCTIT 
AAAAGOCAGG CTTAGCCTGA GGTCCGGAAG AAGCAACCTC AATGCTCTGC TTXACCATAG CACCACCTGC AGCTATCCAG 
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GAATAGAGAA CCCAGCTGAG OGACTCATGC TTOACGAAAA ATACCCAGAG CAGTOTGTCT CTACCTTTTT AAGCCCATGC 
TCACTACTGG GGAAAACAAT TTTACCCCCC TGTATTTAAA TATGGGGATT TCAAGGCAAA CAAAAGCATT 

SEP ID NO: 908 : (Length of Sequence = 207 Nucleotides) 

CTTGCATACA GGTGGTAAGT TATTACATTA TTTCmCCTC CICTCTACCT GCAGTTGGIT TTATGAGGGG CX3TTAGTACA 
CITCCCAAAG GGCTTGCCOG CAGGTTOAGA GGTGCACATT GAACTCCCTC ACCAGGCAGA TGGGAACT3T GGCCATGAGA 
GAGAGCITCA GGQGNCCING GNTTATOACA TCGCTGGGCC AGGANAT 

SEP ID NO: 909: ( Length of Sequence = 339 Nucleotides) 

GCAAGAGAAC CTGATATAAT ATCXATAAAT TITGATTCCC TGGGGTATAA CAACTAAATA ATTTCTAAAT GGTGC1TAGC 
AAGATTGGTT CATGGNAAAT GAAGCAATTA TGGCITGANT TTATATGTAC AAXATTTATT GTCTTAATTT TAATTTAAAA 
CGAATGACAT GTCTCTTTIT TTAAAAAAAG TCTTCTITTA AAGATCTTGT AGTTGATGTG ATGAGCTATG CACTGCTAAA 
TATTTATCCA CACATAAATA TTIGANAAGG AATATGGNAT AGTCATGGGA TGTAGTTTCA TCTCACTGCT CCATGGAGGG 
AGTGTTTTCA CCCTCCTTCT 

SEQ ID NO: 910: {Length of Sequence - 372 Nucleotides) 

CTCAACIGCC ACTCACCTAT CTACCATCCA CTACCCANTN ACCACCCACC ATGACCCACC AITTGCCATC TACCCATCCA 
TCCATTCTAT AAATAATTAG TAAGCACTTA ATGCATGCTA GGTATIATTT TAGGCACCAG TAAGACAATC ATGGQ3AAAA 
AAGACAGACA ACCCCOGACC CTCCCATCCT CAGGGAGCTC TATTCCACTG AGAACAATCA ATCTSCTAGA TTCTGAAGGT 
CATCAGIGCT TCCTGCCOCT GTAAGACTGA GGTTCCCAGG CCCGAGGACC AGNCTQGGCC AGGGCTTCCC AGGGCTCTNC 
T:. - iGGGGGA CTCTCAGGAG TCCAGCTGCT GCCCCTTAGC TNAGCACCTG GG 

SEP ID NO: 911 : (Length of Sequence = 377 Nucleotides) 

GAACTTCAAA AAAAAAAAAA AAGAGGAGTC ATAATAAATA TTINACTGTC TAGTCAACCC AATTTATCAA GCCTGAXTAT 
CEAGCINAGC C7CCGGAGAT TGCTACCGGA AATCTCCCCA GATGTTCCCC CTTCIAACCC AACTNTCCAC TCTNTG3CAG 
GAAGGCAGCC GGGGATCTGC ATTCCGGAAG CCCAGCTGCT TGGGAAGAGA GAGGGAGOGG CCTGCACGTN ACTCAACAGC 

cctgcctcct aaccagttaa ccaGircrcA gtigggttca cggacccatg agcgacccag ctitcitccc ctcaggtitga 

TATTCTGCTC CAAGCINGQG GATGCCCCGG GGGACTATGT GGAGGGAGAG TTCCITA 
SEQ ID NO: 912: (Length of Sequence - 370 Nucleotides) 

ACAATCTACT TSCTACAGAA TCAGGATGTA TTINCCTATT TATAATAAAC TACAGAAGGT AGATTTCAAA GGTAATGGCT 
GTTATGGAAA CCTACTTGAG GTICTCIGCT AAAACCAACT CACTGTGCAA AGCGAAATAC ATTINCTACT TCAATAGCTC 
CTCATACTGC ATCIGTCTGT AGAGITTATT TCAGTAAAAC TGITTACTAT TTCATCAIGA CTAGCTAGAA TTAAAGCATT 
AACTAGCTTG AGAAAATAAT CTATATAAAT CTTTATATCC TACATATGGC TATAAAAATA AATTTATAAT TTTAAAAATT 
GiriTAAATA AACATTTATT 'ITi'X'ACCCTA CCAAAGTAAA GGCTATACAG 

SEP ID NO: 913: (Length of Sequence = 313 Nucleotides) 

GTATCTGGTT GCCACATCCA AGAAGAACGC CTGCNTNTCG CTCGTCTTIN CTTTCCTCTA TAAGGTQCTG CAGGTNTITT 
CCGAGTACTT CAAGGAGCTG GAGGAGGAGA GCATCCGGGA CAACmNiT ATCATCTACG AGCTGCTGGA CGAGCTCATG 
GACTTCGGCT ACCCCCAGAC CACCGACAGC AAGATCCTGC AGGAGTACAT CACTCAGGAA GGCCACAAGC TQGAAACAGG 
GGCCCCGOGG CCACCAGCCA CCGimCCAA CGGGGTGTCC TOC3X3GINCG AAGGCATCAA CTATCGGAAG AAT 
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SBQ XP MO: 914: (Length of Sequence = 389 Nucleotides) 

TTRCM3GQGC CTGCCACCAT GCCCGGCTAA TTTTNACTAG AGATGAGCTT TCACCATGTT GGCCAGGCTG GTCTCAAACT 
CCIGZCCTCI QCTGATCTGC CTACCTCAGC CTCCCAAAGT GTIGQGATTA CAGGGGTCAG OGACOCTGCC TOGCCTTCTC 
CACTXxTTTTC ATAGTGAAGA AAGGACACCC AAATTTTSAT CIQCJTTCAGC TATTCACTAT TCTATCCTCT GTGGTCTTAA 
GCAAGTTACA TAACITCCCT A1ATCTCAGT TTACTTAGCT AXAATATAAA TTAAA3TOGT CAAATGTTCT CTAAAGTCET 
ACEAGTTAOC AGT3TTCCAT GGGCCCAACA GCATCIACAT TACCTGAGGA GGCTGGTAGG AAAT3CAGG 



SEP 3D NO:915: (Length of Sequence = 328 Nucleotides) 

CNCCAGCAGA 'JtTTINATEAG ATGGAAGAXA ACAAGCATTA CCNCATAGGT AACTGGTAAG AAATGGCAAG TACAGCCAAG 
CCACAGAGGA GTGAGGACAT TACUGGCTAT GGGAATQGGT ACTIATCAAA TCEAAGQGTT GGGTCTCCTG ATGAACTCTA 
ACTACCCAGT AAGCTCTICT CTTTQGCACT CAATATGACC NCTGCK3GCA TGAAAGGGNC TACAGTAGCT AC7TTTCAACT 
TOGCCAACAG TTCTTCCAGT TCTOCTCGAG CTTTGAATCG TCCCTITCAA CTCITICTIC AQ7IGGTGCT CTITCAACTT 
GACAACTC 



SEP IP NO: 916: (Length of Sequence = 365 Nucleotides) 

CAACTTCAAG GTGCTGCAAG AGCITTCAAG AAGATGGCJTG TK5ACAAAAT CATTCCTGTA GAGAAATTAG TGAAAGGAAA 
ATTOCAAGAT AATTTINAGT TTA1TCAGTG GTTIAAGAAA TINTTTGAOG CAAACIATGA TGGAAAGGAT TACAACCCTC 
TOCTGGOGOG GCAGGGCCAG GACGTAGOGC CACCICCEAA CTCAGITCCA CAGAGGACGT CCCCCACAGG CCCAAAAAAC 
AIGCAGACCT CTGGCCGGCT GAGCAATGTG GCCCCCCCCT GCATTCTCCG GAAGANTCCT CCATCAGCCC GAAATGGCGG 
CCATCAGACT TGATGCCCAA ATTCTTTCAA CTCAAACCAA CAGCT 



SEP ID NO:917: (Length of Sequence = 400 Nucleotides) 

GCATTATITA TTGAAAACTA TGTATTnTT TGTAAAAACC TGATCACATA GAGAATATCA GTGGCTATAC CCTCTCIGGG 
CATCAG1TTC CTCATCTCTA AACTGGGGAT AATCACAGCC CCCACCACAG TGGGCITCAG GGAGGAA1AA ATGCAITAAC 
ACATGGCAAG TCAATTAGGA OGCTGCCTGA CMGCTGTCA GOGCCCAAGG ITCIGAdTT TGCTITTCCT ATTGCTACTC 
TCCAACCAAC TTTAGATAGT GGTAGANTAA TCAGGAGGCC CTCTTGAATG QGATATTTTG CACAGAAGAG GTCCCAGACC 
GACTGTGTGT GACATGGGAG CAGAAGACCC QQGCTTINAG CCAGGCTCTG CCACTCATAC GGTGTACAAT TTTCAAAGGG 

SBQ ID NO: 918: (Length of Sequence = 348 Nucleotides) 

CTA3TGCACA TGGTAACICT GTCATACATC 1AJTAAAGCCF AGTAGCICTA TTCGCTSAGA TGAAAAAAAC TGdTATATT 
CCACAGCAAC ATAATTACAA AXAAGTTTEA ACCTATTAAA GTACAGAGTC TCTCTCATCA CITTCAAAGC AGGACCCTAC 
TIACCAATAA TTCATAGCAT ACCTCCCCTT ATTTCAAAAC TCATATCATA GC7IGATTTCC TAACTGTAGC AATCAGGATT 
CTIAGAAAGA TTCGAAACTG AATTTAGCTA ACTAAGGAAG OGGATTTCAT TAAAAATATT GGCTTAGTTT ACAGGAATCA 
GTACTGGAGG AACCAGGGTT GCATAAAA 



SEP IP NO: 919: (Length of Sequence = 345 Nucleotides) 

GGGATCACIT TAAACGAGAG CTGGACAGTA TIACTCCAGA ACTCCITOCT GGGTGGAAAG GAATGACTGT TTCANACTEA 
GCTSACAAGC TCTCEACTGA TGATCTGAAC TCCCTCATTG CTCATGCACA TCGTCGIATT GATCAGCTGA ACAGAGAGCT 
GGCAGAACAG AAGGCCACCG AAAAGCAGCA CATCACGTTA GCCTTGGAGA AACAAAAGCT GGAAGAAAAG CGGGCATTTG 
ACTCT3CACT AGCAAAAGCA TTAGAACATC ACAGAACTGA AAINCAGGCT TGAACAGGAC AGAAAAGATA GAAGGAACTC 
AGAGGAINCC ATGGGAAAAT GAAAT 
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SEP ID NO: 920: (Length of Sequence = 299 Nucleotides) 

CCCAGGTACT CAGGGAAGGG GCAGGAGAAC CACTTGAGCC AAGGAGTITCA AGGCIGCAGT GAGCTGTGAT CACACCACTG 
CATTCCAGCC AGGACAACAG AGTGACATCC TGTCTCAAAA ATAAATAANT TTTTTAATGA TCAAACTAAC TAAGCTACTG 
AGGAGGTAAG ATATTTCCCC ACGGTAAGTC ATTCAGAAAC TAAATCTGAA AAACCAAAAG AAGCCTCTGG GGTTAGTATT 
CCCAGTTCTCC TPGTCTGCCC AGGACCCCAC ATTTGTCTAA CTTGCTAATT GCACAAGGG 

SEQ ID NO: 921: {Length of Sequence = 234 Nucleotides) 

ATGAAGCAGA GGCAACCAAC AGAAATTCAC ATCAGAAACT CTGCTGGNTC CCCACCAGCA TGCTACOGAT GANTCCTGCT 
CTTCTTTCAGA TGAAATTTTA Tl'mTlNCC AATAAGGCCA GCCCTACCCT GGAATCTGGA ACCANTTCTG GCCCAGGGTA 
GAAAGGCTAC CAAGCACCTA TGGTAGAAGC CCTGGTGTCC AGQ5ATGCCT TGGNCCTTAT TATIGACCTT CTCT 

SEQ ID NO: 922: (Length of Sequence = 328 Nucleotides) 

TAGCAGGGTT ACTGGCCTTG GCTGCQGCCA AGGGAAAACT CTGCAGGCCC TAITACITCG OGGCCTITAA CTCTTATAGA 
ATTGGGAGAG AACACTGACA AAAGCGAGGA CATGATTTTN CGGTTACAAA TNATITTCCT TGCTTGCTTT CTTCTCACCC 
T1T1NAATIT TCCITITCTN CITITCCTGT CTATCTTACC TTCCCTCCGT GATCCCTGCC AGCCCCTCCT TTCTTATTAT 
AGCTGATCAT GGCAGTATTG TITTITNCTG GGIAAAAATC AGACTGGGAT TTAGAGAAAG CITAGCAGGC CTAGCATGAG 
GGCXTTAG 

SEP ID NO: 923: (Length of Sequence = 371 Nucleotides) 

CAGGAAACCT ACIGTGAAAA TGCAGAAAAA CAACAG7.CAA AATTGATTGT TCACTCAATA TGATATATAG TTCAAATGTA 
AACAAATGCT TCIKAGCATT CCACATCACT GAAGGAAAAA AAGTAACTTA TTATTTCCAA TCTTCGGAGT TAGGTTGCTA 
TAAGCTTATG ANCACACACT TTCAGTGAAT TTATGTAGAA TCGGAAGCAC TTCATTCTCC CCTCACCACA CATCACCCXTC 
TTGCTCCrCC TCGACAOGTG CAAAATGATA GGGCATGCTA GGGGTTGTAG TGAAATOGAG AAGGCATGCC CCATCTGAAG 
AAACAGGGTC GACCAGCCAC AGdTTCAGC TCCAmV'TTF GATACAGGAA T 

SEQ ID NO: 924 : (Length of Sequence = ucleotides) 

ATGATCTGCT TTTTTITGAT ACXmTACIT TINAGT AGGNGCGGGG TTTCIGGAGC CGACXGAGGG ACTGGAGAAG 

GCTAOGQGGG TCCFCGCCCT GCCAGGGCAA TCCTF- . .,- CTCTTOATCA TTTCGTTATC CAAATCGOGG TAAAGTTCTT 
COGAAGGGGG TGCTGGCTCC TCITOGCAGC TCTTCT: :-^T GAdTTGGGC ACCAGGGCTG CTCATACCPG CAGCCTTTTC 
GGCCCTCTOG GCCCGCAGGC GTCCGGCCTC COGAAGCACT GCCATGGCCC GGAATAGCAG CCCCNGAGCA AGG 

SEQ ID NO: 925: (Length of Sequence = 317 Nucleotides) 

AATGCT1TAT GATCAACTTG CCATAGGACT GATGGATTAA CCACTGTTCG GLTlTAUTiG AAGTCTATGC CCTGCACAGC 
TCTTGTATCT ATITNAGATG CTAGAAGTTT TTTNAGCATG TNATCICTGA TTCIToTTTG AATTCTAGGN ACCTTGTCCA 
ACITCGTTCT. TTITCAAGGT TGTTTTGGCT ATTCTGGGTC CCITGCiT.LT CCATATGNAT TTNAGGATCA GCTTGTCAAT 
ATCTGCAAAA AAAAAATCAG CTATATTTTG ATAGAOTTTT GTATTGCATC TTTAGGANTG GTTTGfriGAG TATTGCC 

SEQ ID NO: 926 : (Length of Sequence = 247 Nucleotides) 

GTTATTCATA CCACAGCATT TAAAAAGCAA TCOGCAAGTN ATAAAAAAAA AAAAAAAAAA ATGATGTGAC ATATCCATTG 
CCTGANTTGC CTCTITIGTA AGCCAGTNTT GGGATTATAG CAGAGGAGTA GCAGAAATAA NTATATTCAG ACACAAACAT 
ATAGATATAA TAATATCCAA (XNCTTTATA TGATTTAGGG TCTOCJTTAAA ATGGTTACCA TTIGCTTCTC CTAAAANTTA 
TATAAAT 
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SEP ID NO: 927: (Length of Sequence = 286 Nucleotides) 

GGCTGTCATG AGAATCACTT GAACCQGGGA GGCGGAGGTT GCACTGAGCT GAGATGATGG CACTGCACCC TAGCCTAGGT 
GACACAGCAC AAAAfcAAANC AATGTTCCAC AAGTCAAAAA TTGTNTTCAG GGAGTAGAAA AGTAGTAGGC TAGCTATCAA 
AQGC7IATGAA TGACTAAC7IT CCITCXA.TAA TATATTGACT ATAGGTTRGG AGATACACTT TCACJITCCTG TlTl'lNUTAG 
ATCTCCCAAT GATCTGTCAT TTAAGAGTAC ACACGATGAG TGGAAA 

SEP ID NO: 928: (Length of Sequence = 349 Nucleotides) 

CTTCTTTAAC CACTATTTAT TGCACATGGT TTTGITATCT ATR3CATGTG CTAAATTACC CCAXACTTIX3 CTTCTTAAAG 
CATTAGACAT TTCICTAGCT TAAGAATTCA GAAGCAGCTT AGCTGAGCAG TTCTTGCTCA AGGTCTCTCA TGAGGTIGCA 
GTCAAGGAGC TGGCCAGGGC TGCAGTCATC TGAAGGCCTG ATTGGGGCTC GAAGACTCCC TTTCCAGATG GCTCCCTCAC 
AGGCITGGCA TGTCfeAACSCT GGAHTOITOG CAGGGGACCT CCATTCTTCC CCACATGQGC ATCTCCATAG GCICTTTGAC 
ATGGCAGATN GCTTCTCCA GCAACTGGG 

SEP ID NO: 929: (Length of Sequence = 395 Nucleotides) 

AGAGGAGGCA GCAGCCACCC CCAAGAAGAC TGTACCTAAA AAGCAAGTK3 TGGCCAAGGC CCCACTGAAA GCAGCTACCA 
CCCCTACCCG GAAGK7TTCT AGCACTGAGG ATTCCTCCAG TGACGAGGAA GAGGAGCAAA AAAAACCCAT GAAAAATAAA 
•CCAGCTCCCT ACAGZTCAGrr CCCCCQGCCT TCTCCTCCCC CACCAAAGAA CTCICTQGGA ACCCAGCCTC CCAAGAAGGC 
TGTCGAGAAG CAGCK3CCEN TGGAAAGCAG TTAAGACAGC AGTGATSACT CT3AITCAAG TTCTGAAGAA GAGGAAGGAA 
ACCCCCAACT AAGG3CACTA GTCTCTAAAG CAACCACTAA ACCACCTTCA GCAAAGAAAG CAGCAGAGAG CTCTT 

SEP 3D NO:930: (Length of Sequence = 214 Nucleotides) 

ATCCAACAAT GACA.ACTCCT CTTCGGACAA TATTGGCACT CCATTCAAAC LT1U1T1CAG CTCAGTCOGC ACTTCATCAT 
CTCCCAATIT GTCC?jAAACA "TACTGTAGCr CAAGTACAGT 'ITITAAACGT TTCTGTNCAG CTTCITCTCT CATAAGCTGC 
TCCOGACGTG OTGTCTTCTT NAITGTTITC TGAATATCTT GACTIACTGC CATG 

SEP ID NO: 931: (Length of Sequence = 245 Nucleotides) 

GAAAGTOTTC ACAA=*CATGA TGCITATCTA ATAAAA3ATC ACTCAGCAAT AAGGAGAAAT ATTITAAATA GATTHGAACT 
TCTGAACAAA TAATTTAGAG TCCAAAGAGG ANAAAGANAA TTAACTCTGT TITINATCCC TAGAACTCAG AAACTTTACT 
GGATTGGTCA ACAAAGACAA ACI'ITITATT GTATAAAACA GTAGANTTCA TGGAAGGGAT AAINLT1T1G GAACAGGCIT 
CTOGG 

SEP ID NO: 932: (Length of Sequence = 303 Nucleotides) 

CATAHTGGQG GCCCAATATA AAGCAAAGCT GGAAGAAGGG ATGATCCATC TATTINTGGG GAIQGGAXAT GGACAGGGAA 
ATAGTCITCC AACTCCATGC TGAGKJITGT ITTGAATTCT AATCTGAAGT TGCCACCATA CCAGGGCTAT GACTGINTAC 
GATGTCTCAC CCTToTAGGC TAC7TAGCTCT GCACTGGGAA AAGATGACAG GGCCACTTGT CCAGGGCATT CAGGTAATAA 
AGTTCCCTGAG CTCG^AGTTG CTAGATCTAA GGAAGTATTT TTCCCTTCAT GTCAAAGATG GGG 

SEP ID NO: 933: (Length of Sequence = 186 Nucleotides) 

CTdTITGGG CTG^ITCANA TCTCCGGOGA ATTGAAAGCA GIX5ATCTCTC AGGTGCXAAC CX3GNATACTA TTAGAAGACT 
CCAATATCTT GCA3CCICTG GGACITACTG TATTTATCIT lUlTl'l^l'lT CATCTGCTCT TGGGTTCrTG GTCATGAGGT 
TTTGCCTAAG CCA-JGTCTT CAAGGG 
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SEP ID NOt934; (Length of Sequence = 336 Nucleotides) 

GQQAAAACXJr ATCAGCACAT GAAATACCTT GTAACTATTT CATTCATATA ATTTGCTACG TCITCTTTGC AACATAGTCA 
AAAAIAATCA TCrCTSATCT TTAGTAGGCA CATAATAAAT AGTAATGGAA TGAATCGITC TATATITAGA GAGCCATGCT 
GAAAGC7TTAA ATAGCAAAAT ATCACTACTT QGAGAATAAT GTTAAATTGT CAAGGAGAGT AGTCTTATAT GAATACTCAG 
ATGGATGGAT ATATAGANAA TGAGAAAAGC GACAGAAGGA ACTTAAAGAG NTTITAAAAA TAGCTTICTC TAAAGATTAA 
AAATTAAAGG TTCTAA 

SEQ ID NO: 935 : (Length of Sequence = 383 Nucleotides) 

AGGTAAGAAA ACT3CTGACT GGGCTCCTTG TACCAGCACC AACCAGCAGC CCTTGACAGC ATAGATO3GA TGAGTCTAAG 
GGCTATCCTT AGCATAAGGG AAAGACGGTT ATAAGCTGAG AAGATTGAAA GAAGAATGGA GCCACAAAGA GAATAGCATA 
AATAACAAGA AGGAAACATG AAGAACAAGC ACTTAAStfTA TTAACTTTCA GTCTTTCTCC ATTTCITGAT CTCTAATGAG 
GCAAAATAAC TGGGCAAGGA CCACCAAGAT GAAGAAGTTA AATAAAATGT CACAAT3AAA TINAGGTCCA ATAATACAAC 
TCTTCACTGA CTTTCCAAAA CCAOGCTGAT OGGTAGAGTA TCATCAATCT TACOGAGGAT TIT 

SEP ID NO: 936: (Length of Sequence = 204 Nucleotides} 

GAAGCTCTGC CACCCTTCTN AACITINATS AGCTGCCim GCOGCCAGCC ACCITCTGTN ACCCAGAGGA ACTGGAAGGG 
GAGCCCCTGG ATGCCCCCCA NACCCCAACT CTGCCCTCAG CCCTTGAGGA GCTGGAGCAA GAGCAGGAGC CGGAGCCCCA 
CCT&7IAACC AATO30GAGA CCACCCAGAA GGAGGGGACC CAGG 

SEQ ID ND:937: (Length of Sequence = 386 Nucleotides} 

CTAACTAAAT AAGGGTTGCC AGATAAAGTA CAGAAGGCCC AGTTAAACTT GAAATGCATA TGANCAAGAA ATATATITOA 
CTATCANTAT GTCTCATGCA ATATTTGGGA CATAATTATG CTAAAGAAAG TATTCACAGT TTTNCCAACA TTCAAATIGG 
AATGACTGTC CICTATITOJ ATTTGCTAAA ATGGGCAACC CTAAGCTGCT ATCTCTACAG TTACATACAC TIACCAACCC 
CACCCATTCA TACTGCTCCA AGTTACACCC CAAAAGAGGG CAGAAACAGA ATCTGAACAA GCTCAAGTTT NGAGGGCAAA 
AATGTITCAT TCTGCCTTCT GGATTOCICT A7GAAGACTT TO7TICTGAA AGATATCAAT AGAACC 



TATTATAGTA TTCATTTTAG 
GCTCCTCTGA AGGTTGACAT 
CTCTACAAAT ATCAGGCTTC 
ATATTITrGC TAGACTTAAC 



SEQ 3D NO: 939: (Length of Sequence = 374 Nucleotides) 
GAAATAAAGC CTCACAAGAA ATAAGGTGCT TATGCTGTIA AGTTACAATG GAAAATAATC 
TGCATCICTG ATCTAGATCA GTTCATAGGA GATO3GGCAA CAAATAAATA TCACCAT3GG 
GGCICTGGAA AACTGTCAGTT CAAGITTCTr CAACATATTG CAAGAAAAAT ATGATCGCTT 
ATTTAACAAA CCTACCAATC TCATTTAATC TTGATTACIT TTAAAAAAAG ATTAAAAAGA 
AATrTGTAAG ACAOGGCT3G AGGOGTOGGC TCACACCTGT AAATCCAGCA CTTT 



SEX? ID NO: 938: (Length of Sequence = 349 Nucleotides) 
GACACTITCA GAATTAAGAA GCCTK3CCCT CITIGCGTCT CITCACAATT GTTOTTAAGTC 
TTTGAAAGCA ATAAATACAA TATTACJIACA AGCACACTGT CAAGAAATCC CTAGAATATX3 
GQGTCTGCCr CGCATGTATC TITTCATCTC CAGCATCCAG ATCAGACTCA ACAACAACAA 
i'iWlGGAAA GAAATCTGGA CATTITINCr ATGAAAAAAA AGTTAGGTTA CATGGCATT A 
CTACAGAAAA T3TTTCAAGC TTATAAAAA 



AATGGCATTT GTATGCATGC 
GATGTGATCA TCAAAACCCA 
GAAAATCTAT AGATGAAGCA 
TGACAGAGAA AGGGTTTAAA 



SEQ ID NO: 940: (Length of Sequence = 385 Nucleotides) 
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CTAATCCCAG CTACTTGGGA GGCTGAGGCA TGAGAATITC TPSAACCCGG GAGGGGGAGG TTCCACTSAG CAGAGATCAC 
GCCACIGCAC TCCAGCCTGG GCAACAGAGC GAGACCCT3T NTCAAAAACA ACAAAATAAA TTTCCri'lTA ACATCHGTNC 
CAAAAATGAG ATAAGCGTTA TCAGQGCAAG TOZATCCTCA TCACTCTITC CCTCCCCACT GCCCTCTCCA CGATCCCCAG 
CTGATCAAAA GTCATTTITA CTCATAAGAC CAAAGfEATCA TGGGAIACTG TGCAGITOGA GAGCAGCTTG ANCATCAGAA 
A3AATTSCT3 ACAATAAAGT AAAAGA3X3GG AGAAAAGCAA GGCCNAITCT ATAXAATACA GCTIC 



SEP ID NO; 941: (Length of Sequence = 406 Nucleotides) 

GGTAACAGGT TTTTACCAAC AATIGCTIGT AGCTAATGTA GAACATAOTT GAGAAAATGG CTTCIGTGAA AGACCAGTIA 
GTACCAAAAT AATCTGGCCC AGAAAAATAG CCACCATICT TGACTACATT AA3AGAAATA GAATAACCCC CAAAGGGAGA 
TX3AGAAGCAT TCTAAAGTCC ACTGATCATG AG1TICTA3X3 TGAIGATTTG TGTCCATTTG GAGCTCCAGT GCTTXAAAGC 
TCAAATGAAT CCTGGCCTIT CACCACCCTC CCTGCCCATA GEATGGTATA TCXTCTTA3T CCTTCCCTCT TAGCTTACTG 
AGAGTGTAAT TTCCAACCAG TTAAGGCCAA AGAGGAdAT TTTCTAGGAA AGGAGAGAGA GATGAAITAG CAGTTAAT3G 
AGGAGT 



SEP ID NO: 942: (Length of Sequence = 296 Nucleotides) 

GATGGCTCAT GCTAGTTCAG CAAATATTGG GCCCTTCCIG GAGAAGAGAG GCIGTATCTC CATGCCAGAG CAGAAGTCAG 
CATCCGGTAT TOTAGCTGTC CCTITCAGOG AATGGCTCCT TGGAAGCAAA CXTK3CCANTG GTTATCAAGC TCCTTACATA 
CCCAGCACOG ACCCCCAGGA CIGGCTEACC CAAAAGCAGA CCTTGQJGAA CACTCAGACT TCTTCCAGAG CCTGCAATTT 
CITCAATAAT GTOGGGGGAA ACCTAAAGGG dTAGAAAAC TTGGCTCCTC AAGAGT 

SEP ID NO: 943: (Length of Sequence = 223 Nucleotides) 

CTSCCATEAC AACTITOCTG TAACCCTCAA A1TGTCTCAA AGIGAAAATT 3TXTAAATGA GATTATAAGA GCATAATCAA 
ATIGGAATTT CCTTAGGATA CCAGAGAATC ATTTNCTTCT CAGGTAAAGG ANTITTCCTT TTNGTAGTCC AGAGCTATAC 
A3GATTAAGA AANTGTTCAG NCCAGGAAGA TGACAICTCT GCTAACCIAA TOGATTATCA TGG 

SEP ID NO: 944: (Length of Sequence = 327 Nucleotides) 

•CCAGGCACTC AGGCIGGCTG TCCCITTNNT CCTCCT3CCC ACCCCATCCA CTCTGAGCAT CAATGCAGCC GGCCAGTTGC 
AGGCAACCAG GCAGCACCCT GGCTGCCCAG GCAGGCIAAG AGGCCCCCAC CCACTCCCCC CTCCITTGCC AGIGGAAAAG 
CITGCCGTAG GCATAGCTTT CCCftGCCTTC CCTGCTTCAN AGGCAGGAGC ATGGCACTCT GGGAGTFGTA GTGCTCATAA 
CACTCAGGCG ATCCCTICTG CAAATAACTG GAGGAGAGGA CTATQGTATT GQGGAAGAGA AAITOAGGAA TAAGCAAGGA 
GTIGGCT 

SEP ID NO: 945: (Length of Sequence = 222 Nucleotides) 

CTEAAACAAT AAATACACCT GAGnTAGTIT TCCAAACCTT TCCTCCTGAT TAAATGCCCT TAAAACTIAA ATCrTCITGTT 
ATCTTCAGTT GTCATCTAGT CCCAN7VQGA AATTAOSTIT AGCTTEAAAA CCATCAATIT AAAGCTCAAG CCICTAGCK5 
GCK3CCTAGG CANTTTATGA TXAGTITCAC AGAAXAGCAC CCACIGGCTA CACAGGNCCC AG 

SEP ID NO: 946: (Length of Sequence = 2B6 Nucleotides) 

GCTCTCTCXA CCCCCTCATC TAGGTATGTN TATAGCTCAT TTATITAGGG GTGATGTTAA AAAATTGAAT GCCCITAATG 
GCAAGGGAAC CAACCAATCA ATCTGGATGC CACAACITIT TCCCCTGTIG ACICTTGTNA TTGGTATGGA AGTATITIMT 
TTTICTCCCA GCTTTTATTT CAGGTTCAAG GGATACATAT GCAGGTTTGT NACATGGGTA AATTGCATAT TGTAGQGGTT 
TAGTATACAG CTTATTTCAT CACCCAGGNA ATAAGCCTAG TACCTG 
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SEP ID NO: 947: (Length of Sequence = 335 Nucleotides) 

ggaggtgcat tinctccccc tttgaaagat tiatgtagat tcctaaaaga aaattcagaa tatggagtag ctcctgantg 
qqgrgatgtt gttaagcaat ot3gatttct tccagaaagc atgtatganc gtattctcac tggtcccgtt gtgagagagg 
aagtaagcag gogggggaga cggcctaaaa ct3gaatcgc aaagq7caca gcagcagcag cictgcaatc tcocaccagt 
(jittcaggca atcctitict ttaagccaat ggacciactt ccaggcs^gtg ggntctcaca aacttntttc agggccttac 
aacaaaaacc tacaa 

SBQ ID NO: 948: (Length of Sequence = 216 Nucleotides) 

GGATGTAAGC TCCCAGACAG ACATCTOQQG AAGCTTCGGC ATCAACAGCA ACANTCAGTT GGCAGAGAAG GTCAGATTCC 
NCCTTCNATA TGAAGAGGCT AAGAGAAGGT TOGCCAACCT GAAGATCCAG CIGGCCAAGC TTGACAGTNA GGCCTGGCCT 
GGGCTGCTGG ACTCANAGAG GGACOGGNIG ATCCTTATCA ACGAGAAGGA GGAGCT 

SEQ ID NO: 949: (Length of Sequence = 369 Nucleotides) 

CCCTTCCTCA AAAGATAAAA ATCTCTOGCA GAAGAAATAG TTACCTGCTG CCA7CCATCA CTACIX3CAAT TACCATCACT 
CTAAGTGACC TTCTTGCCCA ATGTTTAATG CACAATGGAC CGTGCCCAGG GAGACCTGGG CATTOTCTCT TGCTTIGTTC 
TACAATGATC CCTTCTCITC TAGCAGCGIG ANTCACT3AT GGTCATACTC TCK3AGGACT CTAOGCATTT TCACCCTATA 
TCCACCTGTA CCAGAAAACA TGGACATAAT TTAAACTTTA TTTCTACTTA ATAGACTGAT ATTCCAACCT CTGTGGGAAA 
ATAACCATTN (JTCACTCTTT AAAGGAATGG TATTTAACAT TTATXTATA 

SBQ ID NO: 950: (Length of Sequence = 28B Nucleotides) 

AATGGTGAAA TAGAAGTCCA ATTACCTGGG GAAACTTCAT CTIAACCCTC TGGAATTTNC AGTCTAACCT AAATATTGAT 
ACIACACCTG CAGGAGCATT TAG1MTAGCA IGTAGFGAAA AAGIAACTCT AAAAAATATT TNCATAATCT TTOGTTCCTA 
M KiTOl ' l' AAAAGAGATG CAGTGACATA TGTCTQGAGT TTGCITATGG CCAATAGGTT AATGCTTCTA GCTCCTATGC 
TER3TCCAAA TTTTAATIAT GIGAATATCC AATTITCACT TATATTTG 

SBQ ID NO: 951: (Length of Sequence = 302 Nucleotides) 

TCTCACGATG TTACAAGAAC GATTCCGGGA G1TINCCGGA NACACOGGGA ACATTGGGCA GGAGCGOGTG GACAOGGTCA 
ATCACCTOGC AGATSAGCTC ATCAACICTG GACATTCAGA T3CCGCCACC ATCGCTGAAT GGAAGGATGG CCTCAATGAA 
GCCTGGGCCG ACCTCCTGGN GCTCATIGAC ACAAGAACAC AGATTCTTGC CGCTTCCTAT GAACTGCACA AGnTTACCA 
CGATGCCAAG GAGATCTTTG GGCCTATACA GOJCAAACAC AAGAAACTNC CITGAGGAGC TT 

SBQ ID NO:952: (Length of Sequence = 302 Nucleotides) 

TTTTITTTNT CCACTTCACA GT3X3ATGCCA ACCCAGCCTG CATCACAGAG ACACITATAT CCACTGAGAC CTCCAGTACA 
G1TTCCATGG ATGCAGGGAT TGCNCAGGCA TTCX3TTCACC TGTNAGTAGC AGCTGGGGTG ATGGGGTCCC TOGGGGCATA 
TACAGCGGAA ACCATTCACA COGTTGATAC ATGITOCACC CTTGCGACAG GGATTGGNGG CACACTCATC AATGTCAATG 
TTACATCTCT GGCCTGTGAA ATCCT3GPGA GCAGACACAA CIGTAGCGAT TAATIGCCAT CC 

SEQ ID NO: 953: (Length of Sequence = 301 Nucleotides) 

GAAAATNAAC TITOTITGAA AAGTXAGTAT GGGTTAGAAA TGGGAAGAAA ATCTAAAATG TAAGAGTAAA AGCAAGGCCT 
TCATGGCATT CTLTITIAAT ATOGGCTTIN CIGTCITAGT TAACATCTGA TAATATGACC CCCCAATCTA TTAATATTTA 
TIATACTCAT AAAATTACAG AAAAAACCTA AGAAAGQGTA TGTATTCAAG TGGAATGAAT AAATGCAAAA AATCTAGTAC 
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TTATAACATT TTCAAGAAAA TCTTTAAAAA TNlTlUriTA CACAGAAAAT AATCTTAGAA A 



SBQ id NO: 954: (Length of Sequence = 217 Nucleotides) 

AGAGCTTAAA AATAGTGAAG TCITTATAAG TAATTTTTAA AAATTEAAAC TAGGACCATA AATTTCTAAA CTATOAGATA 
AATCANCAAG AAAACAAACA GGTOTTIAGG AAAAGGTATG TATATGGTCA ATGAAAXAAA TACAACT3TA TTITTAAIGA 
GANTIAACAT ATITIUNTTr AACAAAAGCA GCATGTAACA CACAATGTAT TATATCT 

SEP ID NO: 955: (Length of Sequence - 260 Nucleotides) 

TATTPGAIAG AATTTTCEAG TCAAACCATC CTGACTTGGG GTTTIATITT GGAQGAATTT TAAGTTATTA ATTCCGTCTC 
CTTAATAGTG ATAGGACTAT TCAGATIACC TEATTTCATA TTTGGTCAGT TTTGCTAGCT TGttXJlTlCTC AAGGAAGTGA 
TCXOTITCAT CTAACTTCCC AAATTCATGT CTGTATAATA ATTTGTAGTA TTCCNGTATT ATCOTITTGA TCTCTGTAGG 
GTOTCTACTG ATATCCTATG 

SEP ID NO: 956: (Length of Sequence = 216 Nucleotides) 

CCCTATTAAA TCATTAAGCA 1TCCATGCAA TACITITNCT GT3AAAATTA TTAACTTCCT GCTATATAAA ATXATTICTA 
GTTATCTTEA AATATITCCN CTGGGATATT ATCATCTTAG ATCIGTAAAG TGGTACTAAA ATAGTIAAAA ATTATITNTA 
AGATATACAC AAACAGAAAA ATATAAAANC AAATGTATCT TATACATAGT ACITGG 

SBQ ID NO: 957 : (Length of Sequence = 353 Nucleotides) 

TATGTACCAG CTCTGGAGOC TAGAACAGAC ACCACTCAGA AGT3CAGATA AGGTCTGACT TTCCAGCATA GCCAGGGGAC 
TPGGCIGACT CCACATCTCC CCAQGCCTTA CCTAGCTGTA AAGCAGGCAG GTTCIGAAGT CATAGTGGCA GTTTATGAAA 
TATTTAGGGG ACCTAATAAT CITIAAATTG TATAACATTT CTIGCA1AAA TITCCTTTCA TGAATCCTTT CATGACTTAG 
ACCATCTATG ACATGCTTGG ACTTTCTGAC TTGTCCTAAC CACCCCTCTC TTTAAACAAC CAGTCTTnT ACTTTAGGAC 
AAGAATTTAC CATACAAGAT TCTITIGTAT AAA 

SBQ ID NO: 958: (Length of Sequence = 410 Nucleotides) 

AAGGAAATGA ATITCATAGC AGATTGITAG AGATTAATTA CCTATCATAT GCCAAAGCCA CTTCCEACAT GTCACTGCTA 
AGGAATCCCC TAGAGATGGA ATTCCTAGGT TCAACTSAAA ATTAATTGTA ATTAATATAA TAGGTTAATT CATTGTAATT 
ATTCTTAAGC CTTTTQGCAA TGAGTTAAIT CCACAAGATC CACATTGCIT GAAGTGTCAC AGAGAACACT TGATGAGAAT 
GTOCTAGTAA TAAACCTTAA CCCTCTGGGG AAAAAATCCT ACTGTCTTTC CITCTGGCTT CX3TTTCTTCT GGAACATATT 
TOGCTGGCAT TTGGATATCT GGAGGACAAA GGGATCCCTA CAAGGTGGNT GCATAAACAT GOGTOQGCOC AGATGGACTG 
TGCTCATIGG 

SBQ ID NO: 959: (Length of Sequence = 197 Nucleotides) 

GCCOGGGGAC CGTAGCATCT TCTGGACCAC AAAATAGAAC ATTGCCAGGC AAGGCAGGGC ATTTGGGGAA TTTNAGAGAA 
AGCAGGATGA CTGATGGAAT TGGGAQGGIG GCACAAGATG TTAAACAGCA TATCTTAGrTC CTCATCTAGG GEATAAAACA 
GGACCCATGG ACTCTAGCAT CCTGGAATGA CAGAGGG 



SBQ ID NO: 960: (Length of Sequence = 345 Nucleotides) 

AATAAACTTC TGnTGITITA AGCCACCTAG TTGTGGTCAC TK3TEATGGC AGCCTITGGA AACCAACACA 
GOGTGTTTAA CGCAGGCTGA TACAACCITA AGAAAGGAAT GGNTGTGGTC ATCAGCAATC TCCAATACCT 



CCCGCACATG 
ACAGCAAATG 
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GGAAGACAGG GAAGGACCAG AGCTGTAGGT AAAGCAAAAA GCCACAGGTC ATTAGGAACT GATGCTCCAA CTQGGCATGG 
AAAAGGAGTT TQGACTTAGG AACACGACAG ATCTGTCTGG ACAAGGOTCC AGATCTCTCC TAGGGQGAAG NAGGQGCAAC 
TmGGACAGT T1T1U1 &TCT GTGGG 



SEP ID NO; 961; (Length of Sequence = 327 Nucleotides) 

GCTGAAGAGG AACAICTGTC CTCGGCCACT TCAATCACTG AGTCCTGACAA ACTTTCTTCC TTTGCCACAT CACTQGGTGA 
GGACCAATCT NTGGCCTCAC TTACAGCTCC CCAGACAGAG GAGACAGGCA AGAGCTCCCT GCTCOT3AC ACAJ7TCACAA 
GCATCCCITC CTCCCOTACr GAAGCTACGC AGGGCTFGGA CT7VTGTGCCA TCAGCTGGTA CCATCTCACC CAOTTCCTCA 
CTGGAAGAAG ACAAGGGCTT CAAATCACCA CCdCTGAGG ACITCICK3T GACTTGGGAG TCAGAGAAGA GAGGAGAGAT 
CATAGGG 

SSQ IP *K>:962r (Length of Sequence = 369 Nucleotides) 

AATTTAGATT TGCAAGITIT CTACATTTTC AAAAACAAAA AACAAAAAAA CAAAAAACAA ACAACAAGAA 
OTDGGGCTCr GICATGCCCA GGACATGAAT CAGCCCCTCA TCCAGCTTCT CTGACCATTA GTCACTTAGT 
OTTITCAGAT AGCAAGAAGG GTGATTACAG CAOGATATTT TGACAGAGAC CACATTCACA TAGCnTTAT 
TTGCTGTTAA TCTCTCACTG TOJmUlTA AGCTTTATCA TGGTOICTAC GTAGAGGGAA AAAGCCACGG 
TAGGGTTCCA TACTATCCAG TCTCAGGGCA TOCACTCAGG GJTCTTC ^ 

SEP ID NO: 963: (Length of Sequence = 278 Nucleotides) 
CTO^AACACC CGAGGCOGGG AGGAAAGAGA AGCCGATGCT TCAGAGCAGA CACTCXTTAG ATGGCTCCAA ACTTACAGAG 
AAACT3GAAA CTGCTCAGCC GCICTQGATA ACCTTAGCAC TGCAAAAGCA AAAGGGC7TIT OGGGAGCAGC AGGCGACGCG 
GGZGGAGAGA AAGCAAGCCA GAGAGGCCAA ACAGGCAGAA AAGCTCTCCA AAGAAAA1TO GAGATCTCOG ACTOGGCTCC 
CCCAGG3CCG CTGCTAAAAG AAGTCAOGAA GAGGTHT 

5BD ID NO:964 : (Length of Sequence = 349 Nucleotides) 

ACACTCTCAS TATAGACAGT CGTCAAGAAC AAGGCTGAGG GAlTiTNAAG TAAACCCATT TTCAGGATGA CTACAATCCT 
TCGACTTCTA GAAAAdTAG AAGTACAAGA AATAGCTC7A CTACGGGTHAA CTGATTTAAC AATTTCCCAA ACACCCTTTC 
CACTACCCAA GCCC3GIGGCC CTCAGAGAGA ACCGGGATGG ATTGCCATCT GGGTTCAGAG GCAATATGAG GAGGITOGGG 
GGATSGCAGG GGCATCCTCA GGGITCGGGG GCAGGCCAAG GGGATGAGAT GGGAAAGGAC AGCTITO3GA ATCAGATAGA 
CGATCCAGCG TGCCTTCCTA CACTTGCAT 

SEP IP ND; 965: (Length of Sequence = 361 Nucleotides) 

AGCAGCAAGC CAGAOCTGAC TGTCAGGAAC AAGCTAAAAT AGCICTGGAA GCTCAGAATA AGTATGAGAG AGANTTGATG 
CTGCATGCTG CTGATGTTTGA AGCTCTACAA GCTGOGAAGG AGCAGGTITC AAAAATGGCA TCACTCCGTC AGCATTIGGA 
AGAAACAAGA GAGAAAGCAG AATGACAGTT GTJQGACT3T AAAGCATCTT GGGAGGAAAG AGAGAGAATG TTAAAGGATC 
AAGITTCGAA ATCIGTATGT CGCTGIGAAG ATCTGGAGAA ACAAAACAGA TTACTTCATG ATCAGATCGA AAAATTAAGT 
GACAAGCTCG 1TGCCTCTGT GAAGGAAGGT GTACAAGGTC C 

SEP ID NO:966: (Length of Sequence = 163 Nucleotides) 



ACGTAGACTA 
GGTLTIVITG 
TAGTTATK3G 
TATAGATATG 
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CTGCCTICTG GGTTCAAGCG ATTCTOAT3C TTCAGCCTCC CAAGTAGCT3 GGA1TACAGG CATGTGCCAC CATCCCCACT 
TR AITI'ITO ATTTTNAGTG GAGATGGGGT TTCGCCCTGT TGACCAGATT GGTCTTGAAC TCCT3GCCTC AACTGATCCA 
CCT 

SEP ID UP: 967: (Length of Sequence = 365 Nucleotides) 

GTCPCAGTAA XATGTICTAC ATATTATINC ATCACCCAGG TCTIAAGCCC AGINCOCAAT AGTTACCTIT NCTGCTCCTC 
TCCCTOCTCT CACOCOCCTG CTTCAACTCT ACCCCNCTCT TIMIITIT GTGITCCEAA GTNCTTATCA TTTAGCTCCC 
ACTTCTAAGT GAGAACATGC AGTATTTQGT TTTCTCTTCC TTTGTTAGTT TACTAAGGAT AATAGCCTCC AGCTCCATCC 
ATCITCCCAC AAAAGTCATG ATCTCATTCT T1T1TATOGC TGCATAGTAT TCTGTGGTGT ATATGTEACCA CATTTTCTIT 
ATCCAATCIG TCATIGATGG GGCATTTAGG GTIGATTCCC TOTCT 

• SEQ ID NO: 968: (Length of Sequence = 390 Nucleotides) 
CTCxTATACTA ATTIAATAGT AATTAAATGrT AGAGTATTTG TAAAAACAAG GAGAGGAAAA AGAACAATTC ATATTIGAGA 
ACTCCTAAXA ATCTTCTAGA GCAGAC7TTCA AAGAAGCACT GGTAAAAATA AAGCCAAAGA GATATAGGGG CTACTCTTAG 
AACCAGGACT TCCTATAGAA CCAGCTTCCT ATAGAATCTG AACTITATCr GAAACTCTIT CACAGATCTC CTCCACCITA 
ACITCCACAA AATAAGAAAT TTGGATTTTG AAGGCAAATT T3TATA1T1T AAGGAGCAGG ACAATCTCAG CTSTATCTGG 
G'XTIGCAGAT ATCCAACAAA TCCTACCCAA ATCACITITC CAGCTGCAGA CTTGGAATIT CAGATCCAGG 

SEQ ID NO: 969: (Length of Sequence = 340 Nucleotides) 

CAGACAGAAA AAGATTTGAA GAGAOGGGTC AGGAACTAGC GGAATIACTG GAGGAAGAAA AACIAAGTTG TGTGCCAGTN 
CTCATCITTG CTAATAAGCA GGATITGCrC ACAGCAGCCC CTGCCTCTSA AATTGCAGAA GGACTGAACC TGCATACCAT 
COGCGAOCGA GTCTGGCAGA TCCACTCITG CTCAGCTCTC ACAGGAGAGG GCCJITCAGGA TGGCATGAAC TGGCTCTOCA 
AAAATCTCAA TOCAAAGANG AAATAAAATC TAGACGAATG GAGATGGAGG AGCTTOGGGA GCCGAATTCG QGCCITAAAA 
ACACTAAITT GCTGdTTCT 

SEP ID NO: 970: (Length of Sequence = 372 Nucleotides) 

TITIAAGATG GGA3CTCAOG GITACCCAGG CIGGACTGCA G1AGPGOGTC ATAGCTCACT GTGGCCTCAA ACTCCTGAAC 
TCAAACTATC CTCCIGCCTC AGCCTCCCAA ATAGCTGGGA CTGCAGGCAC ATGCCACCAT GCCTGGCTAA TTnTTAATT 
ATTTTGTAGA GATGGGGTCT CACTTTG1TC CACAGGCICT TTGCTTGATT CITAAGAAOG TATAGGGATC CAGCTCTACA 
GAGC1TJ.CTG CACTCTTTTG TAATAGAATT AGTTGTTAAA A1TCTACITA TEACATGAGG CATCAAAGAC CITGGAATAA 
AGCTATTNCC TCACAIATCT GGGCCATTAT TTTGGACITA CTATGGTTAC CG 

SEQ ID NO: 971: (Length of Sequence - 337 Nucleotides) 

GACTATAGAG AAOGCTGAAG TTTTGAA3IAA AAGACTCTAG GCTGAGCTTC ATCAGTCCIT GCTTTGC3SJTC CAAGATGTAA 
TGAGATTCTN CTFPCACGTC AACAATFGCC GCAAATNCTT TCACCTGACT GGAGCTCGGA GCACCCACTC TCTCTC3CATA 
TAACCAAAAC AAATTIGAAT CCAAAAGGXA GAT3TTGAGA GTCTTGITGG TTCTGCAGCT CAGGCCTCT3 AAGTTTGTGC 
TAGTCATCTC CACITCTGGA AAGAGGATAC CTGINCTCCT CAA1CTGAGG GAAOGGGAGC TTNGGGGCAT CAACCTCACA 

TiTrcrrcrc aagggga 

SEP ID NO: 972: (Length of Sequence = 396 Nucleotides) 

TTCCTITACA TCAAATATCC TCAATQGAAG AGGGGATATT GCACACAAAT ATCATAAAAG CACTACATAT TALTl'lCACT 
GGAAACTAAT TINCTACATT AGATATGACT GGATAGGATA GAAGTGATGC AGGATTATAA GACATAATAC CATACACAGC 
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7GCAGACTGA CACAAACACC ATTCAGAACA AGAGAGAGGA GtlCTSAAGTIG CITCTCAGCT G3GCTCAAGA CCACTTCTTT 
CCACTGCTGG AAAGAQGGGC TGCATGCAGT CTAGGAAAAG OSICTCTCIG AACTGCCACA ^3GTCTTCTC GAAAGGGCAG 
CCCGGTCTTG ATGCCACTPC TCCATCGCTC ClbTlUTl GG GGGAGCTCCA AACAACTGCA GAGAAGCTGC CTATTT 

SB„. ID NO:973 : (Length of Sequence = 401 Nucleotides) 

TTCTCAAACT TCCAGTTCTC TTCCTGGGCC AAGATCTGGT CCACCACTCC CXTPGGCCTCC TTCCCCTOGC GGATCT 
CCGCTCCTGA GCAGAGAAAC TTTTCTTCCC AGCAACTTCT TCATCIGATG GGAGGAGGGA ACTGAATAGC TTTCO 
GGGAGATAAG AAAGAAGAGT GTGGTGTGAA CAQGGAGCTT TGAGCK7TGG AGTT3QGCIX3 GGCATGGAAA ATOCQGivJGA 
GAGTAGCAAG GAATGAG3GG CITCAGAGAA CTCIN3GATC AGCDCTCCCA CACTCACIGC CCTTTAAGGT ATCTITGGGG 
AAAA- AGGG GCTTCTATGA TQAGICrGGC AGCINCOCAC ACTGCATTCT CCTCCTGCAT TTTTTTACCA TGCACCAGGG 
C 



SBQ ID WD: 974 : (Length of Sequence = 3 , ... I.acleotides) 

TTIACAAATG AACCACTSAG CACCTCAGTA CITAGCTCAT ACCTCATACC TTAGTTCCIT AdACTTAGC CTTCTGCCAT 
CTTGAATGAG ATGGAGTGAA CTGAAGCTOG AAGGAGTGAC AGAGACATAG TCCITGCTCT CAAGGGGTCT TTAGCCTGGT 
CTGGGGGACA AGATTTCCTC ATCTACCTCT TGAAAGGTCG CAGGACAACT CCACACPGGA OIGTICTCAC CAGCAGATAG 
CTGCTGOGGG AGICTGGCGC CACATTCTIT ATAGCCACAG GCTITCGTGG GACTINCCCT GGGGTCCITC CCTATITGGC 
TGGCTGGACC ATAAGCGGCA AGTGAATGIG GCAAACTTCA ATTCACAATT AA 

SBQ ID NO: 975: (Length of Sequence = 340 Nucleotides) 

GACAACAGAA AAAGAACTGG ACAGCEACCC TAGATTCIAG CTCACACATA ATTCAGCCAG ATAATCATCA TTTAAATAAT 
ACCCCTTGAA A'I'i'lTlCAGA CTITPCACAG CTCTAAAAAC ACAACATCAG ACATAACATC ACACATTPGT TCCAAAGGAC 
TAAAAATCAA AAGCAATTGC AAAGTATTGG GAATCACTIT TATCGCTTTC CTAAGGGACA GTCCCCATCT 1TCCAAGGAG 
TGTTTTTAAA GAAGCACTAA CTCTGGTAGG TIATCAAACT A3TTCTIKAT TCTAAATAAA TAAAAGACTA ACTGAAGCTC 
TCAGCTGCAC . -.CTIATITrT 



SBQ ID NO: 975 : (Length of Sequence = 343 Nucleotides) 

CTG1TCCCTA AATATTATTA AAATTTTAAA AATTAGACAT TTGCTCTAAA TTAGACAGGT AAGATACTAC 
AGA3T3CTTTA AAGTGAXAAA CT3CTICIAT GGCTTTINAT AATTCTNCAA CTTCCTTGCT TTAGAGCCAT 
CTAAGGCCTA GAGACATTTG GAGTTAGCCA TGIXXCCIAG CTA3GCTAGA AAGAGTCCGA CATTATCTC3T 
1CTATCOTAC ACTCIACACC TGATACATAA TTAAAATEAC TTACACTAAA AATAAAAATG GATGCATTTT 
AGGGTTATCGG AAATTATAGG TIT 

SBQ ID NO: 977: (Length of Sequence = 265 Nucleotides) 
ATCTITGTAA TATCACTGCC TAGACTAAGC CTGGOGTATA ATAGGCACTC AGAGATTTGA AGAATAAATG ACTAAATGAC 
TGTATCAAAT ACTTGCCCAT TOITTGCTGr TICTGANTPG TACAAGGCCA TCAT3ATAAT TGATGATCTT AATAATCTGA 
GAATATGATT C7IOTTACCTT AGTAAGAGAG CCATCAGTIT ATK3GATGAT AGTIATATGG AAAAAGAAGA AATGCTACTG 
TGATAAATAT TTATAATTIT AAACA 

SBQ ID N0:_978: (Length of Sequence = 285 Nucleotides) 

ATQCTQGGCr GCCCTGGCCG AGGTGGCCAA GASGGCACCT CTTTCCTGCC TCANAAGAAA AGGCACTGAC 
TTTOAGGTITC TNTGGGGTCT GGTCAGTCCC CTCCTGCCTS AGGCTCAAGT GIGTTITCAA CTCAACTTCA 



TGTCCTTACT 
TGGATTCTAG 
GGOTCICTCC 
TTAGCTAGGA 



GCACT3ACCC 
GCAGACCICA 
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TTEAACCATT TmNTTCCC ITAAAAAAAA AAAACCCAAA AAACCAAATC CCAAXAAATA T U ' ITAITITI ' NTCCATCACA 

AXATTGCITr agaaaaataa gagccgtcaa gcagcaattt ttcct 



SEP ID NO:979: {Length of Sequence = 316 Nucleotides} 

GIGOGTNCAC ACTCTCCTCC TCCTCCCCAA ACTCCTCATC ATTGAAGCOG AACTGGTCAA TGAAGGCAGA GGTCATGOGC 
TGCATCTGGA AGTCCATGAA GGCCTGCTGC AGCACAGCCT CCTCAGGGAA GOTX5AACTCC TK3AGCCGCT CGTCCTCATC 
CTCACIGGAG GAGTCEAGGT GGTQQCTCTT CADCAGGIOC ACCATGTTCT TCTTCJITGOT CTCCGCCAGG GGCCCCGATA 
CGAAGGCTTC OCACTGCTCC TGCTGCTCGC TGGGCAGCTC CTTCAGCAGC TTGCCGCAGC TGCTCTGCAA TTGGGG 



SEQ ID NO: 980: (Length of Sequence = 386 Nucleotides) 

AAACK3GCIT GCCTTCATCA TCTCTGCAGG GNTCAGTAAA GATTAGAAAT GGATTATTTA CCTTCITATA CAAATACACC 
TCCTCCCTAC ACCCAAGANT TCAGAGGAAG ATGAGCTGTT CCTCICTTAA CGCCTGANTC AATCCCATTA TCTGCATTTC 
TGTGTCTQGT TAGOXTCCA GCAGCCTAAG GOQGGAGCTG GAAATGACAG CCTTGGAGAC GAGGAAGGCT CCAGGGAGGA 
CGGAGAGGAA CRCCTC3CTGA AGAATAAGAC GGGCGGCACC AGCCGGGCTG ATTITGGGGA AD3GAAGGTA ACAGAGGGTG 
ATGC1TCTAA TOGCTITIAC AAGGTCTTCG AAAGACGGGA TOGCCTTAAC CAAC1TGGGG TTVCTT 

SEQ ID NO: 981: (Length of Sequence = 322 Nucleotides) 

CnTIATTAAT ATTIAAACAT ATTAAAATAA TACATGTNCA TAATGAAAAT GAAACATTAC AAATAAATAC ACAGGAAAGG 
CAGTAITCCC CTICCAGTTC CACTCTTCAA ATAACCAGTT AACAAGATGA TGAACATCTT TCCATGATGT TCICCAAGAT 
TCATATTATT TTTGCAATCA TACAATGGCA TATACAGCTC AGGTGCQGTPG GCTCAOGCAA GTAAATCCCA GCATTTTGGG 
AGGCTGAGGC QQGTGGTTCA CCTGAGATCA AGAGTTCGAG GCCAGCCTGA CCAACATGAA GAAACCCK7T CTCTTACTAA 
AA 



* SEQ ID NO: 982 : (Length of Sequence - 305 Nucleotides) 
CCCAAGGCTG TAGTTCAGCA TCAACAGGGC AGGGAGCTTG GCAGGGCAAG GGCAGAGCTG GAGATCATGC CCAGTNTTCC 
AGCTGCCCTC CCTCCCAATC AGCCTGGGGG GCACAGGACA GGGATOGAGA AGGGGCTCTC TCCATGGCIT GGGTAACATG 
CCAAAGGCAG GTCATAGGGC AGACTCACTG GGGCT3GGGG CCTGGCTAAC AAGCAATGGA GAGAACGGGG GCCATCCAGA 
GAGCTTCGCA GAAGAGAGCC CCTGGGTCAA GAGAAAACIT TGGGGAAGAC AAGACAOGGG AGAAG 



SEQ ID NO: 983: . (Length of Sequence = 399 Nucleotides) 

MG0LT1U1T rrarmTAA AAGCTGTOGT GTTACTGCTT AAACTCTCCA AACICTTA1T GAGAACACTG ACCAGAGCCC 
TGTCCATAGA CCACTGITTT TCCAAGOGCA GATTGCAACT CCTTTGCAGA GIAGGTICT3 GAGCCATTTN AGCTGACTAC 
TCACCAGCTT TCITCAAAAT GTAAATOGAA TAGGATAGAA AAATAATGAA AAATTGTAAA GTGAATTGGA TGCAAAAAGG 
GIAAATATTG TNCTCTCAGA CTITITIUGG TGAGTICTGCA TGTGTTCACA TACTGGNTCA CATTATAACA TGTATTGCTC 
ATTATSGGTT CTGGTCAGAA AAAATTCAGN AAACX3CTGTC TCAGACTCTC CCCAAGT1UI' ATTTGCITAT AATGGGACT 

SEQ ID NO: 984: (Length of Sequence « 408 Nucleotides) 

GTGGTATGAG GTATCAAT3A AATACATTTA AGATGTACAT TOGTTTCTTT CAGAAAGGCG AGACAAGTCA AAGOGQGGAC 
TTCCAGGCTA TAGGTAAATT TATACATTTC CTQGTITAAGA TTGGTPGAGT TO3TCTAAGG ACCTGGGATC AACAGAGAGG 
AAATGTT3X3G NTTAAGACAA GGATTCTGGA GACCAAAGTT TTAC1ACGCA GAGGAAGCTC TTAGCIAGCA GGCATAAGAC 
AGAAGAGGCT CTAAAATCTT TTCTTATGAG ACTGAAAAGG GTGCCTGACT CTEAATTGAT TATCTCCTGG NTCTGGAAAG 
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AAAAAAAAAA GGGAA.TGGCC AGGTGOGGTG GCTCAGGACG GGTCTQCTGG CTCACACX7TG TAATCTTTCT TAAAACGTTA 
TGAAGTTC 

SEP ID NO: 985; (Length of Sequence = 439 Nucleotides) 

TGCTATACTT TiUlNlTiTl' TTCTACTICT TAGTPGTATT AGTATCAAAT GGCATAATAA AGTmCTTTG TITGCCATTT 
CCCACTCATC TGAAAATCAC AAAAAGCATT TATTPCTAAG ATTTATATCC ACTGACCTIT TCCOCAAAGT TATTTTCCIG 
TTACTICTAT TTCATCTTTG CCCTTATTTC TTTAATATTT GTATTAGAAT TAGCFIGCTC TOTTITCCTr CAOGGCAAAT 
GTICTTACATT GCCCACTCGG TGGCITCTGC GGATGCCCCT ACCCACCCCT CGTCTGGAGC AGAGAAGTCC TCITAGCCTA 
GCAGCATAGT GGCPGCTCTC AGTGOGAGGA GTTCTCCTTC TCTAGCATGG TCICTGAT2T CATCTOGACA TAATTAATTA 
GACTAATCCG AATAGAGGAC CAAGACAGCC CTGCCTGCG 

SEQ ID NO: 986: (Lenr : of Sequence— 286 Nucleotides) 

CGGCGAOGAA CATGGAGA7 CCAGCTTG GAGCGCAAGT CCTCCTGCGG GAAGAAGTGT CGCGGCTCCA GGAGGAAGTT 

CACOTTCTCC GGCAGATt. 'AGATGTIG GOGAAGGACC TOGAGGACTC GCAGGGCGGC AAGTCCTCTN AGGTCCTCTC 

GGCCACCGAG CTCAGGGT CTGGCCCA GAAGGAGCAG GAGCTAGCCA GAGCCAAAGA AGCCTINCAG GCCATGAAAG 

CVGATCGGAA GCGCTTPJ . ..OGAGAAGA CAGACCIGGT GAGCCA 

SEQ ID NO: 987: (1* of Sequence = 381 Nucleotides) 

TCCAAAGGTT TTCPJTCtQ TCGATAA ACAAAC TG GTACATCTAC AC? ATGGAAT iiTOGGA GATSAAACAG 

AATCTNTGAG GG^CCAC iCATCEAT GGTC 3G GTCTGCCTCC CP. r ^ITCCA XIAQGCA GT ICTGCT 

GGCTGAGGGG CTGGGAGG. . . JGCAGGAG CATC. _..^AC AAQGCTGGAA GC . GAAGA 2GACCAG T.^-iCAGGGT 
G1OTCACATG GTACAACCAA GAGACTTGGC CTSC^AGAA CCAAAGAAAC ACTCAGGACA ... . ^ACGACAT CTGCAGGGAA 
CCTGGGGGGT GGTGAGGAAA GTCCT3CACG GGTGGTTGGG GGGAGACITC GAGGCCCCTC T 

SEP ID NO:988: {Length of Sequence = 381 Nucleotides) 

GAATTAATAC CAATAGAAGG GCAATCCITT TAGATTAAAA TGAAGCTGAC TTAAACAGCT TAAAGTTTAG TTTAAAACTT 
GTAGGTGATT AAAATAATTT GAAGGOGATC TTTTAAAAAG AGATTAANCC GAAGrTGANTT AAAAGACCIT GAAATCCATG 
AQGCAGGGAG AATTGCGTCA TTTAAAGCCT ACTIAAOGCA TTHJCiAAAC GCAGACGAAA ATGGAAAGAT TAATTCGGAG 
T3GTAGGATG AAACAATTIG GAGAAGATAG AAGITIGAAG TGGAAAACIG GAAGACAGAA GTAOGGGANG GCCTCCTTCA 
TGITTACAAT TTTAATTAAT TTTTTTTATT TTAGGNGTAA TTTCTTACCA AACATTACCC A 

SEP ID NO: 989: (Length of Sequence - 432 Nucleotides) 

CTCTTOG V" 7TGCAA0CT CTGCCTCCTG GGITCAAGCG ATTOCCCTGC CTTAG ?CC CAAGTAGCTA AGATV 3 
CATGOGC' ATCCCTGGC TAATATATAT ATATA'ITi'lT NGTAGTTTEA GIAGA^OGG GGITTCACCA CCTriV 3 
GCTGGTCTCG AACTCCAGAC CTCAAATSAT CTGCCOGCCT TGGCITCCCA AAGTGCIX3GG ATTACAQGCA TIAGCCACTG 
TGCCTGGCCA ACAATATATA TTAAATAAGC ACACATACAA CAAAAGTAGG ICTIGGTAAG CTIACAAAAA TCTGACCAGT 
AGCOTGCTGA AACCTAACTT TTCATITGTT CATGGAACTT TCTAGACCGT AACEACACIG AATAATGAGA ATCTGCTGTTA 
ATCTTTTTTA GGTGCTGTAG A1GAGCCATT GG 

SEP ID NO: 990: (Length of Sequence = 421 Nucleotides) 

GGGAGCCCTA CTTTTNC7ITC TCATTAGCAG TTTCAGTCCA CAGCTGGGGT ATTAAATTTG TNAGTCATTG AAATTAATCC 
CT3ACTGAAT TGGAAAGGAA TrGTATTTCC ACTATITCGA TTTATITATT TTNCAGGTAT GGAATTCTGG TGATTITGAA 
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AACATGAATG ATACCATTTT GCAGCAGCAT TCTAGATTTG TAGTATTTTA GATTGGTATC ACACTGCACC TGAAAAGTAA 
* GTTTCATITr ACTTTTTENA TK3TTGTTGA GACGGAGCTC ACTTTTGTCA CCCAGGCTGG AGTGCACTGG TCTGATCTTG 
GCTCATCGCA GCCICTGCCT CGCTGGGTTC AAGCGATTCT CCTGCCTCAG CCTCCCGAGT AGCTAGGACT ATAGATGCTC 
GCCACCA3GC CCAGCTAATT T 



SEP ID NO:991: (Length of Sequence = 351 Nucleotides) 

CCTCACTCCC OGOGCTQGCA CCTCAGGTTT ACAAGAAGAA CTAGGAAATA AT3CCGGCCA CGCGACCCCT GGAGAGGGGG 
CCGGCTAGAA CAGOGITCCT AAGAATCOGC GCCACAGCAG CTCCOGCGAT GTTGGGGCCT TAGTCTCATC GAGCTAGCCC 
CAATCCTCAA CCOGATCITC AACTICTGGT ACTCCEAACA GAACTCTCCT ATIGAACCAG CCACINTQGC CAQGGAGAAG 
TAATCCTCTG ATAGTTGAGG TTCTTINCTC TCCTCTGGAG CAGATAGTGG TGTCTCCTCC CXXCAAAGCT CATCTTCTGC 
T3GAAGAAAT GGAGAIGGCG CCCTQGAAGG C 



SEP ID NO: 992: (Length of Sequence = 406 Nucleotides) 

CCAGAAAAAA TGGCCACTAC TACCACITQG CTCAGAAATG CTAC3TCTTTA ITENCTGAAA TGTTTTATAT AGAAAAAATT 
TAATAATAAA TAGACATTCT TATATATTTC CTTACCATTT NAGATTGGGT TAAAAAGTAT GGNGACTTCC GGCOGGGTCC 
GCT5ATTCAA GCCTGCAATC CCAGCACTIT GGGAGGCCGA GGCAGACAGA TCATGAGGTC GGGATCTCTG GCTAACACAG 
TGAAACCCCG TCTCTATIAA AANTACAAAA GGAATTCCTG CAGCCCGGGG GATCCAdAG TTCTAGAGCG GCCGCCACCG 
CGGTQGAGCT CCAGCTJLTIG TTCCCTTTAA GTGAGGGOTT AATFTOGAGC TT3G0GTAAA TCATGGTCAT AGCTGTTTCC 
CGTCTG 



SEQ ID MP: 993: (Length of Sequence = 381 Nucleotides) 

AT3GAAGGAC CCTGCCGGGA CCCCAAOGAG GCANTGQQGG ACTITGCCAA GGAAATTGAC ATCTOCT3TS TCAAAATTGA 
GCAGCTGATC GGAGCAGGGG AGTTTNGCGA GGTC7TGCACT GGCCACCTGA AGCIGCCAGG CAAGAGAGAG ATCTTIOTGG 
CXATCAAGAC GCTCAAGTOG GGCTACACGG AGAAGGAGCG COQGGAdTC CTGAGCGAAG CTCCATCATC GGCCAGTTCG 
ACCATCCCAA CX7TCA1XXAC CTGGAGGGTIG TCCTGACCAA GAGCACACCT GTNATGATCA TCACOGACTT CATTGAGAAT 
QGCmCCTOG GACTCCCTTT CTTCCGGCAA AACGATGGGC AGTTTCACAG TTCATCCAGC T 

SEQ ID ND:994: (Length of Sequence = 384 Nucleotides) 

GTTCTTCCAG TTCGGAAGGA TAAAATCAAA TTCCCACTTT CTGGGCTGGA TGCCCAAAAC CTTCACAACT CAACT3TTCT 
CCAAGTGCAA ATGTCAAAAT GGGAGGAGGA AAGGGTTTAA AAATTAGAGA AAACTGTATG CACTTAOGGA CTTAAAAATC 
OGAAAAACAT AGTAAAAAGA CAAAAAAACA TAGCATTATG CTCTGAAATC ACAACCAAAG CCAAAATAAA AGGGACATTT 
1TCACCTAAA CTACCTAGAG GGATTITITG TTTAGITTTT CCTnTTCTT TITTTTTTCA 'ITiUCCAGTT AAGTCCTATG 
TCTITOCTGA AATTCCAATA CTTAAACIGC AAGTCTGCAA TCGTCTCTGA AGTCACTGAA ATIA 



SEQ ID NO:995 : (Length of Sequence = 386 Nucleotides) 

ATAACTTTAA CAGAGGATTG GAATAATGAG GGAOTQGCAA GGAAGCAGTA AAAGGGAACA CTAAAGIATA GAATAATAGC 
AAACAGAAGG AGCACCCTAC CCCTAGQGCT GAGAAAGAGC ACAGGGAAGT CCTITITTNT TCCTGGACAG AGATCCAGAC 
GAGCTGGAGA AAGAAGTIGC TATGGTACTG CATCANT3GA ACTIGCTGGA AATCCACCCT CAAGGGCACT AGGAAAACCT 
GTTCAGGGGA GCTGTGGAGG GAAATGGGGT TGGCAGGAAA GCTGCTGGGC GOGGGCTGCT TCAGACTGCA GTGXATTGCA 
GGAGCITCGG CACTGGGGAA GCICTGTGCA CTGCAGGATC CTGCIGAGCC AGCACATCAG ATCAGG 
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SEP ID NO : 996 : (Length of Sequence = 307 Nucleotides) 

CTGCGCCAAC TGCAAGAAGG AGGCCATCTT TI7VCTGCTGT TGGAACACCA GCTACTGTNA CVACCCCTGC CAGCAAGCCC 
ACTGGCCTGA GCACATGAAG TCCTGCACCC AGTCAGC7AC TCCTCCTCAG CAGGAAGCGG ATGCTGAGCT GAACACAGAA 
ACACTAAATA AGTCCTCCCA GGGGAGCTCC TCGAGCACAC AATCAGCACC TTCAGAAACG GCCAGOGCCT CCAAAGAGAA 
GGAGACGTCA GCTGAGAAAA GCAAGGAGAG TOGCTOGACC CITGACXnTT CTGGCTCCAG AGAGACG 

SEP ID NO: 997: {Length of Sequence = 402 Nucleotides) 

TCP3CACCTA ATACTSAGGG TGTGAAATCT TCCTCAGTAA TGCCCAGCCC TAGTACCACA TTAGCGCGGC AAGGCACTCT 
GGAGTCACCG TCCTCOGCTA CGNGCAGCAT GOGCAGTCCT GGTGGGCTAA GCGGCANAGC AGCCCTCTCT TCAATAAACC 
CTCAGACTTA ACTACAGATG TTATAAGCIT AAGTCACTCG TTGGCCTCCA GCCCAGCATC GGTTCACTCT TTCACATCAG 
CTQGTCTCGT GT3GGCTGCC AATATGAGCA GITCCTCTGC AGGCAGCAAG GATACTCOGA GCIACCAGTC CATGACIAGC 
CTCCACAOGA GCTTCTGACT CCATTGACCT (XCCCTCAGC CATCATQGCT CCTTTGTNTT GGACTGACCA CAGGCACTCA 
CG 

SEP ID NO: 998: {Length of Sequence - 304 Nucleotides) 

GCAGO ~CToT GA1TG1NAAG ACTCACAACC ATGTGGAGAG GCOGAATCAC GCAGGAGAGC CACGCATTGG ACTACCCK3G 
CTCCCAGCCC CTTCCCCACC CCGTNTTGAG OCAGAGAGCT ACAAGCAGGA ATCCCACTGC AGCTGCAAAT NATGGCCATC 
GAGGAAGTCT CTGGAGAAGA GGCTQGGGGC 1CTGCTGCIG AGGGGGGCTA GGCTCAGCAC GGGACCACCT GACGACAGCT 
CCCAGCCAGT CCATGCTGTC CAGCTGGCCA TCAAGCCAGG TTCCAGGGCC CATGGGTGCT TGCT 

SEP ID NO: 999: (Length of Sequence = 321 Nucleotides) 

AGAATGGTTT TGGAGCTCGA NATCTTCATG GCTTAGACIT GCTGGTCAGA CCCAGGAGCA CCTGTGGCTC ACACCITCIG 
TNCCCCTCCT GGCCTGTGCA GAATCTAAAC AGCAGACTCA TACTCAATGG GCACTACAGG CCTTATCAGA CGTTTTATAC 
AAGCCTGGAT TCCTTAGTAG GGGAATAAGG CATTCTCTGA GGGGGdTTC CACTTAGATT GAGAAT3TTA TTTGAAAAGA 
ATCTGGmTA AATGGCATTG TGCTCCGAGG TAGCTGCTCT CCCCACTGAG AGCTGAGCCG AAATATAAGA ATAATATATT 
T 

SBQ ID NO: 1000: (Length of Sequence = 253 Nucleotides) 

CCCTAGAGGA TTTGCCCTCT TINATCTGCC ACTGACCTGA ACCAOGCAGA TTTTTCAAGC AC3GAGQGCCG ATTGGGCAAC 
CACAGCTCCC GIGCTCTCTC TTTGCAGTCC GCGGCITTCC CTCCGAGAAG GACTTTGAGG ACTACATTAG GTACGACAAC 
TGCTCX3TCCA GCGTGCTGGC CX5CCGTGGTC TTCGAGGACC CCTTCAACCA CAGCAAGGAG CXXCIGCCOT TCGCGGTGAG 
ACCTGCGGCC GGG 

SEP ID 10:1001: (Length of Sequence - 164 Nucleotides) 

AAACAGAGTA CTGGGATCTC ACICTTGGAA ACTGCTCACA ATTTCTCATC TAAGCCGAAG TTGTCTGTNC TCCITCCTAC 

CTIAACAGTT tctcactgcc tgaaggcagc tgccaaaacc cctctaagca agcagcactc ttacccacca aaatctatga 
cere 

SEP ID NO: 1002: (Length of Sequence = 262 Nucleotides) 

ATATCTTCCT GAGGGAAAGT GGTAGAGITA AAGAGGGCAT AGAGAGCGCA CTCATGCATT TACAACTCAG AATTCTAAAA 
AAAGTTTACA mTGTCAIT TGTACITCAG ATGAATTINC TTATTAAAAG AAATAAGGCC ACAGAGGTAA ACTTAAGTCT 
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CCT3TTTCCC AATGCCTACC CTCCITCITC TCCTTTCCTC IT 
CAGAGGCAAC TGGCATTATA AT 



SEP ID NO:1003: (Length of Sequence = 267 
GGAAAGAGGA GCAGGTCTGG AGGTTICTGG AACCCAGTCC 
CATTCTCAOG CTGGTCATTG TAATEAGADG ACCCCCX3GGA 
ACCTAGAAGC AGAACOGTTT TCAGCGOTCT GCCCTGTK3G 
GGGTTTTATT TCTCTCTITC TTSAGTG 



TCTCTTTC CTAGAGAAAT CCIGCCITCC TTTCCCTTCC 
Nucleotides) 

CCTGCAGAAT CICTAAAACC TAATAAATCA TGGTICTGGC 
AGCCCAGACA CTCGGGGCCT GGAGITO7TC CCCCTGCCT3 
CTTTAAGGCT TTGTCTTAAT TTAAGGAAAA AGATCCTCCC 



SEP ID NO: 1004: (Length of Sequence = 277 Nucleotides) 

GGCTCCTAAA CACTITCTTC CPGAGAT3TT AAGCAAAGTA ATCATCCIX3T CACTAGATAG AAGCGATGAA GATAAAGAAA 
AAGCAAGTOC TITGATCAGT TTACTCAAAC AQGAAGGGAT AGCCACAAGT GACAACFTCA TGCAGGCTTT CTTGAATGTO 
TTGGACCAGT GTCCCAAACT GGAGGTTGAC ATCCCTTTGG TGAAATCCTA T1TOGCACAG TTTGCAGCTC CTGCCATCAT 
TTCAGAGCTN GCTGAGCATT TCAGAACTAG CTCAACC 

SEP ID NO:1005: (Length of Sequence = 271 Nucleotides) - 

GTTAGGTCAT TCACACAIGG TGGAGACAGG AATCTACAGA CIAGGGATCA GCCCCAAGGC TATGATCTTT GTNCTGCGCC 
GCTCIACCCC TGAGCAGAOG GGCCAGAGGT CCAGAGAGGG CTGTGCTGGC AGAGTTCATA CITIX3ATAAC TGAACCCTAG 
AGTAAGCCTG CCCTGGGAAA TNCCAGCTCA AGGGACTGAC AGGCATAATC CTCTITCGGA GAGAAATGCC ACATCIGCAG 
CX3ACA0GNAT CCTTAACACT GTCCCAGGAC T 

SEP ID NO: 1006: (Length of Sequence = 336 Nucleotides) 

TATTTIKCAG ATATGGATAA AAA3TGCITA GGAGAGTAAA GAGAGACAAA GTCTCAAAGCA GGTTTATAGT AGGTGTTGTT 
TTAGTCTTGA TOXTITTTG CTCCAATAAT CAAACTGATA AATATIGAAA ATTGATTCAT GCAGCATTAC TTACTCCA3T 
CTAATTITNA TATA1X5TCAA AAGTCCCATC TCCCAAAOTG TGCEATCCCC 1TCAGGAGAA GAGACTCTGC TGAAGTTIAT 
AAGGTTGACA TATPGCCAGC TTCAATAATG TAAAGATGAA GTGTATACTG GAATTCTTAA TGCAAATAAC AACT LT1T1 G 
GGAACTAACC CCGITT 

SEQ ID NO: 1007: (Length of Sequence = 355 Nucleotides) 

GGCAAGAAGG CGTCGGCGGC GCAN0GOGGA TCCAGAAGGA CATAAAOGGC AGCITGITCC TCCAGGCTGG TGGGCTINGT 
GOCCTOGGOC TTCGGATGCT TATCACAGTC CTITCGGACC AGAACACTGG ATATCAGINC AGCCTCT3GG CCAGCTTCAG 
AGGCTGITAG AGCATCATIG CTOCICTGGC TGATCCTTCC TTTCCTCAGT AAATCACAAA AGTQGTGITG GCCATCCAGG 
TTACCGAGIG ACITAATITC CAGAAAA3TT AATATTGAQG TCATTATTCT ATGCATTTTC ACICTIGCCA TTTTIGTATC 
CTCGTAGGTA GGTCTATGAA CHACCACIGG GGTCA 

SEP ID NO: 1008: (Length of Sequence = 269 Nucleotides) 

ATAHTAAAG AGAGCITTGG TCAGTAAAAG TATAAAANCT GAGCTCTGGT AAGGGTACAG TTTATAAGGC CTAGAGAACA 
TCAAAACATT CATTTCATAT TGAATGTATA AATACCCACA TGTGAGAGCA CATGTTGATT CAGTTTGAGT ATG1OTGCCT 
TGIGGNTCIT TAAAACCTTT CCAGCCIGGG TTATTTTCCC AAGCTTTCIT TATAATTACA CCAGGGAAAG AGTTACCNGG 
NATTAATCAA AACCAGACAG TCGACAATG 



SEP ID NO-. 1009: (Length of Sequence = 295 Nucleotides) 
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GATAGCAGCA ACATACGTTT GTTTATTCAT TTGCTTACTT ACAACAAACG 1TTATTCATT ATTTATAATG CAACAAGGAT 
TAACCTAGCT GCTAAGGAGA GAAAAATCAG TAAGACACAG TITCTITCCT CAAGGAAATC ACAGTCTGTT GGCAGAGATA 
AGTACTAATG GTGCCTAATA TAGGTAACAC TTGCTACCTG CTCCAAGAAC AAAGTTAAGC AAGT3ATTAA CTTAAGCAAT 
GCITAGAGGT AGAGGATCTA AGANTOGCCT TAAAAAATGT GTCTTCTGAG ATGAG 



SEP ID ND-.1010: (Length of Sequence = 356 Nucleotides) 

GIATITCCTC ATTICTGCAA ATNAAATAGA AAAGGTAAAT NAGAAACTCA AGAGGTTICT TACCTACTGT CAAT3GAGTC 
GGGAAAATGG GTGGAAAGAA GAAGGCAATA AGAAAAGAGT AACAGGAAAC GACAGTNGAC ACTTCTGAGT ATACCTTGTG 
GAATCTCTTT CACTCTTAGA ATCATAGTAA TAGANGANGA AAAAAGAACT CXTCAAACTG AAAAGGATAG ACCACTGGAA 
CAACTTCAAG TCGTCTAATG TAGAAGCAAA TGGAGTCCCT CAA3GAAAGA AGAGAGGTCT TGAAAAGAAA AAAACATTTC 
AAGAGTTAAC AGCGAAACAC TTTCCAAACT TAAAGG 

SEP ID NO: 1011: (Length of Sequence = 315 Nucleotides) 

AGAGAGACAC AACIGTAATA GAGACACAGA GGAGTGGCAC ACAGAGACCA CCTCCCAGCT GGAGACAGTC AGGAAGGACT 
GAGGGAGAGG GGACAGCCAG GGCTCCACAC CCAGGCAAGA ATGGQGGAGG GCCIGTGGAA CAGAGAAGTC ATCAACACAC 
ACAGTTCAAA GTCTACCCTA GGCTAGGAGG GGGAGCAGGA AGAAGGGGCA GGGAOGCAGG GGCCOGGCCT GGNAGCTCCC 
TGTTQGCCTC TNCTGCCCCC TGCIGGCTCC CNCTGCGCTG CTCAGGCAGG AAGAGAGGAG GCTGCTGfTIT TTAGG 

SEP H> NO: 1012 : (Length of Sequence = 272 Nucleotides) 

CCCAACTCTA TAGCCCTAGT CAACCACTAA TCTATACCCT GTMCTCIATA GATTTGCCTA GTCTAGAAAT TTTGTATAAA 
TGAAATGCAT GCACITGAAC TITITGTATC 1X3GCITGCTT TTCXZATTTAG CATAAAGTTT TAAAGGTCCN CATATGTTGC 
TGCATCTGTG CAiTlVl'lTr TCTCNACTGC NATATIACAT TGTATGGGAT ATACCATTIT GCCATATTTN GTTAAATCCA 
TTCATCCAGT TGGTGGGACA GCAGGTTATT TC 

SEP ID NO: 1013 : (Length of Sequence = 252 Nucleotides) 

TTK7ITACTG TTITCTACAC TACACTCAAG TTCATTCAGC ATCTCATTTC AACAACATCT GACXJTGTCAA C1TCAAAAAT 
TAAACAAACC AGCNAAACAC AACACTTGNC ACTACAAAGG AALTJJbUTlT ATTCTCAACC TTCTATGATA GCTAAACTTC 
TCIGNAATTT NGTTCCCCCA CACATCCCAC ATCTGGGCTC AAITTCCAGC TTCICTTNTT CTCITITATT TCATCCAAAA 
TCTTATITTA AT 

SEP ID NO: 1014: (Length of Sequence = 210 Nucleotides) 

GGGATACACT GACAGTAATG TGAAGCGCCA CACITGCAGA TTTCAGGCCC AGCAGGTCCT GGNCAACTGC CATTCCACCC 
GGAALVIMTA ACCCAAGCGG TGGGGAAGGA AAGCCAAAAC TCCAAGCTGG CACTnTITC GCGTTCTGGG CCATGACACT 
TdTAGGCCT TCTGCTGCTG AACTTTTACA GGGACAAAAG GTACCCCAOG 

SEP ID NO: 1015: (Length of Sequence = 222 Nucleotides) 

GGNAAGAAAG GTITCTCAGA GGACAGCCTT ATTAATTTCTT CAGAGGATGA ATTTGNACAA TGGCAGCACG TTGCAGTCAC 
AACITCTTAA GGTGCTTCAG AGGCTGATTG TTCCTAGNAA CACAGAGTAA TGAACTATTC CIGAAGAGCA ATGAAACAGG 
TITPGAAITr TNITGTATCT GNACTTAGNA ACACATCAGT CCCCATCAAC CCATGGACTT CT 

SEP ID NO: 1016: (Length of Sequence = 236 Nucleotides) 
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GAATAAACTG GTITCGAACC AGAAAAGTAC AAAAAAGAAC AGCTAGAGGT ACATAGACAC AGGACAATTA ATCAA1TIX3G 
GAAAAAAAAA AGNAdTACT TICTCCATTG CTGCCF3AAT TGTTTCCCAA TCTGCCTIGA AATGCCACTT TTGGCCAATA 
Ti'lTl'NCAAA AATTIGACCA AAAAAGAAAA AGCACTNAAT TTCCdTTIT ATACAAAAAT GNTTAACTAG GCAACT 



SEP ID N3:1017: (Length of Sequence = 259 Nucleotides) 

GCTTCCCTAG ATITITCCCr AATTITQGAC CTATCTGGAC AAAAAAAAAA ATCTAGTCCA AGCTTTCACr ACCTTCTTIT 
TTTATTOGCC TICTGCITCT GNSTTCCACA TGGGAACTIG AAGTQGTTTA TAAGAATGCC ATGCICTGCA AAIAGTAAAA 
ATGAATTTNC TGATTFITAA AAAAGCCCTC AGGAACGGCA TATGTATANG GTATGTATAT GAAAAAANGT GTCNAGGAAT 
GCAGGAGGGA AACTAGGCG 

SEP ID ND:1018: (Length of Sequence = 354 Nucleotides) 

CIGGAGGAGG AGAAGAAGCA TCIGGAGTTT A1GAATCAGC 1AAAAAAATA TGATGACGAC ATITCCCCAT COGAGGACAA 
AGACACTGAT TCTACCAAAG AGCCTCT3GA TGACCTTTTC CCCAAT3ATG AAGACGACCC AGGGCAAGGA ATCCAGCAGC 
AGCACAGCAG TGCAGCCGCG GCXNCCCAGC AGGGCGGCTA CGAGATCCCC GCGCGGCTGC GGACGCTCCA CAACCTGGTG 
ATCCA&EAOG NCTCGCAGGG GCX3CTAOGAG CTAGCICTGC CCCTNTNCAA GCAGGCCCTG GAGGACCIGG AGAAGACTTC 
AGGACAOGAC CCACCCGGAC CTGGCCACCA TGCT 



SEQ ID NO: 1019: (Length of Sequence = 393 Nucleotides) 

GATGACCGAT TTGGCCATGG AAGACTTATC TTCATGGCAC AGAGAGNYTG TSCAGAGATG AGTCAGACTC AGGGGCTGAG 
TAACAGCAGA GCAGAGAGTG CAGAAGTGGA CGCTCAGAAG CX3AGTTTATG 1GTGTYTTIY CCTCIATCTG CTGGCTGTGG 
CPGCTACTCC AACCTATCCC AAAGTAACAG CCTAGTCAAT GAGGTATATG CTTCAGATCT GGCAAACTCT CTCTGCACAT 
AAAACIGTTA TTCTEAGTTC TCTGAAAGAC OXJCACATCT TTGAAGTGTA AACTAAGAGC TACATTITCC CTITI&CTAC 
ATCTCCCTTA AAAGGAAAGC ACTACAAGAG CTTTAAAATA GCAAGCTTCC CTATTCTAAG GGGAAANAGT CTT 



SEP ID NO:1020: (Length of Sequence = 403 Nucleotides) 

CTGAGGAAGA GAGGTGAACT GGCATCTACC CAAAACACCT GTGTACTGCT TAATAAGCTC GGIftGTTCCC ATTAATGAGC 
TIGATGAAGG ATGGCACCIG ACAGGGCCTT AAA1GANCIG ATGGAGTSAA TCIKACCAGT GTGAAOTAAA TTTNCITTAT 
ATATAATAAA TAGCIGTGCT TACACA'ITIT CAGATTTNCT TTGTCAGCTA TGGACATGGA ACAGCGGGAC TATGATTCTA 
GAACAGCACT CCATGTAGCT GCTGCAGAGG CTAATACAGG AACTACTCCT ATCTATTTCC TTTCCAGATT TAATTTCTAC 
TTAGTACTAA AATCTGCTCT TTnTTGGGG CTGGGAQGGT ATAGGTCATG T3X3AAGTTOT TAAA3TITIT NCTGGAAGCC 
TGC 

SEP' ID NO: 1021: (Length of Sequence = 452 Nucleotides) 

ATOGCAACCT GGCAGGGGTG TGGGGTITGC TCGGGGCCTC IGTGGGGCCA TGAICT3AGG AGGCTATGIG GGGGGOGGGA 
' GCTCAGCACA TTCCATGGCC TAGAGGGGCC ACACAGAGGC CXXAGTOGGA CCCATGGCGT GGAGGCAGGT ATGGGGAGTT 
KIGGGGAGAT CCCAGGGTGG TCTGGGGCCT GGAACOGGCC ATTKGGAGGC CCCAGCACJIT TCAK1GCCCA GGGCCTCCCT 
GCAGAGCCAT GCATGGCAGA AGAAGICTGT AGCATGAGCT GGTACACGCC CATGCCCATC AAGAAAGGCA GTGTGGTCAT 
GCGTfCIGGAC ATCAGCAGCA ATGGCCTGGG GACCTTCATT CCAGATAAAA GGTITCCAGAT GAXATCAAGG GCTTCCTGAA 
GAGAGACCCG GGCAATAACA TCCATTCANT TGGGAGAGGA GGTGAGGGAT NT 

SEQ ID NO:1022: (Length of Sequence = 413 Nucleotides) 
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AGCAACAGAA GAAAGGGCCA CATAIATGCA AATGCCTGGT 
TCAGGAGACT GGAAATTTTT NCCAGGAGCT AGGAACGAGG 
TGCAGGATGA ATAAGTTCTG AAGACCTAAC ATACAGCCCA 
AATTTGCTAA CAGAAGAGAT CTIAACTGIT CTCATAACAC 
TAGCCTGACT CTGGTTATAC ATTTTATCAA AATCICACAC 
TTIT3X3GGGA GCT 



CACTATATCT GGCCCPGAAG AAGGAAGGAG TTTGCAGGGC 
GGTTGGGAGA CGTTCGTCAA AGGGTACAAA CTCCCAGTTA 
GTGACCATAG TGAATAACAC TGAATGANCA GTATACTCGA 
ACAAAACATA GCAACTGTAT GAGCTGATCG GTATATCAAT 
TGTGGCTGAG TOCAGAGGCT CATACCTATA ATCCCCANCA 



SEQ ID NO:1023: (Length of Sequence = 379 Nucleotides) 

TCAAGTCTCA AAACTTTAAA AGACAGTAGA TATTICTGGT TITCTAGCTA AATGAGGGCC AAGATTGGNC TTTITCAACT 
AAATTGAATC ATGTTAGTATA TCTGATTTCA TAGCTTTCTG GGGGAAAAGG GAGGATTTGA ATTAGCAGCA GTGGAGGTCA 
GGAGCAGTAA AGAAGACAGT AGGAGGAGTC CAACTACAGA TGT3AATGAN CAGCCTCAGA GGAACACATG AGAAGCTGAC 
CTGCICTTTA TCAGGAAGGC GGGGdTICT CTCTAAGATA CAAACCAAAT AGGAATOCTC AAATAGTTCA AATTATCCGG 
GGGAAAAAGC CT3AGCAATG ATCCCTCTGG AAAACAAAGC AGTTCTCAGG CAGCACCTT 

SEQ ID NO:1024: (Length of Sequence = 320 Nucleotides) 

ACTCTACAGG AACAAAGAAA TCEAAGATGG CTGCTCAGCC TTGAAATGTA CAIXJETITCC AGCAAAGTTG TTGAAGAACC 
TTCCGTIGGC ACAGATTGTC CTTITTCACA AGCATACAGA AGCCTCCTTC OGGCCAGGNC TCTTCCGTTG CATCCTIGCA 
AA3X3GCTCCC A1TTGACACA TTCCTAAGTC TAAGAGATA'J CCACTAGGGC AGCTTCTACA GTTCTTGAAT CCTGGGCCAT 
TGCACGTCAA ACAACTGATA TCACATTTIT TTGCAGGA^r 'ICTATCCATT CICTGAAGAG TGGTCAAAGT AATAGCTGAT 

SEP ID NO: 1025: (Length of Sequence = 368 Nucleotides) 

TAXITAATCA TTLTlTiUlT TGCCTGAAGA CTIAAAACTA AGAAGATTAT TOGAATGCTG AATTAAdTG TTCAAGAGAC 
TATTCCAAAG GGATAGAATG AGACIAATIY CTGACTATCT TITGCTAGTG ATG0GK3GAT GGGAACAAAC ATTACAAGAA 
ATAGCATAAT GAATCTAGAA AATATTTCAG TTTGGAGATG TGCATGANTT ACTITCCTAG CTITTGCCACA ACAAAGCATC 
CCAAACTGGT GGCTTAAAAA ACAGAAATTT CTTICATCCT TCITCAGCCT AGAAGGTCAA AATCAAGGTG TTGGCAGGAC 
CATCCTCTCT CTGAAACTCT AAGGGAGAAG CXJITCTTTCT TTCmCCT 

SEQ ID NO: 1026: (Length of Sequence = 379 Nucleotides) 

GCTGCAGGTG CATACAGGAA GGACCATGTC GGCTCAGAGC AAGGGGGOGG CCATCTCCTA GCCAAGGAGG GAGGGCTCCA 
GGGACCCCAA TCCTGCTGGC ACCTAGGCCT TGANCTTCCA GCCTCCAGAC TOGGAGAAAA TAAOGTCTCA TTGTTAAAGC 
CCCCAGCAAA TGANTACAGA AOCTAGGAAG GGGCAATGAA TGANTGATAG CTQGAAGGGC TAAGAAGAAA AGAGGAGGGA 
GAGGAAAGAG ACGTCCTCAG ATCTOTCTCT NCTGGACATC CGATCCCAGG CTGTCTCTTC AGTGGC2TCCA ACTCCAACTA 
GCAGTCAGCT CAGAAATAAT CCCINAGGCA TCGAAGCITT CACAAAGGAG GNCACAAAA 

SEQ ID NO:1027: (Length of Sequence = 411 Nucleotides) 

GCCCTTGGCA CCTAGAAGCA GCCAGGAGGG AAGTACTGAC CATTTAAAAG TOGCAGATCT CCX3GGCCCCA TTTCTGCAGC 
CTTCATTCTG CAACTCCAGG GAGGGXATIT TTNATTICTG GGITCAAAAA ATCTGTATAT ACAGTCTATC TGTTEAGAAT 
TTCTGTICTA ACTAAACTAC AGC7ITTGAGT T3GAAAGAAG TCACGGGTTG TAAAACCATT TGG A ' lTl ' l ' lT TAAAACAAAA 
GTATTAATAA TCTGGAAGAC AGIOTTGCCC AGGTCAGGAG TGTTTICTIG GTCCTTCCAG CCCCCATCAA TTGAACTCTT 
TCTGGGCTCA CTCAGACACA GACATTCATC TCTCTCTGAC CAAATCAGGG GCTTTCCCAC CTCTGGGGGA GGGCACAGTT 
AGGATOITTT T 
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SEP ID NO: 1028: (Length of Sequence = 401 Nucleotides) 

GATC&TCATG CAGCTCAACT TTCTGTTQGA TTCCATGCTA AGCAAGCTAA CdTATCCTG CATTGTTAGC ACIAGGCACC 
CAGCTGCCAC CTCTCCATCC TGCTGCCCTT AGGCCACATC GGAGCACTCC ATGCATGACA GCCTCTATCC TACAAGGCCT 
ATCAGTATOG ATTGGGGGQG CCAAAAGGAA AAAGCTCCAT GTCCCTCTTT GTCTGOCTGG CTCAGAAGAG TTGTGCAGGC 
AGATIAGCAG GCCAAGCTCT GAGCCACAGC AGCATTTnA TITCAGATTT TGATAACTGT TTATATCTCT TSAAACCAAA 
NTGNCATCIT TITAAAGCIT ATCCATAAAA AAAAATAGAT GTCTTTEATA GTGGGAAAAC ACATOGGGGA AAAAATCATC 
TATTCTCATG CAGCATTTCA TAAT3NTXAA ACACCTCACA CCTCACTCTT 
450 



GAAAAATGCC AATTGGATGC CCTTAGCTQG AGCTGAGAAA ATGGCATCCT TGCdTCTTC TCAATATGAA ACATTAACTA 
CTTGACAAAT TTATCCTTCT AGAAATGAAA ATCTATTTAA TCAGGGACCA GAAATGGCTG AGGAGATAAA TCCATCATTA 
CAAAATTCTG CTTITGAATC CTGGACATTA CAAGQGGGTA AATGCAGCAT GACTTTTICT TAACCACATT CCAAAATGTG 
GAACATTTCT TTIAGAAATG AAAATATTTC AAGGCTGATG TATTTTAAGN CTACACATIA TCAGGGNCAT ACATPGAGAG 
TTCGCTTAAT TAAAGGOTGT TGGGCATCAA ATTATGITTA CTAGGTTACT ATTCTCTAAC AACTCAAGGN TGCITTAATG 
G 

SEQ 3D NO: 1030: (length of Sequence = 340 Nucleotides) 

TTCCCGCTTG ATTCCAAGAA CCTCTTCGAT TTTAA'l'l'l'l'N AITTTCAAAG AGGGAGACGA TGGACTGAGC 
CATX3GAGTCT OGGGTCTTAC TG&GAACAJT CTCITTGANC TTCGGTCTCG GAGCAGTTTG GGGGCITQGT 
CCCTACAGAX TGACGTCITA ACAGAGTTAG AACITGGGGA GTCCA0GACC GGACTGCGTC AGGTCCOGGG 
GGGAOGAAAG CCTTTNTCTT TCAAGATACT CCCAGAAGCA TAAAAGCATC CACTGCTACA GCTGAACACT 
GCTTCAGAAA TAAAACATGA 

SEQ ID NO: 1031: (Length of Sequence = 452 Nucleotides) 
CCAGGGGAAG GNTCCCAAGG GAOGGGCTGG CAGCCGGACA CAIX3GACAAA CTGATGGACC CAGGACTCAT CAGACAAAGC 
TCTCATTAGC AGAATGTGGG CACCTGCACC CAGQGCCCAT ACCAOGTCCC TCTGAGCAAA AAAGCTIAAA GTVCTCCCTC 
CAGGCCCAGG GCCAAGAGOG CCTCACAAAG GGCTGCTGCC TTGAACITGG CCTGGGGAAA TNAGACCCTC AGCGGACCAC 
AGCCCITGAG COCTGGGAGG AGCAGCCCAT CCAGNAGCAG CACAGCTNCC GAAACTPGAG GAAGAAGACT TCCACCCATA 
GCACAAGAAC TGCAAATACT GTCTO3C33CA GAGCCACCAG AQGCCITAGG CTICTTAGGA CACCGATATC CCCCATTCAT 
GGGGTIM3GA GGGAGTGGCT TTTTTAGGCA AGGGACTTTG TTAGAGAGGT TT 



TGATCCGCAC 
CTGGACCCTT 
GCTOCAIAAT 
TTTTTCAGAA 



SEP ID NO: 1032: (Length of Sequence = 411 
GAATCTACAG AAACATAAAT TA2ACTCAGT TCTGCICTAC 
TTAAJTTGAA TATTTAAAGA AAGTIAATTTG AATGGTTCEA 
1TCAACTGGG TGTCCTTATT ATCTGATTTG TCTGAAGTGA 
CAXAGTTAGG GTAAATOCAA TGTCACAATT CACTCTTGCA 
CAAATK5AAG CJ1T1UGACTT TTACATTGTG GGNGACTCTA 
A3CTGCTATT T 



Nucleotides) 

TGGTnCTGA GAACATCAGT GTATTAAGGA GAA3X3CTAGT 
CTACTAGGGC CATIATIAAC TACTAACATA GATTACTGAC 
AAACTGTTAA GGTFGCTCTTT TAAAATGTAT TTX3GAAACAC 
TATEATTINC TTAGCCAAAT TTATGAATTC TAAGTIAGGC 
AATTCATGCG TITGGCAAGC ACCAAGGNCA TGGGGAAAGA 



SEP ID NO:1033: (Length of Sequence = 372 Nucleotides) 
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AGTGGCTTAC AAAACACAAA TITATTATCT TACCATTCTG TGAGTCAAAA TTCCAAAATA GGTCTCACTA GGCTAAAATG 
AAGGACTGCA TTININCCTG CAGGCTCCAG GAGAGATCTA TOTCTTACTC TTTNCGGCTT CTAAAGGCPG CCCACATTCC 
TCGACTAGTG GOGTCCCTCC TTCATCTOTA AACCCAGGAA CAACAGGTTG AGTCCTCA7G TCACATCTTT NTTACCTTTC 
TGTCATCTCA TCTCGCTGAC TGCTGCPGGG AAAAATICTC CALTiTi'AAG GGCIATCATG ATTAGACTAT GCCCACTAGA 
TAATACAAGA TCTCAGATCC CTTAACTTOC ATCACATCTG CAAAAGTOGC TT 

SEP ID NO:1034: (Length of Sequence = 320 Nucleotides) 

CGCGCCGCGA CGGACGCCCT CAACCGGCAA ATCCGCGAGG AGGTGGOGAG TGCAGTGAGC AGCTCCTACA GGAATGANTT 
CAGGGCATGG ACGGACATCA AGCCTGTOAA ACCAATAAAG GCCAAGCCCC AGTACAAGCC CCCAGAT3AT AAGATOGTTC 
AXGAGACCAG CTACAGTGCT CAGTTCAAAG GAGAGGCCAG CAAGCCAACA ACAGCIGACA ATAAGGTCAT TGATCGGAGA 
AGAWTAOGCA GCCTCTACAG CGAACCCTTC AAGGAACCCC CAAAGGTCGA AAAACCTAGT KTTCAGAGTT TCAAACCAAA 

SEP ID NO:1035: (Length of Sequence - 375 Nucleotides) 

Tl'mTlTlT TCAGTGGAAA ATAACTITOA TIGAGACCCC ACCAACTGCA AAANCTGTNC CTGGCATTAA GCTCCITCIN 

ccrrrazAAT tcxkstctitc ttcagtggtc ccatgaaigc titctnctcc tccatggtct ggaagoggcc atggccaaac 

TIGGAGGTGG TGTCAATGAA CTTAAGGTCA ATCTTCTCCA GAGCCCGCOG CITCGTCTGC ACCAGCAAGG ACTIGCGGAG 

GCTGAGCACC cgcttcitgg tixxcaccac acagcctttc agcatcacaa AGTCATTGGT cacttcacca tactggacaa 

AGCGACCCAG AGGGTTGATG CTCTTCIMAG ATAGCTCATA GTCACTGGAG GCATT 

SEP ID NO:1036 : (Length of Sequence = 304 Nucleotides) 
. CTCTATGTCT TCTTCITTTT GCTTCTCCTC AACTAGAG J TGACTTTTTr GAAGGTTAGC TTCTTCTAAG AGTTGCATGC 
TATmCTGGC TCTTACAATA GCCTCATATC TCINATTTNC TAATTCATTG CACITIX3CTT GTAGCTCTCT GGTCIXJTTIT 
TCCAGATGTC TATTINCGGN TCTNAATIGG TTGGCITdT GGATTGTCAC ACATAATCIT ATTTCTAATT GITTTATACT 
AGACTGTAAC TGCIGTAAAC GGCTATCTGA TGCITCCTCT CTTOCATGGG CAGACACCAC ATCC 

SEP ID NO: 1037: (Length of Sequence = 341 Nucleotides) 

CTATGAGGAC CAGCAATTAG ATITTATAGC ACTACTTCCC ATTAAAGTGA ATAACCAAAA TCACTTTAAG GTCAAGATCT 
TAGTCAATAC ATTATGTAAA ANCATATACA ACAGACAATA CACCAGAAAC TAAATdTTT GCAACCTTTT AAACTTATGA 
TGAAAAACAT TAATGTCAGC TCTAAAATGT ATTAAGCAffT TTTTACAAAA AAAATGTATA GAATACAGGA GCCAAAACAT 
TTANCAATTA CCCTAACTTG GTGACACAGA NTACTATTAA TAAATAATAC TGATCANNGN AAAGTAATCA ATTTGAAAGT 
GGTQGGGGTA GAAGGACAAC A 

SEP ID NO: 1038 : (Length of Sequence = 281 Nucleotides) 

GGAGGCTGAG CTGAGAGGNT CCCITGGGCC CAGGAAGTCA AGGTTGCAGC AAACAGTGAT TGCACCACTA CACTCCAGCC 
TQGGCAACAC AGCAAGATCC TGTCTCAAAA AAAAAAAAAA ATATCAGTAT IGTTTTATTA ATIGTAACAA ACACACTAAA 
TAAATGTAAG ATGCCAACAC TAGGGGAAAT AGGATNTGGN GTAAATGGGA ACTCTCTGNA TCATTXTTGC AAdTTCCTG 
TACATCTTAA ACTATTTTAA ATGNTTCTAC AAAAGTTAAC A 

SEP ID NO: 1039: (Length of Sequence = 246 Nucleotides) 

CCAATGATGG CAAACATGAG GATGGCAAAG AAGAGAAGCA GCCCAATCTG CAGGAGTGGA ACCATGGCCT TCATGATGGA 
CTIGAGCACC ACCTGCAAAC CTGGGGOCAG AACAGGGCAG GTCAGGAAGC AAOGTOGGCA GGCTAGGGCA AGGAATTTNG 
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TQGGGGCAGG GACAGANCAG CAGGAACCTA GCAGGGACAG CAAGGTGCTA AGCASINACT GCTTTCAAGG GCAAAGGTTA 
GAGCTG 



SBQ 3D NO: 1040: (Length of Sequence = 399 
GAGGTCAAGA AGAGdTAAG AAAA33VXAGG AGATACIACA 
AAAGCCAATA. ATSTAAGAAA GGOGASTCCA GGAGCAAAGA 
GAAGTAATGA CAGGGGCTGA GCAGGAGCCA GGAAACCCAG 
GCICTSOCTG lATTCTCACT TCTCCTCCCT AAATAGCAAG 
TGTACAATGG TTATGITTCr ©TTCCGCTXA GCTGGTIAAT 



Nucleotides) 

GCA3CTT1QG TICATGACOG GAATGATTIA GTAAGAAGGA 
CTITAAGGAA TAAAAAGC3JC AAAATTCTTT GITTCTCAGG 
CnTTNjCTT CAOJTCTGCC TGACATTEAT TGGTCATGTG 
AAGGAAAAGC CTCITGGAGC CTCGTGTCTC TGCTTCTTTC 
TATAGAATCA CCCTO3CTGG GGTCTTTTGG GGACTGGCC 



SBQ ID NO: 1041: (Length of Sequence = 324 Nucleotides) 

CCA1AAACAG TCOGTCACTG ACAAATGTIG TTAOGCAGCA CA3TTTAT3C ACTGTGTGAC CATACACGAT ACACAGAGGA 
AA1TCAGGGC TTCTAGGAAA CCTTCTAAGG CCTCATCTCC CTAAGGGCAC CTGATCAGCC ATTCCTCACC CCTGCACTGC 
ACCAGGNCTC CAACACCACC ACCAAGGCTA ACCGCTGTGC ACTCIGGGCC CTGGGTCIGC AGTACCTGGC TCCCAAGCAC 
ACCAGCATCT GAAAACTTGN CATCCTIGCC GA1NTTO0GG GGAGTATTO3 TTGATIGCAG TGACAAATCG GCAGAAGTTC 
CX3G6 



SBQ ID NO: 1042: (Length of Sequence = 212 Nucleotides) 

ATCIGTITCT CAGAGATGAC ACIGCCAACA ATCACAGATT TGCAXACAAT ACAGTTATGrr ATTGGCTATT CACAATTTAC 
AGrAGTGTTT TTCCCICTGh AAAA37YTAAG TOCAAAAGCT AAGTAAACAA TCNGCTACTO CCATTTCGC3I TITTTTACAT 
QGNCTTAGCT TAAAGAACIG GTCTTTAGCA AATATTCAAC AGNTCAACCT GA 

SBQ ID NO: 1043: (Length of Sequence = 329 Nucleotides) 

ACTK3GAGAA AGAAAAATTA GAGAATTCCA GATCCTTAGA ATGCAGATCA GATCCAGAAT CTCCTATCAA AAAAACAAGT 
TIATCTOCEA' CTICTAAACT TGGATACTCA TATAGTAGAG ATCTAGACCT 1GCTAAGAAA AAACATGCTT CCCIGAGGCA 
GACX3GAGCEA 1TCCAGATGC TCATAGANCC ACTTTAAATC ATGCAGATCA TTTCATCAAA ANTAGINCAG CAGCAAGATG 
AAGAGCGACG TCGGCAGCTG AGAGAGAGAG CTCGTCAGCT AATAGCAGAN GCTCGATCTG GACTNAAGAT NTCAGAACTT 
CCCAGCTAT 

SEP ID NO:1044: (Length of Sequence = 285 Nucleotides) 

GITCAAGCTG TITINATTTC ACACCCITCT GTTTTAAAAC ATAGGGACTG ACAGGGAGAC CCAGGGCIGC AATCTGGGTG 
GIGCTACATT TGTTAGACAAG GACAACTTGC TGTATTITAA CCCAGAAACA TTAGAAAGIT TOTCCITGAA CTTOTGGCTC 
AGATITAGAT GCATCTTTGA AGTGCTGATA TTTGGCTEAT CTSAAGCTTT GGGA3TATCA TTrNCTAGTT ATGAAGGGAA 
TCAAAGICTT CATAACA3TT TTGCAGGTGG AAGGTAAAGT TCTTG 



SBQ 3D NO: 1045: (Length of Sequence = 317 Nucleotides) 

TCX3CTTACTG TAGTATTGTA GTATAGTITG AAGTCAGCTA GTGTGATGCC TCCAGCITTG TOCTTITTGC TCAGGATTGT 
CTTGGCEATA CAAGGTCTTC TTIGATCCCA TATGAAATTT AAAGTAGTTT TINCEAATTC TGTGAAGAAT GTCAATGGTA 
GTTTCA'IGGG TATAGTAITC AATCTATAAA TNATTTIGGG CAGTAOGGNC ATTTTCATGA T7VTTGATTCT NCCTATCCAT 
GATGATOGAA TC3TTITCCA TITOITIGGG NCTTCTCITA TTTCCTTGAG CAGTGGGITT GTAGTTCTPG GACAAGA 



SBQ ID NO: 1046: (Length of Sequence = 



316 Nucleotides) 
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CCAGGTGCAA TCTOGGCTCA CTGOGACCTC TGCCTCCGCG TAGTGGGACT CCAGCTGTGC ACCACCCAGT CAGCCCCACG 
CCGACCCTGC CAGGCGTGTG CACGGTTCAG CGTCACT1TA CAGATGAGGA AACINACTCT TIGQGAAGCT GACAAGGTGC 
CTGACACAGG CCAGGGCAGG GNCCACCCTC ATGGGCTGTG CTGCAGCCTC TGCCTCGTGG GTCACGGCAC CCCATCTACG 
AG®R3CCCCT CAAGGATT30G OCCTOGAGTN CCCGOQGCCC TVGGCATGTN CCTGGCAGAG AAGGCAGCTC AGGGGT 

SEP ID MP: 1047 : (Length of Sequence = 261 Nucleotides) 

CTTCCTCAAA CTOGGGTTCC AGCTGGGTCT CAAACTCAGG CTCCAACTGG GICTCAAACT CQGGCTCCAC CITGCTCCCA 
AACTCGGGCT CCACCTCGGT CCCAAACTCT CTCACCACCT CITINTAGGT CTCAOTCTCC GACTCCTCCC AGCCAGOGGT 
QG1TOGOGGT ATHAQSCCCC AGQGCTCIAT GCTAGTGCTC AGGGTG&GTG GCAGGGGCAG GGGGCAGCGT GQGAGGCACA 
CTGTNQGGGG CCTAGGGTGG T 

SEP ID NO: 1048: (Length of Sequence = 390 Nucleotides) 

GAGAACAAAG AGAATGGAGG CCACATACAA TGGAGTAACA GAAGCTCTCC CTGTAGCTCA AGAACCAAGC OGAGAATCCA 
CA0CTCC7GA TTCACAGTTC AGTATTTTOG GCCAdTTAC TCAAATATTT TTATAAATTA TTTTTAAATC GGCAAAATAT 
TTAAATITCA TCCATIAAAT TTAAATTTCT AGATGCCCTA GIGGCATCCA GAACACATAT TTOGGGGAAA ATATTCTAAT 
TTnTTAAAC AGAAAAAGCT AGGNNCAGAT GATGCATTAA AAAAGXAGAA CACAGAGCTC TTAATTTAGG AATGATCAAA 
ATAGGCTKaA TTCAACTATT ACCTTCTCCT AGGGATTATG GATCAACCCC TAGCAGCAGN CAAAGTCACA 

SEQ ID NO: 1049: (Length of Sequence = 335 Nucleotides) 

AAACTCACAA CTAAAATAAT GCATATTTAA GGGAAATA3T ATACAGACIT TTTCACACAG AAGIACATAA TANGATTTTT 
TAAAATCTAT TCCCATTCAT TEATTTITGC ACAAAAAG3T ATAAATATGT CACCAGdTT NdTAACTTA AAAAACTTAA 
ATAAAAGACA CCAGATSAAA ACTACCCTIT GCTGCCATTT TTTTITAAGT TITTTTGIAG GGGT1TIT1A TTTTTGCS^GT 
TTTTTTNCTT TINCTGCITA GAATTOGGTT TCTAGGGAAG AAAAGCCCCT GCATIAAAAA GAC^ICCATTT AAAAAAAAAA 
TTCAAAG1TC TQGAT 

SEQ ID NO: 1050: (Length of Sequence = 265 Nucleotides) 

AAAGGGAGGG AGGGAGGGAT CTGGAAAATA TGCAAGATAA ATTAAATNCT TAGTTAAAAA AAAAAAAAAG TTTCACCAAC 
TCTOCTCCAT TACIGAGAAG CCCCCACACT GCCCCACICT GCATATTCCT AGTATTTCAT CCATGTCCTG CIX7IX3CIGTG 
CTGCCCTACA AAAAANCCCT CCOGGGGGGG AAAAAAAANC AAAAAANCGG TGTAGTGTGA ACTGCTGAAG AACTTAAATG 
TTCAAGNGCA TCTTTAAAGT CTAGG 

SEP ID NO: 1051: (Length of Sequence = 298 Nucleotides) 

ATTTCTAAAA TGCTCTCAAA TACTAATATT ATACATTCTC CCATTTATCC TCAAAAAACC CATGAGACTG CTGATGTAAT 
TOCTGTCTTC ATITCACAGC TGTQGCAGTC AGTCIAAAGA CCAACTGATT TGCTCAAAGT CATGGAACAC TTAAATGGCA 
GAGCTAAGGC TTAAACCCAG AATTTAAAAA TTITETINAG CITCTNGTTT TlttCCATIAT ACCAGTITGG CCdTCATTT 
TATTCATGGG TTAAATTAAA TTATGCTAAC AAAGGGOCCC TGCTCACTTT GGACATTT 

SEQ ID NO: 1052: (Length of Sequence = 359 Nucleotides) 

AAGGCAAAOG TGGTACATCA TGACACCATG GGAATGACTC ATGCCAGCCA TAAAAAGAAT GAGAATTCTG TCCAGAATTG 
GITCCITCOG CTGGGITCIT GCTCTCGCTG ACTTCAAAAA TGAAAGCCAT GAACCCTOGT GCTGAGIGTT AACAGTTCCT 
TCAAAGATGG TGICTCOGGA GTTTNITCCC TINCAGAATG TTCCAAATGT TATCCCAACT TTCITCCCIT C3X3CTGGGXT 
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CCTGGTCTTG CCTGATTNTC AQGAGTQGGA GCCGCAGAAC CTTIX3CCTGT GAAGTGTTAA CAGNNTCTIT AAAAGCTGGG 
TGGCMCTGG GAGTITGTTC CATTTCCTCC CCAGTGGGG 

SEO ID NO: 1053: (Length of Sequence = 195 Nucleotides) 

CTTGCAAATT TCTATTCCCA GTOITOGCAG CTGGGGTCCC AATGGGAGCT ATTTAGGTCA TGNAAQGTGG ATCCCTCATC 
AAATAGATTA ATGGCCCTCC CTTCCAGGGT AAGTGNAATT NCIX^CNCTS TTAAGTTCCC ACTCCAAGAA GGTGGTTGAC 
CAAAAAGAAG (XNOGTGCCT CCCCCTAACC CTTGA 

SEO ID NO: 1054: (Length of Sequence = 319 Nucleotides) 

ACAAAACCAG ATGTITCTCAC AAGAGCOCCT GCITGCAGAT CACITACATA GTTTTK3GGG AAGCCAAGAT CGAAGATTTA 
TCCCAGCAAG TCACAACTAG CAGCTGCK3C AGAAATTCAA AGTTCAAGGTT GCAAGCTGTC TCAAACATTG CAAGCAAAAC 
ACACAGTACT TCCAACTGTT ACAAGAGGAG GAGTGCAAGA GGAAGAGCTT CGCTGAAACA GGTCTTAGTA AGITOAAGGT 
ACATAGANTT GGTTCATGTT CACAAGCAAA TCTGTTCGAG GOTCAAAQQ* CAGTTCOGAG CCCICTAAGT AACAACAGT 

SEO ID NO: 1055: (Length of Sequence = 205 Nucleotides) 

AACTCAAATA GGAGCTAAAA AAAAAAAAAA GAATCAATGA AACAAAAAAT TAATTTITTG AAAAACTftAA AITGATAGCA 
CTAGCTAGAC TAACCAGCAA AAAAAGNTAG CAAGTACCTA AATGAAAANC TGNAAATGNA AAAAGGAGGA CATITACAAA 
TOAACACAGG AAATACAAAA GTTCCATGCA GQGAACITAT TCACG 

SEP ID NO:1056: (Length of Sequence = 165 Nucleotides) 

TGCAAATTAA T3ATTTCTGC TTCACCAGAT TGCTAGAAT3 TATAAGATGG TGCATGGGGA AGCATTTAAT 
ATCTGATTAC ATTGAAATCA CAATGGCCTC CXTTATCAAAT VAGTAGCGTT ACTGTITGAG CCTGVAAAAC 
ACTTG 

SEQ ID NO: 1057: (Length of Sequence = 203 Nucleotides) 

CTTTCATTCA AAACCCATCA CAGAAATGGA CAGCTTGGGT CTGTAACAAA GCATTGATGT TTIAGAGCAT 
TICTATATGA GAGCATACAC TGGCTACATA CAAATTAACT GTTCAGNNCC ACAACTTTTN CAATGTTTAA 
AGCCTTCCCT CTGAAAAGCA GCACCTTIGT GAACGGITCT TTG 

SEO ID NO: 1058: (Length of Sequence = 201 Nucleotides) 
AGIGCAATAT GCACATTACT AAGCACAAAA AACAAGTGTA ATTCAGAACT ACTTGCATTT TTFITAGrrTA AATGCCAATG 
AATXATTATG CCTTAGriTTT ATGAACCTGN" ClNCTCCrrG TGCAATTCCT TCCITGCAAA TGAA1TGACT 1NAADGCOGT 
NAGTGAATAG CCTGAGNCTG TAGGATGTCC TTTCAAATTT T 

SEO ID NO:1059: (Length of Sequence = 17G Nucleotides) 

OCACACTQGC TACATACATG TTTTOCAAAT TAfibTlTlCT GATGGCTCAT CATTTGCCAT CTCTTCAAAT CCAGCTCCTT 
TTAAAAATCT ATGACCTTGG AATGAATCTG CXZAGAATACC TGTATCCPGG AAGTCCATGC GAATNTTGGC NTOGACTGCC 
ATCCGCCATC TGCTGG 

SEQ ID NO: 1060: (Length of Sequence = 277 Nucleotides) 

GTCAGAAGCA GTTCTACAGT ATTACACTCA GCCACAGAAG dCTGTTOQG GGACAAGACC CAATCCTTCC CCACACCAGG 
CAAAGCAGTA TTGGACATGA GTTGGCATGT GGCTGGGCCC ACX3TCCTTAT CCCCCAGGNC CTGNGQGGAG ACCACCTITC 



ACCCAACAAT 
TTTGAAAATA 



AGGTCAGTAA 
AACAGGATNA 
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TGAATGGTTA ACCAACCCCT AGGCTACCAC TCICTATITC ATCAGGGCTA GGGGTATTAA ACCCCACATG CAAGTTAAGGA 
ACCCTTGCCC CCAGTCTGCA AATCGGA7GG GGATGCT 

SEQ XD NO: 1061: (Length of Sequence = 206 Nucleotides) 

AGAAAGTAAG ATTCTCAGGG CAACAGTGTA CAGCAGAGTC GTIGCTCCAC AGACAGAGGA GGGCAGAGTG GCCCAGAGTA 
TCAGCCTACA GCAAAGTGGG TGTTCCCATC CACAGGGGCA GCGCTATCTC ATAGGANAGA ACAACCCCTA GGAAGGCAAG 
CGTCAGNCAG NCAGCACTGN AACAGTCAAC A&TTAGCCAG TGTCAG 

SEP ID NO: 1062: (Length of. Sequence = 316 Nucleotides) 

TINCCCTCAC AGAGTTITAG TTAGAATCAC TTTCTCTATT TCCACAAATC CTTCITTTCT TTCCTTTTAT TTTCTAAAGT 
GAATGTCCAA GCAAAAAGGA AGCAAAAATC GTCAAAGATC TCICITACAA TATAGTAATA AATTCATNCA AACAACTTGG 
AAITCACCCT GTGCATTGAA AATNCAACTC CACACTGCAA ATTATGGCAT TTTTTCCCNC TCAAAGGAAT TAGTOAACTC 
CATTGGATGC ATTCATACTN CK7TTTAGGN AATAAGGGAA ACCGCITICT AAAAGTNCAA CATGGCCTAG GAGTTA 

SEP ID NO: 1063 : (Length of Sequence = 314 Nucleotides) 

ATGATCTGGT TTATGCTTCA GAAGAAGCAT ACTAGCITCT ACAGAAAATA AATGATAGAA GGCAAAAGAG AAACATGGCG 
N7TATTCCAC TCCAGTGTCT AGTCAAGAGA TTACAAGGGC fTTOGCMGA GGACAACACT AGAAATNGTT AAAAGTGTAC 
TGGATTGCAA AATATTACTT TTGGGCCAGG GOGCOGGNGG , . ACACGCCT ATTAATACCC AGCACTTTOT GGAGCTGCAG 
GGAGTTNCGA CTACCACTCC TGGGCCAACA CX3COTGGAAA TCX7TGTIGAA AAATATAAAA ATTAGCOGGG COGT 

SEQ ID NO: 1064: (Length cL Sequence = 322 Nucleotides) 

GAAAGCATTT GAACTAAGTO TCTAAAAATC GCAGATAATA AnAACACTT GGTAGCAAGA AACGCVTTCT GAAATACTGG 
GAACACTGAC TIX7ITTCACT GTTAACTTATC ACCTAGTGCT GTATCTGCCA TACTGCTCAC AATTGCAACT TTATATCCAA 
CATGGGTGTT CCATTTCTAT TTGGATAAAA TITACTCGAA ATATACTAGC AANGAAAAAC TGGTCTIAAA ATCGCAAAAG 
GCTCTGGCAC TAAATTCACT GCTACTTAAC TTAGTTTACT AATTAACTTC CTIAATTATA GTITTTCCAAA TCCGCATGCA 
CG 

SEP ID NO: 1065: (Length of Sequence = 297 Nucleotides) 

CCCTGNCAAC TCCITGCATG GACTCATGCT GGAAACTGGG TGAGGGAGCT CCAGGAGGAA CCAGACAGGN TCCTGTTAGC 
AGGCTCACCA CAAGTTCTAA AGGGCACCAG CCTTGAGAAG GGCAGTTGGG ATGTGGCCAA ATGTGAAGCC AGOTTOCTG 
GGATCCTGAC TGTCCCAGGT TACAAGTTCC TGGCCACTCT GTGAACCTTG GGCAAGTTAA CTTCCAACCT CTTTACAAGT 
TCCCTAATCT ATNAGGAAAC ANTIAGTNAC ATGACCTTCA TGGGAATTTA TTIATGA 

SEP ID NO: 1066: (Length of Sequence = 267 Nucleotides) 

ACAATGGGAC TGTCAGAGCA GCCAGCTCCT CCCTGACTGC TCCACAGGAA GAGCCATCAA CAAAGCCAAT CCCTGGAGAT 
AGGCTCTGAA ACCAGGATAG AGACTCCTTC AATC3GCTGCT GNT3GTTCCA CCATGTATCA TCCAGAGNAA TCACCCTGNG 
TGGGCATAGG TCGGCCTGGG AATCTAGGGC ACAGCAATTC CACACATCIT CACCTAGAAA CCCTCCTTCT GGCTGGGCCT 
GCAT3GTTTC A7GCCTGTAA ATCCCAG 

SEP ID NO:1067: (Length of Sequence = 220 Nucleotides) 

AAAATGCAAT TCCTITGTTA CTGAGTACTA TTCGTGGGAA GACAGCATCC TGNACTCCCT CTCTACAGAA TATIGGGAGT 
AAAAATCAAT GTCATCCCCG GTGGGAAATA TTATTGGGGG TTGGAAGCAC AGAGCACAGG AAAAATTAAG TNCAGGAAAC 
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AGACACTAAG AGTGCACTGG GCAGGTCTGA CIGCAGCTGA TGCT^ACTTGC CAGCCGTGGT 
SEP ID NO: 1068: {Length of Sequence = 412 Nucleotides) 

TGGCCAGCAT CTGGGAACTT TQGGITCITG GACCAACTTC TTCCAACACX3 TGCGCACTGA TGGCCGGGGC CCCAGCCAGG 
CCTGNCTCGA AGGGTCTTCC CCGNCCOGAG GGACK7IAGG GGGTCTCTAG GAAGCATCAC ATCAAGCTCC TCAGGTTAGA 
TNCAGGNCAG CCCATTGACC CATTTNAGGG GACAGCTGGA GGGAAGCCOG GACTCCCTTG TITCTTCAGC TGAG 
234 

TCGCTCA.TGA AGATAATTTA ATGCTAGACT GATTTCIGCA GAGTAAAATC TGGCA7G1NC TTCAGGAACT TTTCITTGTC 
GCTGCATATG AAACATTAGG TCTCCTCCAT TTACATACTC TATAACAAAG AACAATCTGC TTTCTGTCTG AAAGCAAGAA 
TGCAGCCTAA CAAGGAAAGG ATGATTGGAT GCCTGCTCAA ACACATGCTT CTCTGTCICT ACCCAATCAA TATCCTCATC 
ATCATTAACA AGCTLT1T1T TCACAACTIT CATTGCATAA ' ATAOGATCTG T1T1T1TTAA TCGAACCAAC AGTACTTTGG 
CATAACTTCC TCTTCCTAXT ACCCGGAGCA AATCAAAATC CTGAAGACCT AGACTGGATG AAGCTCTGCA CITTCCCTGG 
NGTCATTGCC TC 

SEP ID NO:1070: (Length of Sequence = 358 Nucleotides) 

GTGATTGTNC CACIGCACTC CAGGTIGGGT AATGCAGCGA GACTGOGTCT CAAAAAATAA ATAAAATAAA AAAAAAAAAA 
AAAAAAAAAA AAAAAAAAAG CACCACCGCA CTCCAGCCTG GGCAATAGAG TGAGAACCTG TOTTCCAAAA AGAAAAATNT 
TAAAAGANTG ATCINGGCCA GGCXJIGGAGG CTCATGCTTG NAATCCCAGC AdTTGGGNG GCCAAGAACA GGTGGITCAC 
TTGAGGNCAG GAGTTCGAGA CCAGCCTGGC CAACATAGCA AAACCCCCAT CTNTACTAAA ATTACAAAAA GTCAACTGGG 
CAXGCTGCTA CATOCOCIMS TAATCCCACT TACITCCG 

SEP ID ND:1071: (Length of Sequence = 411 Nucleotides) 

CTAITTATGA ATTCTCGCAT TGGTITOGAA AACTCAACAC AGTITAAATGA ACAGGAATTG AAGCTGCATG ATGGATGCGT 
OCCTCATAGC ATTTAAATCT CTTCCACTIG ATTAAAAA1T CCTAGTTCCT CTTCACTGAA TICTTTAGAG TTTTTNAGCA 
GCCTCTGCCC TGATTAAAAC AAATTAGCAT CAAAGATCCC C7IGTTGAATG AGAAATCATT AATTGAGAAA CATGCAATGC 
TCCITAATTA LTT1TAGAAC AGTCAGAGAA CAAATAATCT CAGGTICCAG AGGGCCCTGC CTGCTCTCCA CCGTCAACTC 
ATTTCCTGTA GCTGCTGGAA TAAAACTCAA GTAGGCAAAC ACTATITGGG GAATATCAAT GCAAGCTCTC AGTAAACACA 
CTGTAGGATT G 

SEP ID NO: 1072: (Length of Sequence = 342 Nucleotides) 

TCCCATTTTT ATAATTATTG GAACATGAAA CTGTATITCT ATGAACTCAA TGAT1TTT1T CCATAAAATT ATATGCTAAG 
AGAGTCACCA CAAAACTATG AATTCTCTCC OGAATTATTT TlU.Tlt.TXT GGAGCACCAT AGTCTTTXTIT CAAATCACAA 
CATGAAACTG TTGCTGCAAT GCTAAAGATG TGAATCCACC ACTATCAATA OGGTCAGGGT AAAACCTGGA GCCACATGTT 
ATTCAAGITA TITITUITAT CTAATGATTS ACATGAAAAT AAAA17VGTAA GCCAAXATTA AATiTbTAGG CATAGTTGCC 
CCACCINAAA AGTGTTTACA AA 

SEP ID NO: 1073: (Length of Sequence = 217 Nucleotides) 

GTCTICrGTC CTQGCTAGGA TAATGCAAGC NCTTITCAGA TGANTTCAGAA TCGAAGAAAA TACGCTGGTA AAACAGGACC 
TGEA3TEACCA GGNACTAAAC AATCACACTC CCATTTCCAT TGC1TTCAAT ATTTTCACAC GNTACACGAA CC'ITTAAGAT 
GGAAAGGGAA AGCGATTTIT TNTTCAACAA GTCGGCCACC AGATGAACCA AATTAGA 
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SEQ ID NO:1074 : (Length of Sequence = 379 Nucleotides) 

GGTTAAAATT TCATCGGAAT GTATAAGCTT ATTTATIAGT CTATTTAATG GTTCATCAAT TGATAAAACA GGTGTAGCAA 
ATACATGCCT TCCTTTP3GG GGA1GGGCCT GGTTAATCTC CAAATTGGCC GTITGGAACA ACTCATCATT ACTGTACAAA 
GAAQGTACCA CTTGGTGGGA ACTTTCACTT TTTAACAAAA CTGGTTCATA TTTCTCACIT GCATAGGAAA TGGTCAAACC 
TTGAAGTCAA GCAGAGTGCA TATGAGAAGT AGGCGACACA TCAAAAACIG GTACAGATGT AGACTGCAGC ATOITITCAC 
TO3AAGCAGA ATCTGATACA ATGAGGATGC AACCATTGTA GRNCTAAATT TATCAACIT 

SEQ ID NO: 1075: (Length of Sequence = 345 Nucleotides) 

ATIAAGTTGA CAGTCCAATC AGAAATATTT AAACAAAGTT TCACTACTTA AACACCATCT AAATATAdT TTTGTTATAT 
TCCCAGCAGA AATTGATGGC AAGGAATCAT ATATCCCATC AAAACCGTAT TTTTCCCCCT AAAAGGCAGT TTAGATCTNC 
TCATTCTAGG OTTTCCATCT CTCTCCTCCA CCATTCCAAT TCCCAGAGTA CCTCTACAAA TATCCCTGCT TACCAGTAGA 
NCTATITGCT TTAACAATCT TTCTGTGGGT AAGGAGATGC ATATGCCAAT CTGAAAACTA TGGAGGGGGA CTCCTGCCTT 
CAAAGGCTGA CTAGAAACCA TTGGA 

SEQ ID NO: 1076 : (Length of Sequence = 286 Nucleotides) 

TTTITriTGA GATGGAGTCT CGCTCTGING CCCACTGTGG AGTGCAGTGG CATGATCTCG GCTCACTGCA AGCNCCGCCT 
CCTGGOITCA TGCCATIOTC CTGCCTCACC CTCCCGAGTA GCTTGGACTA CAGGCGCCTG CNACCACGCC CAGCTAATTT 
NTINTCTGTG TGnTITGGC AGAGACAGGG TTTCACCATG TTGGCCAGAA TGGTC7TCTAT CTCCTGACCT OGTGATCCAC 
CCX3CCTTGGC CTCCCAAGGT GGTGGGATTA CAGGCGIAAA IMACOG 

SEQ ID NO: 1077: (Length of Sequence = 366 Nucleotides) 

TCACATAGGT CACATTCTAC CCATGAAACC TITCtAAATT ACCTTTTGCA TTINTTGCCT ATCCTTCIAC ATCATCATAC 
TTOGTCAATT AAAGTCAdT TTTTGGGTAA CATTTCAGAA ATTGGGATTC CTCITACAAT TGCIATCAGA CAGAAGCCAA 
TTATGATGriT GTCATTGCTT ACACATGGGN AAATAACAAA ACTGCCAGCA TGACATTCGC ATAIGACAGT CAACAGCCTG 
AAAGAAATTC CCAGAAATGA TACTGGAGCA ITCATTTCAC CCTCTAGGAN CCAAATGGAC TNGGAAGGAA GTAGAAGATG 
GGGAATCCCT AAGCAGCACT CAAAGTAGGC TGGCTTITCA TAATTT 

SEQ ID NO: 1078: (Length of Sequence = 380 Nucleotides) 

GITIAAGTGC GAAGATTTTA TTAGGOGCTA CAATTCCAAG GTGCTAAGGG TGAAAGGAAA GGCGAAGGCA GGCAAATACA 
TEATTGAGCT GAAAACAACT TTACATTCAA GGACAGCTTC CAGACAAGCC ATGTAGAACC AGCATGCCTT GGGACIGTNT 
GGATGGCAGG GAGACGAGTT TCTATGCTGA CCACTTCA1X5 CTITCTSCCC CdTTGGGGA AAGTATGCCT CACGGACCTC 

TAAcrcrccc acttctctgg GGGCAGCACC tgacccctcc cggcaactoc TAGGCAAGAG cattctgttc cttcaaattt 

VTCACCTGAG TCTGAGTCAG AGCATOCCAT CATCAGAGCC TCTGTCAAGG AGGCAGTGCT 
SEP ID NO: 1079: (Length of Sequence = 439 Nucleotides) 

CTEAAGTTAC TGAAATTGAA ACACCCITTG TCCTTCTCGG OGGGGGCITC CTGGTCTGTN CITTACITGG CTTTITTCCT 
TCCGGTCTTA GCCTCACCCC CITCTCAACC AGATTGAGTT GCTATAGCTT GATGCAGGGA CCCAGTGAAG TTTCTCCGIT 
AAAGAITGGG ACTCGTrCGAA ATGITTAGAT TLTITIAGGA AAGGAATTAT TTTCCCCCCT TTTACAGGCT AGTAACTTCT 
CCACAGAAGT GCCAATATQG CAAAATTACA CAAGAAAACA GTATTGCAAT GNCACCATTA CATAAGGAAC ATIGAACTGT 
TAGAGGAGTG CTCITCCAAA CAAAACAAAA ATUTCTCTAG GTTTACTCAG AGCITTCACA AGGTAATAAC CTITCTGTAT 
TOAAATCAGG GTAACCCCTT TCICTATriG AGTGCACTG 
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SEP ID NO:1080: (Length of Sequence = 419 Nucleotides) 

CTCAACTCCC TCAAAATAGG AAGTCTCAAT TAAAAAATCA ATTTGTCATA GTCCACATAA AGATAATCAA TACATTCTGC 
TCTCAGTCCT TOGGATGGTT TTIGTAAATA ATATTATCIT GACAAAAACA AACAGGAAGA TCCCACCCCC AACACATACC 
ACATTCCAAT GTTACCTGGN ATTAAAATAT ATACCAACAT GCATCTTTAG GTTA.CTCTGG TCCATGGTTT CCTCCAGTGG 
CAATGGAATT TACAAAAATG TAAGACGTAA TAGATATATA ATTATCTTIT TNCCTAAATG AAACTAGCCT TAAAAACTGG 
TACATAATGG TTCCTQQGTT CANTGATCAA AATTATGGAN GTACACTTAA CCTATCTTCC ATTGAGTCGC TTTAAATGGG 
ACCTTAAACT GrIGGACTCC 

SEP ID NO:1081: (Length of Sequence = 411 Nucleotides) 

CAGOGTITAA ACCAAAGGCG CACTAAACCT CGTAAGCGCA TGANCAGATT TAAAGAGAAA GAAAACTCTG AGTGTGCCTT 
TAGGCTCTTA CTTCCTAGTG ACCCTGTGCA GGAGGGGCGG GATGAGTITC CAGAGCATAG AACTCC7ITCA GCAAGCATAC 
TTGAGGAACC ACTGACAGAG CAAAATCATG CTGACTGCTT AGATTCAGCT GGGCCAOGGT TAAAQGTTIG TNATAAATCC 
ACTGCCAGCA 1TGGTGACAT GGAAAAGGAG CCAGGAATTC CCAGTITGAC ACCACAGGCT GAGCTCCCTG AACCAGCIGT 
GCGGTCAGAG AAGAAACGCC TTAGGNAGCC AAGCAAAGTG GLTITIGGAA TATACAGAAG AATATGATCA GATATTTGCT 
CTCTAAGGAA A 



SEP ID NO:1082: (Length of Sequence = 350 Nucleotides) 

CICTGAGGGC ACAACTGTAG CTATCTTTNC AAGTTCTCTA GGTGATTCTA GAATGCAGCA GGGTTGAGAT GCTCTGCCTT 
AGGGGTAGAG AGGTGGGAAC ACTGACAGGT TCTGCAAAAC ATCTCTSAAC AGCTGCTGGT GTCTTITTCT CTACTTCAAG 
TITCACGGCA CATCTGATAG CK3TOCCGAA AGGGAAGAGA GAATTACGTG GGOTAGGCTG GITTGAAGGT TIGCNTAAGN 
TTTGGCITGA GCGAdTTAA CACXJITTATT TCAAAGTAAT TTGTGTTTGT AGCCCCACTA AAGTAATTIT GGGCCAGNAA 
AGGTTCAAAA TACGGTTITC CCTACTTAAG 



SEP ID NO:1083: (Length of Sequence = 430 Nucleotides) 

GTGAAGTCCA CCTCCTTATG GACAGCCCAT TTGCATGGGG CCCTGCCTGT GGTGCAGCCC AGGGTAIGTN AGGAAGGCCT 
CANAGGAGCT GCTGCTGCCA CAGGIGGTCA CCAGGGCAGA GGTTACACTG ACATACCTCC AGACCAGCCC GCTCCACTGT 
GGACAGGGGC AAGTOACATA CCTGCTGTIT ACCATGGGCT CACGGCAGAA CCTGTNTCAC GGGGTGdTT CTGATGCCAA 
ATGGATATAG CTGGGACGTC CTGGCAGCAG CGGCCTCAGC GTOGAGCCAT CTCCCCTCCC GITCTGCTCC GGCCTGCCTG 
TGGGCCTAAT GCTGGCACCG TTTAAGCANC TGCTGTGTGC TCAGCCTGGG GGNCTGAGGG 1TTCCATACA TGATCACTGG 
TTCCTACCCA AGGCCTTAAT TCCINCCTCT 



SEP ID NO:1084: (Length of Sequence = 369 
AATGGAAGAA GTGAAAAAGA ACAACACAAA GAAAATAAAG 
ATATTAGCAA TCATGCAGCT TATAAATATC TAAAGGGCTA 
ATAAAATACA ACATGGGAAA TAAGATGITT TTTACTAACA 
TGAAAGACCA GTTATCCAAA GGAAACGGTT AGTAGAAATA 
AGATTATCTA TCATEANACC ATTCTEAAAG GCAATITOTT 



Nucleotides) 

AAGTAACCTC TTTCACCCAC T3AAATAATC TCTGGAAAAG 
GAATTGAGGA ATTTATAAGA NTAANTTTTT TTTTCAACAC 
GGCAAACACT TGAGGNGTCC TCITCAAAGA CTACAGIGGA 
TAAAGTTAGT CCCACACAAA ATTAAAATGG TGCICAATGC 
ATITAAAAT 



SEP ID ND:1085: (Length of Sequence = 413 
ATAGLTl'lNA. GCTGGCATAA TTEAACGTTC TAATTATCCC 
GCCTTCTTAA TGTCTATOCr AGTAGAAGAA TGATGAGAAA 



Nucleotides) 

TTAATCATAA GCTGTACGAT TCTATAATTA AAAAGTTAAT 
ATAATACTAT AGATTAGTTT TGGTCTCTAC TCATIT1GCC 
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TTCTGATTAT ATTACAACTC CAGCTGGTCA CAAGATGGCT GTCTAAATCT TGAAATCACT GAGCATTCAT TVTAGCTTCT 
CATTCAAAGG TAGATATTCA GTATGAATTG TAAACIGGCA TTAAGGGAGA AAGTAGGNAT AATCAAACTT GATCTGAGAA 
TTACTTGCTG GTGCATTTCC TCAATGCATA GTAATATCCT TATGANGATG CAGATGCAAA ACTGGGTTIT GGAGGTGGAT 
AAGGAGGGCA GCT 

SEP ID NO: 1086: (Length of Sequence = 277 Nucleotides) 

TGGATAGCAT GAGGCAAATT GCCAGAAGAG AATTTCTITC GCATCCTAGT AGAATAAATC CAAATTATCT TTGTGGTACT 
GAGGATGTCT GGTTTAGCAC AGTGTAAAGT TGTAACACIT TAACAGGCTA TTAATTCACA GTCACTAATT CAATCCTCGC 
CCGGAGITIT GCIAGAAAAG GATGAGAAGG ATTAAGGTAA AAAAAAAAAA NAAAAAAAAA AAGATAAGGT TAACCAGATA 
CATCTTAAGA GCTGATTGCT CTTCATTCCC TAACTCG 

SEP ID NO: 1087: (Length of Sequence = 360 Nucleotides) 

Ti'mTmr rrrmTCAG acatictctc actgoctcgc ccaggctgga gtgcagtggt gcaatctigg ctcactgcaa 

CCTCTAAATC CCAGGTTCAA GCGATCCTCT CACCTCAGCC TCCGGAGGGC NTGGGATTAC AGGTGTGAGC CACCGOGCCC 
GGCAGCATTA UTlTiTAAAG ATCICT3ATA GTGCATGTTG TGCTAGTTCT TTAATACAGA CTATATTGTA TTCCATGTCA 
GnTTTAAAG TTTATTTCCC TA1TGAT3GC ATTTAATTCC AACTTTTAGA TAAAAGGATG TACTCGACAT TTTTATAATT 
TTTITGGGGG ACCATGTTAAG AGITTTTCTA GGGGGAATTC 

SEP ID NO: 1088: (Length of Sequence = 209 Nucleotides) 

ctgggaccag ctggaacaga actggtaaag gataactagc tacctgcacc gccagagatc aggntcaggg tgaagciggt 
ttcccagcag gcgaagtgaa ggaaagiggt tngaaaggaa gaggaggagc aggagatggt aggtccctcg cc1otctccc 
n™tiaccct ggaa.:mataa gictcaggtt catacitaac caccccctt . 

SEP ID NO:1089: (Length of Sequence = 409 Nucleotides) 

TITIGCTCAC AGCTACATCT TCAGAGGTGA GAACCATGCA TGACACAGAG AAGATGCTCA CTGATGGATT TAATCACTCA 
AACATTGAAG AATCAATGAG TCCCGGAAAT AAACAGGATA GGTGGCAGCA TRGCATGCCC TTAAGANCAT GGCKJK3GAT 
TCAAATCCCA GACCAATCAC TGANTTTCAA GCCACTTTGC CTCTCTGAGC CTCTGTTTTC TCATX7IGTCA AGTGGCAATA 
ACAATAAATG CTACGTGCCT CATAGGGGCA CCTTGAGGAT TAAAAGAGAG GGTTTCAATA AATCAAGTAC TGATTTCAAA 
ACCTCGCACA TAGTAGGCAC TCAGCACATG GNCCTTATAT ACTINTGGGC CAGCAGCGGC TGGGGCTCAT CCCTCCCTGG 
CTQGGTCCA 

SEP ID NO: 1090: (Length of Sequence = 337 Nucleotides) 

GAACCIOTCC CCATTGGAGA GGATGAGGAT GATGATCTQG ACCAGGAGAC ATTCAGCATA TGTAAGGAGA GGATCAGGCC 
CGTNAAAAAG GCACTGAAAC AGCTCGACAA ACCTGACAAG GGGCTCAACG TGCAAGANCA GCIGGAACAC ACCOGGAACT 
GCCTGCTGAA AATCGGAGAC CGGATAGCCG AGTGCCTIAA AGCCTACTCA GATCAGGAGC ACATCAAACT CTGGAGGAGG 
AACCTATGGA TTTITGTTTC CAAGTTTACA GAATTTAATG CTOGAAAACT GCATAAGTTA TOCAAGATGG CTCATAAGNA 
AAGGTCTCAA GAAGAAG 

SEP ID NO: 1091: (Length of Sequence = 411 Nucleotides) 

CCACTACCAC AGGAAATCTC TATACCCTTC TIGGCTTTTC C7ITITAATGT AATTTTCITA AAAGCITCAA GATAATTTTT 
AATCAGGGAT GCTGAAATCT ATCTAACCTA TIAGTCACTA ATTATATTCT TCAAGCCTAT ATATTAATCT TTCTT^CTGTT 
GTAAATTCAT GATCATAAAG TTTTGGACCT GGOCATCAAT ACTAAAGCAC TGATATTTAG TITTAGGTCA TACTTGGGCA 
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TAAATACAAA CACGGGATAT ATTTTCTCAT AGAAAAAAAT GTGTTACIGC ATTATTTTGC ACTTCTGAAG GACTGCAAAC 

ATrnrcRAG cacaataagc aaattcttct ttcaaaaagg natactttng cacatatgin aggtttggaa aatgactagg 

NCCCTAGGGA G 

SBQ ID NO: 1092: (Length of Sequence = 349 Nucleotides) 

AAAGAAAATG CCTTGGGAAG ACAGATGCAT T1TINCCCAC TGGTGTIGCA ATTGCTCAAA TATITTNAGG ATGAATATCC 
TCACCTTGGA OGCAAlaiTIT TAAGAGTGAA TTTGAATIAC TGGAGCAGTG AACAATTATT TAGAGTCTGG TATAAGTGAA 
GAAAAGAATC ATGACCNGTA AGCTGTCITG NAGGTACCAG CAAACTGNCT CTAAAATTTA TATGGAAAGG CAAAGGGGTT 
AGAATAGCCA ACATAATACT GNAGAAGTIG GAAGACTCAC ACTATCCAAT TTCAAGGTIT ACTGTAAAGC TACAGTAACC 
AAGGCAATGT GGCACTQCTG AAAAAGTAA 

SEQ ID NO: 1093: (Length of Sequence - 400 Nucleotides) 

GGRCCTTGTT TTACATICTG GATTTTCCIT TITACITrCC TAATGATGTA ATTIAACINC TTCCTGTATT 1NCCATATIT 
CCTATAAAAT GGTAGTTAGA TCEAAAAGCT TGAITXAdT ATTTCAGATT TCTAGTCAAG GGTACTCAAT AGATIGTATT 
TCCTTITGCC TCACACGGAG CTGCATAATG TCTGCCTGGC CIGTAGTGAT GCTAAGGTTG ATCATTCTGT TCAGGTGGCA 
TCAGTCIGTG ATAACTTCCT GTAAGAATCG TTCATIAACC TITCATCIAA TGOJTCCATT CATTCATGAT CTTTAACTGA 
ATCCCPGTTA TTTCATTAGG GAATAGCAAA ATAATGATTT TCTAATTCTG TNATTCCTTT CACATTTATT AACTGTAATT 

SBQ ID NO: 1094: (Length of Sequence = 414 Nucleotides) 

GTCAGTNTTC CA1AACTGTT TCCTGCTGAC AAAGGGGCAG TGGTGATGGT TCINTGGGTC TTGGCCTCTT GCTAGCTGTC 
ACAGCAGGAG GGTGGCTTTN TGGATTGGTG AAAGTGCTAT CCAGCCAGGT CCAAGAGAGA CAGGGGCAGG GTTITNCCAA 
TGOCAAATAT ACTTCAGCAG TAGAAGCCAC AAGATTACAT TATTAAATTG TCCCAAGAGT CCCCCAGTGC AAACCCCAGC 
TGAAOGCCAT TTAGTTATAT NCTGGTGOGT TTTCCTTCTG CAGGAACTCA AACCAAGGTT TCTIATGTGT GdTGAGTTG 
GGGGCCAGAG TGACAACTGG TAGAAAACTA TGTTATTCCC CAGCTANGAG AACAGAGGGG AGGGGIACAT GATAGTAGGG 
ACTCAAGTTT ACAA 

SBQ ID NO: 1095: (Length of Sequence = 387 Nucleotides) 

GATCTGGCAA CCAATTATGT AAATAGTCAT ATGAATCCTT CAGAATGGAT AACACAGCTT TNCIGACTGG TGT3AAATAG 
TTTTCAGGTG CTCArrci'l'r ACTTCATTAG CITATCITAT ATCATTAGCT TATCCTCCAT TCAGCTATAA CAGATCTTTT 
TTTTCTGATA AATATGGCAG TITAGGGAAA TAAACIATGG CAXAATATGC TAGGCCATTC TTCIAGGCCA OGCTTCTTTG 
ATTCTAACCT TAAACCCTTT ATCAGAACCT AAACAACTIT TCAAAAGATC TATACATATT TNNATCCAAT GITIAAGGCT 
ATGAGTAATT CATTATGGTC ACTCTTCAIT TTTOTCACCT GATAATGATC TCGNCAAAAA TCTETGAG 

SEP ID NO: 1096: (Length of Sequence = 416 Nucleotides) 

AACTTAAAGC TTTAGAATGA TTGAGGTAGC TCAGAGCAAA AACCAAAAGG AAAGGTGATA IGTAGATGTC TGGGCACTCA 
CATCATAGGT TTGGATAGCT AGTTTAGGAG TAAGTGAAAC A1T1TAGAAG AGCATTTATG TIAACCTTGA CAATAGGATG 
GGAGATTCTT AACCCCCCTT GTAA3ATGCA CCGATTGATT CTNAGTIAAA ATACACCACA GTGACAGTGA TATCATCCCT 
GTACATCCTC GCCAAGTCCT CTGGCAATGT CAGCA!TCGCC GNCAGCCGCT CTGCCTCCAT CTCCCCATAC TCATTGTTCC 
OGATGGCAT3 TCTGATCAGC CGOGTGGCTG CATTTIGGTC AGCCTCGTOG AGCCOGCTGG CnTCCTCTG CAGCAGCAGG 
CTCTGCAATG AGNCCC 



WO 93/16178 



PCT/US93/01294 



286 

SEP XP NO: 1097: (Length of Sequence = 406 Nucleotides) 

CTGACCTCCT GATCCGCCCA CCTCGGCCTC COGAAATGCT GGGATTACAG GCCTGAACCA CTGCGCCOGG CA.TGATTGGC 
JOTITGGGCT AAATAGTTTC TGTCCACAGG ACCCTCITGT GCACTGCAGG TLTHTAGCA TCCTGGCCAC TCATAGTGCC 
CCTGGTTICTC AGIftGAAGCT GTAGAGGATG TTGGGAAATT GGGCTGGGTT GGTCACACTG CXTTGGCATCT GTCTCAGQGT 
AAGGGCTTOG GAGGCTCAAG TGCAGAGTCX3 TATCTGGATG CCAGCAACAC CCTCTTQAGA AACTCTCTAC TATGGTATGC 
TCATCATTCT CTGAAGATGT CAGGGCCTGT TTGTITCTIT GCCTCTITCT CTCRLTiTO CCTTATAATC AGTTCTTCCT 
TCTTGG 

SEQ ID NO: 1098: (Length of Sequence = 326 Nucleotides) 

GGCCCGCCCG CCTCGGCCTC CCAAACTGCT GGGATTACAG GCATGAGCCA CCGCGCCCGG CCAT3TAACA ACTTTTATAA 
AGTTATGATG TGATGAGTTT TGGTGTAATG TTTTTCCCrC CTCTACCTAA AACCCTTCAT GCCTTCCCAT TGCTCTTAGA 
AAACACTCCC CAATCTGAAA CATGACCATT TnCGTITIN ACACCCAGAT TGCTCCAGAC TIGGTCACTT GGTGTCCCTC 
CMGCTGGTG CTGGTGTCCT TCCGNCATNC CCCTATTAGT TTTTGAGCAC CTGGACCAGT AAGGTGTTCA GTICTCACTTT 
GCACTT 

SEP ID NO: 1099: (Length of Sequence = 342 Nucleotides) 

GAAAACGAAC AAGTTTCAGC AGTCTAGCCT TTGGATGACC TATTTGAAAA CCACTGAAAG TCGTTGGAGGA ATGGGCAAGA 
ACCACCTCAT GAITCINCAG GCCATTGCTA AOGAACAGCT CATTGCTACA ACCACTCCAG AGGTTTTATT CCCTCTACTC 
CGAGCAATGA AATAGACCIG AGTIATGdT CCTTTCATTT AATTTCTGCA GATAAATAGT TTCCTGAGCA ATGGATGCTA 
TGCCTGGATA CCAGTCTCCA CITTGCADGC CGGAACTGCC TTGGGNCCAC AGTTACAGAA AAAATGTAAA CTCAGACTGA 
TCCITCTGTA TATTGCTATA GA 

SEP ID NO: 1100: (Length of Sequence = 301 Nucleotides) 

ATCGCTTGAG CCCAGGAGTT CGAGACCAGC CIGGGCAATG TGACAAAACC CAATCTCTAC AAAAAATACA AAAGANTTAG 
TCAGCTAT3G T3GCGCATGA CIGCAGTCTC AGCTACTTGG TAGGCTGAGG TAAAAGGNTC ACCTGAGCCC GGGAAGTAGA 
GGCACAGTCA GCCATCATTG TGTGCCACTG GACTCCAGCA TAGGGAAGGG GACTGAGACC CTCTCAAAAA AAITAAATAG 
AAACTCTTCT TTnTTAAAA TNCTGCAATT CATGAGAAAA CTGCACTCAC ACATAGTGIG T 

SEP ID NO: 1101: (Length of Sequence = 300 Nucleotides) 

TIAAGTCAAA GGCTAGAAAT GATTAAACIT AGTGAAGAAG ACATGTCAAA AGCOGAGAGA GGCCAAAAGC TAGGCCTCTT 
ATGCCTAACA GTCAGAAATG CAAAAGNAAA ATTATTGAAG GAAATTAAAA GTGAAACAAC CTTATTGCTG ATATGCAGAC 
ACTTTTAATA TTCTGGATGG AAGATCAAAC CAGCCACA1T TCCITAAGTC AAAGCCTAAT CCAGAACAAA ATCCTAACTC 
TCTTCAATTC TTACGANGGC TGAGAGAGGT AAGGAAGTTG CAGAAAAGTT TTGAACTAGC 

SEP ID NO: 1102: (Length of Sequence = 174 Nucleotides) 

GAGATCGAGA CCATCCTGGC TAACAOGGTG AAACCCCCTC TCIACTAAAA ATCCAAAAAA ATTAGCCGGG OGTTGCGGCT 
GGCGCITGIN GTCCCAGNTA CTCOGGAGGC TGAGGCAGGA GAATAGCGTG AACCCTGNGN GGCGGGNTTG CAGTGAGCCC 
GAGATCGGGC CACT 

SEP ID NO: 1103 : (Length of Sequence = . 360 Nucleotides) 

ACAAGGTCIT GCTATGTTGC CCAAGCTTGT CTCAAACTCC TGGTCTCAAG CAATCCXTCT GCCCTGGCCC TCCCAAAGTT 
CTGGGTATTA CAGGTGTGAG CCAGCACTCC TGGCCCATCA CACTCTTAAA ACCAAAAGTT CTGTGTCCGA GGAAAACCAG 



WO 93/16178 



PCT/US93/01294 



287 

GACT3A1TGG TCACTCTATT TATCACTCAT AGCACTIACA GGCTACTTCG GCAGGGACTT NGGGTACCCC TCITCITGGA 
TGGCACA.TCA TTATCAGCAA CAQGAACAGT TICTCTIGAGC CCTQQGCCCT GGAGAATCTC TAGCTTAGCT ATTTTAGACr 
TGGGGTCAAA GAAGAGAQGC TCTTTGCCAA CTCAGCAACA 



SEQ ID NO: 1104: (Length of Sequence = 400 
GGAAGCAAGA CAAAAAAGGA CAGAAAAGCT GCTTTAGGTC 
CTCTGCCTGT GTCTTCACAT AGTTAACCAG AAACGCTAGG 
TTTTATTTTG AGAAATAATA TTACITTCCT CTTCTGAAAT 
TGAGTCTCAG GITAGCATTT GAAAACATCT CCAGAGACAT 
C1GATGTTTC ATGGTTAATT TATTTANTIT TAATAAGGTA 



Nucleotides) 

TTCAGTATGT TTATTTGTCC CTCACATAGC GGCTIGATCT 
AQGAAGTTGT ACCAGTGQGA TACCTCCTTA GGTGCCAAAG 
AAAATAATAA TAATANGANT GAAACCCCCA AACCACAGTG 
TGTTATTCCT CAGGAGGTTT CCCTSA.CTCC TTAAAT3TGG 
TGAGCAATOG AAGGGGCTGA TCATCIGAGG TTITGTACCT 



SEP ID ND:11Q5: (Length of Sequence = 380 
CCCAGIGCAG AGGGT3ACCA AGCCTGGGAA GGCCCCAGGG 
CGTTCTGTCC CTCANAGTGG CTGGCCACCC TCCCCACTCT 
CTTCITGGCC GCCCACAGCT AGACCTCCGG OGGAGAGGCA 
TCAGCCACCG NITIGGCATC TTGTCCTTNA GGTAGGCGCC 
T3GGACGTCC ACTATCAGGA AGNCTGCAGC CAC7TTATGTG 



Nucleotides) 

GTCCAACACC AAAATTAAAG GTTTATTATA CACAAGAGGA 
GGCCAAGGTC CTGCACAGAG GTITGTCCTC AAGGCTGACC 
CGCAGTCCAT GCTGCTGGCA CAAGTCACTT GGNCAGCTNC 
TITNTTGCCA TTCAGACTTG AGTTCCAGCC ACTCATAGAA 
TCGCCGQGCC AGAACAAAGG 



SEP ID NO:1106: (Length of Sequence = 334 
TGTATCINrr TGANTTCIAA ACCCTTGCTT TTCCCACTGC 
GCCAAGCCAA TITCCTCAGA CTMCTGCAGG TACCAGGTCT 
CCAGAGGAAC CCAGAATGAG ACACTCATTT TTGCATCCTC 
NTTNCAGAGA CCAGGCAGCT NTCCAACAAG AATGCTGACA 
TTTGATrnT TGGG 



Nucleotides) 

AAATTGTTTT GGCTAGAGAG CAGG L ' IA ' ITA AGACA3TCTA 
TGCTGGAGCC CAGCATCIGC TCAGAGGAAG GCAGAGAGAC 
AGTTTCCAAA TTAAT1TIOT AGCTCCTGGT TAGGACCCGA 
GGITICATTG TCCTCTAGGG TAGCTGCTGN CIAAAGAATA 



SEQ 3D NO: 1107: (Length of Sequence == 346 Nucleotides) 

CTCACITTAG TTIGAGTCAA TATCTGAGAA AAAAAGAATG GACTAAAAGC ACAGAAAGCA AAACTIAGCT TAGAAAATAT 
TTCCIAATTC AAAAAATGAA CAAGTCAGAT TCTCTTAAAGA TATCCACTGA AATCITGAAG AAATATTGTA TTGATTATTA 
AITAANCTGA TTGGAAACTG ATCTTGGGTT CACAATGAGG TTGTTGAACA AGTAGCATTT TCATACAATT GCAAACCAAT 

TCAATGrrrrr tocatacact GirrACAirr ctttncaaaa titcatttct tcttcgtgat cctagtcaaa ttctgccttc 

TCACTAAATC TTTATCAAGT TTGCAG 



SEP ID NO: 1108: (Length of Sequence = 410 Nucleotides) 

TCCTGGOGAC GTGGTCCCGG TAGGAGACTT AGACCTGAGC TGGATCTGTT GACCCCAAAT TGTGCTTTrC CCACCAAGAA 
GAAAGACAGG gagagaaaca TTAGTACAAG TNCPGAACTA AAATATAGCA gagaagaaac ataaicictg aaatcacaca 
GCTATTCX3GT TTCAAAGOGT TCCTAGCGCC CAGCTCTCCT AACTCCTGGC CAGTGTTCIT GACATTAT3G TAAXACATAA 
AGACITTGTT TCCGCTGGTG TCTGTCTGTG GGAAGCCTCT GACTCACCTC G3IGCTCCAG TAGCACCCTG TGCAAGCCIT 
CCAATGTOGN CCITAITGCG TGGCGCGGAA GATAAXAGTT TGGATIWCTC TGCAAGTCAG ATAATAGCTG TATCCACTTA 
CTTGGCACAT 



SEP ID NO: 1109: (Length of Sequence = 352 Nucleotides) 
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CGCTCGTOTG TCCCACACAA ATGTTTAAGA AGTCACIGCA ATCTACTCCC CGGCTCTGAT GAAAAGAAGC CCCTGGCACA 
AAAGATTCCA GTGCCCCIGA AGAGGCTCCC TTCXTCCTCT GGGCTCTCCT AGAAAACCAG CGGGACGGCC TCCCTGCTGA 
TACCGTCTAT AACCITAGGG GGCCCTOGGG CAGGCAAACT CATCTCGGTG ATCGCICTAG ATCCTAACAC TGGCCAATTC 
AATGNCACAN CTACTGGTTA CCCCITITGA GGGGCAITTC TCCAGACAGA AGGCCCCTTG AAGCCTAGGT AGGGCAGGNT 
CAGAGATACA CCCGTNTTTG TCTCGAAGGC TT 



SEQ ID NO: 1110: (Length of Sequence = 218 Nucleotides) 

GTITINTTCA TTTAITONCT CCCCATAAAA CAGTATGTAC AAGGGTTIGA TTCAGGGGAG AGAAAGGATA 
CATTCTTCCC TCTTCTATTC TCTTACCTGG TTAGAAATAA ATAGGCATAT AGTCCNGTTT ATTATGGGCA 
TAAAGATCAC CTAAGINCTT ATGGOGTGTT GGCT1TGGCA CATGGAGAAT GAGTTTTT 

SEQ IP NO: 1111: (Length of Sequence = 211 Nucleotides) 
TrTGCJTXAT GAAGAAGCIG GCCTAGGTAG GGITACAAAT GGGTTTTACr GAACTTAAAC AGCTAAITGC TACATCICTG 
AAAATAATCA GAATAGAAAA ATAGATGGAA AAATTTCAAA CCCACTGTAA GAGACTAACA TAAATCGAAT TCCAAAAGCT 
GTTAATCATA CCATCIAAAA AGAAAACTGT OGACTAATCA TGTGTITACA A 

SEQ ID NO: 1112: (Length of Sequence = 360 Nucleotides) 

CCCTATAATA GTCCCGTGAA TAGGGCTAGC AGTCGGATTT TICTGTTATA GGCGAGGAAA TAAACACTCC TTITGCTGAG 
ACTAAAGAGC CAGGTTGGGG TCTCTGGACA CATAGTGCAA TCAAGGGAGG CTIAAGACAG CAGAGGCCCT CAGAGAAGAC 
GITCATTCTrC CCAGCTACTT GCTAAGCACG TOCCGTGTIGA TCTGGGCAGT CCTGGGCACA CCACTGGTGA AAATACATCG 
TCCTGCCTGC CTGCCTGGAG CITCTATITr CCINAT3GGA GAATGCTGCT CXATTTTGTT ATTGGAGGAA C1T1T1GCAA 
GCAAAGCCTH TTTGGGGAAA AATGGCGGGC TAGAAACCTG 

SEQ IP NO: 111 ? : (Length of Sequence = 448 Nucleotides) 

GCGGGTACTG CGTTAGTGAT TAGAGTTTFr NCCCTGOCGG AGGTGGGATA CACGGTAGCA TCATGCTCGA GGAGGTACAG 
AAACATTCTG TACACACCCT TGTNITCAGG TOGTTCAAGA GGACCCAT3A CATCTTTGTA GOT3ATAATG GAAAACCTGT 
GCCTTTAGAT GAAGAGAGTC ACAAACGAAA AATGGCAATC AAGCTTOGTA ATGAGTATGG TCCTGINTTC CATATGCCTA 
CTTCAAAAGA AAATCTIAAA GAGAAGGGTC CTCAGANTGC AACGGGATTC ATATCTTCAT AAACAGTACC CTGCCAATCA 
AGGACAAGAA GITGAATACT TTGTGGCAGG TACACATCCA TACCCACCAG GACCIGGGGT TNNTTITGAC AGCAGATACT 
AAGTTCCNGA GGATGCCCAG TGATCAGNTG CACAGTCCTA GCGGTGGC 

SEQ IP NO: 1114: (Length of Sequence = 268 Nucleotides) 

GGCCGOCAGG TGGTGCCATG NTCTTNTCIN CTGTGCGTTOG GGCGATGTGG TCATCAGCCT GAGACCCAGA TAGGCTGAAC 
CCCGACTGAT GTAGGTTGCG CACAGGAGGG AOGGAGAXCT TGCCIGGGCA GGACGCGCGG GCCGGAGCGC CACTCCCTGG 
CTTGGCAGGC ACCATCACCT CCTGGACGGG CCCGINATAC AGCCCAOGGG GCACACCGTG GNTICINOGN CAGCCICTIG 
CX3AGCITTGA TCCTCITCTA GACAAAGT 

SEP IP NO: 1115: (Length of Sequence - 342 Nucleotides) 

ATCAGTOCCT TCITCAGCTC TATCTGGGAC ACCATCITGA CCAAACACCA AGAAGGCATC TACAACACCA TCTGCCTGGN 
AGTCCTCCT3 GGCCTGCCAC TCITGGTGAT CATCACACTC CTCTTCATCT GTTGCCATTG CTGCIGGAGC COVTCAGGCA 
AGAGGGGCCA GCAGCCAGAG AAGAAAAAGA AGAAGAAGAA GAAGAAGGAT GAAGAAGACC TCTGGTTCTC TGCTCAACCC 



TATCAAGACA 
GGAAGGTAGG 
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aagctttctc cagatggaga agagaccatc actgccictt tagttaggca ggaangcaga GGTCnrccr tictggggct 

AAAGNCTCCT TCTGACCACA CA 

SEO ID NO: 1116: (Length of Sequence = 416 Nucleotides) 

CACCnTGGG AGGTAGGGAT C&TACTTCCA CTTCATTGAT GAGGAAAACT CTACTGCAGA GATGGCATAC ACTGTCCAAG 
AACATGGTGG TGGATGGAAC CCAAACCCCA ALT1T1GCTC CCATGTNCTC TCTCCACTGG CTAT3GCTCT TGCCCCTGTG 
TACAGATACA GGCTCTQGAC AAGTTCACCA AATCCCITAG GCTTGAGCCC CCTCATCTGC AGAAXACTQG CTIQGATTCC 
ACCATCTTCA AGGTCCCTGC CAGCTTINAT TTATTTAAAT TTGGA.TTTAT TAAGCAGGAA AAAAAGTAAT GGGAGTITGT 
GGGTACCAAT GGATTAAAGG GGC7TNAAATC TGGNGGCING TGAGTAAAAT TAGGGTCCCC AAATGG 

386 



AAGGACOGGG ATTCTGATGA AGCCGTGTTT CTCACTGCCT GAAGTTTCCC TTTGGAGITC CAAAGTAAAG GACACATAAG 
CAACACTTCC AAAAACAAGG GAACAAGGTG GTTTATTC7TA AAAACAGGAA ATGCTGCATG TCATTGAGAA CTA1TTTAAT 
GCAGCTATGA AAAGGGAAAA AAGTGCCCAG TTCITGATIT CTTAGATACT GAAGAGGACG TAGCATTTCA TTTATCAAAT 
ATAAGGAAAA TTAITCACCA TTTTGAAGCT CACCCIAGAC TATGAAAATT ATA2TCACTG CAGAGCAATT ACTICTGrTCA 
TTACCTGAAG TGATCACTAX CTATCTTOCT TGTCATAGCA TGCATCTCTC AAAAAQGCCT CCACTCCTIT CCCTCACATC 
TCrGGTCATC ATGAIT 



SEP ID NO: 1118: (Length of Sequence = 379 Nucleotides) 

GACAGCAGCG TGTCCAGGGC GGCTGTGGAG CTC7TT0GQGA AGCTGAAGGA CCTAAACTGC CCCITCCTOG AGGGTCTGTA 
TOTCACAGAG CCAAAGACAA TICAGGAACT GCTCTGCAGC CCCTCAGAGT ACCGCTTSGA GATCCTAGAG TGGAICTGTA 
CCCGGCTCIX3 GCCCTCACTG CAGGACAGCT TC^GCTCACT GAAAGGGGTC CCAACAGAGG TGAAGATCCA AGAAATGACG 
AAGCK3GGCC ACGAGCTGAT GCTCJICTGCG CCAGATGACC AGGAGCTCCT CAAGGGCTGT GCCIGCGGCC CAGAAGCAAG 
CTACACTTCA TGGACCAGTT GCTOGATACC ATCCGGAGGC CTGACCATTG GGTGCTCCA 



SEP ID NO:1119: (Length of Sequence = 233 Nucleotides) 

CAAIATTCAA GAGTCTCTAT TGAAGACTDG AGATGGGACT TCCAACTCAG AGGATCTGGG AATCCCAGCT CAAATGATAC 
AGGATAAACT GGGATGGGCT AGGATGGACA GGCICTGGAT A3GGGAGTCA TGGGTCAAAG TCTTATCCCA GATGGCTCCA 
GCTACAGT3G GdTCCTGGG CTGGAAGCTG GCTCCTCCCC ACTTCATTCT GCTCAAAGCT TCTTCAAGGA GCT 

SEP IP NO:1120: (Length of Sequence - 325 Nucleotides) 

GAAAAAACAA CCATAOCCTT NCTTTTSAGG AAAACTTACA AAdTTATAA AGAATAAACA TGAATCINCT TAGAAAGTTC 
CAAGATAACA TACACAACTG ANTCACCTCT TCATATATAG GCACCACACA CATAAAGATG TAGCCIAAAT CACAATCACT 
TCTCACCAGG GATGGAGATA GGAATTTACA TTCTTGACTT CATTAACTCT CTAATTCGGC AAAAACCTCC AAGCCTTTEA 
TACACATGCT GCGTCIAGGC CAGATCTCAC TCATTCITAT AATICT3CAA ATAAXATGGA GACCAAAAGG GCAGQGttTrr 
CA3TT 

SEP 3D NO: 1121: (Length of Sequence = 161 Nucleotides) 

ASTAGTTATIT TICTCTCTTAT GTCCTAGCAC TCTTCAACAA CAAAl'lTiiTC TAGTTCTK3T TAAi'lTi'NAT TTCITATACA 
ATGGAAGCAC AATGTTATAA GGAAAGGTAA TTTTAAGCTA ACAACCAGTG CACAGCCTCA GGTTTTAAAT TACAACCACA 
G 
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SEP ID NO: 1122: (Length of Sequence = 181 Nucleotides) 

CATdTTITA CATCAAAGTA CTACCAAGTA. AAGAA1TTAA AAATTACTTG TCTAGTCATG ATATATTTTC CTOCTGCT3C 
TGAAAAATCC C1GTC.LTATT ATTTCATGTN CCITTATCAT TCATTTGATG ACACTGACAG CAACTTGCTG AACAAGTTTA 
AGAATAGCTG ATATTTACTG A 



SEP ID NO: 1123 : (Length of Seguence = 174 Nucleotides) 

CCCTAGAGTT AAATTTCACC CATGAAACAT CAGCCACATG TCATATCAAT TCAACTGTGT AACATTGATA TAATCGGGTA 
CACCACAGCA GCACTGACAG AAACAGAAAT GATTCAGAGA AAGCCAATTA AAACAGCCAG GGGATAAAGC AGATCTGTAT 
GACA1TAGCT TTTT 

SEP ID NO: 1124 : {Length of Sequence = 232 Nucleotides) 

CTITEAGCAG AGACGGGGTT TCACCATGTT GGCCAGGATG GTCTCTTCAC CTCGTGATCC ACCCGCCTCG GCCICTCCAA 
GTGCTGAGAT TACAGGCATG AGCCACCGOG CCIGGCCCAG GGAAGGCATT TTINAAGAAA TAATACTTGA ATTGAGATCT 
GATAAAAGAA GTAGGAGCAA AATNGGGGGG GTGCACTITT CCAAGAAGAG AAGACAGTAC ATATAAAGGG CT 

SBQ IP MO: 1125: (Length of Sequence = 233 Nucleotides) 

GATACTATGG GTTCAGTGAC ATAGAGACAC AATTCAATTA GCAATGAGCT TCACTCAGGA GCCAGAGAAT GGGTTTNTNT 
CIAAGAGATG TTTTAAGTAA CATTTAAATC GCACTCCTGA TTGATACCAG CATCAGGAAG CTGAGGACAA GAGCTCTCTG 
AGAAGGAACT TGCCATATTA CAGAACTGAG CTGACCAAGC ACTTKITGTA GGTCTGTACA TTTAGACATT AAT 

SEQ ID NO: 1126: (Length of Sequence - 258 Nucleotides) 

'rn'mri'iT tcctaggggc cgcaagacgg ctaatttatt ataattcctc cgccgcagtt gccctctggc gcca. o.-cgc 

AGAACGGAGC GCCCGGGATG CAGGAGGAGA GCCTGCAGGG CTCCTTX3GGT AGAACTCCAC TTCAGCAATA ATOGGAACGG 
GGGCAGCCTT CCAGCCTCX3G TITCTATITA TAATGGAGAC ATGGAAAAAA TACTGCTGGA CGCACAGCAT GAGTCFGGAC 
GGATTAGCTC CAAGAGCTCT CACT 264 



CTCTGAATAG GCAAGCACTT TGTITOriCT ACTAAGGAAC 
CTCTGTTGCA TGAGCAGAGA TAGAGGATCT TGCACAAACA 
TTGAAATTTA CTGCTGATAG CCACTTGGNC ACACCTTACT 
TGAAAGAGNA TTAACCACAG TAATGCATAG CACTCATACC 
G 



TCAAAATGAT AGGCTTTTTS TCACCATGTC CTTCCAGGNT 
ATTAAATGCT CTAGCCATAA CTACTGCAAG TTTCCOTTGC 
TCCAGAGGCT AGGAAGTACA GllTiCCCAC AGTCTAAGAA 
ATGGATGACT GGATAATTIT AAAAGAATGG GAATATGCAA 
321 



ACAGCTCAAT GACTTATCAC AAAGCAAAGC CCCAAGAAGT CACCACCCAG CTCCAGAAAT AACACAITCA AAAGCTAGAA 
AAATCTCAAA TTGACATCCT AACACCACAA CTAAAGGNTC TAGAGAACCA AGAGTAAACA AACCACAAAG CTAGCAGAAG 
ACAAGAAATA ACCAAGCTCA GAGCAGAACT GAAGGCAATA AAGACACAAA AAACCTTTAA AAATAGTCAA TGAATCCAGG 
AGCTCTTTTT TTGAAAAA 

SBQ ID NO: 1129: (Length of Sequence = 163 Nucleotides) 
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CACTGGTACA GCAGCAGCAG ACAOGCATCG CAGAGCTGGA GAAGAOGTCA GCTCAACACA AACACCAGCT GGCGGAGAGA 
AGCAAGACAT CCANCTGCTA AAGGCATACA TGCA7GCAAT COGCAGTCTC AACOCCAACC TTCAGAACCT GGAGGAGACA 
ATT 

SEP IP NO: 1130: (Length of Sequence = 382 Nucleotides) 

TrrnnnT TrrrrmTr TrmrmT tttitactgt tcaaacagca atctttagtt gtacaacaca taaactctag 

CAACAATEAC AGGNCCAGTT TGAGTCTCTS TTTCCTTGTT TTCAATIX3GG AAATTIAACT CTAATSTCAC CGTAAGATTG 
GCTGGGACTG GTAACATTTA AGAAAOGGCT TGTOCITGCA TCCCCTAGGC GT3GGCCTCT TGCTCCATCA GGACITGGTT 
GTAGATGAAT GGCCCACAAG TCACCAGCCT TTGAGCAAGT TGTGTCCAGG TGGAGACAGG AAGAGGCTGG GCAAAGGGGA 
. ATICTATAAA GACACACTGT NTGGGGCAGT GGCAGTCAAC ATTCGCAAAC ATTCATGCAT CT 

SEP TP NO: 1131: (Length of Sequence = 406 Nucleotides) 

ATGCIAATTC AGGCICCACA GATAGTNCTG CTGATGGGGT TACA1TTCCA TTIAAACCAG AATCCTGGAA GCCTACTGAT 
ACTGAAGGTA AGAAGCACTA TGACAGGGAG TITCINCIGG ACTTCCAGTT CATGCCTGCC TCIATACAAA AACCAGAGGG 

CCTGCcrccr atcagtnatg tcctictiga caagatcaac caacccaaat tgccaatgcg aactctgc^t cctcgaattt 

TCCCTOGAGG ACCAGACTTT ACACCAGCCT TTNCTGATTT TGGAAGGCAG ACACCTGGTG GAAGAGGCGT ACCTTTTITC 
AATGTTGGGT cacgaagatc TCAACCTGGN CAAAGAAGAG AACCCAGAAA GATCATCACA gttctgtaaa agaaggtgta 
CACCTG 

SEP ID NO: 1132: (Length of Sequence = 400 Nucleotides) 

ATITTTGGTT ACTTCAGGCA GGAGGC7IAGA CATAGCACTT ATCTGGATTS GATGTAGCCA CAGGA1TAGA ATICTDGGGT 
CATAAAATAT GTACAT3TTC AGCTTTAGTA GATCTTGCCT AGAGTTTAAA AAATXAAAAA TTAAAAXATT TTTTAAATTA 
CAATAAATTC AGCTAATTCT AATTTTAGAT AATTTTTATA ATGTAOTTGA TCITGGTTTT AACCAGAGCA TGTO3CT3GA 
TITINCTCCC CAATCGAACA CAGTAGAGAG AGAAGCTGGC GGGTITCTTAG TGATACCATG CACTTTTTTT TAGAACTTCA 
GTGCTGTATC CCITCATTTA CAATGTATGA TCAAAAATAC TAAAGAAGGG ATNCTGGTGG TGGTGAGGGA GGCAGGAGAG 

SEP IP NO:1133: (Length of Sequence = 347 Nucleotides) 
. CCCAGGGCGC GCCATCCATG GACGAGCTCA TCCAGCAGAG CCAGTGGAAC CTCCAGCAGC AGGAGCAGCA CITCCTGGOG 
CTCAGACAGG AGCAAGTGAC AGCGGCCCTG GCCCACGCGG TGGAGCAGCA GATGCAGAAG CTTCIGGAGG AGACCCAGCT 
AGACAIGAAC GATTTTAACA ACCTCCTGCA GCCCATCATC GAGACGTGCA CCAAGGACGC CATCTCGGCC GGGAAGAACT 
GC3NTSITCAG CAATGCCAAG TCCCCGCCGC ACTGTCAGCT GATGGCOGGN CACCTCCGGA ACCGCATCAC GGCTNATGGG 
GGCACACTTC GAGCTGCGGC TGCACCT 

SBQ IP NO: 1134: (Length of Sequence = 389 Nucleotides) 

GGTCCAGGCC TGCAAGACTT GCCTAGTGAG AAGATATAGG AATQGGAACC CAGGTAACAG TCTGGCCACT TINCCATAGG 
GCTGCTGCAG TATGCCCAGG GCCOGCTCCA CTCTCTAGTA GCCTCANATT TTCCACTACC TGGAGTITATC ATCAGTCAAG 
CCTCTGAAAC AGCAAAGATG GCAGCCTACC GCTCCCTIT3 GAAGCTTIGC CCTAGGGAGG TATGAATGAN CTINITGCTG 
GCCCAAACAC ACCTGTAGGA GGTK3GCXNGA GACCCCAGTT TGGAGGTTTT GCOCAGTGAG GAGGAATGGC ATTGGGAAAG 
TGCTTAAAAA AGCAGTCTGG GCCTCATITT TATAGAGCAG CICTGCTAAT GCTGAGGGCT CCACAATCA 



WO 93/16178 



PCT/US93/01294 



292 

SEP XP NO: 1135: (Length of Sequence = 402 Nucleotides) 

GCAGAGGCTT AAAGACT3CT TATTCACVGA G3CTTGCCCT TNCITACICC TTCCTGGGAA CCCATTIGGC AACAAGTGAA 
GAAACCTAGG CCAGCCINCT TGAAGATGAG GGACCAACGG AGAGAGAGGC TCTGCTGTCC TAGCCCTCCC ACAGAATAAG 
TAAGCCTAGC C3ACACCAOG TGGAGCAGAG ATGAACCATC TCACTTGAGC CCAGCCCAAA TTGCTGACCA AAAGAATTCG 
GAACAAATAA ATAATIATTC TTTTAAGCTA CTGTCTITCr GGGTGGITrT CTATATAATA GTAGCTACCT GATACATTCG 
GATCACCCCA ATTACITGAA CTICTCTTAG GCCTGriTITA TCAOGTPGCAA ATAGGGGATA ATTTTAGTAA TlTNGGGrFPG 
CT 

SEP ID NO: 1136: (Length of Sequence = 381 Nucleotides) 

CAGGTGOGAG CCACCACGCC CAACCCAGAA CTCTTTTTAT TITGCAAAAT TGAAATTCTA CCCATIAAAT AGCAACTCTN 
CTTCTCCCIT CTCCCCCAAG CCCITGGCAA CTGCITITCC ATTICTATGA CAATOTCTAC TCTAGATACC TCATAGAGGG 
TCAATCATAC AGTATTTGTC dTTCATGAC TGGCTTATTT CACTTAGCTC CIATATTATT AATACCAGCT TTCTGGGGAT 
ATAATTCACA AACTGCAGAA TTGAATGGTT TTNACTCTAT TCACATCGGA TATGTTTITG AAGAGACAGT AAAACCAATC 

crrrrrrccT taggitctca gacacacaca tgcttcttta tctggcaagt cccgttataa a 

SBO ID ND:1137: (Length of Sequence = 325 Nucleotides) 

TATTTTTTGT ATAGACAGGG TCTICTTATG TTGCCCCGAC TGGTCTCGAA OCCCTAGrTCT CAAGCCATCC CCCTGCCTTG 
GCCTTCCATT CCTCIACTIT ATACCACGGT TATTCACCAA GCITCTCTTT GTTCAGTGTA CTTCCTCATC GAAAAACTGA 
GCTSATATTT ACOCTQGTIT TTCTACCAGT GTCTAACTGT CGCTAGTACC AGCTCAAAAA ATAAGAAATC AATAAATCAG 
TGATCACTAT CACI7VK7ITC CTCAGGCTGG ACITGAACCC CTGGCTTCCA GTCATCCTCC CGCCTCAGCC TTCCAAGXAG 
CTGGG 

SEP ID NO: 1138: (Length of Sequence = 422 Nucleotides) 

CAACACACAT TAGCCTIAAC AACAAAGAGC TAATCTTATS TAAAGAACTC TTACAATTCA GAAAGAAAAA GATCCTAGTG 
AAAATGTGGG CAAGAGATAG CAAAAAACCA GCCATATOAT AATAATAGTC AATAAGTGAA TCTGAATGAT GTTATCTNCT 
TITGTCATIT TAGAAATACA AATAAAAATG ATGATGAATG CNCTTGCITA CTAAATTAGC AAAANCTGGG AAAAGATGAT 
GATATTCAGG CTCAGATAAA OGGAAAAGGG TGCC C T llTA TTGCACTTTG GAAAGTAAAT TGGCACTGAC TlTi'ACTQGG 
GATAGTrCITG TAATATGGGT CAAANGTCIT CAAATCGTGT CCACATTTTG GGGCCTGCAA TTCCAdTCT AGGGATTTAT 
TCTAAGGAAG TACC7IAAAAA AT 

SEO ID NO: 1139: (Length of Sequence = 367 Nucleotides) 

AXACCGAGAA GCATGCAAGC GGTOGCTOCA COGTCCACAT 02ATCCCCAA GCTGCTCCTG VTQTCTGCAG ACAOGTTTTTG 
GATACACTCA TTCAATTGGC CAAGGTATIT CCCAGCCACT TCACACAGCA GCGGACCAAA GAAACAAACT CTGAGAGTOA 
TCGGGAAAGG GGCAATAAGG CCTGTAGCCC ATGCTCCTCA CACTCCTCCA GCACTGGCAT TTGCACAGAC TTCPGGGACT 
TATTGGTAAA ACTGGACAAC ATGANTCINA GCCGGAAAGG CAAAGAACTC OCT3GAACTC AGTGCCAGTG ANGOGCTCGC 
GCTGAGGGGG TAAACCTETT NCATACAGCC TTCGAGGCCT CTCCACT 

SEO ID NO: 1140: (Length of Sequence = 412 Nucleotides) 

ATCCAAAGGA TATAGGCAAG CATCAGATAC AGCCAAAGCA TI CTITI CCT AAAAGAGTTCT GAAD3CATCT NATGCAACAC 
CCAAAAGTAT CCCTTINCTC CTOGTIACAG TATGTIT3X3G CITK3GAATA AATGATTAGT TATTGAACAA TATATGGAGA 
AATATCTTAC AAAAGGAAGT CATITCCATT TTCTAACATC TTTTACATTG CACTAATTAC ATGGTTTAAA TGACTATCCC 
TftATCTTCAT CCAACTACAC CCCATSAATT TOAGGTTIAT TTAATCAACC TAGTTAGACC AGATATATCC TTCTAAAATC 
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ATTICTAGAT AGAGGATTCT CCITITTGCT AGTAAATACC ATIAACATAT TTOCAGANGG CCIGGTCEAG GGTCATTTAT 
TCCAGGGCCT CT 

SEP ID NO:1141: (Length of Sequence = 410 Nucleotides) 

GTIAACCTGT GGCGOGCTCC GGGTATCCGG CGCCTCANCT TITAGCIGCG CTGGCGGCQG CAGTCGGGAC CGACINAAGA 
TCTCKETIGT CAGAG1GAAC CX3CTCTGGTC CCCEANTIGG TCTAAGAAAG ACACCGAAAG TAAAGAAGAA GAAAACTTCA 
GTSAAACAAG AATGGGATAA TACCCTGACT GATCTAACCG TTCATOGQGC AACTCCIGAA GATCIGCTAC GCOGTCATCA 
AATACACAAA TCGAAGAATA GAGCATTAGT ACACTGGGAA CTCCAAGAAA AAGCTTTGAA GAGAAAATGG AGGAAGCAGA 
AACCAGNAAC TTTAAATCTT GAGAAAAGAA GA3TOGTCTA TCATGAAGGA GGNTTCTITC TGATCAATAC CAGATGCAAA 
GAICTGTTQG 

SEP ID NO:1142: (Length of Sequence = 392 Nucleotides) 

TTTrmrrr rnrnrnT ttitccnggg attgaatctc ttiattaaat aaaogagtaa atgctagcac aaatcaccat 

CAATATTTTT GGAAGGA3TG GGGACAAGAT GTQGAGTCAG AATATAATTN TCCATTTCAG GCTCTCAATG TAGCTGAAGA 
ACTGIGCCCA CTGATCACTA TTAOGTATTG CAAATGCAGG AGGTAAGGCT AAAATAGGAC TTATGCOGTT CAGAAGATTG 
AOTITGAAAC CITAAAAACT ATCATAATAG TAGGAATGCA TGTTAAGATT TGATAACITT CTTEAGCTAG AGTTTTCAAC 
CCACAGTTAG GAGCAAAGTT GTAAAGTGAG TAGGTNTGAA GAAGGGACAC TCTTTIGAGA AAAGAAATTO GC 



SEP ID NO: 1143; (Length of Sequence = 200 Nucleotides) 

ACTTCCTCTC TCCTGGCATC TGCIATAAAA AJAAGAAGGA GCAAATATTC TTGCCTCTTT TIATCACCTG ANCTGAAAAC 
CCA3T3TAAC TGCCATGAAA ATAAGCACIG GTCCATGAGA CCAATGCCCA GAAAATTCAG GCTAAGATTC CTGGAAAGTG 
QGCICTGGGC ATTATTTAAA ACACACACAC AAAATTEACC 

SEP ID NO; 1144: (Length of Sequence = 333 Nucleotides) 

AACAGAAGCA TGTTATTTCA TTCCCATTCC CAGAAAGGGA GTTAATGAAG ATAAAAATTT ATTnTTAAG GTCTTTATTG 
AGAGAAACTT TGTTITCTGA TATGAACTAT TGCAGAICTT TTTATAAATA Ci'i'itZATTAA AATGATGTAA ACAGTAGTAC 
CCAACACTGT AAACTCAGTX3 AAAATAGTAA ATGATTCTTT TATTACTAAG ACICTCATGC ATTCTGAAGC AGTFIGGCTTT 
TTTTTMCCA TAGGAAGTCA TTTCCCTCEA GCTCCTTCCC TKTTACTCTC CTGCTCAGAC CATEAGTAGG TACTTIGTTA 
AATAAAAAAC TAG 

SEP ID NO: 1145: (Length of Sequence = 225 Nucleotides) 

TGGGTTTCTG ATCCGAGAAA AATIGAAAGA CAAACATGGC TGGGGGAAGC AAAACGCTGA CACACAAITC AGGTGGCCCA 
GCACTGCIGA CCIGCAATCC ACCXXACCCC AAGGCAGCCC ITTCAATCCA AAGTGGACAG ACTGGGOOT ATCCCAGANT 
CACTCAGGAA GCTTCITCAA ACATATGACT GCCACACCCG CCCCCAAGGT TCAGAAACAT CTTOG 

SEP ID NO: 1146 : (Length of Sequence = 223 Nucleotides) 

•AAGGNACAAX ATTATTCIAA ATAAITEAGA TITGGAAGAC ATCAATGACT TO3GAGATGA TQQGTCCTTC TATAXIACTA 
AGGTIACCAC AACTCACGNT GGCAATTACA CCTGCTAIGC AGATGGCTAT NAACAAGNCT ATCAGACTCA CATCTOCCAA 
GTGAA1CTCC CTCCAGTCAT COGGCJICTAT CCAGAGAGTC AQGCTAGAGA GCCTGGGGTA ACT 

SEP ID NO: 1147: (Length of Sequence = 389 Nucleotides) 
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ATITCAGTGG CCATTAAGAC CCTGAAAGTT GGCIACACAG AAAAGCAGAG GAGAGACTTC CTGGGAGAAG CAAGCATTAT 
GQGACAGTIT GACCACCCCA ATATCATTCG ACTGGAAGGA (7TICTTACCA AAAGTAAGCC AGTTIATCA1T GTNACAGAAT 
ACATGGAGAA TGGTTCCTTG GATAGTITCC TAOGTAAACA CGATGCCCAG TTTACrGTCA TTCAGCTAGT GGGGATGCTT 
CGAGGGATAG CATCTGGCAT GAAGIACCTG TCAGACATGG GCTATOITCA CCGAGACCTC GCTGCTCGGA ACATCTPGAT 
CAACAGTAAC TTGCTCTGTA AGGTTTCTAA TTTCGGACTT TOXXTICTCC TGGAGGATGA CCCAGAAGC 



SEP ID NO: 1148: (Length of Sequence = 386 Nucleotides) 

ATTAATVGCT TGOCATCAT3 AGCAGAAGCA AGOGTCACAA CAATTTTNAT ACT3IAGAGA TTCGAGATTC TACATTCACA 
CTCCIGAAAC GNTATCAGAA TTIAAAACCT ATAGGCTCAG GAGCTCAAGG AATAGTATGC GCAGTTOATG ATGCCATTCT 
TSAAAGAAAT GTTGCAATCA AGAAGCIAAG CCGACCATTT CAGAATCAGA CTCATGCCAA GCGGGCCTAC AGAGAGCTAG 
TTCTTATGAA ATCINTTAAT CACAAAAATA TAATTGGCCT TTIGAATGTT TTCACACCAC AGAAATCCCT AGAAGANTTT 
CAAGATCTTT ACATAGTCAT GGAGCTCATG GATGCAAATC TTTGCCANGT GTTCAGATGG GGCTAG 



SEP ID NO: 1149: (Length of Sequence = 364 Nucleotides) 

GGCAACAGGG TGAGACTCCA CCTCAAAAAA TAAAAAAAAA GAAAGAXATT ATTCAAGAAA AGAACITAGG AGCCAGGIGC 
AGTGGCTCAT CTCTATTATG CCAGTACTIT GGG^GGCCAA GGCAGTAGGN TCACITGAGG CCGGGAGTTC AGAGACCAGT 
CTGGGAAACG TAGCAAGACC TCGK7TCTAC AAAAAAAGTC TTTAACAAAT TAGCTCACTA TGGTOGCACA TGCCICTAGT 
CCCACCTACT CAGGAGGCAG AGGCAGAAGG ATGGCTCGAG CCCTGGAATT CAAGGCTGCA CT3AACTAAG ATGGTGCCAT 
TGCACTCGNG GATGGGTGAC AGAGCAAGAC TCCATTGCCG CCAG 

SEP ID NO:1150: (Length of Sequence = 267 Nucleotides) 

GACAGGTGIA ATCIAAGCTT AAATAAACCC CCCGGAGGCT GCACAATINC TTOGCATCTC TCCXCTGCCC TCTOCATCCG 
CATATTCATT TTGGAGTTIG GAGAAGEATC TAGAATCINC TCCCACCCCA AAATGCCCAG CAGAGCCCCC CCGCCGCCCC 
OGCACCCCTT GGAGCTGCGG CTIGCTGAAT CXHTCAGAIG TCTGANACTG TCGGGGTTCC CTACCTAGTG CTTCAACCAG 
ATCACCTCAC TITIGACTIT CCTTCCT 

SEP 3D NO: 1151: (Length of Sequence - 386 Nucleotides) 

GGAAGACGAA GGAGGAGTAA AGGCATGTIOT CACATGGCAG CAGGCAAGAG AGOGTGTGCA GGGGAACTGC 
ACCCTCAGAT CTCGTGAGAC TTATTCACTA CCATCAAAAC GGCACAGGGA AAACCIGCCC CTAAGCTTCA 
ACAGGTCCCT CACATCACAC ATGGGGACTA TGGGAGCTAT AATTCAAGAT GAGAXTIGGG CAGGGACACA 
ATCAGATACT TACCACATTA GAGACTGACA GACAGCTCAC CAGAGATTCT GGGCICTATT CAAGGTGTTG 
TTTTCCAGTr GTAAATGTIT CATCCAAAAA AACICTGATT TFGGCATAAC TTITTTCAAG AGTTGC 



SEP ID NO:1152: (Length of Sequence *= 239 Nucleotides) 
GCAATCTnT GAGTGACITA Cl'i'iGAGTCT TICTCACCTT TCCICTGAIT TITTCACATG GTTTAACTCA GTGTACCCAA 
GAGIACTAGG TGCACTCAAT TCTGCIATTA ACTCIA1AAG CAAGTOCTTA AGAAAGTIAA TGTTAAAAAA TAATCTIAAA 
ATICTCTTGA TAGGAAAAAT GIATTTGAAA TTAAAAAAAA TTCTTATGTT GACTTCTTGG TTTTGAAACA ATGAATATA 



CCCITATGAA 
GTTACCCCOG 
GCCAAACCAT 
ACl'i'iGATCT 



SEP ID NO: 1153: (Length of Sequence = 275 Nucleotides) 
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CAACCTCCTC TTCAGTCTCA AAAAAGCCAC GGTTAGACCA GATTCCT3CC GCCAACCTTG ATGCAGATGA CCCTC7EAACA 
GA3CTATCIT TTGTTTCCTC CTlTCATCrc TAATAATTGA TTTACCA.TGT TTTTCTAAAA TACTTGTTAT GTCTITNCTT 
TAAGAAGTGA CATATATTFA TGTTTAGTTA CTGTTATTCA AATATAGCCC TGACCTCAGT GCTAAACTIT ATAGTIXaATT 
TTAAAATCAA AAGTATTATT TTGFGGGACT TEAfiG 

SEP IP NO: 1154: (Length of Sequence = 203 Nucleotides) 

CCTAAATCTT AAACCTIACA ACAGTTAAAT AAGACCXXTT TCAAAGGGAT TAACACACTG AATATTATAT ACATACAGAT 
TTATATTTAT GOGCTATACA CATATATGGN CT1TATCIGT ATATAAATAT GTGATGATAA TGATAAAAQG ATAATSATTA 
CAOGTAGGAT AAACATTTAT CAAAAATTGT ACTATAAATA ATA 

SEP 3D NO: 1155: (Length of Sequence - 343 Nucleotides) 

GAAAACAAAA CACTAAGCTA TTTTGGAACA ACTGTTCTAC ACAGAAGAGA GCITCTCITA ATTTAAAAAA AAAAAAAATC 
CCAAATAGGC ATTTTXAGGC ATTAACCAAA AAAGAGAATC CAAAT3AAAT ATTATACTTG ATGTTCAATT TTAATAGCAT 
CTTGATAAAG GTAIGCITCC TTTCATTTGA NTACATTTCT GNACATCTAT CTTATAAAAT CCAGGNAACA GCCAAACCAC 
AAOTTAACTC TTAACAATGA ATATACATAG TTAACCCTAT AGTAAGCAGC CCdTTGAAA AGCACTGATG CACCCAACAN 
TIATATGGTT CCATTTCATA AGG 

SEP ID ND:1156: (Length of Sequence = 396 Nucleotides) 

CCCACCAATT GCCATTAAAC CTCCCAATCT TTACIGGGAG GITICICTACT TACICTITCA AGGCAAAAAG ATGATTAANC 
TATCTCACAT GGTTGTAATT TOQGCCTAAA ATAAATGACT CTAGTGGTAG CATTTCATGT AGGCAGGTCC AAGGAAGACA 
GA3TTGTAGA CAGAGITGGG AAAAGGGTCA AAGAGCCAAT GAGTCTCCCT ATCCIGAGGG ATGCCITCAC GGAGCCACAG 
CAIX3ANCTCA TSTTTTCCTG AATCCATCTC AGTTCATGTG ACAGGATGGA AATGCTTCCT TTCTTftGCCA CTGTO3CITG 
TAAOGAGTTC CCIGCAGCTC AGGGAAGGGA GCAACATCTA OTGCTTItTET GCTTCCICTA TAGAGAAGGC AGGAAT 

SEQ XD NO : 1157 ; (Length of Sequence = 269 Nucleotides) 

CAGGGTCTCA ATCCXJTCTCC CAGGCTGGAG TGGAATGGCA CAATCTCAGC TCACTGCAAC CKX^CCTCC CGGGTTCAAG 
TGATTCTCCT GCCTCAGCCT CCCIAGXAGC TGGGACCACA GGCACTCGCC ACCGCAACCA GCCAACTTIT GTATITXTEAG 
TAGAGACAGG GCITCACCAC GCTGGCCAGG CTGGTCTCAA ACTCCIGACC TCAGGTGATC TCCCTGCCTC GGCCTCCCAA 
ACTGCT3AGA TTCCX3G0GTG AGCCACTTG 

SEP XD NO: 1158: (Length of Sequence = 190 Nucleotides) 

CTTA1TAGTT AATTCCACGG CAGATTTTCA TTTCTATCGA ATATA1TATA TGTAGAAACT AGQGCCTTAA ATAATTAAGC 
TGACTTTNCC TATIAGTTAT TCCTTAAGAT AAAATTATGC TGGTGAAAAT NACTGTNGAA TTTCTCAAGA AATTAAGCTC 
TATAGAGGCA TAAGTAATOG AAAGACTTIT 

SEP ID NO: 1159: (Length of Sequence = 340 Nucleotides) 

GGGCACTGAC TTCCIGGGAG TCTAAGCNNC TCACCTGGAC CCCACAGCCA CTGAGCATTA GTGCITATAT TCCATCCTCC 
AAAGCTCTTT CTTCATACCA GACCACACAT GTGGCCCAAG gagggataxt tacictgcac ttteagagtt ctagaaaaca 
TTGTTTAGTG GTCTGGCATC ATCTATATTT ACTTGGCTTG ATTIGGGATA GAGTATAATC CTAGTCCTOG ATGAAAGGAT 
TTTNATGAGrT TAACCITATG GGGTGATGGG AT3TATGGGA TTAITTCCAC CCTTAAAATG ATITICTGGG GAAAAAAAGTT 
GTACTAATCC CTAAITIAGG 
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SEP ID NO: 1160: (Length of Sequence = 215 Nucleotides) 

GTTAAACAAAT CAATTAACAT GATTATCCCA GACCITTCIT TTCITACTGG AAAAAAGAGG GCATTAAACT GGATGATGAC 
AATAACACCA TAACTACAAG CITTTATAAA AGTCdTTAT ATACAGTGTT AATACAGTGA AAGNTCAACC TTATK3AAAG 
AGCTCTGGCT TCTGCCCTCA GCTACTGGGA AACAATCACT AGGCCTCTGG CATGT 

SEP ID NO: 1161: (Length of Sequence = 298 Nucleotides) 

AATCTTTAAA ACTACTTTGA ATCTTATAGA AACATCAGAA TCTTTTGAAT TCAAAAGAAG CCAGGGACTC TAGCCAAAGT 
GGAGTGGTTT TTTAACTCAA GGAITTAGGA CCTT3GCTGA ATACAAACAT TGAATGATTA CTCAGTAGGT GCCAAAGCTC 
AGSACTITAG ACAGACTCAG AGTCCAGTTT GTNCT3AAAC ACAA1TTGAT TTCAACTAIT GTTCTAAGTC AGAGAGGAAA 
GTGACATTAT TATCAGTGTA AATTTNCTGC TTTTAAAGTA GAAGTTACTG ACAATPGA 

SEP ID NO: 1162: (Length of Sequence = 163 Nucleotides) 

GAAATAAGAA ACAGCTTGTA TATAACTAAT GCTTTGAGGG AGAAATTCAA ATGGCTATGA AAAAATATTT ATAATTCAAT 
GATAATAAAA ATCTTACACG TTAAAACTTG AGAATGTAGT TAAAGCAATA CTTGGNCATA ANCTTAGCAC ATATTAGTAA 
AGA ■ 

SEP ID NO:1163 : (Length of Sequence = 393 Nucleotides) 

GCCAACACCA GGAGCATTTT ATTCAGATGT TAAATGAACC AGTTCAAGAA GCK3CTGGTC AAGGAGGAGG AGCTGGAGGT 
GGCAGTCGAG GAATTCCAGA AGCTCGAAGT GGTCATATGA NCTACATTCA AGXAACACCT CAGGAAAAAG AAGCTATAGA 
AAGCTTAAAG GCATTAGGAT TTCCTGAAGG ACTICTGATA CAAGCGTATT TTCCTT3TNA GAAGAATGAG AATTTGGCTG 
CCAATITNCr TCTACAGCAG AACTTIGATG AAGATTGAAA GGGACiTlTIV TATATCTCAC ACTTCACACC AGTGCATTAC 
ACXAACTIGT TCACTGGATT CTCT3GGATG ACTIGGGCTC ATATCCACAA TACTTGGTAT AAGGTAGTAG ATT 

SEP ID NO: 1164 : (Length of Sequt ze = 260 Nucleotides) 

TGCATFCTTG CCTCTTTGAC AAGITCTCCT TCTTTACAAA GGAdTTGCA AGTNCTTCAC CCAGAOCATC TCACCTGTAC 
CGAAATAACC TCCCCTACTA GCGAATGAGC AACITTCGAG CAGAAAGCAG AAACTGCATC ATATTTCTCT TACTATGCAA 
ACT3CTAGCT CAAACCTCAT ATGACCTCAA AAAACTATAA TTGCTTCAAC CTAAAAAAGC TGATICTAAA AAAAAAAAAA 
•NGCICTGGTT GCACACAOGTT 

SEP ID N0:1165: (Length of Sequence = 330 Nucleotides) 

CATK3CTATT TAAAAA1GAA TATTAATATA ATGAAATGGN TTTGCLTi'l'l' TGTAGGCATA ATAAGCCAAA TACTTTTTTA 
CCCAAAATAA TTTINAGAGA AAATGATCTA ATGAAAAATT C7TACCATGAA TTAGGAGCAT AGTTTTTNCC ATTTAAACGT 
CACCATTACT TAAAAGATGA TTGATTATTG CTATACCAAA TCAGATGAAC TCTGTTCATC ACTITCCTNC TCTGTCCCCA 
AACAATTPGG TTCATTCAGA CTGAAATGTT TCTGTCTTCA ACTTATTAGA ATGGAAGATA ATGCAGATAT TICICTGGGA 
AATAAAATAA 

SEP ID NO: 1166: (Length of Sequence = 312 Nucleotides) 

ATTGGAGATG CCTTICTCAA ATTTOCCCAT ITEAAATCGC CAGGAAAAAC AATAATTATT ITCCT3ATCC TCAGGTTTTA 
TATCTTAGTA GAAGAACTXA MCTATGACT 1X7TATTCAAG TCTAACAGGA ATAGAGGTAA TGANTGAAAG TAGTGATTGA 
CCTGGGACAA GATCACTTTG AAGATGACAC TATTATACAA AGTGTTAATAT TTATTTTTAA ACAACCACTT TTCAAAAGCA 



WO 93/16178 



PCT/US93/01294 



297 

crrrorscATA cattccaaag aataaaatgc tagctactag gttitgagaa gcagaataaa aiatgatact ga 
SEP ID KD:1167: (Length of Sequence = 305 Nucleotides) 

AGGAAAAGGA TTGATCACAG GAGAGGTACC AAGGGAGTTC CCAGAATAAT AGAAAAGAC5G NTCCTCAAGA AGACAGTCAC 
GCAAGAGACC AAGAGAAGAG CIAATCCAAT TGATGCAGGA GGAAGTAGAG CTTCAGAAAG AATGTCTCAA AAAAGAAAAA 
AAAAGAAAGG AGTGGGTTAA GTATCTGATG ANTTINCCAA ATTGAGAGGA GITACATAGC TCTATPGAAA ATCTTAGATA 
AANNTGATIG ATAAATACAT AGANCATAAA GCAAACACTG AAATAAGGCA ATTATCAACT CCAGG 

SEP ID NO: 1168: (Length of Sequence = 342 Nucleotides) 

AAGGTTTTAG TGATGAITCA GTGAGAAACA TATTTGAAGC AACAAGCACA GTAACTGGAA GCTCTAGGTA CTCAATAACT 
CTCAorrrcc ttcctcttct aaaagctgtg ctttcaagtc aatigtatgi CTAGAGTOGC ACTGTCTGGT ACAGT3GCCA 
CTACTAGCCA CATATGGCTC TCAACTACTT TAAAGAGGGC TAGTCTGAAT TGATATCTGT CATACATGTA AAATACTTTA 
AAGAGGGCTC ATCTGAATTG ATATATGCCA TGCATGTAAA ATACAAATCA GATTPCTAAA ACTTTGTACC AAAAAATACC 
AIAAAATAAC TTACTAATAA TT 

SEP ID NO:1169: (Length of Sequence = 397 Nucleotides) 

GftGAOGGAGC TCCNTCTGTC GCCAGGCIGG AGTGCAGTGG CAOGATdTG GTTCACTGCA AGCTTCACCT CCCAGGTTCA 
CACCATTCTC CTGCCTCAGC CTCCCGAGTA GCT3GGACCA CAGGCGCCCA CCACCAOGCC CAGCXAATTT TITATATTTT 
TAGTAGAGAC GGGGGTTTCA CCGTGTTAGC CAGGATGGTC TQ3ATTTCCT GACCTCCTGA TCCGCCCGCN TTGGTGTCCC 
AAAGTGCIGG GATTACAGGC GTGAGCACCA ATGCCCAGCC TTTGGAGACA CTTTTGATTG CXZACAACTCA GGCTAGGGAG 
GGCTGGGAAA TATTACTGGT GTGTACTGCA TCXSAGGCCAG GGATGCTGCT AGACATCCTC CM.TGCACAA GGACAGG 

SEP ID NO: 1170: (Length of Sequence = 422 Nucleotides) 

GTCTIAAAGC CTCTGGACAG AGCAGTATTT CGTTIAAAAC TITGTTTITC TTAAAAGCTT ACAGTGITTC GCTAATTCTC 
CTCCCCTTIT TACAAGACGG GGGCCGGAGG GTGGACACTG CTGGCAGCTT AAGGGATACT GTCAdTTAA GAAGCCTGCA 
GATTGAAGTC TAAACATGGA GAAATTAGGG GCTGATITIT TAAACTCTGT GAGATATTAA CTAGCCGCCC TOTTATAAAA 
TCAGGAAATC CAAACAGCGA TTTACACCGA TTAACACCCC CITIATATAT TTTINACAAA AATACACTGA GAAAATAATC 
AAAQTETETC ATCTCTCTVG TCITITITTG TTITITAAAA GTGTCAAAAG TCEACATNTA AATATAAAAN ATTAAAAGTT 
AAACTCTAGC CCTTCAGTSA GG 

SEQ 3D NO:ll7i: (Length of Sequence = 384 Nucleotides) 

TCTGAATGGG TTGGTGAAAG GTIACAGGAG CAGACAGCCT OS^CACCCAG GCTGCTCITG GCTATACAGG CTACXTTCCAT 
CCCIGANICT TGTAATAGGA AAGTCTAAAC ACACAGAAGA GG&GCACAAA ACCAATAATT ATCACACATT CAAAATAAAA 
CIAATCCATA AAGAAAAGTA CCAAACTCAA CAAAGACAGC AATGCCTGAA AACACTGGGC TCTATCAGCA AATAGAACAA 
AGAAAAAIAN GCATAATTAA AACACTAGAA GCTGAAGGAT AATATITAAA ANTTAGATAT CAXATTCTGA TIATPGAAAT 
AAAAAACTTA GTAGAAAAGC TTAAOTGAAG AGGATCAAAC CTGAGGAGGA CCTOGCCACT TTIG 

SEP ID NO: 1172: (Length of Sequence = 418 Nucleotides) 

GAGAGAAAAA AAAAAAATCT TTTAAAAGCT GCCATCTGAG GTGATGGCTT CTCTOEACTT ACGCCATACC CCAGANTACA 
ATAAATAAGC AATTAGAAAA OGTTCAACTA TGAAGGGA1T TCCTCCTCCC CGCCAAAAGC ACIX3CTCTCT GAAGGAAGCT 
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GGTTITCTCTG TAGCTACACC AGCTGTTCAG AAAGCTCATT GGACCTGGTT TIGAAAATAA AACAAAGTTA AAACCCTGGG 
AGGAGrTIMT G7INCAGTGTG GAGTACTCAG GCTTTCTTAT AAAGAAAAAA AAAGGTTATC TSGTACCAAA GTGTGCACCT 
ACAGACCCTC AGGTACTGCC CTCJIGACTTC NCTGTATGAC ATCACAAGGC TGCCAAGTGC TGCTITMCTA GACTAGGGAG 
TTGGIGAGGT TITCCTAG 

SEQ ID NO: 1173: (Length of Sequence = 274 Nucleotides) 

GAGATCTAAA TGAAATTTAT AAGAAAATTG TGGCTTCTGC CCAAGATGAC ATCIAAATTG AAGAAGGTAC ACAGTGAGTT 
TAAAGGATCA ACGAGAGAAA CTFFIATTAT TCATTIGCAC AAGAAGACAC ATTCAGTATC TGGATTATCC AATATATGGA 
ATACTTTGAG 1TCAAATGAT TAAAGGGTAA TCTTTAATCA TTAATTAACA AATCATEAAT TAANCAAAAT AATATTTAGC 
AAATTAAGCA AG1NCTAAAG GCTACATGCA AACT 

SEP IP MO : 1174 : (Length of Sequence = 326 Nucleotides) 

AGAAATTAAA ACACTTIAAT ATAAACATTT CCAGAATATA GACTGACCTT ATATCAGTAC TTTTNGAGAC CGTCTTAAAA 
CTATATATCA TCTAAGTTTA TTATAGACTG TTTCATTTTC CACTTTCAGA ACTAGAAAAT GCAAAAATAC ACTGCAAATT 
AGATTTAACA AAGAAAAAAT CAGITIAAGN TATTTCATAC ATATTCCTTC GNGAAAGCTG AGACACATAA ACACAGNAAA 
ACAACAATAA AATACCACCA ACACTAACAC AAAACCAAGG AAAGAACTGN TTITCTAACG CTIGGTAATT CTGICCTITA 
AAATAA 

SEQ ID NO; 1175: (Length of Sequence = 426 Nucleotides) 

GCACTCAGGA TGGACACATT AGAAAGAAAC ATTTIAGTTT CAATGTTACC ATAAAACCAG AACGAAAAGC AGCATGCTGT 
ATTATATTTN NCAATTTAG3 TTCCATTTCT AACTCCACCT AAAATGAATA TCAACAAACT CATTTTTAAG TGTTTGTCAG 
TCAAATACAA TAATAGTCTA ACTITATTCA CAIATGTACC AACCAAAGCC CAATAAAGCT AAAAGGAAGC CAAGTGTAAT 
AAAAAGGCAG CTATAAGGTC TICTCTTCGA NTTITIACCC AGCAAGAAAT AAATCA1ACT TAGTAATCCA TCTTTCCCCC 
CCACTGCCAT CCCTGCACAC ATCIAAAATA GGCTAACTTC ACCTATTCTA ACTTCTGAAA TTGTTTTGGG ATTCCICTTT 
TACTITCrCA GAGTGGATGG TATAGC 

SEQ ID NO : 1176 : (Length of Sequence = 301 Nucleotides) 

CTAATCCTCA ATCCTATCCC TITNCCTCIT AGCCATCCIC TCTAATTTNT TIAACCTAAG CCICTGTCTC CTCAGAAAAT 
AGC7ITATGCT GTPGGTGTCT GTCGTIGGTA ATCTATATAC ATGGNGTTAT GCTATTCATT TIGTTK5GTA. ATCTCCCTXT 
TIACTCAATA CTATATTTAT AAGANCCNTT TAAGTGCTIG TATGCCTCTA ClTiATIGCT TCTGACTGCT GCATGOIATT 
CCATACTCAT GTCCACCACA CTTACTCATT CPCCCTCITG ATGGAOGCTG AAGTTCCTTG G 

SEQ ID NO: 1177: (Length of Sequence = 331 Nucleotides) 

GCAATTCTCC TGCCTCANCT TCCTGAGTAG CTGGGATTAC AGGTGCCTGC ACCACGCCCG CCTA A'l'l'l'lT GTATJ/mAG 
TAAAGACAGG GTTTCACCAT GTTGCTCAGG CIGGTCTOGA ACTGCTGACC TCATGATCCG CCCGCCTCAG CCTCCCAAAG 
TOTTGGQATT ACAGGCATGA GCCACCAAGC COGGCAAATC CATGOTTTA AACATTACTC 1CTATGGTGT GATAA1GAAC 
. AGTCACTGNT ATCTGACTGT TCATCTGTGT GGTCCATCTG TATTGAATAA AGGAGGAAGG AGTTTGAAGAA TAAAGGGGAA 
AATCTTGCAG A 

SEQ ID NO:H7Bt (Length of Sequence = 325 Nucleotides) 

GAAATTOTTG GAGAGAATAG TCATACCTAC TTTAAAAGAG AATAAATTGC C7ITTCCTAAA TNCCTCTGCT TCGCTCCTTT 
CCTGGCGTTG CTCTGGAACC TTGTGAGTTA TATGIATGAT TNCIGTACTC TGATATCCAT CAAACTGCAT AACATAGTAC 
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TCATGATGCA GTAAGTACAA ATCnnTTG AAAGAGAT7VT TGCI'IUINAA CMTTTGGAT TTATAACATT GGCTTATAAT 
ATATACAACA TdTTATAAA TQCCACCTCA GTTGGGTTTT AAGCCTTACA AGAGTC3CTAT GAGTAAATAT CACCCALTIT 
AAAAA 



SEP IP NO: 1179: (Length of Sequence = 297 Nucleotides) 

CCITGGGAAT TGTITCTTGG AAATTAAAGC ATCICTCICA CACAAACAGT AGAAGGCATT GAGCATTCAT TACTCTTTCC 
TCAAGAAGAT ATCAAAATGA GACEAGAAAC TCTCTGGTGA ACACAGAAIG CTCTGAGGGG OJCCAAGGTA CATTATSACC 
TTAAAACGAA CTCCTTCTCC ACIGGCCCTA TTACTCACTC TGGAAAGCAC CATGCCAGGC ACAGCAAGAG ACTTAAGAAC 
ACCTACAAAG GAAGATCTCT NCCATCCACT TGTCTAATTA TCITTAAAAA GTAATCC 



SEP ID ND:1180: {Length of Sequence = 278 Nucleotides) 

GCIGCTTGQG ACTTGAAATC 1CTGGC0GAA GACCNCTCAC TACATAACTT CAAAAATAAT CAACCACCCT CCCTTCCCAA 
ACCACCCAAA TTCACTCATC CAGOGTTTAC TnTTTGAAT CCACTCAGAA CTTTTINCIG 0GACCCCCC7T CCCTAAATGG 
ACTTCGGTGG GGGGGAAATG AATACTGAGT TGGCCTTTAT VmTAAAAG ACTTTITGAT CCAATGAGGC CCCCTAAATA 
ATTGACTTTT GGGTCCTGGT TOJlTlUlTr TATTITCT 

SEP ID N0:_1181:_ {Length of Sequence = 331 Nucleotides) 

AATTGAGTTA CAGGAGAATA CTGTGAACAA TTGTACAGCT AAAAGTAATA ATCTAAATTA AATOIBCACA TTCCTAGAAA 
CACACAAATC ACAAAANCK3 ACTCAAGGAG AAATAGAATA TCTCAACAGA CCTATAACAA CTAAAGATAT GGAATCftGEA 
ACCAAAAGCC TTCCAACAAA GAAAAGCCCN GGANTAGATG ATCTTCACTG ATGGNTTCTA CCAAACATCT AAGAAAGATT 
TAACACTAAT TCTACTCAAA CTCTTCCACA AAAAATATGA GANGAGTAGA GAAAACTTTC TAAAATATCT TATGAGGGCA 
GCATIACCCT G 



SEP ID NO: 1182: {Length of Sequence = 345 Nucleotides) 

GTCTGTINTAG AGGGATGGAC AGGATGCTGT TIATTTOCCC 1TTCTTGGAA ATGGACCTTC TGTCCCTTCC ATTTGGACAC 
CACACTQGAA GCTGGTGGCC TGGAAGGAAG GATTAGGTCA TGGACATTTG AACAGCTGCC 1TOGGCATGA TGmTAGATG 
CACTCATATA XACCTTGCTG GGNTGGGCTG CCACCTCCAG TGOTCAGCTC CAGATCCAAG GAGCAGCCCC CTGGGGATGG 
ACCCCATTCA TTCATCATGA CTCCCAACAG TITTINATTG TGGAAGAAGA AAdTTNGCA TTATAGAGAC ATCATCACAA 
MCACTANAA ACAAAATCAA CCCTG 



SEP ID NO: 1183: (Length of Sequence - 272 Nucleotides) 

AT3GAAGATT CAGAGATCAA AGGTIGAAGTC CTCTATCTCG GCTACTACCA ATCAGCCTTC GACXGGNATG ATGAAACANC 
CAAGGCCTCC AAGCAGCATC CTCTTAAAOG CIACCACAGC CAGACCTATG GCAATGGGTC CAACTGCGAC CTTAATGGGA 
GGCCCCGGGA GGCOGAGGIT CX3GTTCCTCT GTNACGAGGG TGCAGGTATC TOTGGGGACT ACATQGATOG CTTCGAOGAG 
CCCTINTCCT GCTCITATGT GOTGACCATT OG 



SEP ID NO: 1184: (Length of Sequence - 335 Nucleotides) 

ACATITrGCA AACTCAGTT3 ACTCACCTCA NATTIGCCAT TCCAATTACA GGGCCTCGAA AGAGTCAGCA CTCAGCCTT3 
CTCAAGGNTC AGATTTAGGG (JTTGCCCCCC GNCCCOGCAA CCTCCCACCT ATTGTTTCAA ATGTCCTCAA GACAATCACC 
ACTGTAITAA GAGAAAGAGG CATGGGGGCA GAGCAACAAG GAAATAAATG AGGCTTGAGA ACTCICTCTA GGT3GGGTTA 
CTITCAACCT TAAAOCAOCC 1TGQGNCCCA AATCTGCATG AGCAGGGGGT GGGCTATCAT GCTACAGANC CCCAAGGAGG 
ACArrrriCC CAACA 
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SEP ID NO: 1185: (Length of Sequence = 383 Nucleotides) 

GAGAGCT3AG CAGGOGTGOG GGGGGGGGAC TTCVGCAGAG AAAATATTTT TAAAGTCATA AAACCATGAA AATAACAACT 
ACTCTACGTT TTATTITATA GAAATCAAGT AGTATCTAAT AGACAAGGGA AGACATTGAT CCATAAACTT TTTAAAGAAA 
ATTTGGTAAT CTCITAAAGT ATTCGTATGG CTTIGAATGG GTGTNCTTTT CTAACTITGT TTTAATTTIT ATGATACACT 
TATAATTGTT TCAAATAGGC ATTTGTNCAT TTTAAAACTA CTAGAAGTTA CACIGAAGAA AAGCATTCAA AAGAAGACTT 
TTGGACAAAA AAAATTGTTG AATGAGTGAA ATGCCTGAGG TAGCTCAATT TACCAAACAG GAA 



SEP ID NO: 1186: (Length of Sequence = 373 Nucleotides) 

GGGGCTCAAG GTGTGCATGT NTGAGGGAAG AGAGAGAGAG AGAAGGCCGC CTCANAGGTG ACITTCAGCC TGCNAGCCTT 
CTTCCCGGGG CGCCATAAAC GCCCCCAATT TCCCAGCTGC TAAAGGAAGA GGAAGCTACC TCTNCCTGCA CGCAGACGGG 
AAGGGCTGG3 GAAGCGGGAG GACTGAGAAA AGCCAGATCT TAGCAAAGCA ATGTCTCAAG A1GCTGCITC TCAGTTCCAA 
GAAGTCATTC GGCAAGAGCT AGAATTATCT NTGAAGAAGG AACTAGAAAA AATACTCACC ACAGCATCAT CACATGAATT 
TTSAGCACAN CAAAAAGGGC CIGGGTGGAT TTOSGAAGCT ATTTCATAGA TTT 

SEP ID NO: 113? : (Length of Sequence = 365 Nucleotides) 

TCrACGCAAT 1CTGAATAAA GTTTATTAAA TAATATCTAC AGCAAATGTA GTAATTCAAC ACATCTATTT ATCAAATCAA 
TCCACTGCAA TGAAGAAAAA TAAATGANCA GAAAAATCTA TGTCTGCATA GGNCATGCTC TCAGTCTCTA ATTTAAATGG 
GAATACITTA AATTAATTGG TTATATATAA TGTCAGTTAT TITCCTTTCA GAATATAACC TiTiTiCTAG TAACCTATTC 
TAGCAATAGG GCITAATACG NCTGCAGATA AATAGGNCTG CAAAAACCAA AAACCCAAAA TAATGAAATT NAAAAGGGGA 
AAAAAACTGT AACTGNGNTC AGAGTTACCT TTCCTCCCCC ATAGG 

--^0 ID NO: 1188 : (Length of Sequence = 350 Nucleotides) 

. AdATGGCT TACATTTATT TTAAATTTCA CTAAATACAA ATCTTGATTG TCATGCCAGT TTTAGATCTT ATTAATTTNC 
AGAATGGATA AATTCAAATA ATCATAAATT ACGGTAACTT TTTATTATAC CAAGGTGTTC TAATGCCATC ATATGANGAC 
AGATGCTTCA AACAACCTGC ATIAAATTAT ATTTONAATA AAATTAAAAT CTATTITTAA CCTATTIGTA GTCACAAACC 
GAAAACCTGT CGNCTITACC TTAGAGCTAA AGGCTTACIT TATGCATAOG GGATATTTAA TAGTCTACAA ATCAAAGGTT 
TAAACAGNCC CTTAAAAATT CCATATATTC 

SEP ID NO: 1189: (Length of Sequence = 393 Nucleotides) 

GCAAACTTNC TCACTTCCTC AAAGAAGAGT AGTGCACTAA AAAGAAGGTT GCACCCGGAG AGCATGTAAA GOCTCTCAAG 
GGGGACATCT GAAGIKCCCC GTTTCCCAGGG AGCCCACTGG CTCCTCACAA GTAATCTAAT GAAAGCTATG CATTCTCTCT 
GGGCTCCTCA TATGAAAAAN CCCAATGTAT GANGCAAAGC CTAGAAAGGA TTCAATACTG GAGAAATGCA CACAGCIACC 
GATAAAGACA GCTCAAAAGT CCTAAGGCTG CTGACATGAA CCAGATAATT GGTGGCTACA GTTGTGCCFG CTAAGATTTG 
GGTGCATGGG GCTTCGCTIT GGTTAGCTCC CATGGTCTTC TTTTTCCAAA AAAAAAAAAG AAGNCTTCAG GTT 

SEP ID NO: 1190: (Length of Sequence 365 Nucleotides) 

AGTGTAAACA TTCACATATT TAATAGTACC TTTAAAATAA GCATTACTAC ATTIAAAATG GTTCCAAAAT GAATCTATAA 
ATGGTAATAT AAATTAAAAA ATACGAACIT AAAGTGAATA AATTTTTAAC CTTAGCTATG GTATAAATAA TGGTAAATGT 
ATAGTGTACC TNTGAGTCAT TAAAATGTCT TAAAAGATAA CAGCTTGTTA CCAGAACATT AGANACCATA GCCATGATTC 
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TCAAGOGNIA ACAATCTACA TTTGNTATTT NCTTGGCCAC TGCA3TCTTC AAATGANTAA TAAATTTCCA GAATTCCCAT 
TCCCATGCTG TITTTCCCAA TAGANCITIT TCACACTOGA TGTTG 

SEQ ID NO: 1191 : (Length of Sequence = 303 Nucleotides) 

CCCGGAGAGC TGCCTTCCTC TTCTACCACG TGAGGACACT GCAGGAAGAC AGCTGTCTAA GAACTAGGAA GTCGGCCCTC 
ACCAGACAXT GAATCTGCGC TCC7TTGAACT T3GACTTCCC AGCATCCAGA ACTCTGAGAA ATAAATTCAT GTIATTTATA 
AACCAACCTG TCTATGGTAT TTOTTGTAGC AGCCIGCAGC TCTCTATCAC TCTIXTTITAT AAGAGGCTGA AGTTTACITT 
ACCTCAGGCA GAGCTAAGCA AAAAAGATTA CATCCCGATT ACAAGATGAA AGTAAACAGA ATT 



TAAGATGCTC TGCGAAATAT 
CTCTGGGAAA AAAAAAAAAA 
TCTTTTTGCC TGAGCAAGTG 
TAAATTGGGA TTGAA 



SEQ ID NO:1193: (Length of Sequence = 313 Nucleotides) 
CGAATTAGTG AACTGTGCIT CAGGTTCAGG AACCIGGTCT TAGCTCCTIG CCTGCTGAGA 
TCTCCAAAAG CAAAACACGT AAAAGTCATT TTNCCACTCT TTIGGTCAAG CACATGTAAG 
GCQGTINCTG AAAGTGAGAC ACATGCCCCA GGGAAAGGGT AATITTAAAA TTCTTCCCAT 
TGCTATGTCC AGCATCCTIN AGTCCCAGCT GCAGGGCCTA TATTTAAATA CCCTCATGCT 

SEQ ID NO: 1194: (Length of Sequence = 341 Nucleotides) 
GATITAAAAG CAAGTNATTT TNAAATCCAC GAAAGATGCC TACCTTGQTT CCTNCTCTQG TCCTTATEAG CCACACCTCT 
CITCACAGGC AGAGGAGTTA GGAGTGAGGG GATATTCCCA CCAAGACCCT ACAAATTGCA CICTEAGGCC ATGCCCTGGG 
TACCCAAACT CTAGAATTCC CT(XTCAAAG GGACCTEAAC CCAACTTCAG AGCCTATATA GGCCAATTCC TTGGTCCATT 
TTCCAAGGGG TGGNCAAAGG ACAACCATTT TNGGGAGGGN GANQGGAGTA GGAT3AAGCT TPGGNCAOGT GQGTC1T3QG 
CAAATCCCAC ATATCCCGGA A 

SEQ ID NO '.1195 : (Length of Sequence = 239 Nucleotides) 

TTATPGATTC TTTTTTIGAA ATGGAGTCTC GCTCTGTNNC CCAGGCTGGA TTGCAATINC NCGATCTCAA CCCACTGCAA 
CCTCCGCCTC CGGGGTTCGA GCGATTCTCC TGCCTCANCC TCCTGAGfTAG CTGGGACTAC AGGTGCGCGC CACCATGCCC 
AACTAAirrr ggtattctta GAGACAGGGT TTCTCCAIGT TGGTCAGGCT GTTCTCAAGC TCCCAACCTC AGGTGATCA 

• SEP ID NO: 1196: (Length of Sequence = 291 Nucleotides) 

CCATGCITGG CTCAGGGCCT GQGGOGGGGT CCTGQCTAGA GTCCTAGCCC CAGAGCCCCA GCCCCTCATG TCCTGCCGCC 
CCTCACTGAC CAGACGATGA TCGGNAACCT CTTGAGAAAA CATGGCAAAG GATTAGAAAA GGGCAGGCTG AAATTNCCAA 
GCCACTCAGA CGGAACCCAG ATCATCTTCA ATGCAGCCAA GGAGCTQGGT CAGCTCTCCA AACTCAAGGT TCACATGGTTA 
OGAGAAGAAG CCAAGAGCIT NACCCCAAAG CAGTGCGCGG TTGfTITGAGT T 



SEP ID NO: 1192: (Length of Sequence = 315 Nucleotides) 
ACTCCAGCCT GGQGAACAAA CAAGCAAGAC TCCATCTCTA AATAAAAAAG AGIGTCCCCC 
TCXAGACTGG TCTCTCIUIT GGATGATGTT TGCCGTCAGC ATTCACCAAA TAAACTTGCT 
TAATAAATAA AATAAACAGT AAGAAACACC CATAAANCAA ATTTCTATGC TCCTGCAGCC 
GGACCITGGT ATACACATCA CCTGINCriN CCCTnTCTT TGAAAICTGG TGTTTGCTGT 



TTITGAGTTA CAACTAGAAT 
CTTTCAGGAC CAGGTGGTAT 
AGGTCCTCAT CCTGTTCCTC 

TiATCGcrrr tgt 



SEP ID NO: 1197: (Length of Sequence = 303 
CTTCATATTT TTATAGCTGG GGTCAAAATA TGCAATTIAA 
ATAAAANTAA AATCTAAGAA ACATAATGCT GCCAACTAAT 



Nucleotides) 
AAATAAATAT AIXXAITTNC 
AGTAGTGGAG GAAAGGAAGC 



CTATTCTTAC 
TGAGAGAAAG 



ATTTATGAAT 
ATAAATATAT 
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TANTTTAATC ATTACTCAGA AAAGGGAGTA AAAGATACTA TCTATAGCAG GCATCAATAA ATATGANCCA TGAGCCAAAT 
CAGGCTTACC ACCTGATTCT NTAGGATAAA GITCATTGNA AACACAGTTA CAGTGTCITT CCA 

SEP ID NO; 1198 : {Length of Sequence = 318 Nucleotides) 

CIX^ATTTCT TCTCATCTTT TTNATGCTAT TATTGTCATA TAAGTTACAT TCCTATACAT TGTGTGTCCA ACACAAATTT 
AAAATI7VTGC CATTGTCTCT TAACTCATAG AACAAAAGAG ATACAAACAA AACATACATT TATCCT3TCT TTTATATTTC 
CCTATGCAGT TACCTTTACC AGTGTTCCTT ATTTCIKCAT GTGGATCTGA GTTACTGTCT TTNAACTTCA ATCTAAAGNN 
CITTCAGTCT GAAAGACTGT AATTTNAATT TCINGTAGGG GTAGGTTAAC TAATGATTAA TTCTCAGTAT TCTGAGGA 

SEP ID NO: 1199: (Length of Sequence = 326 Nucleotides) 

TCTAGTTATT CTGAGAACTA CAACCAAGAA AAGAGGGAAG CACOGGGTTG GCCAAGGCCA TCCGGAGACT TGTCCTGCTG 
GGTCATTTAA AAAGCTTTTC TAGGATAACG TIGGCTTTCC AAGTGGTTTT CCAAGCTGAT GTCTTTCCCA CTGAGGAGAA 
GCTGTAGGCC TGTGGACTGC CAGGTAGGAG GAGGTTGAGG TTTAGAGGAA AGAGGAGAGC AGGAATGGGT TGTTTNCAGTT 
GGGGCTGTTC CCATGGACTC ACCAAGAAGA AATCGAGGTG CTGATGGGGC TGCACAAGTG CTTATCAGAA ACAGCICTAA 
CAAGTT 

SEP ID NO: 1200: (Length of Sequence = 341 Nucleotides) 

GGGTGACAGA GTGAGACTCA GTCTOGCTGA AAAAAACAAC AACATTGCTT TACAGTGTGA TTCCAGTTAC AGAGAATATT 
CACATAGGTG CATAAATAAA TGAAAAAATT ATTGGTTAAT GTCTCTCTAT GIT3GGATTC TCAGTGATTT TNTTTINCTA 
CITTINATTr TINATAATTC CTCCACTCTG TTGGTGTTAG CTTTATAGAT TATATCAAGT AACCITTTGC TGCACCAAAA 
AACCCCCCAA ATCTACTGGA TTAAAACAAA ACCATCTTAC AATTTTNNTC AGAACTGTCT AAGGCTGGAT ATTITACTGG 
GCTCTCTCCT GAATCTGGGG G 

SEP ID NO: 1201: (Length of Sequence = 312 Nucleotides) 

GTCTITOTTA CCCTGCTAGC AATAGCTCTC AGTTTCAGAG GCACAGTCIT TGGAGACCAT TCAGCACTGA GAAAGCAATA 
TTTAGAACCT ATTGCAAAAC TGGGCCTGAG TTAGGCATGG TGATGAATGC ATCAGCAAGG AATAGAAAGT NCITATCGTG 
AAACCCITCA ACCTCAACTA TGCCITCATA GACACACACG TTCATGCACA TGTAGGCACA TGTACCATCT CACATCTTTC 
ACITTCCCGA GATGCCATAT ACAATTACCT ACATTAATAN CTGTAGCACT ATACCimT GAGCCCGAGA GA 

SEO ID NO: 1202: (Length of Sequence = 344 Nucleotides) 

GGAAAATAGC CAGACTGGGT ATTATGCATG TAACAAATGA GGACATTGIG CATAAGAAAG GAAACATTAG TTITCTGTCA 
TCCTGGGCCA AGTACCTCAT TACAGTAAAT GTGTGTCTTT GGAAACTCIT TGCTIGTNCT GATGGOGGTA AGCATGGGGT 
CCCAGGCAGG TTCAAAGGCT GAACTGTAAG AAATGGGCAA GACAATACAT TITGTTTTCG AAGGAATTTC TCATGGGATA 
AGITTCCCAA AGCTTGAATT ACAGGCTATG AAATAAAGCA AATAGATGGA GGAGAAAACA AGTATTGTIT TCAAAAAGGT 
ACCAAGTCAA TTCTATTTAA AGGA 

SEO ID NO: 1203: (Length of Sequence = 370 Nucleotides) 

GTrdTIATC TTCCTCCTCT TATGTGCACT ATGTAATGTC CTCATCATTT TAAAACTGAG TIGCTATTGG GCGGGCGCGG 
TGGCTCAOGC CTGTAATCCC AGAAdTIGG GAGGCCAAGG TTGGTGGCTC ACITGAGCTC AGGAGTTCAA GACCAGCCTG 
GTCAACATGG TGAAACCCAG TCTCTACAAA AAACACACAC AAAAAATTAG CTAGGCATGG TGGCACACAC CTGTAATCCC 
AGCTACTCGG GAGGCTGAGG CACGAGAATT GCTTGAACCC AGGGAGGCGG AQGGTTOCAG TGAGCCCAAG ATOGIGCCAC 
TGCACTCCAA GdTIGGGGT GACCAGAANC GAGAdTTCT CAAAACAAAA 
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SEP ID NO: 1204: (Length of Sequence = 346 Nucleotides) 

CTCTCTAGAA AGCCTGCCTT GGCTGGGCCT GGTGGCTCAC CTCTAATCCC AGCACTITGG GAGGCCAAGG TQGGAGGATT 
GCTTGAGCCC AGGAATTINA GACTAGCTGG GGCAGTGTAG TGAGACITTG TCTCTACCAG AAAAACOGGG OCTQGTQGCG 
CATGCCTCIA GTCCCAGCTA CTTGGGAAGC TGAGGCAGGA GGGTITGdT GAGCCCGGGA CCTGGAGGTG GCAGTAAGCT 
GTAATIGTGC CACPGTACTC CAGNCTGGGT GATAGACTGA GACCCTGTAT CAAAACAAAA CAAAAAACAA AAACCTGCCT 
TCTOGGGATT GGGCITCTGG CJITITl' 

SEQ ID NO: 1205: (Length of Sequence = 292 Nucleotides) 

TACAACGAGA CACTTGAGCA CACGCGTACA CCCAGACATC TTOGGGCTGC TATTGGATPG ACITTGAAGG TTCTGTGTGG 
GTOGCCGTCG CTGCATGTTT GANTCAGGTG GAGAAGCACT TCAA0GCIX3G AOGAAGTAAA GATTA1TGTT GTlA ' lTmT 
■mTlCTCTC TCICTCTCTC TTAAGAAAGG AAAATATCCC AAGGACTAAT CTCATCGGGT CTTCCITCAT CAGGAACGAA 
TGCAGGAATT TGGGAACTGA GCTGTGCAAG TCCTGAAGAA GGAGATTTGT TT 

SEQ ID NO: 1206: (Length of Sequence = 336 Nucleotides) 

TIGCCAACAC AGTGTGTCAT GTITATTGGG CTAITCACAG GIAAGCTIAA AATACAATGA AAAGAAAAGA CCAGAOGTCA 
TCAGGAATGT CGAGAAACAA AATATTTAGC ATTTCTTAGT TTCAAATGTT ACCATITCAT T3CAGCIGAG GAATATAGGC 
CATTOGTIGA CATAACTGCA ATGGGTGAGA CTTAT1T1TA GCCACAGGAA GCAAATACAT TTAACCAATG ACTTTTAGGA 
CAGGAAGCAA AAAAGAAAAC AATATITTCA TGTAGCAAGG ACAAGANAAT CATTTATACA AATTAAACTG GATATTAAAA 
TACCATTATA AAGAGG 

SEQ ID NO: 1207: (Length of Sequence = 319 Nucleotides) 

TGCCTCANCC TCCAGAGTAA CTGGGATTAC AGGCGCCCGC CGCCACGCCT GGCTAAXTCT TGTAITITI'A CTAGAGATGG 
GATHTNCCA TGTTGGCCAG GCTQCTCTCC AACTCTTGAT CTCAGCTGAT CCACCTGCCA CAGCCTCCCA AACTGCTGGG 
ATTACAGGCA TGAGCCACTC OGCCTCCCTC CATTTCdTT TTATAATTCA TCCCTGAACT CCCTTAAGCTT AGAGAAGCTG 
TITGATOGTC CCAGCCCCTG GGAGGCIGAA AGGTAACTIN ACCAGCTCCA TGCCTGAGTT TAGCACCTGC 1CT3CCAGG 

SEP ID NO': 1208 : (Length of Sequence = 357 Nucleotides) 

GAGATGITTA AAAATGAAGT GGAAGTTTIT TGTTTTTGTT riUHTl'lGC AGAAAAAAGA TTTTXAATGG CITGAATCIN 
CTGCCATAGT TGOGTCAGAT TGTCAGAAAA TIATGTTGTA CATCTGAGAG AGAAPAGAAG AGCCITITGA GGAGCTGCGC 
TAAAAITATT TITKjITEAG TCTCTTAACT COTTOGCITG AATGAGTCAT TCACTTTCCT TGCCAAGATA GGOTTAGCAT 
TTGTTITGTG TTTTAAAAGC AGGCCAAGGG A3TGCCACGA GGGGAGACAA CCTGAGCAAC TGAAGGAAGG AATITCTAGA 
AATICTGTTT ACCAGTTG1T TTAGTCTGAA TGTGATT 

SEQ ID NO: 1209: (Length of Sequence = 362 Nucleotides) 

CCCATCTGCT CCACCCAAAG AAATCAGACA AAGTAAAATT TATTGAGACA GACAGAAATG CACCTACTCA GGACTACAGT 
TAAGCATTTA CIATTAACCA AAGAGTTGTG TTCACATTCC AGATAAGTCT ACCTGGAAAA GCATTCAGAA TTTACTAGGT 
THTOCTACA TCACTATTTC ATCTACAATA GGGACAACAA ACTGACACTC AGGATTPSAT GQGCTCTCAT TACAATGCTA 
TACATTTAAC AGGGNCAAAC ATCAGTGACT TTGAGGAAAA AGTTATAAAA NGACCAAAAC CACCCACTGT AGGATGGGCT 
CrrGGAIGTT ACTGTACAGC GTCGGTCAAG GTAACAAGGA GG 

SEQ ID NO: 1210: (Length of Sequence = 349 Nucleotides) 



WO 93/16178 PCT/US93/01294 



304 

CAGCCTIACA CAAAGGAGAA CCAGGAGAGC TGCCTCTTTT GCCGCAGCTA CCACTTCCCC 
GTCGTAGGAA GAGTGTAGAG CCACCTAAGC GTAAGAAGOG GGCCACAAAG GAGCCCAAAG 
TCIGAAGAGA AAGAGACTCT GACCTCTGAG AAGTGCCCCA GGGTATTTAA CACTCGCTGG 
CGITACTCAT AGGCGCATGC AGAITICTGA TAAATGTGGC AAGAAGTTTT TCCIGGGAAG 
AAACAGACT 

SEP ID NO: 1211: (Length of Sequence = 344 Nucleotides) 

TTrrmTTT TrTITTCAGG GAAGAGCTCT ATTGCTTCCA TGGGGGTGGC CTGGGACGGC TGCCACAGCT TGGGTAAGCT 
CCITQGGCCr CANTTCCCTT TGGTCCAGGC TAAAGGCAGA ACCCAACCAC CTGGCAGINT TCITGCTGAA ACCTAGAACA 
TGTGGCAAGT TCGTGAGTCC GGGCCIGOGG TAGTCCTATG GNTCAGCTGC AGCIGTCGAG GGGAGCTCTT CCCAGCAGGC 
GGANTGGGOG TCACCCTCCT GAGCTTTAAA GTTCTTTCTG CTATAGCCCT GGGGOGGTCT TGTTGGCTCC GAAGGAATGG 
GCTCCAGGGT TTCCCCATGG GACA 

SEQ ID NO: 1212 : (Length of Sequence = 364 Nucleotides) 

AAAGAAAACC TGGXATTTTC ACCATCCTCT C7GAAAATAA ATAdTIGAC TTGCACIGAT TACTACTTCA TCAGCATTCA 
ACTCCGCTCC CT3GCACTCT GTGTGAATAA TTTIAAAG3C AGATTAAGCA TICTAAAAAT AAATTCTATT GGTAAATTAG 
GATATCAGAT GdTCCATTA TAAAAGCCTA TCCIATTCTG TACTCTCAGC TGGGAGTCAT ATCCAGATCT CAAGCTACTC 
IGGCTCTTAT TGAACAAGAA CCIATTCCAG GGNGTGAGGT TTTGAAGAGG GGATCTCTCA TGGTTAACTA GAGNCAGGAA 
GAGGCAGAAT TGCCCACATA CTCTNGCAGG AGTTAAATAA CAAT 

SEQ ID NO: 1213: (Length of Sequence = 302 Nucleotides) 

CIAA'ITITIG TATlTiTAGT AGAGACGGAG TTCTACCATG TTGGCCAGGC TAGTTTCAAA CTCCTGACCT QGGATGATCC 
ACOCGCCTCG GCCTCCCAAA GTGTTGGGAT TATAGGCATG AGCCACICTG CCOGGITACT TTTTCCITTT TTAAAACACT 
GAAATTGCTG TATCTACCAC ATIAACATTT TATTTAAAAA AATTTCTTAA ATAGCATATG TATGTAAATT TAATATTAAT 
ATACCTL'l'lT TTITGTCCIT CTTTAGGTGG TIGGAGCCTA GGGATACTTA CTTACTGATT TT 

SEQ ID NO: 1214: (Length of Sequence = 317 Nucleotides) 

CTAATTTTOC AGACAGCTTT ACATGTAAAA GGCTAGGTAT TTAGCCACCT CAGCATTGAT TAGTTTIGGA TGTCTAAGCT 
CTGTTACACA TGGCTTCCCA TGGCTTCACT CTACAAAACA TATTINCAAC GTGAAGGNTA CATCTACAAG AAATCTACAT 
TICAAGGGTT TTACAAATCA ATCTTGTATC TTTCCGCTGA ATTGACTCTC ACAGACCCCG TCCCCTIGON ATINCCTTTG 
CCCAGCTTAA OGGTCCAAAG TCTACTTAAA TGGAGCTCAA AAATGTTAAG ATTGGGCAAC AGATTTACAG TTCCTGT 

SEQ ID NO:1215: (Length of Sequence = 276 Nucleotides) 

AIAAGCTATT AAACAACTAT TCTTGTACTT GANTTAAAAA AAAATCAAGC TGGCTGCAAT TCCTCATGGC TGTAATCCCA 
ACAdTIGCT AGGGTTAAGT GAGAGGTTCA GCCCAGAAGT TCAGTACCAG CCTGGGCAAT ATAGTGAGAC CCCTTCTCTA 
CAAAAAAAAT GAAGAAATTA GCIGGGTATG GTTGCATGTN CICTGQtfCCC AGCTCCTCGG GAGGCTGAGG CTGGAGGNTC 
ACITGGGCCC AGAAGGTCAA GGCTACACTG AACCIT 

SEQ ID NO: 1216; (length of Sequence = 354 Nucleotides) 

GCATAGGCAG CCCCTGCTCT TGCATTTACC TCCCACGTGA ACTAGCTGCT CAGTTCATTGC TCIGGAATAT GGAGTTGTGA 
TCTAGAAATT AAAGATGGGA TTAGGTAACC AGIGAGGTCC CTTCTACTGC CAGTTGTATGA CTCTCTTCTT TGTAAATGTC 
ATATGTAGGG TTCTGTACAC AGGACATTTT CITCATTGTA GTITCCTCAGA TGCATTGAGC TCTCCTGAAT GACTTAGOGG 



GAGAAGATAG TAGAGAAAGT 
TACTCXXZAGA ACTACAAGAG 
CACCAGTCCA GAAAGCTAAG 
TACCTGGAGA AGCACATCAA 
TGAGCTGTCC CTTCACCAGC 
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QGAAGCTCAG TK3CAGCIGA CCGTATTAAG GCTTCCTCTCC CATTGTT3CT3 TGCCOGCTCG TTAGCGTAGG ATTCNTGCCC 
CACX3GOCCTT CCTCTTTTCT AAGGGCTTGG CTTT 



SEP ID NO: 1217: {Length of Sequence = 272 Nucleotides) 

CTTCCCAGCT TTTQClTGTr CTAAACAGCT GGCACTSGTT ACATCI3V1AT TTGTTAAGAG GCAGAGCACT GTATTITGTG 
TAAGATAAGG TGCTAGTCIT GGCCAGGCTG CCAAGCTGGG GCTNTTTAAA ATAAAAC7TIT TAAAGAAAAA TTATAGCATA 
ATAAATTACA CAATTTIATT GGAAAACTGA AGGTGTTCAA CCAATGCIAG TTTITAAATA TATTIAGAAA TACTATITCA 
GGAAATTTTA ACTACACTCA TTAGTCTTAT GG 



SEP ID ND;1218: (Length of Sequence = 281 Nucleotides) 

GTTGCCCAGG CTGCAGTGCA CTTGTGCAAA CGCGGCTCAC TGCAGCCCCA ATCTCCCACT CTTAAGCAAT CCTCCCACCT 
CAGCCTCCT3 AATAGCTGGG ATTACAGGTG TGCACTGCCA CACCCAGCTA ATTNCTTTAA TITCTTTTAT TTTTAGTAGA 
GATGGAGTTT OGCTATGITG TAAAGGCTGG TCTGGAACTG CTCGCCTCAA GCGATCCTCC CGCCTUGGCC TCTCAAACTG 
CTGGGGTTAC AGACGTGAGC CACCATGCCT GGGCCTGCTC A 



SBO ID NO: 1219 : {Length of sequence = 231 Nucleotides) 

ctctictctc cxrrccrrccc ttiattggca cigcccggaa ccaggcagcc agcaggggat gggatcagga tgcagtictc 

ATOGAAAOGG TTGGGGATCC ACAGGAACGA CATTCATACA GGGACATTIN TGAAAGCAAA GCAAGAATGA NTGdTTCCC 
GATCTCAGAC TGGCTGGA1T CAGATCA3TG TTTTGGCTQG TTCTCKTITT AAGGGGEAAG CAGTTTGCEA T 



SBO ID NO: 1220 : (Length of Sequence = 409 Nucleotides) 

AGTCACTCAG AAAdTACTT TGCITACAGC CTCATTATTG I ' lTXTIUXA T TTCTTAAGAT ATTCOGTGTG ATGACATATT 
TIGCdTAAA TTINCXAATT TTCCTGGCCA TJGCTTTCCT GIGATTTGAA AATCTTAOGG TAAGTGCTTA GTITGGAAAC 
TATACIGTCA ACATATATP3 CATIACTTCA GCAGAGCTGT AGTTCCATAA CATAATAAAA TGATGCTTTT TTTAAIAAGA 
AGATCATACA CATTTCATTA TGCCCTAAAA GATCAACATT CAAAGTTCAC TTTTCTCITG TTTIGATATG AOGGATATAT 
ATCACTAAAA TAAAAAATGC TCCAGENACCA ATATCCACTA ACTCAAACAT GCTGTGGATT TGTAGGGGCA OTGAGGTAGC 
AA3GTCAAG 

SBQ ID NO: 1221 -. {Length of Sequence = 396 Nucleotides) 

ATCTGAGATA CTITGTCCrC ATCAAXAAAT TAGTTAGTAG AATCIAATIT CTAGATCCIT CAIAATGGTA ATTGAGGGTA 
AAAAATAATA ATGTAGTAGT CAATl'ITAGC CCTTTAAACC XATGGGGAAC TGTATGAATA ACTGTTTGAA ACTGCAGGCT 
AATCCTGTCA CACTTGCAAA CACATAGAAG CAACAAGACT ATITCCTCTC ACACTTTTAA TTAAAAXAGTT GCCTGACTAG 
ACITCCAGGG TAAQC7ITCAG AAA'ITINC'IT TCTAATTTCC CTOTTITAAT GACCACTACT TTIAAAGCIA TGCTGGGAAT 
TCACTITCAC ATATATCTAA CTEACAGGAA ATTTTTGAAG AGCCTAAATC TCTATQGGTA GATTCAATGT TTCCIT 



SBQ IP NO: 1222: (Length of Sequence = 350 Nucleotides) 

GTKlTlMlTr CTGGGTACTC TTCATGGCCT GCTAGAGAAC TTTACIAAAT TAXAGTCCAG TAGCTGGACA GAGCTGCAT3 
TGTATTGTCT AAGTCCACCT CTGCTGCIGG TCAAGATTAT TTTCCAGTGT TIGGTGGTGT TGAAGAGGAA TACTGTICTG 
AAGGCTGACT CAACTGCATG ACAAINCTCA TGGCTCACTG GCTGATGAGT TGTGGCATGA CIAGAAAGCT CTGCTTGTAT 
TCCCAGATGA CAAGTCACAC CTGAACAGCT GGATACIACT OGCATCCAAT TIGCITCCAA GTTAACATAT TTNCAGAAAA 
XATTTGGATT TGGAGTACAT ACAAATATTT 
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SBQ ID NO: 1223: (Length of Sequence = 370 Nucleotides) 

ATAAGCATAT GANTTTATCT ATAGGCCAAG TTAATGACAT AACTACAAAG AAATGACITG TTTCACATCT TTTAAACCAG 

TCrrrrGGcr atactaactt actsagacat attctaaaga aaaatagaga ogcaaagaag atctiacact TTAA1ACTCA 

ATTTICTAGT TGTAATATIA CIATCGATCA TTOTGTAACT CTCCIATATA GGGTGTAGGA TGCTGGAAAT AA3TAATTTT 
NTTAATCTTG TTAGGAACCA AGGCTATCAG TGTAAAATGA AGGAGTTACA AGCATAAGAT TGANAGACGG TAAGTAAAAA 
GCTCATTACT ATAGTTCCAA (JiTl'AACTVG TCAGGGATGA GCTCATCATT 

SBQ IP NO:1224_: (Length of Sequence = 188 Nucleotides) 

ACAK5ACCNA GGCCIGACCA AATCAGACTA AATCCTANTA CCTAXACCAG AGTTATTGAG AAAGATAAGN 
NGGCCTTTGA CAGTGAAAGG NTNTAGGCTT TGQAGCTCCT CAGGGCCACT GCTTCAGGGA ACCITGCTGA 
AACACAGATG AAAGCAAGGC CAAACATT 

SBQ ID NO: 1225: (Length of Sequence = 353 Nucleotides) 
CCCCAGCCAA GGGAGGCAGT NAGTNAGTGT GGTACCCAGC GTGGGAAACC GTGCITITIN CCATGGNACT NK3CAACCCA 
CGGATTAGAA GATCCCACTC AGGAACCCAC GNCACTGGNA CCTAGAATGC CAACCCCAGA GCTGCACAGA TTCIAAACAA 
CCITTCANCT GGAATCTGCC TAACCCTOCA GAGCTCCIGC GGGGAGGGGT GACCAGTGCC ACANCIGCIG CTCCCTGCTC 
CCTAAGCCAT TTAA 254 



TTTGGCCTGC 
CACT3AAGCC 



CAAAAAGTTA G:wAACATG TAAACGTAAG TNAT3AGCTA TTTCATAGAT ACAGTOCCCA TACAAATNCT CTTTCCCACA 
ATTITCAACr GCCAGATCTC TPGCTTTAGT CTITITNCCT TATATTTGGA GAAACAGAAG AGTFPGACAT AAAAGTCCCT 
TTGAGGATGT GAGGGTTGCA GrTAGTTTACA GCAGGGTCAG AAAATGAAAG TAATAAAGCA ATATTTACAT GTITTTGTAT 
AAGACCAAAA ATATTTCdT AAAAAGTTGT TAAAAG'iTlT TTAGTCCTAT AAACACTCAC TITTATAGGG CACATGATTG 
TCTCTCTGAC TTCTCTTTCC AGAGGAGGAC TIT 

SBQ ID NO: 1227: (Length of Sequence = 352 Nucleotides) 

GGCATCTGTT TTTTTGTTTG TTITGAGATA GAGTCTCACT CTGTOGCCAG GCTGGAGIGC ACTGGCGTGA 
CIGCAATCTT TGCCIXXCGG GTTCAAGCGA TJXJTCCTGCC TCAGCCTCCC AAGTCAGCTGG GAGCTGTCCA 
CCCOGGTAAT TTTNGTATTT TITCTAGAGA TX3GGGTTTCA OCATA1TGGC AAGGATGGTC TCAATTTCCT 
ATOCGCCOGC CTCAGCCTCC CCAAGTGCTG GGATTCCAGG CGTGACCACG GCGCCCGGCC GGNATCTGTA 
GGCCCCAGTG GTTCTNATGC ACACCCCCAG AG 

SEO ID NO:1228: (Length of Sequence 387 Nucleotides) 
AGTTITCCAA GATTGACTGA CACTATDGTA ATGAGAATCT TCACTGGAGC ATCAGAAGAA CIGATTTCAA GCCAGTIViG 
TTGGTCAGCA CGGTCAAAAC TTCAGAAGAA TCTICTGCTC TGAGGCTCTC CAAAGCTTTG TTCCCCAGGG CAGTAACAGC 
TTCCAGTGTT GGCAGAGTCT TTAGTAITAT CACCAGGGCA GCTGCACTGT GGCCIUTAGC CATCTTTCTC TTTTAGTACG 
ATCCCACCTG TCAGACTTCT TGAATTTGCA CTTCAAATTA GAGCCACAAT CAAATTATCA GTCACGNTGT TTATTTTTGT 
CACCAGAGAA AGGACAGAGT CIXTTITCAGC AGAGTCTGGA GCCAGGTACT GATCTCTCTT CAGCAGG 



TCTCGGCTCA 
CGCCACCACA 
GCGCTICTGA 
GATTTTAAAA 



SEP ID NO: 1229: (Length of Sequence = 366 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



307 

CTGATAAGGA GGTAAUTTCA TAGGAGCTGC "EAAGATQGGC ATGAGGNTCA AACTGCAAAG CACCAACCAC CCCAACAACC 
TGCTGAAGGA ACTCAACAAG TGCOGGCTCT CAGAGACCAT GTGCGACGTC ACCATTGTGG TGGQGAGCCG CTCCITCCCG 
GCCCACAAGG CICTGCTGGC CTGTGCAGCT GGCTACTTCC AGAACCICTT CCTGAATACT GGGdTGATG CTGCCAGGAC 
CTA.TCTQGTS GACITCATCA CCCCTGCCAA CTTTNAGAAG GITCTGAGCT TTGTCTACAC TTCAGAACTC TTCACAGACC 
TGATCAATOT TGGGGTCATC TACGAGCTAG CIGAGCGTCT GGGTAX 

SEP ID NO: 1230: (Length of Sequence = 343 Nucleotides) 

AGTGGAGAGA AGCCCTATGA ATGUTi'IGAG TGTGGGAAAT OGTTTIGCTG GAGCACAAAC CTCATTCGAC ATGCCATTAT 
CCACACTGGA GAGAAGCCCT ATAAATGTAG TGAATGTGGA AAGGCCTTCA GTCGCAGCTC GTCCCTCACT CAGCATCAAA 
GGATGCATAC TGGGAAAAAT CCCATCAGTG TAACAGATGT GGGAAGACCT TTTACAACTG GACAAACCTC AGTTACCCTT 
CGAGAACITO TTTTAGGGAA GGACnTTPG AATOTAACCA CPGAGGCAAA TATTOTCCA GAGGNAACAT CTTCCTCIGC 
ATCTGATCAA CCATACCAAA GAG 

SEP ID NO: 1231; (Length of Sequence = 406 Nucleotides) 

CICTCGCCGG GCAGCITGGA GAAGGOGCAA TACTCTCCAG CTOCACOGTT ACTTCAGCAT GGCTGGQGAG GCCTTGGAAA 
ACTTATAATC ATGCTGGAAG AGGAAGCAAA CATGTCCTTC TTCACATGAC GGCAGGAAGG AGAAGTGCTG AGCAAAGGGA 
GGAAAGCCCC TTATAAAACC ATTAGATCTT CTGAGAACTC ACTATCATCA GAACAGCATG AAGGTAACCG CCCCATGATT 
AANTCACCTC CCATGGGCTC CCTCCCGCAA GACGTGGAGA TXATGGAAAC TACAACTCAA GATGAGATTT NGGTGGGGAC 
ATAGGCAAAC CATATCAATG TACATGTCTC TTTATGGTAG AATGATTTAT ATTAdTTAG GTATATAGCC ACTATTGGGA 
ATTGCT 

SEP IP NO:1232: (Length of Sequence - 380 Nucleotides) 

AGACCATCAA AGGCCCAGAG GAGAGACTCT TGGGACAAAT AAATATTTAA AAGCAGOTGC CTATGAGAAA ATGGAAAAAG 
CCACAAGCAA AGGTAAGATC CATGCTCCAA AAAGGCCTGA GAAAATCTTA AACdTCTCC TCAGATTGAT CCCAAAGCTT 
AGAACGAATA CCAAGATAAT AGCAAAAATC CTCCCTCGAA AAGACTCAGT CTGCAAAAAC CGGAAAAGGA GGITGTITIT 
TCCACAATGC CTAATTTCTA ACAACAACAA CAAAAACTCA GAAAACATCG CCCAATAAGT GGAAGAAAAT AAAGTGACGG 
AAACCTTCCC OGGAGGAAAC ATAAGCTTCA GGCAAACTAG ACAGATTTTA GACTGTCTAA 

SEP ID NO; 1233: (Length of Sequence = 357 Nucleotides) 

TTCAAAGTTT ATCACAACCA CCACCATCAA GACAGCAAAC CAAAGGGGCA TGGTAAAAGA AAGTTCCAGT GACTCTGGAT 
TIGGITCrAA TTTTAATGCA ACTTCTTGAT TGAGTGCAGG GTCAGCACTA CTTOGAAGIG GLTl'lGGOGT TTCANCGCTG 
GGTAATGGAG ACA1TGCCAA ATTTATATTC TGTAA1TITO OCTIGGGTGA GGGGAGCATT ACATCATTAT ATAATGCTAC 
TTCCTCAAGT TGCTGGTCAT CAGTTICTGT GTCX3TTGCIG CGAAAATCTA AAGATATGAT TCTNTCTCCA GOGGCTGQGG 
CCAGCAAACT TAAAGCATCA GJnCCTTCT XAAGTTT 

SEQ ID NO: 1234: (Length of Sequence = 313 Nucleotides) 

CCAAGAAATC TTAATINCTT TATKTTTTGA LTl'iTlGACT CAACAATTIT TTTAAAACIT TTTCTTITIT NCTGAAACGT 
TCTICTIXJIT ATGAGCCTTT TGTTITCTNC TCGTTAAATG CACTOGACCC AAAATTGGTT TGGCATATCG AAAAGGAGAC 
CAAGGAGGGA GGGGCTGGGG OGTGGGAGGT GGGGAGGAGG CCCGAATGGA CAGAAAGTIG AGGATAAGAG AAGAGGAACA 
TAGAGACAGC CAGAAAGACA TGGGGAAAGA GTGITGGAGA CAGAGAAAGG GGAAGGCAAG GGAAAGCCAA AAG . 

SEP 3D NO: 1235: (Length of Sequence = 386 Nucleotides) 
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CTCTCTCAGC ACAGCCTGGG GAGGGGGTCA TTCTNCTCCT CGTCCATCAG GGATCTCAGA GGCTCAGAGA CTGCAAGCTG 
CITGCCCAAG TCACACAGCT AGTPGAAGACC AGAGCAGTTT CATCTGGTTG TGACTCTAAG CTCACTGCTC TCTCCACTAC 
CCCACACCAG CCTTGGTGCC ACCAAAAGTG CTCCCCAAAA GGAAGGAGAA TGGCAGCCTC CACATCTCGG GTTCAACTGA 
TEATCCTGCC TCAGCCTCCA AGTAGCTGGG A1TCCAGGTX3 TGCACGACCA TGCCTGGGTA ATTTTTGTAT TTTTAGTAGA 
CAOGGTITCA CCATGTTGGC CAGGCTCGTC TGGAACITCT GAGIGTAAAT GATCTGCCCA CCTTTG 



SEQ ID NO: 1236 : (Length of Sequence = 401 Nucleotides) 

AGGATCTACT TCTAGTAATC TCACTGAAAG CAGATATCAA AATTCATTAC CAGGAGTACT 1TCCICTIGA AT3GITCCTG 
TGCCATACAG AGATAAGATG GAGTCTTTGG AAAGTICTTT CTTTGCCACT TCTTCTGATT TTNTAGTTTG CTCAGTGAAT 
AAATCTAGAT CCCCAGATGT TACTGTAGAC AGGGITGCAG CTGCTGCTGC AGAGGGTGTC CCCTGAGACA AACACCAAAA 
TAAGCTATCA AATTCTGGAT AGTAAAGCGC ANTTAATCCA TTACTTAAAA TCCAAATAAA GTTATAAAAT TAGATAGGAA 
TCAAACAATT GTAGAAGGTA AAATQCTGCC ATTCAAGAGG ATCACTTACA AGCCCAGCCC ATATAAAACC ATCTACAATC 
A 

SEQ ID ND.-1237: (Length of Sequence = 372 Nucleotides) 

TTAACTCTIT CTN^TCITCA GTOGGATTAT AGAGTTGGAG CAAATGTCAT GATGANCTTT NAGGCCTAGG CCTGGNCTCT 
TGAQGTICT3T GTG1GTGTGT GTGTGTCTGT GTGTGTGTGT TTCITTCrCC ATAATAGTCC CAACCCTAAA CAGGGGTATG 
GCACAGTACT TCTTATGAAC AAAAGTCCTA TTGGTCTACA AGGGGACTCG AGCCTGCACT AAXTGTATIT GATTAGGATT 
I TOilUC K Jl' CTGTATGATG TTTAACCACA CTGTCAATTA CAGACTTCCT TTAAGGAATT TCCAGGAAAC CCCCTTACCA 
TAAGACTTTTA AATTAATAGT TTNCTAGTIT AATGACAGCA GITGGTAAAG GA 

SEP ID NO:123B: {Length of Sequence = 304 Nucleotides) 

GGACAAAATT CCAATTATTG TAAATGTAAA AGAAAAGACA ACAAAAATAA GCTAGAAAGA TGAAAGCTAA AAATTCTATT 
TGAACTATGT AAGATGATGA CAGATATTAA ACAGTAATTA GTCATGAAAC AATCATTTAA ATGLTiTlNC CAGGGGAACT 
GCAGAAGTTG AGACCCTCAA AGAGCATGCA AGCEAGTAGG GAGGCTGCGA CTCATACCIT TGAATdTTC TCTTCTGCAA 
ATTCTCAACT CTTACCAATT TAACTCIGCA GTACTGCTAT GGAAATTACA TAAGAGTAAA TTGG 

SEP ID NO: 1239: (Length of Sequence = 389 Nucleotides) 

TCTIATAACr GGCACTCTAA TTIGTriTIG GAACTAGAAT TTAGGGGCAG TTGGATGAAA TIGCAAATTT AGAAGGGGAA 
TAAGAATTTC CTAGTGCTAT ATAAAGAAAT GATGATGGAG ACAAAAGCCT TGdTTCCTC iTJ/l'l'AGAAT TTATTTNCGA 
TTTTNAGCAT ACICTGGGGC TTTTAGAGCT AATATGATCT AAATOCAGAA AATTTAATTT TCATAGTAGG CCAQGTOTGA 
ATTACITATG TTTGCTATAG AATGCITATT TAGACTAAGA ATAAATTTAC TTTGClTItTT AAGGCCAGTC AGCGAATCIG 
GGGATGAGGC AGGATGTTTT AAATGAGCCA GAGATGATCC NCAAGGGGAA CAGTCGACAC AGAGGTCTT 

SEP ID NO:1240: (Length of Sequence = 365 Nucleotides) 

CTCCAGCCTG GGCGACAGAG CAAGACTCOG TCTCAAAAAA AAAAGCCTTC CITCCCAGGT GAAAGCAAGA GTGGTATGGA 
ACATTTATTT AAACATAAGA AGCAGAAGGT TCCTCCTCTT GCAAGTATGT TITCTCIAAA TCTAGCATTT CCACT3GAGG 
AGGTGGTCTG GGTGGATGGT TAATATCIGA GGATPGTNCA GCCAGGCAGA TAACCAGGOC TCTGCATATA CAGATACCCA 
CAGCCCAGGA ATCTTGAGAA CTGAATGGCC CATAACAACC TCTQGCACTA TCGGAGCTGC AGGGAGGCTT GGCT3GGGCT 
ACTCCAGTCT CAGGCCCCTG UTi'iTAGCGG GAAGTCACAA GGAGG 
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SEP ID NO:1241: {Length of Sequence = 350 Nucleotides) 

GGGGAGGCQG TAGQGTCTGC NCTGTCTCIN AGGGGCTTCT QGCTTC3GCGG GTOGGCTTTG CATCGTCTCG CCTCTTSAGT 
CCAGCCCCGT CCTGATGGGG CAGACTTCT3 TNCG1NCTGC TTCCTQGGTG ATGTCAAIAC TGAATGAGAG GGCAAGAGAA 
GGGGAAAGGG AACCGCCCAT ATGTOCTTCA CG1GCTGCAA GGGGGCTGTO TGGTTCCCAT GAAATGGTCA GCAGAGACIT 
TGGGATGGCT ATGACTCGTG GGTCACAGGG TOGACTAGAC AGAATCTAAA GAAGGTGGGT GCTTAGCTNG GAAGTCTTCA 
GTAGGAACGG ATCACIGTGA AGCTCEAGGG 



SEP ID NO: 1242: (Length of Sequence = 392 Nucleotides) 

ctctiacgag tgaggttaag iattgaacag atatttaaaa gctataagct ttiaaacaga ataggcatat tgctgatacc 
agtatitgac aacogcctig tittttcaga taagaaaact gaagcacaga gaccataagg catcagccta tggtcattca 
cttogtocta gtcaggtcgg aggtcacacc aaggccctct ggctactgat aatctctcta ctaggcigct tttcagtaaa 

CTCTTGAATC AATGAAAGAA AGAACACATA CTGTTGACTT "TTGAACTTGA ATCTAAACAA AACCTATCTT GAACTCTAAG 
TCICTAATCT AAGAACTATC AAACTTAAAC TTGTIACAAA AGGNGGTGAT GAGCACAACC ACTTTCTTTT GG 



SEP ID NO: 1243: (Length of Sequence = 377 Nucleotides) 

GTGGGGCAGG OGTGAGCTAG GGGTGGGGTG GGGATGACAG TCAACACAGC TIGGACCAGA AGCCCATGGC GCOT3GNTCC 
CTGGAAAGGC ACAGGGCACA GACGGATGCC GCCTITN1TG CIGGGACACT CCTGCCACCA TCCACAGCTC CCCCGTCACT 

ccACGrrcrr gtacttggtg aacaggttgt aaagaaccct CAGGGTGGAT tinagctcca AGITAACCAC GTCTTCAGGA 

CGAGCCTTGG GTTTNTTNAG GCCTCGGTCC AGCATCAGCT CAAAGGCGAA GGACACATIN TGGACCITCT GATCGAAGCT 
TTCOGGAGTC AGGTAGAAGT GGTGGAGAGG AACAAAGTAG TCTTCCAGAA GGCCCAT 



SEP ID NO:1244i (Length of Sequence = 312 Nucleotides) 

ATTTTTOCAT CAAT3TTCAT CAAGGATATT GGTCTAAAAT NCTCTITITC AGTTGGCTCT CTGCCAGGCT TTCGTATCAG 
GATGATCCTC GCCTCATAAA ATGAGTTAGG GAGGATTCCC TCTTTTNCTA 1TCATTGGAA TACTTTCAGA AGGAATGGTA 
CCAGCTCCTC CTTGTACOTC TCCTAGAATT CGGCTGTGAA TCCATCTGGT CCIGGACTTT T1TTTCGTTG GTAAGCXATT 
GATIATTGCC TCAATITCAG AGCCTGTICT AGGTCTATTC AGAGATTCAA CTTCITCCTG TITEACTCTT GG 

SEP ID NO: 1245: (Length of Sequence = 320 Nucleotides) 

GGAGATCGTG CACATCCAGG CCGGCCAGTG OGGCAACCAG ATCGGGGCCA ACTTCIGGGA AGTCATCAGT GATGAGCATG 
GCATCGACCC CAGOGGGAAC TACCTGGGCG ACTOGGACTT GCAGCTGGAG CGGATCAGCG TCTACTACAA CGAGGCCTCT 
TCTCACAAGT ACGTGCCTQG AGCCATICTG GTQGACCTGG AACCCQGAAC CATGGACAGT GTTCCXSCrCAG GGGCCITTGG 
ACATCTCTTC AGGCCTGACA ATTTCATCIT TGGTCAGAGT NGGGCCGGCA ACAACIGGGC CAAGGCTCAC TACACGGAGG 

SEP ID NO:1246: (Length of Sequence = 275 Nucleotides) 

Trrrmrrr tttttititt aictgacagc aatagattta ttaagiatcc ccgaaaatat aaacacaaac cagtaaaaaa 

CAAAACCGTA AAACGTCAGG CCTGGAGCTG CAATAAGACA GAGACAGGAG CAGCTCACAC GTGGCCTAGG TCGGGAGGAC 
GAGGCCATAA ATACTGCAGG AGGGCGGCAA GGGAGCCCIA GGGOGAGGGG AAAGCAGGGT NTCGGCAGCG AGATGGCTCC 
GGGGGTITAG ACACIGCTGG CTTOGGCCCC GGCCG 



SEP ID NO;1247: (Length of Sequence = 



384 Nucleotides) 
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GGTCTTGCCG GAGAAGIACC CCCCTCCAAC OGAACinTG GACCTGCAGC CCTTGCCCGT NTCTGCTCTG AGAAACAGTG 
CCTITOAGAG TCTTTACCAA GATAAATTTC CTTTCITCAA TCCCATCCAG ACCCAGGTGT TTAACACIGT ATACAACAGT 
GACGACAACG TGTTICTGGG GGCCCOCAOG GGCAGCGGGA AGACEATTTG TGGAGAGTTT GCCATCCTGC GAATGCIKGC 
TGGAGAGCTC GGAGGGNCGC TGTCTGTACA TCACCCCCAT GGAGGCCCTG GCAGAGCAAG GTA.TAjCA.TGG ACTGGTACGA 
GAAGTTNCAG GACAGGNTCA ACAAGAAGGT GGTACINCIG GACAGNCGAG ACCAGCACAG ACCT 

SEQ ID NO: 1248 : (Length of Sequence = 225 Nucleotides) 

AATTIGGAGA AGATAGAAGT TIGAAGTGGA AAACIGGAAG ACAGAAGCAC GGGAAGGCGA AGAAAAGAAT AGAGAAGATA 
GGGAAATTAG AAGATAAAAA CATAdTITA GAAGAAAAAA GATAAATTTA AACCTGAAAA GTAGGAAGCA GAAGAAAAAA 
GACAAGCTAG GAAACAAAAA GCTAAGGGCA AAATGTACAA ACTTAGAAGA AAATTGGAAG ATAGA 

SEQ ID MP: 1249: (Length of Sequence = 393 Nucleotides) 

CATCTATAGT CCATACATAT CTATAATGGA CAGAAATATG AGAATGAATA AGCAAAGATA CTTATGTACA CCAATAATAA 
AGTAAGAAAG GTAAAAAAAT TCATGTAATA AGAAAAAATA ACAACCCAGA AATTTAAGAN TTAAGTAGTA GTCAAATCTA 
ATT3GAATAA CTCACOTATA TAAAANACAA GAGGAAGGAA ACTTTATACA TAGCTCTGGA AAATATCACA ACTATXJITCC 
CAGAAGANTG TTEATCTCCA CAGCATCCAA CCTAGTGTCA TGCACACAGT TGGGACTCAG CCACTGITGC CTCATTCATT 
AIGAAGNCAG TCACTGTGAT CAACCCAACA GTAATT3AAC GITCATTTTT AATANGGTCA GTGTTAAATC TGT 



SEQ ID NO:1250: (Length of Sequence - 391 Nucleotides) 

OGTATGTATC TTTNATITAC ACTGCACACC TTGCAGCATC CTTACCITGC AGAGTACTGA GTCCTGGCTT CATGAATTTN 
ATGTCAAGTA AATGGGTl'lT AGTCATCCCT AGTTCATCTG CATCTNCCGA GAAAAAGGGG AGCTTCTAAA ACATGT3CGC 
AAACCACAGG AAACACTGCA ATCCTGTGTG TCICCTATTC CACTTACTCC TCAAGGCCCC AAGGTAGGAC GCATGTTTGG 
TGGCTITCTG GCTTACAAGT TCCACTGCCT ACTCCCATTC CCTCAGAGGT TTGCICTGAT CACTGAGGGG AAGCAGAATG 
GAGCATCGTG TGGTCCTTAC TGGAGGACTC CITGCAGCAC CTGAAACAAC CCAATGTT3T TAGAGGCAAA T 

SEP ID NO: 1251: (Length of Sequence = 320 Nucleotides) 

GCCTCANAAG GTCCITCCCA GGCTTCTOGC AAAGGAAGGC ACTGCCTCTN CACACCTIUT GAAACCTTTC CAGGACCTCC 
CAGTCAGAGG COGTCTGGTT CTCACTGTCT GCAGAGCGCC CTACAGCCTG TCIGTGGGTG AGCCTGTCTG TNAACTCITG 
TCCATCTCIT CTGTGATCTG TCTGCTCCTC GAAATAACTG AT3TINTCTC ATACACCITG GAATCCTGAG TCCACAGAAC 
AGAGGCTCAT ACAAAGGAAG CTITCAAAGA GTGCTCATCG ATTTCTAGGN TTCITGAAGA CAGGCACCAN GTTITGTTCT 

SEP ID NO: 1252: (Length of Sequence = 367 Nucleotides) 

CAAAAAAACA AAACCAGTTA TGCAAAAACA AGAGTACAAA ATGCCCdTT CTGAAGCTCA GTTTGAGAAA CTGATITCGN 
ATCTAGCITA TTGATTATAC TCAGTTTCAA TICTCCCTGT GCAAATAATA CATAAAGTCA TTAATGATGA TTTGATGANC 
TGAAATCATC TTCGCTTAGG ATCGTITCAC ATCATAACCC AAATATAAAA AAGITATTCA AGATTCACAG AGATAAAACA 
CTGCCTOGGA AACATAATTC ACCCATGTAT ATATAATANT TTINGAACAT ACTTnTAAA CATAAAATCA CAGTCAAGGC 
AGTGATAGCA TTGCATACTC AGTGCATTAT TTCATGTAGT GCCITCC 

SEQ ID NO: 1253: (Length of Sequence = 393 Nucleotides) 
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TTGCnTCAA GACAACACTC AGTIGCTAAA CCCATVTCCT TTTCTITAGG ATATTTTCAT TGTCTCCGAA TTTTAGAGCT 
GAAAAGTDGCC TTAGAGATCA TCTAGTTCAA CCTCTCCGTT CAAATGGAGA ACCTGAGCCA CTAAGNTTCA CAGGNGAGTA 
AGATAATTGA GCAAACAACT CCAAGTAATG ACAGAAAATT ATAGGAGAAT CAGTACAAAC TGIGAGAATT TACTATGTTG 
TTAGCATCCT AAGTTATGAGT TTAGAAAAGG TAGAAGTTAT AAGAAAACTT AAATICTTIT AATATGAATG GGATTCCACT 
GITACCITCA NGNTAAAATG GAGACATACT iTTlTJCrrriA GGTATTATAG TTAAACGAAT ATIGTATCCN GTIG 



SEP ID NO: 1254: {Length of Sequence = 377 Nucleotides) 

CAAAAGCAAG GAGATGAGTT GAAAGACAGT TTTNCnTAA GTCATCAGTA TGGGATGTCA GCAGAACAAA AATTAAAAAG 
ATTAATTTNC CTTTTGATCT AAAACTTCCT TAGITTGAGC AGTAGGTGCT ACAAAATTAT TTACATATCT TAGTATCATA 
GTIAAATGTA ATGTGTTTAG GAGAGGAAAA CAAAAGATAC ATTTNCTTTA AATTCATTAA GAAATTFTCA AATTCACTTT 
GTAGCCCATC CTGNATAGAA TTGGGCTGTG TTGGTACATT TGAAACACTG ITI7VTGTTGC TTGAAACACT TATTTNTTTA 
ATCGCCGATG TGATCA1GCC TATGGCCGAG ATCANATATA GCIAGATIGG CTAGGCT 



SEP ID NO: 1255: (Length of Sequence - 307 Nucleotides) 

ACAAATGTTA GLUTITJTCIG GCCTAGAAAA AGAATAGGNT CATCAAGTICA TAAAAOGAAG TATGTNATIT CAGCACCTCC 
ACAAAATGGC TTCATCAAAG AAGAGAATCC CATCACATGT TACCTCTCCT CTCTAGGTTC TTCAGCIGGG GCTTTGCCTG 
CTCCTCTACC TATGGCAGAA CCCACTGACT CGTGGNdTT CCAGCACITC CAC1TGCCTC CATTAGACAC TTAACCCCGC 
TGNCOGCTGC CTCATGCCAG GGAGGGCCAA TCTCCAGNCA ATGCTNCTGC TGGCTGTATG ATGACTG 



SEP ID NO: 1256: (Length of Sequence = 326 Nucleotides) 

TTGAGAAAAC TGCAGAAGCT GGAAGGTCAA TCTC1GACCT TCTITCCTGA GACACCTTCA TGTGACAGGT GTCCCACTTT 
ATGCCIX3GAG GGAAGGAATG ATAACACAAA GATACCAAGA AGAATGTGAA GAGACCTTTC TCAG1TCCCC CCAGTTCAAG 
ACCATTATAT OGTACCCACT TTTCTCTAAT CANGCTTCTA TATGACTATC CATTCTTTAT CAAAACTAAA CATAGAAATA 
TAOGATTATC TCAATITCTG TCITICTTTC 1GAAGGCTCC TG1GTCACAT AAAACTTACA TIAAATAAAT TTGTATGTCT 
CTCTIG 

SEQ ID NO: 1257: (Length of Sequence = 224 Nucleotides) 

TITnTNAGA GGGATTCTCA CACAGTCACC CAGGCIGGAG TNCAGTGGCG TOATCTTGGT TCACTGCAAC CCCTGCCTNC 
NGGnTCAAG CGATTCTCCT GCCTCAACCT CTCGAGTAGC TGGGACEACA GGCACCTGCC ACCATGCCCA GCTGATTITC 
CTGTTTTINAG TAGAGACGTT GGCCAGGCTG CTCTCTTAAC TCCTGACCTC AGGTGATCTG CCCG 



SEP ID NO:1258: (Length of Sequence = 329 
CAGGGGTTTC TTTCCCTACC CTTTGTGAAA ACCAATCAAT 
CCAAAGTCCC TTTTGGAAAT ACAAGCCATA ACATTCGAAG 
AGCTGCAGCT AGTCTTGACA AGGAGCGTTT AANCAGAAGG 
TAATGTIAAG TGGGGTACAG NTCAGCTGCC CCCCCACGTA 
ACAAGGTCC 



Nucleotides) 

TACTAGATGA GTGGAT3GAT GCAGAAAAAT CTGGGCTGAG 
GACATCAGOG ACdTGGCTT GTTIAGGTGA TTTTNCTTCC 
CTCAAGATGC ATTCCTICTG TAGGTQGGNG AGAGCACTTC 
GCCTGGACAT CGTCTINTCC CCATAATCCT TNNCATCCCT 



SEP ID N0:1259: (Length of Sequence = 374 Nucleotides) 
GGTCATATGT TACATGCATG TTTGTNCAAT ATGTGTATGT CAGGNCCATC TTCACAAATT 
CTGTTAAATA GGTATATTTA GCCAACCCTC TCAGCATAAA GCTCCTACCC CAGCTGCTCC 



TOCATAGCCC CTTCTGTGAT 
CCX7ITCCAAG TGCCIGCATC 
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TGCTCTK3GC TGGGAGCTCG CTTCCCAGCC TGTAGGATGG CCACCTTCAA GGCICTAACC CTTTAGAAGA AATAAAGTCT 
CCITTTCTAA ATTTATAGAT TGTATGATTG TTTTAAGCTA ACAATAGCAA TCGCATTATC ACCTCACTTT CTGTCTGTCT 
GCTTAGCATA GTACCIGACA GATGGCACiT GAGTIGGTAG CTAT1T1T1A ATAT 

SEP IP NO: 1260: (Length of Sequence = 353 Nucleotides) 

CTCAGTCAAA AATAGCAGCT GCIGAATTAG CATCGGCATA CCAGGCAAAT AAGCCTGCAT TGTCATAGOG TTCCCTTGAT 
TGCNCTATGA AACTGAGTAA AGTTTCATIT CX7TGATTCAA GAATTGCAGC TAAAATATCC TCTGGACAAA GAAGAAGGGA 
AATITnTGA TAACAGATGT GTIGACTCCT TACAGTATAA AGCCAATTTC TGTCATATCT CACCAACAAT CCTQGTITCT 
ACAGTACATC AATTTTAAGT AATGTGCCAA ATCATGGCAG CAAAAATATC TTCCCTCTAG CTGTTAGGGA CTTTGACITG 
NAAAACAGGN GTTTCAAATC ATCTTCITCA ITT 

SEP ID NQ:1261: (Length of Sequence = 294 Nucleotides) 

TTAAAACAGA CAGCIAAGAT TATAGGAATA TTITAAATAA ACAGCATTTA TOTAGACAC AITTCAAATA GAAGCCACAA 
TAATCAAATA GATATTATCT GAAAACGTTT CAAAAATATT AACCCTTTAA ATGTTCTTCT CTGAAAAATT AGTTTATCTT 
TAACAAATTA TTCTGAATTA TICTGTCAAC ATATAAGGTT ATGCATATAT ATNCACTTGC TCGTCTCTAT GTTAAAGCAA 
ACTAGGTAAA AACTAGAGGA AATATCTGGA NCATAAAATG GTTAACAATT TACG 

SEP ID NO: 1262: (Length of Sequence = 292 Nucleotides) 

ATGATGAAGG GTIGGAGTGA TGCACCTAGA AGTGAAGGAA TGCCAATGGT TGCCAGCAAA GCACCAGAAA CTAGGGAGAA 
ACAAGGAAGG ATTCTNCCAC AGTITCAGAG GGAGAATGGC CCTGCCAACA CICTGATTIT GGACTTCTGG CCTCCAAAAC 
TATGAGACAA TAAATNCCTC TTGTCITAGA CCACCCAGTT TCTGGAATTT H7ITACAGCA GAACTAGGNA ACAAATACAG 

TrrmriTG cagtaaagaa gtj.tj.aaa.tc tgggttatgt ccaatctatc aa 

SEP ID NO: 1263; (Length of Sequence - 303 Nucleotides) 

ggttgaggtt gtgggtagga tgagaagaog acaggatgaa tctiaccccc cagcitiagt ggaaztctgt gaaacaccig 
ggaatgtgtt aggatcagga gaattcctct aaggtatgaa gaatgacaac CTGGGACCIT tcttgtaggt ggctctgaac 

CTAACTATTC CCCAAAGATT CCCAAGTGGT AGGAAGGAGG GGGTGCAGAG GGATATTAAT CATGGTGATT AACTCTCAAA 
ACATTTCTAC TTCAAGTGAA TACATTAACC ATGCTGAGGC AGTTCAACAA CTGAATGCGT AGT 

SEP ID NO: 1264: (Length of Sequence - 313 Nucleotides) 

GGGACTACAT CAAGCACCTG CGOGACATCT GCGAGGGCTA CGTCCGGCAG TGCCGCAAGC GCGCAGACAT GTTCAGCGAG 
GAGCAGCTGC GTACCATCTT CGGGAACATC GAGGACATCT ACOGCIGCCA GAAGGCdTC GTGAAGGCCC TGGAGCAGAG 
CTTCAACCGC GAGCGCOCAC ACCIGAGOGA GCTGGGTGCC TGCTINCTGG AGCATCAAGC OGACTINCAG ATCTACTCGG 
AGTACTGCAA TAACCACCCC AACGCCTGCN TNGAGCTCTC CCGGCTTACC AAGCTCAGCA AGTACCTGTA CIT 

SEP ID NO: 1265: (Length of Sequence = 290 Nucleotides) 

TrTCTATCTG TAAGAGAAAA TAGAGATGGG TATACATACT (MTITIT TTGAGCCGAG AAACTGTOIX3 ACOGGGGCCT 
CAGGTGGTGG GCATTGGGGG CTCCTCTTGC AGATGCCCAT TGGCATCACC GGTGCAGCCA TTGGTGGCAG CGGCTACCNG 
TCCTTINTTG TTCAACATAG GGTAGCTGGC AGCCACGGGT CCAACTOGCT TGAGGCTGGG CCCTGGGCGC TCCATTTINT 
OTTCCAGGAG CATNTGGTTC TTTGGCGGGA CCCACGCAGC CCTGAGGATT 

SEP ID NO: 1266: (Length of Sequence = 322 Nucleotides) 
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OQGACAGATC TCACTCTOGC COGAGAAGGG GGACACICTG KTGGTGTTOT TAAGCTCATA GAGTGGCAGG TIX3TCTGAAA 
TGCCACCATC CAOGTAGOGC ACCCCCPGGA GGGAGGGAGG GATGAGCCCA CAGTACACGG GGATGAAACC NCTGCAGACA 
TIGGCCTGGA TGAGCTOGTC CITCGAGTIN AAGTGGGATA TAATGACA3T NTCGCOGTCT GACACX3CX3GG TCAGGGAGAT 
GCCCAGGCGC CC^CTGGCAT GCTCATGGCT ATCAGCAGGC AGGACCITOA GCAGGAAACT CGGGATGATC TTTTACCAGG 
TT 



SEP ID NO; 1267: (Length of Sequence = 310 Nucleotides) 

CTAACCCATC CCATAGGGTT OTNCTATGTA TTCTTGCCAG GTGQGGTTCG AGCACCITCT GAGCTCAGCA GCCCAACATC 
GATRGTAAGG GAGTCAGGGT TTCTTCATCT TCCCTAGAGT TAGAACTCAC TTCTACAGCC ACTGTCTCAG GGACCACTTT 
GAGCGCCdT GGCACCTGCT GGCTGGAAAT CAATTTAGCT GTTAATGGATC TGGCCXZAGCT TTTCCTCTCT TGGGTCATCT 
GCACTCATAG TGGTPGAAGC AAGATCTACC AGA7GGGGAC ATTCAGATGG TCCCTTTCTC CTICTCATIT 



SEP ID NO: 1268: (Length of Sequence = 338 Nucleotides) 

GGGCTGCTCX3 TGAQGATQQG ACAGCATTGA CTTACTGGGG AGACTCCCTT GATGACAGCC TTACACGGTT ATTCATAAGG 
AGGCAGGAAG AGGCGCTAAC AGTAAGCATG TTCTGGGTGG TdTOGQGCT GCACATGTGC AGCAGCTGTA CCTGCTTGCT 
TCTATCITAC ATGTCTCATT AACATCTGAA ATCTCCACCC GGGACTSTCT TITimCTAT TATAATGAGC AAAGGTTCAG 
TCTGAGGACA GGTAAAATCA AAAATGTGCA CCCTCTTACG GGGGAAATTC CTTACTQGAG CTAGTTTCGC TTGAAGNGAA 
CIGGACTACA GTGTGAAT 



SEP ID NO:1269: (Length of Sequence = 363 Nucleotides) 

CTGCTAGAGA GTATTTCAGG GTCTGCAGCA TCITCTTAAG GCCATTAAGC ATATGTTAAG GCCATTAAGA GCAGTAATTA 
TAAAAGGGCC CTGCTAAAAT AAATATCAAG TTCCCITAAG AAACITCAAA ATTATGAAAG ITTCAGGTCA TTA3TTIGCT 
ACAAATGANC TEAGCAGCTA AGNAAAATCT CIGCCTGCTT ATAAACTAAA TATGGTATAA TTATATATIN CIOTTATGTA 
TTTCEAAAGC TACATTITCA CCCTAACTCT ACTACAAACT ACTTTCGGGA AACAAACTAA AAGCAGGGGN AATCCAACTT 
CAAATAXAAT CAAATATAT 339 



GATAACTGAG ACTAATGGAA TCGTTTCCCT CTAACTTCAT AAAAACTTTA AGGATIATCT TTCTTGAGTT CTCIGTATTT 
CICTTTTAGA AGAAAAGAAC AAAATTTCAG AAACAAGATT ATACTGCTTT TNCTAAAGTA TAAATACCTG GGCCCTATAC 
AAACTCGCAA ATTCATTAGT CTTAAAGCAG ACATCCAAGC TATTGTGGGT GTITGGATGA CACCATTITC ACACTAGGAA 
ATCATTTCAT TCTGAGCGTG GGAATCGGCA TTGGTTAAOG CATGAGGTTT TATGTTGGTAT AAACACCTQG GAAGTDGAGAG 
AAAAGtfCAGC ACAGAAGCTC TGTGGGAGCT CITCT3AGCA TTG 



SEP ID NO: 1271: {Length of Sequence = 335 
ATGCCTCTGG CTTGTTTGAC 1GCAAAAGGT GATOIGCAGG 
ACTGATATTA ATCAGTTTAG TTGGATTAAG ATGAACAATG 
TGCTATATTA AATGACACOG TGCCCAAAAG CTCAAAAATT 
AGCATAAAAG GITCTGAAIT GGTCCCAAAG TGAXATTAAC 
TAAAAATGCT TAGGA 



Nucleotides) 

GGTAGAGGTA GGGTAC7TAAT TTACAGTCAC CAAAATTAGT 
TTTAATGCIT TAAGGNTCAT TTITTGCCCC AACAGGACTG 
ACATAGAAAG TAAAGXACTT CTTCAATACT AAAACAGTTA 
TTAAACATTT AATCCTADGN NCXATCTTAG CTGTACCCTC 



SEP ID NO:1272: (Length of Sequence = 323 Nucleotides) 
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GrrrrAGATA ttitaagata titaactgtc cccictggct tttaaggaaa aaataagtat aaatocitga atattaagan 

TTTTAAATCA GCTAAATTCA GGGCCAAGAA CTATTTAAGA TGATTCANTG AGAAAGAAAA GGACCTAACC TGGAAAAAGA 
GITTCAAATA TGCCAGTACG TAGGGTATTT NTGGAAATAC ACAGTCTAAA ATTAAAAATT NNAACTNATC AATGGAATTT 
AAATCTATAG CACTTTAAGG CICTGGAGCC CAACANTAGG GGNTACTTTG GGGGCACATG ATCTITCAAA ACATAAATTA 
GGG 

SEP ID NO: 1273: (Length of Sequence ~ 368 Nucleotides) 

GCAGCCTGGG CAACAAAGCG AAACCCTGAC TCAAAAAAAA AAAAAAAAAA AAACTCITCT AATCACAACA GCAAAGCTCC 
AAAAGTTCAA GCATCACAGG TAGCTAGTGG CTACTATATA GGNCAGCACA GACACAGAAC GTITCCAACA TCACACACAG 
TIOTANTGGG TAGCAATGAC CTATACTGCT GACCATGCTG NCCAACATGT NTGCAGCAGT CCCTCATCCC TCIGTNGTCC 
CCTGTTACAA GCITAGANCC CCCTCCNNAC GCTCCTCCCC CATAAACAGG GCAAGTNGGG CAGAAGGTGG AATCCITTTC 
AGGGGGCAAA T 331 



GCAATGGGAT CTGGAGCCAA AGAAAAATAT ATCTGAGTTC TAGCTCCTCA CTAACTTAACT GTGTGATAAT GGGTATGTGA 
CTCACCCrCT TTCAGCTTTG GGTCCTTTAT GTGTAAAAGG GAAAAACATA TGCCTACATC ATAAGGCAGA TGTGAACATC 
AAATGTTATC AGTAACIGTC AATCTGTITT ATTAATTGTA GAATGTCCAA AATATTAGTT TGTATGGACT TCAATGAGTA 
IGnTlCTGG AGTGGAGTGG GGGAAAGGGA TCATTGdTA CCCTCTGCAC ATATCATGTT TCAGCCTAGT ACAAGGCAGC 
CATGAGCACA AAGGGCTAAG CTACTIAAAT CAGtfCCCCAA ACAACTTC 

SEP ID NO: 1275: (Length of Sequence ^ 319 Nucleotides) 

AGATTACTCT TTGCAGAATT TTGGTTAATT GTGAAGCTGA AATATCCTGA CICTACCTCA AAGTTAATGT TTTAGGTAAC 
TGAACAGGTA TTCTNCCCAT TACTAGTATT GAAGTCAGAA TACAGAAACA AATAGTIACT GCCAGAAGCA GAATGGAAGA 
GCCAAAAAGT ACACAAAATG GACGCCATAA ATNCTGAAAT AAAAGTGTAT GATGTGTTCF GAGTCACTGT AGAAGTCATG 
CATTTATTAT CAAGATAGAA AAGAGCAGAG AATGACGTGG GACATTGGTC CTCGGAGGGC TTCGTANGTG GTTCGGTCC 

.' SEP ID N0:1276: (Length of Sequence = 324 Nucleotides) 

CTGCA1TGGG CAGGACAAAA CCTGCCAGAT TCAGAAGGTC ACGANTCATC TGGCCTTTAA TGCTGATATC CAGTGGAGAG 
CTGGAGTGGA GGCITCGGGA AATATTGACT TCCAGGACCC AGGGCITGAG GI7TTCNTCT AGCA1GATCT CAAAACCAAA 
GAGTTCATGG CAGCTATAGG GCCGTCGCAC ATACATCTIG AGCAGGCTGG TCACATAGGG CTCTGACGAG ATGATAGTIT 
TGACAACAAC ATCCTTTATC TTCTCCCAGA TGGCGTCGCT ATTGATINCC CTTCTGGGCT CAGGTAGTTC CACAAAAGCC 
TTCA 

SEP ID NO: 1277: (Length of Sequence = 388 Nucleotides) 

AGCAAGGOGG TGGGGTAAGT NTGGACCTCT GTCTACCAGA GAGAACATCA TGGTGGCTTT CAAAGGGGTC TGGACTCAAG 
CTTTCTGGAA AGCAGTCACA GOGGAATTTC TGGCCATGCT TAiTITIKIN CTCCTCAGCC TGGGATCCAC CATCAACTGG 
GCTGGAACAG AAAAGCCTCT ACCGGTOGAC ATGGTTCTNA TCTCCCITIG CTTTGGACTC AGCATTGCAA CCATGCTGCA 
CT3CITTGGC CATATCAGCG GTGGCCACAT CAACCCTGCA GTGACTTTGG CCATGGTGTG CACCAGGAAG ATCAGCATCG 
CCAAGTCTGT C7ITCTACATC GCAGCCCAGT GCCT3GGGGC CATCATITNG AGCAGGAATC CTCTATCT 

SEP ID NO:1278: (Length of Sequence = 354 Nucleotides) 
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GGACTTCTAC CCTGGCTGGT GAGAAGACCC TGATTGJTTT TATTAGTGCA TTTCTGTAAG TNACTGGGAT AATCATCTTC 
AGITGAGCAT TTEATCTGAG TTTCTGAAAG CNCITTAATC AACTCCATAG ACAAGATCAT AGTGITGCAC AGCAATAGGC 
ATQGGCCATG TCTGCACTGG AGGTAAGTTG CAAGGTACAC CCAOGGGTGA TTTATCACTC TEACAAAGAT GATAACTAAT 
GAAGACCGCA TCTAGAATGC TCITACTGGA GATGGTTTAC AGAGCATTIT TAATCATCAT ACTIAGATTT ATATTAATAT 
TIUITI'ICAA ACTAAATTAT TCCAAACTGT GCCC 



SEQ ID NO: 1279: (Length of Sequence = 347 Nucleotides) 

CCACTTCAGT GCTTCTGTGT CCCGAAAAGA TCTTTTGACG CATAGGGCCT AACTGTAATA CACTTAAAGG ATAAGTC7TCC 
ACCCCAAGCT GAACATCGGT CATGTCTTAC ACGCACATTA GTTCATTATC CATGTICTGAG GACCTCCTTT GTGAACAGTC 
ACAGCTCCTC CIATAACCT3 1TAAATATGT ATGTTTGATC AACCCATTCA ACTTAAATNC TICTCTTACC TCTCCTTCCC 
TCAAAGTGCC TGGCXATACT TCCCAGCCTG CGGGATOGCC ACCTTGCAGG ATGGAACCCT TTGTAAGAAA TAAAGTCTCC 
TTTCCAAATC TACACATTGT ATGACTT 

SEP ID ND:12B0: (Length of Sequence = 344 Nucleotides) 

ATCCTTAGCA TGCCTGTNTT ACTGAGACCA TAAACTTTTT 1NTTTTCCTT CTGCCTTCAC CCAGTGTGTG 1TAACTCTXG 
CTTGTIAAGC TCCCACACTT AAAT3GCTGC TTGCAGAATT GCAAAGGGAC TAGGGAGAGA ACAAAAACAG ATATGCAGGT 
GGTGGTTGTT AACCAGACAG GATTTCTAAG GAGQGTTCAG GCAGTCAAGT GGTTTINTGT ATGTNTTITA TGTTCATAGT 
TTIGAGTTTT ACAATGTGTG AAGCITACTT ITCCTAGCAT TAGGTATAGT TTATTTIGAA AGAATGAGGC TCCIGAAAAT 
AAACATGCCC AGTAAACTAT ATCT 

SEQ ID NO:1281: (Length of Sequence = 331 Nucleotides) 

TGAGGAACAT AAAATGGCIT GGTAAAAGTA ATAAAATCAG TACAATCACT AAdTTCCTT TGTACATATT ATTTTGCAGT 
ATAGATGAAT ATTACTAATC AGITTGATEA TNCTCAGAGG CTGCTGCTCT TTAATSAAAA TGAAAAITAT AGCTAATGTT 
TITCCCTCAA ACTCTGCTCT CTGTAACCAA TCAGTGTTIT AATGTTICTG TGINCITCAT AAAATTTAAA TACAAITQGN 
TATTCTGTTT CCAATGTTAG TATGTATCEA AACATGNTAG TACAGCCATT TITITCATAT GTGGAGTAAA AATAAAATTA 
GTATTTTTAA A 



SEP ID NO: 1282: (Length of Sequence = 310 
CCATOTCAAA TGTAGTTCAC AAAGGGAAAG GACAAGTACC 
CCAOGGGAGG CTCGGGGAGA CGACACTTTT TCCCTGGGAA 
GGTGGCCAGG AGCACTSTCC TCTAGCCCCC TAACTCAGCC 
AACTCCTTAT AAAGAGCCCC AT3AGCTAAG ACTAAGGAGA 



Nucleotides) 

TTTNTATAGA ATATACAGAC ACAGCATCAC ACCACAGGGC 
AGGCAGCTCT AATCCCAGGA ATGGTTCTCN GCAGAGGCTS 
TCTGCTTCAN CTCGGTTCCC ATTTCCIGCC TCTAGCCCCC 
GGTTCATNTC CCTTGGGGCG TGTGCCCCAT 



SEP ID NO: 1283 : (Length of Sequence « 323 Nucleotides) 

ATGAGGATTA ATTATATCTG TNTCACCCAC ACAGCTCCCC CATACCCATA ATCTTTA1TT ATTTNCTTCG TTTCTTCCIT 
ATACCTIGTT TCAGGCATTA AACCATAACC TGTTATTTAT NCTATCCITT TCAAAACAGG TCTGGACCAT GCACAGATGA 
CCTATGACGG GCAGCACTGG CACGCCACGG AAGCCTGCTT TNNTTGTGCC CAGTGTAAAG CCTCTTTNTT GGGATGTCCC 
TTCCTTCCCA AACAGGGTCA GATTTACTGC TCAAAAACGT GCAGTC7TTTG GGTGAAGACG TCCATGGCCT CTGAATTCTT 
CCG 



SEP ID NO: 1284: (Length of Sequence = 



283 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



316 

TTTnTCACA AGGTGAAAGA CCTTTATGGA CATGACAGAG AGGACCTGAG TTAAGAGGGA AAATACATCT NCATAGCTAG 
GTTCACATTC AGTTATGTTA GTCCCAAACC TACAAATTCA ACATGATCCC TATTAAAATC CTACGAATAT AGTTCAAAAG 
CITGACAAGT TGATTGONAC ATTTATATGA GAGANTAATT AAAAAAAAAA AAAATAGGGC CAGGTGCAGT GGCTCAOGCC 
TGTTATCCCA GCACTITAGG AGGCCAAGGC GGACAGATCA CIT 

SEP ID NO:12B5: (Length of Sequence = 341 Nucleotides) 

CATTCmATG ATCTAGAGGC CAAAATGGTA TTTNATAAAG AGGAAATTAC TTCTGANCCA CCXTCAGCTGG AAACACTCGT 
AGTATCGGCA GCAGATGIGA TTACATCCGT TTTGGTATTA CACATOGTAT TTACAGCAGA CATGACTGAN CTGGGAACAC 
TGCCCTGTGA GACAGCCTGA AAGTTITTTN CAGATTITNT CTGAACACTG TCTGAATTCA CATTTGGCAA AATGATTCTO 
CCAGTTTCTC CGGCTTCIGC TAGTTTGAGG CAATCTGTTT TATGTGCCCC AGCTGAAGAT CTTTCACTAA CTCGATCTTT 
AGAAGCTAAC TCCATIGCTG G 

SEP ID NO:12B6: (Length of Sequence = 354 Nucleotides) 

GCCCTATTTG TACAAAGTGT GCATCTNAGC GTGOTPGTGT GTNTTGCATT TTTCCCCCTT TAGGTGGTTC AAATTTGGAA 
TTTCTGAAGG CAGAGCTGAT AATTAGAGAC AATAAAAATC TGCAGAGTAG ATGGTTCCAC AAACAAGACT ATGAAAGAGG 
GGATAAAAGA AGAGGTCAAG AAAGACTCAA GAACAGTATA TAGAAATAAT TCAATTACAT TATGTGTATT TTAAAGAAAA 
CATCTTCAAA CTGCATGAGA CAGAAAATAG CACTCNGTTA TCCTCCTAGA CTTCTNAAAG TITIGAGTTT GTCTGCAATC 
""VITCCATr AATCGNCTTT TGCCATCITC AGAA 

SEP ID NO: 1287: (Length of Sequence = 354 Nucleotides) 

CICTCTCACC CGGTGGCCTA TAGCCCCCAA CGTGGTCAGC AGCTGCCTCA GCCATCCCAG CAGCCTGGIT TACAGCCCAT 
GATCCCTAAC CAGCAGCAGG CGGCFTACCA AGGCATGATT GGGGTCCAGC AGCCACAGAA CCAGGGCCIX3. CTCAGCAGCC 
AGAGGAGCAG CATGGGGGGC CAGATGCAAG G77IGGTGGT TCAGTACACT CCACTGCCTT CTTACCAAGT TCCAGTGGGT 
AGIGACTCGO AAAATGTGGT CCAGCCGCCT Tl CCAGCAAC CCAT. 'CTGCT CCCIGTGAGC CAGWTGTGC AAGGAGGCCT 
NCCAGCAGOG GGGGCTACCA GTGTACTATA GCAT 

SEP ID NO:128B: (Length of Sequence = 231 Nucleotides) 

TTTACTTAAT TGGTATAGAT TGAGGNTCAT GCATCANCAA GCAGTTTTGA AATTOTCCCC AAGIGATTCT NACCTGCAGC 
CT3GCTAAGA AGTCGCAGGG CTCCTGGATA GTCATTAAGT GAACTGTGGT AAGCACIGAT CTAGCAGGAT TACCTGCCCT 
ACTAGGTGCC GGAACTGCAT TINCITGCTC AGAAGTAATT TTTITAAATG TATGCTOGCA TCCCTGCCTT G 

SEP ID 330:1289: (Length of Sequence - 329 Nucleotides) 

GGACACTGTG AGGGGAAAGG ACAATTTTAA AAITCXTTTTT CAAGGAAAAA AAAGGTdTT ATGCTITGCC ATGAGGCCAC 
ATTCAGCTGC TATTTAANCT TAATATCTTG AACCTAAAGA ATGCTGACIT TOCCTACATT TCCAGAGTTA GGCAGTATTC 
TACACTTAAA GACTACTACT ATTITOATAA AAGGTAATCT ATTCAAATTT CTTCACAGAT TTCCCTTOCT GGGGATCAGTT 
TAGTAAAGAA GGAGGAATTC CTCTTACCCA AGAGGAATTG CATTGCITTA A1TTAGCAAT GTGAGGTAAG GCCTGCCNAG 
TGCCCAGGG . 

SEP ID NP:1290: (Length of Sequence = 297 Nucleotides) 

GGAGGCACAT GTGCAGCITT GITTGATGGG TAAATTGCAT GTTTCTGGGG CTAATGTGGT TTCTITTACA GAAAAAAGTA 
TCAGAAATAA TCGGTTAACT TTNCTCACAT GCTCTTAACT CTTCITCAGG AAATATCTAA CITCTAAGT3 CAATCCITCT 
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TGTATAGC1G CCAGACCAGA CCCAGATAGA CCATAATAAA A1AAAATACA CAGTCAGTTT TTAATGCAAG CCAGAATGAC 
TCIT3CTCTAT CITIAGCCTT TCCAGGGGGA TACAGTGAAC TCAGA3ATCC CTGCTTA 

SEP ID NO:1291: (Length of Sequence = 317 Nucleotides) 

CTATAATCCC AGAACTITCG GAQGCOGAGG TGGGCGGTTC ACCTGAGGTC AGGAGITCAG ACCAGTCTGG CCAACATGAT 
GGAACCCCAT CINTACAAAA ATAAAAAGCA AGATATGCAA AATAATGTGC CAGTOT3CTG CGGIATACCT TTACTCCCAG 
TTACTAAGGA AGCAGGGTGT CTNAAACAGA AGAATCACCT GAGCCCAGGG AGCTCGAGGC TGGCTAAAAA TAGATCTGGG 
GGTAGTCCTT AAH3GGGCCT TGTGAAINAT TCAGCATAAG GAACPGTCCA ATATTTITIT AAGCTGTTCAG AAAATCC 

SEP ID NO:1292: (Length of Sequence = 293 Nucleotides) 

GAAGATX3GAA ATAGACCACC ATACAAAACA AAAAAGACAG AAGAGAATAT TAGCACTCTG TTGCAAAGGA GAATAGGTAT 
GCTCAACIGG TAACTAGAAT GCAAATATTC CAATATCTGA AAAAAATCCC AAATCCAAAA TACTTCTGGT TCCATGCATT 
TETNCTAAGG GATACTCAAC AGGTATTTTA AAAGATCAAA ATACAGATCA GAGAATATGG ATACTTGAAG ATTATGAGCA 
AACGAGGATT AAGGNAAACA TGTTGGAGGA CTITTTAAAA ATGTTGTTAAA GGG 

SEP IP NO:1293: (Length of Sequence = 310 Nucleotides) 

TCCCAGAAAC ATTACQCTIT GATATCAAGT TCCIATTTTA AGAGTCACCC ATTTGCCCAC CATAACTNCC TGGAGAAGGfT 
AGGGTATEAC AGGACTAACC TTCCAGTGGC TGATTCTGGT GGTTTCCACA TTCAGGTITC TCTGATTTIN ACAAGCTnT 
TCCCATAAAG ACTGCATITO CTTTAAAAGC TTCTCCTGCA AAANAGCCAT AAATTGAAGC ACCAGTGAAG ACAATAAAGT 
AACATACAGA CXX7TITCATT GGGAGGGGGC CCNGAATGH3 AGACAAATAA CTCCCTAGEA AATGGCATIT 

SBQ ID NO: 1294: (Length of Sequence = 275 Nucleotides) 
GAATGACGAT GTCAGGGGCA TCAGGAAAGG XAAGGGCCGG GAAACCQGGC CCTTGGAGAA 
GCCIACTCAC AGGNTCOGAC ACTCCAGGCA GAGCAGAGGG CAGGAGAGGC CCAAAGAGCT 
CTGGGGTTAA ATACATGGGT TTITG7ITTTA CTGCTCTGCT TGATKEACAT GAAGTAA1X2A 
■ CX7TGCATCIT TAdTITACA TTIGTNCITA GGTTGCCTAA AACATTINAA ATACAATAAA 
TGAAGCT 327 



CCCT3CCCAG GGGAGGCOCA 
AGGTCAAGCA GCIX3GCTCCC 
ATACCAAGCA ATTCAl'l'l'IU 
ATGAGTCIAG CAAAAATEAT 



CAACCTCTGC CTCCCGAGTT CAAGOGATTC TCCTGCCTCC CGACTAGGTG GGATTACAGG CATGATCCAT CAOGCCCAAC 

TAATnnTA TJ.M.TJ.AGTAG AGATGGGGTT tctccctgtt gctcaggctg ctctcgagct ctcgacctca GGTGAITCAC 
OCACCTOGGC CTCCCAAAGT NTIGGGATTA CAGGTGTGAG CCACOGOGCC AGGCTACTGG TCTCAATTCT TTTGGATACC 
CAGAAGCAGA AATGCTGQGA TCACATGGTA CTCTC 

SEP ID NO: 1296: (Length of Sequence = 247 Nucleotides) 

GGAAGGAACA ATIGATAAGA ACCGGGGACA TCAGGGAGAG AGAGTATTTG AGCTGGGCTT GATTCCATCG GGTAGTATCT 
GGAAAAAAAA AAAAAAATCC CAGATGAAAG AATGTACAAA GACATGAGCA TGCAGGGCAC ACITIX3GAAA ATGGGNGAAG 
TCIGACAGGC CTGGGAGAAT GAAGACAAGT TAGCACCAGN TTNAGAAGGC CTTGATTACA NGGCCAAAAC TTITCGATIT 
TACACTA 

SEP ID NO: 1297: (Length of Sequence = 246 Nucleotides) 
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GACITdTAC AATGCAGCAG CAAGAGAAAA TNAGGAAGAA GCAAAAGCAG AAACCCCCAG TAAACCCATC AGACTTCGTG 
AGACTIATTC ACTATCACTA GAATAGCATG GGAAAGACCA GCCCCCATAG GTCCACTACC TCTCCCTGGG TCCCTCCCAA 
AACATGTGGG AATTATCGGA GATACAATTC AAGTTAAGAT TIGAATGGGG ACACACTCAA ACCATATCAT TCTGCCCTTG 

Gccccr 

SEP IP NO: 1298: (Length of Sequence = 263 Nucleotides) 

CA1TGCACTC CAGCC3X3GGC AACAAGAGCA AAACTCCATA TCAAAAAAAA AAAAAAAAAA GAATTGCTGA CCITTATGTG 
TrTCTGTTTA AGTTCACAAC AGTCATAATT CTGTAAAATA CAAGGCAAAA CTGTAGTTTC TGATACTAGT AATATATCTA 
ANTCAGTAAG TAAAAAGGAT GTCTAAAATC TTAATAGGGG AAATAATTAT TGTATGANCA AGCAATTTCA AAATCAAAAG 
NCACGITTCA GTATATATTA TAG 

SSQ ID NO: 1299: (Length of Sequence = 272 Nucleotides) 

ATCTNATPGT TGTGTAGITT ATGGCACTGG TCTCCAGACT TTTT3GCACT AGGGACCAGT TTAATGGGAG ATAATTTTCC 
CATGGACGAG GGGATGGGGA GGAGGCAGGG GTGGTCTCTG GATGAAACIN TTCCACCTCA GAAGATCATC AGGCATTAGT 
TTCTCATAAG GAGGCAAAAC CTAGATCCCT TGCATGCACA GTTCACAATG GCACTCGTCG CATATNCCGT CGACAACCCT 
TTITTGAGGT TCCATGCTTC CCATTK3GCT TT 

SBQ ID NO: 1300: (Length of Sequence = 277 Nucleotides) 

ACCACTGCAC TCCAGCCTGG GTIGACAAGAG '.GAAACTCCA TdTAAAAAA AA1GTGTAAA ATGAAGATTA TCATACTACC 
TACATCATAG AATICTTTTT AGTGIAAAAT GTGTGTCTGT ACATTTATCT AATAGTTAAC ATTTAAAGAG CACCTACTTT 
GTCTAAACAT ' AC1T1GTATG AGATACTGTT CAAATATAIA TOCTAATATA TGCAACATAT TATATATGTN AGAATAGGGT 
CITATATATC TTAGGAAGTT AGATCTTATA TGTTTCA 

SBQ ID NO: 1301- (Length of Sequence = 304 Nucleotides) 

GGTTGCGGGT TATGTAAATC CCAAACTTAT GAACAGGAAA TGIGTACAGT GCATGATAGG TIAAATi'lTN CTTTAT1XJ1T 
GTCCAACGCA GGTCCTTTGG AGAGAAAAAA AGATCACAGT GCIGACCAGG TAACTCAATA GGTTAAGTCA AGGTAACCAT 
TGAAAGATAA TAGGATTAGG GAGGTGTTTA TTTTATGGCA TCTICTCTCA TGGAGTTCTT AGCACITCGG ACAATTTGTC 
1NTTCCCCAC TTTGTACAGC TGTTATGTGT CATTCACCAG CCGGCPGTAT TTAACTTGCC TACT 

SBQ ID NO: 1302: (Length of Sequence = 335 Nucleotides) 

ACTTTATPGC CATACAGAAA ACATTITATA AAATAATATG GTAGACTTCT ACTTCAACAT ATTCACGTAA AAACATCACA 
GTGCAAGAAA GTCATCACAA TTAAGCATGA AGACATCAAA AGCCAGCCAG TATTTTAACT ACAGAGCAGA ATATKTTGC 
. TGTCCCITCC TAGAAAATGT TGGCACATTC ATIAACIGCT CAGGFTACAA AAATCACTTC GTGTCCACTT CCTGTCCITC 
AATATATITN CATAACTACA CTGTGTTACA 1TAATGCTGG TGGACAAATT AGCTCCTATA AAATCTAAAA ACCTTTTCAG 
GTGGGCACAA TGGTT 

SBQ ID NO:1303: (Length of Sequence = 316 Nucleotides) 

TGGAGCTGTA TATGGTCCGG AGTTATATGC AGCATCCAGC TTTCAAGCAG ATGTOTCCCT AGGCAATGAT GCAGCAGTGC 
CCCTATCAGG AAGAGGGGGT ATCAACACTT ACATTCCTTT AATCATTCCT GGdTCCCIT ACCCTACTGC AGCCACCACG 
GCAGCCGCTT TCAGAGGAGC CCATTTNAGG GGCAGAGGGC GGACAGTATA TGGTGCAGTC OGAGOGGTAC CTCCAACAGC 
CATCCCCGCC TATCCAGGTG TGGTTTACCA GGGACGGATT TTACGGTTTGN TGACCTCTAT ATAGATTCTG CAAACT 
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SEP ID NP:1304: (Length of Sequence = 211 Nucleotides) 

TATTTTITNC TTCTTCTCTC CCTACAZATA TTCTAAACCT TCEAAAGTIT TTTNATTTTT TTAAGGATCA C1T1ATCATA 
AAAXAAAATA TCCTTTTCAT ATAATAAATT ACCIAATAAA AAGTCTTTTT TTTTCATATT AGCCCAGGTN CTTTGCTACA 
TTTATATGGT AATAAACGCC TITATTAAAA TAGANTATTA AATTATAAAG A 

SEP ID UP: 1305: (Length of Sequence « 316 Nucleotides) 

GAAATGATTC AGGGAAAAAA ATTTATAGTA CGTTTTCAAC 'ITlTlTlTri' TYTCTTTGAA ATGGAGTATG GTCATAAAAA 
GGACACTAAA TAACCTGATT AAGCTAGAGT ATAGACCAAA TTGCCACTTA CTTTGAATTG TITTTACCAA AGGTATCACT 
TIGAATAAAG ATAACTTTCA TTAGACATCT ATCTITATGT GTTCCTSCCA TCATTTCAGT GAGATCAGAG GAAAGTTAAA 
TIAGGAACAA TGAAAAAGCT TAAGAAATGA ACAATCATCA TGCTTTTGTG TATGCTTAAA GTGAGTACAT GTAAAA 

SEP ID NQ:1306; (Length of Sequence = 310 Nucleotides) 

GGGGATITIT QAAGGCITCG CTGTGGATGG CCGAGAACCT GCTCGGGCTG TAGGTCT3TG TGTCTGGGGG ACAGTTTCCA 
CATCTGAGCA CACGGACTGG ATTICTGAAA TCTCAAAGTC TGATGCATCA CTGCCTOGGC GGCTGCIQGC CCTNCTGCCA 
GCITIGCITC CAGCTOGACT TCCIGGTOGG CTGGGAGTCT TCITGGAATC AGCAAACTCT GTTCGGACTC TGGCAGNTGC 
AGTTGTTATC AAGCCACTGT CCTCCCCANA GTGGAAGCCT TTCCCTGATA AAAATCCTGG AAGTCGAAGC 

SEP 3D NP:1307: (Length of Sequence = 302 Nucleotides) 

TAAIAAATAG TATATGTAGT GAAGAAAAAG TTATAACAAG TATACATTAC ATTTAACACA CCTAGCACAT AGGACACCCT 
CAACAAACAG CTACAGCTGC TGTAAATCAT GTGTATATAA TATAACATGC AAGCATATCT TCATGTATTG ATTAATTACT 
ACTTC3TGGA AAAGGATCTG AGGAACATAT TTAATATATT TNATATGCCT GCTCATATCT NCATITAGTG CITATCAATT 
ATATTEAGTG CTTITCTATT AGCITCATCC ATTIGATTAA GATAGCAACT TGTATTATTT AA 

SEP ID NO: 1308: (Length of Sequence - 285 Nucleotides) 

CGCCGGCCAA CGTGGTICTTC CTC1ACATGC TOTGCAGGGA TGTTATCTCC TCCGAGGTGG GCTOGGNTCA CGAGCTCCAG 
GCCGTCCTGC TGACATGCCT GIACOTtfTCC TACTCCTACA TGGGCAACGA GATCTCCTAC CCGCTCAAGC CCTTCCTGGTT 
GGAGAGCTGC AAGGAGGCCT TTTNGGACCN TTGCCTCTCT GTCATCAACC TCATGAGCTC AAAGATGCTG CAGATAAATG 
CCGACCCACA CTACTTCACA CAGGTCTTCT CCX3ACCTCEAA GAAOG 

SEP ID NP:1309: (Length of Sequence = 319 Nucleotides) 

TITCCAATTA TIATTTTGCC AATATCCTCA ACKTTTITGC CCACTTENAT CTTCCATTCA ACCCTCCCTG CAAAATCCTG 
ATCTAAAAGC AAOCCAAGTA TTTGCCTCTT CAACCTCCCA GCTCCTGAGT GGTTITGGGA ATTACACAAC CACTAAGCTT 
GGTGCAGATG CACTATGGCC TCAATAGAGT CCCCCACTGC TGCCCACTTT CTCCTTCCAT ATTTCTCCAC AGCAGCTGGT 
. CAAAATACAT TTNTCCCCAA ATGTCTTACA CAACCCCCTT CTCTCITATC ATCdTANCT CACCCCCACC CCAGTTCIT 

SEP ID NP:131Q; (Length of Sequence = 356 Nucleotides) 

TGAAGOTTG CTCTTGTCGC CCAGTCPGGA GGGCAATGTG CX^TITCAGC TCACTGCAAC CTCTGCCTCC CGGGTTCCAG 
OGATTCTCCT GCCTCAGTAT CCCAAGTAGC TGGGATAA2A GGCACTTGCA ACCATGCCCA GCIAATTITT GTAGTITTAG 
CAGAGACGGG GTITCACOGT GTTQGTCAGG CTGGTCTPGA ATTCCTGACC TCGTGATC1G CCCGCCTCGG CCTCCCAAAA 
TGCTGGGATC ACAGGCATGA GCCACCGCAC CTGGCOCTAT ATCCTGCTTC CTATCTCGTG GGTCATGCTS TATGGCTITT 
ATTEATTTCA ACCTGCAGTT GTTTGCAGAA CATCTG 
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SEQ ID NO: 1311: (Length of Sequence = 331 Nucleotides) 

AGCTCAGATT CATGTCTTGA GCCAAACAAG TGAATCTATC TNAGAAGACT CAGTACCACA TGGTACTGGG AGATCTTACT 
CACTTCAGCT GGOGTTGCTC ATTAGTGAAT GTATGAGAGC AGGATGTGAG GGGATGCCCA GGAGTCAGTG TTAGCATTGT 
CATCPGAGAT CACTGCTATT AATATCATCC ATTAATITAT TAGTGAGCTT CACTATATGC AGACTGGGAG ATAAGGAGAA 
AATcrcrrcAc attctctcta gctaatcaga TCAGCTACCA ATTAATGAGA TTCTGAATGA AATATCAATA TGTGTTITTC 
TAATTTGGAC C 

SEP ID NO: 1312: (Length of Sequence = 347 Nucleotides) 

TirrrTccrr tataaattac ccagcttcag aiutiunat agcaatgcaa aaatggccta atacacttca gaacctggaa 
gattagcagt gagaaataaa atcagitaag ttgatgacit ctagtatttc actacatggt tctttigcca aaatgaaggc 

AATATCAGTC TCTTCACACT TAAAAAGTAG TATATTGANC TTTGAGGTGA AAGAGC7GGG GTTTAAATTT GTNCTTTACC 
AATIATTGAG ATAAGTGTTCC TTGAGCAACT TACTTGCTTT CNCTGATCTT TAGTTTTCTT ATTTGTGAAA TTGGAAATGG 
TGGrroiTTCA GAGGGGGGTT GTATATA 

SEP ID ND:1313: (Length of Sequence = 336 Nucleotides) 

GAATTCCTCT ATCAAAGTGT TCATAAAACC TGGAGCIGCA GCIGOCCCCC ATTAGGTAGT TTCITGGTGA ACGTTTTCCA 
AGGAAAACTT TITTTTAACA ACTTCATAAA GCCAAGCACA AAAGGACATT GCAATGACTG GCTGAAAGAC ATGGGACTTT 
TIX3TTCTTCGA CGACTAAAAC GTTAAATGGG GGCTTACTZT GTGCATTTAT GGAAGAAAAC TIX3GAAGGCA TTAAAGGCTA 
CATTTTGAGC CTTGCATGAT TTCATTCATT TATGCATGAA TTCATTTGTT CAACATTTAT TTAGTACCCA CTATATGCCA 
GGCACIGTGC CAAATG 

SEQ ID NO: 1314 : (Length of Sequence = 391 Nucleotides) 

CCGGTTTAGA CCTCAGTTCGG CX3CTGTGAGG GCACTCTCOG CCCACCTCCT OGGCK3GCTG AGCTAGGTCA GTGGAGAGAA 
GCTGGGGCCA CTCACACAGC ACAGCAGGCC ACAGTCTACA GAGTACGCCA GGTAGAGGGG TTAGAGTGGC AGCCGCTGGA 
GAAAGGGTTA TAGAAACACA TCCCTGACTC TTTGGITATG TCCCACGTCC TCIGTGTCTC CITCCCCTTC CCTACTCTCC 
TICCTTTCTG CCTC^TCTC TCCCTTGGAA GTCCCICTTG TCAGTGCATT TNAGTGCATT GACGTGTCCT AAACACTGAT 
CTOCACACAC CTTC: .TTAT CTTCCACCTG ATAGGCAGGC CCCAGANCCC CTTTTITCCT AGCTCTGITC T 

SEQ ID NO: 1315: (Length of Sequence = 374 Nucleotides) 

GAATTCCCTG GAACACTGGT GTTTACAGAG AGAGATACTT TGTGGAATGG AGCTTACATG ATGAATGAAA AAGAGACCST 
TAAAAAGTAC TAGCCGTTGT TTACAAATAA CTACCAGGTA AACAAAGAAA TCACTTTdT TCCCCTTTCT AAGGATAAGG 
GAGAATAAAA TAATCACCAA GAGGCATGGA GTTCGAAAAG TATATAACAG ATTTCTTIAT TATTATTTAC AATCAAGTTC 
TGTTGGNCAA CATAATGAAA TAAATAAAAG ATGTGCCCTG GCCTGTGAAT TTCAACICTC CTTGACITAA GTTCTCTGAA 
GGGGAAATTG GAAAGCGGTC ATCAGGCAGG GAAGAGAGGG CAGGTGGAGG CCAG 

SEP ID NO: 1316 : (Length of Sequence - 353 Nucleotides) 

CTTGTITACA GGTTTTGAAA GGTTTGINAG ATTAGTATTT ACT3TEAATT TITTGAGTAA TAGAATGCGT TTAGGTITCTA 
AATTACTATG GAAATGGCAT AGTGAGGATT CTNCACAGAT ATTAGAGACC TTCAACAACA TAGTGAAAAT AGATTTGTCC 
TrTCTTGTAA ATAGCIGAAC TATGAAAATT TGANCTGTCA CTGGAGGGGG CATITGCNCT GAAGTTTGCC AAAGTAAAAA 
TAACTCTOCT CTTTAGTAAG AAAAAGCTAT ATTTTNCAAT ACTGCCTGCC ACAGCAAACA AACAAAGTCT TGTTTGTCTT 
TTAATATTCG CAAAGGAAAA ATTCTCTATA TAA 
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SEP IP NO: 1317: (Length of Sequence = 316 Nucleotides) 

GAATTCCGAT TAXAAGCATC AATATGCATA AAATGCITAG AGA1GGACCT GATATATAGC AAACACTCAG TAAATGTTAA 
CIATTATTAT NACAGCACAG CAATTTATTT AAGATTACTC AGTGTTCAAA TGAAAAAAAA GACATATTAA CTIATATAGT 
GCGAnTCTG ACATAAGAAA TACACAAATA GAGGTAGTIT CTGAAACAAA GATCAAAAAA ATCTMTGTA TGCTGTCTTG 
TATCAA3CTG GCTAAAATTT TCGAGCTAAG TTTTATNAAA GACAGATCAT ATTTCANGTA GCTGATTTIT GTATTG 



SEP ID NO:1318: (Length of Sequence = 300 Nucleotides) 

CTGGGACTAC AGGTGCAQGC TATCATACCC AACIAATTTT TGIKl'lTl'lA CTAGACATGT GTTTCCCCAT CTTGGCAGGG 
CPGCTCPGAA ACTCCTSACC TGAGGTGATC CACCTGCCTT GGCCTOGCAA AGTX3CTGGGA TTACAGGTGT GAGCCAACAA 
GCCTGGCCCA TTTATITACT TTTTAA1TTT CAnTl'lOT CATCATGTAG AATGGACAAT TTCAGGAAAC TGATAGAAAA 
TACICTCTAA CATCAAAITT TCAAAAAAGT TIUICTGTAA CAGA1AAGGC AGTCAATTTC 

SEP IP NO;1319: (Length of Sequence = 306 Nucleotides) 

CAATAAGCTT TAAAAAOTTA GTGCCACATG ACCAGCATCG ACIGGCCTCA GACATCPGCA AGCACTCACC CAGGCCACAG 
GGTCAGGTAG AGGGCTCCTG GGCCCACT3T AGCCCCK5CT GGGTCAGTCT AGCTQGAAGG CTACGGGNCC 1TAGTGGGGA 
GCCACAGCCT TTCCCACIAG GGGGCCTCTC ACTCT3ACAT CTCCCICTGG TGTTCGGACC AAGGGTGGGG AGGGAGACAC 
GCTGGCCCEA AAGGGAGCTG GTAA3NACTG AAGATCTCCA GGGCCAGNCC ACAGGGCTCC GTCCAT 

SEP IP NO: 1320: (Length of Sequence - 373 Nucleotides) 

GGTCTTGATC TCCTGACCTC GIGATCCACC CGCCTGGGCC TCCCAAAGTG CTGGGATTAC AGGOGTGAGC ACCGTGCCIG 
GCCGAGATAA 1TAITITINA GTGADGATTT AGCAAOCTGA AAACCTTGGG TCTITGQGAT ATCACCTCAG TATCAACACA 
GAATATTTGA AT3CIGGTTA ATATATTTNT ITEAAACICT GATAGAATTG AAATCTPGTA GCCACATTTT GAAAGTTTAT 
TCTTCATTAA CTAGTCTTIT CTCACCTGAT TTTCTACAAG AGAGAATTTT CCAAAAGGTT AGTICTCGIT ACATTAAGAA 

CTTGGGCjrrr qtitgacatg aaatctctct ACACCAGCAG gtctcagatg aat 
SEP IP N0:1321: (Length of Sequence = 366 Nucleotides) 

GITTGGCTAA TCATCCTATG ATTTTCCIAT AGCTCGAAAA CTTTITA17VT CTTAAAXTIT TTNAIAATTT TGAAGTA1TA 
TTGTTTGGGC TTIXJTATATC CAGTCTATTT TCAATIAAAT TCCCCIAACT AAAGTAATTC AAAAGGAAXA AAAGTCTAAT 
GIQQGOPGGG CGIX3GCX3GCT CATGCCTCTA ATCCCAGCAC TTIGGGAQGC CCAGGCGGGC AGATCACCTG AQGGCAGGAG 
TTQGAGACCA GCCTGGCCAA CATGCTGAAA CCCTGTCTCT ACIAAAANTA CAAAATTAGC CGGGTCTGGT GGCACATGCC 
TATAATCCCA GCTATTOGGG AGGCTGAGTC AGGGAGAATC TCTTGA 

SEP IP NO: 1322: (Length of Sequence = 362 Nucleotides) 

AGGGAGGGTA AAACAAATCC CCCTCCAATG CITIUrAGAA QQGGATTAGA ATCACTGTGG AATTCGGTAT TGGCTAATAA 
AGTATAAACG CIAAAGATCA ATGCCTGAGT GCACAGTTGT CCTTCAAGCC ATTGTACTTC TCCTTTCCAA GANTAGANGA 
CTACmTTA ACCAAGANTT AAAAATAANC TCATAAXITA AACACCICTT TCATGCCAAA TQGAAATCTT AGTGTTGAAT 
AATCAGGCTC ACCTGAATAC AAAGTTCTCC TGAAAATGCT GACAATCACA AAAAAGGTTC TAGAAGCTTT ITCAAAAAAC 
AAGITCAGAT GGTTCCCACT GAGTTACTAT TTGAGGTXAA AG 

SEP ID NO: 1323: (Length of Sequence = 244 Nucleotides) 
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CGACCTCAGT GTAAATCACA AAACGGGAAG AGCTGATATT GGCAAAATAA TTACATGGCT CATTTCCTTG CATGTCAAAA 
TAGGATTTGA TTGCTTCTAA AAGA7GACAA ATACdTTNC GGITTCAATC TTCTTAAGTC GGAAGTCACT TATTACAGAC 
CINATTCGGA GTAAACAAAG CTCTTAGACC TTTCATTATC AGTCCNNTTA ATCCdTCAA TAATCCCCCT AAATCAGTGA 
GGCG 

SEP IP NO: 1324: (Length of Sequence = 279 Nucleotides) 

GATCCATGCC ACAGTGACCT CTTGTNACCCr GCACAGCACA GAGGGGAAAG CCCTGTACCA GGTGGCGTAT GAGAATGAGG 
TAGGCAACAG CTCTGACITC TATGACATOG TGGTCATCGC CACCCCCCTG CACCTGGACA ACAGCAGCAG CAACTTAACC 
TITOCAGGCT TCCACCCGCC CA1TCATGAC GPGCPGGGCT CITTCCAGCC CACCGTOGTC TCCTIGGTTCC AOGGNTACCT 

cAmrazTCC taattcggtt tcccagaccc taagchtt 

SEP ID IK): 1325: (Length of Sequence = 338 Nucleotides) 

TCAGTTATTT GICTGTCTGT GTGTGTGTGT GTGTCTNCAT CTGCAAACCC TGCACTTCAT TATCCAAAAA TTATTTCATA 
TTTTATAATC AGAGAAAATG CTATTITTAA ACCCTACCAC TGCTGACCAA ACAACAATCA CAACAGCAT A ACACTAAATA 
CTGTTCAACA AATCTATITT ACTGTAGTAA TTAAATAATT CCTAAAATTA TAGACATCCC TAATATTCTT TCCNTTAGTG 
• GTTCCTCAGA GTGCAATCTG TCGAGCAACT ACX7TTGAAGA AATITCGGGG AATGAGACCN TGGGAACCCT AAATCTTTAG 
NATGGTGCTC TOGGGGAC 

SEP ID NO: 1326: (Length of Sequence = 393 Nucleotides) 

AACTTCGGAG GGGACACCAT CACTCAAACC ATAGCTGTAA ATCTATTCCT TGAGTCCAGA TCACAAATTA CCAAATGAAC 
ACGTTCTCCA TTTTTAGTAC TTTTTTACCT CTAACCCTCT CTCTACCTAA GATGAATATT TATTCATTGA ATGAATCATT 
TAATITrGGT GCCCCAAAAT TCTCAGT3AA ACAA1TTCTG GATACCTCTC CATCACTAAG ATAATCACTA TAGCAGTGTC 
ATATTCTTCA ACTTAGHACA AATCTAAAGG CTCCATITAT CCCTACTAGA AGTGTTCTGT TGTCTTTTTC ACTCTCAAAA 
TATCCTCCAT GCGCNAACCA AACACTAANG GGNACCACCA TATCTTGCTC AATGGAGGCN AAATCACTTT TTA 

SEP ID NO: 1327: (Length of Sequence = 381 Nucleotides) 

CITTGGAGAA TTAATTCAGC AGTK3GTAAA ATCATTCTAT AATAATGGGT ACCATTCTTGC TCTGTCCCAC ATTTTTATGA 
AGTCTdTTA AATTTAAAAA GGCAATGTGC TTICTGGTTC TTGAGCAACT TAAATACGTT . GCTCTGAATA GTTATICTGA 
TGAGCTAATT TGTAACAACT TTTAGGATCA A1GCTAATTT NCTTAAATGT TTCPGTAGTT TCCCCTTTAT TATAAAGTAT 
ATTAGGCTGG ACTCTIGGCT GTAACTGGCA GAAAACTCAA CTCAGATTAG TTAAGAAACA AAAGGGTGTT GGTGACAGTG 
GTCGCnTCA GACTATTGCT GCAGGCCCAC CTCCCATGCT CTTACACCCT CAACATACCC T 

SEP ID NO: 1328: (Length of Sequence = 289 Nucleotides) 

AGAAGAAAAT TCTTAAGCAG AGTACTTAAG TACAAAATTG AGTGACTGAA AGATGCTTAA TCTAGGGAAA TTAAATGAGA 
AAAATACATG GTCTGTGTNT TGGAGGGGGA GCTGGAATTG GAATGGGCTG GAGTGATGAA AAAAAGCCAA CAGATATAGT 

circrcmT gtaatatagg ctcaatacta aattatgtag gactagataa tctaggtcct aatctctcct tittgctggc 

AACCTGGGGG CCAATTACAC TAGAGGGTTG GTAGAAAAAA GAGGAATAT 
SEP ID NO; 1329: {Length of Sequence = 364 Nucleotides) 

TTGTATATTT GGGATTGTCA ATAATCTAGG CCACGTGGAA GATAACAGGC TATTTTGGAT ATTTOCTAAT TGCAATGGTT 
ATATTTCICT GTAAATGCCT ATACAAATGT TTGCTTGGTG ACATATGGAA AAdTAAGGN CITITATGAA AAGGCGACAA 
TGGGGACCTC CAAAGCGCCA AAGITTCTGC TAGGCATAGT CTTATTTTEA GATTACATTA AAATGGCTAT TTAGACCCAT 
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CXAGCTGAGA. CTATTCCAAA ACAAACTTCT TATCANATTG TNATCATAAT CAAdTTCTA. CAGGCTAATG ACTTTATAGN 
TTTACINCTA GTCTATATCT ACTAGCACAA TTGGAOCCAG TTCC 



SEP ID NO: 1330: {Length of Sequence = 221 Nucleotides) 

CAATATTTAA ACAAAATGCA AAACTGAAOG TTACCTCAAA ATGAAACAGT GTGTCTACTG GCIX3TTAGAA GTTCATGGCG 
GTCTACICTT TCATATTCAC TGCCATCITC CTTCTGCCCCA CTCTACCTCA ACTOGGGACC GCCTCACCIA ATGCTGGGCT 
TTGCCGCTTT ATGCCNTCJEA GAGNAGACAC TGGGTAACCA CAGCAAATCA ACACGGGNTC C 



SEP ID NO: 1331: (Length of Sequence =» 279 Nucleotides) 

AAIAGAGATA ATGGTTCAACT CTIGAGAAGA ACCAAATGCT GGTGCCATCT TGGAAGTGCT ACATCACCTC CTCCTCITAC 
TTCCTTGAAC AGCAATATTT CTOGATITCT TCTCCAAGCC CCAGGCAGTG CAGGATGOGT TTNTTTTCAG CAGCCAGTIC 
CTTCTCAGAG AACTGGCCCA AGAtalTlCTG GACAAATATA TITIGRTCTT TCAGAAATAT GnTCTNATTC ACTCCTACAT 
TTGGCACATT NTCCAAGGGC CCAGACITGA AATTGGAGG 



SEP ID NO: 1332: (Length of Sequence = 290 Nucleotides) 

GGAOGAGGAG ATCTC1TK3G TGGACTTGGG AAAGAGGTTC CTAGAAGCAG CAAGAAAAGG CCAAGATGAT GAAGT3AGAA 
CGTTGATGGC AAATGGCGCC CCATTCACCA CAGACTGGCT TGGAACATCA CCCCTCCACC TTGCAGCTCA ATATGGTCAT 
TATTCCACAG CAGAAGTACT CCTTCX3AGCA GGTGTTAGCA GGGATCCCCG GACTAAAGTA GACAGGACCC CCTTGCACAT 
GGCTGCAGCC GATGGACATC OGCACATOCJT GGGAACTGCT TNTTOGGAAT 

SEP ID NO: 1333: (Length of Sequence = 201 
GGCCCAGCTA ATITTIGEAT TTINAGTAGA GACGGQGTIT 
GATCCACACG CCTTGGCCTC CCAAAGTACT GGGATTACAG 
GGGTAAAGNC TCAGGGCOGG CCCATTGNTT TCAGGANTTT 



Nucleotides) 

CATCATTINA GTTCAGGCTQG TCFCAGACPS CIGACCTCAT 
GCATGAACCA CCACGCCCAT CTGATTTCCC GTTTTCTGCA 
T 



SEQ ID NO: 1334: (Length of Sequence = 267 Nucleotides) 

NNATAAdTT TTGITCAAAT TTAGAAAATC TGGATCTnT ATACTTGCIT TCCCTTTTCT TCTGCCATCT TTATCTICTG 
CTGAAGGAGA CAAACAATAT TTTAGGTGAC ATCTATCACT TTATGTAGGA CCIGCAAACA CTCATGTTGT CTTOGGACAG 
ACAAATGGAG AATCTAAATC TGTTACACTG TGACAGGATA TAATTNT3GA TTCCATAGGN TTNCAACAAA GTGTCPGTCT 
GAT3ANTAAA TGGTAZ^AATA TATTCAT 



SEP ID NO:1335: (Length of Sequence = 279 Nucleotides) 

GGNTcrrcnT agaatgcaga ttctaateaa AAATGTOEAG GACAGGGCCT gagactoggt atttctaaca agttcccaag 

TOATACTAAT GCTACTGCTT CACAGATCAC ACTTTAAATA GTAAGGITCT TGAGAGAGAT TAGTCTCAAG AGAAAAGAGA 
CAAAAATCTC CAGAGCAGGA AGACCAAGAA AAAAAAATGG AAAGTAGCCA CTCX3ATTATC AACTAGATGG CK7ITAGTGAG 
ATICTGCACA ATATTTCATC ATACAAAACT GNTITCCCA 



SEP ID NO: 1336: (Length of Sequence ~ 398 
TnTTTAAGC ACTCITGTGT GGACTGGTCA AAGATCITCC 
CTGGCTCCTC CCATGTQGAT ATCTGCTTCT GCATAGTTGG 
ACCCTTAGGA AACOCOGCTG GTAOOTQGCC TCTNTTTTGT 
CATTGACTGC ATACTGTTTA GTGCATOCAT TACCAGGGCT 



Nucleotides) 

TAAAACAACA TTGCTGTCAC CAAGCCTCCC ATGANTTAGG 
TGAAGAGGAA GCATCCTCAG TCAAAGCTAC CAGCTGAGGA 
AAGTATACAT CAGGCCAGQG GGCTGCTTGC CAAGCAACAT 
CAAACATCCA AGIGATGCTA CCTGAATAAG TCGAGGAATT 
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TTTGATAATA AACATAAGCC AAATCCAAAA AAATGTTCK3 GGTTTTTCCA TCATTTCCAC TCATTACTtfC CAGGAAAA 
SEP ID NO: 1337: (Length of Sequence - 272 Nucleotides) 

CTITCCTCAG TATCACAGGT ACCTCTTITO CTGGAATTTA TTTAAAATGT CACCTICTAG TCITCCCTCT CTAGGGCTGT 
TTGTTPCATT TCCCTCTGAA TGAATGCPGC CACACGCTCA TATGTCAGCC AAGTFTACAA GAATGGAGTT GCTGCTGAAG 
AGATCTCTCA TTCATCTCCC CCACTGCCTG TCCITCACAA TCATAACGTT ACCCITGdT GACAAATATA CTGTATGGCA 
ACTCATAAAG GTCTTOSAAC AGGACTTGAC CC 

SEP ID NO: 1338: (Length of Sequence = 212 Nucleotides) 

TAGTCCCCTT TATATAATAT AATCAAGTTC CTCCATCTGG GCATTCAGTT AAATTCTACA ACATTGCCAA AATCTGATTT 
GACTCTACAG AATATGTATA GnTATTTAA CCAGATAGTA ATTTAAAATT TTACAACATG CGTATTTCAT GTAATATTAA 
TAACAGTAAT TTAAATTAAT ATTCAATACA TACCGTTIGA 'ATTTITATAA GG 

SEP ID NQ:1339: (Length of Sequence = 280 Nucleotides) 

TTTTTAGGAA TAACAAATGT TTATTCAGAA ATGGATAAGT AATACATAAT CACTCTTCAT CTCITAATGC CCCTTCCTCT 
CCITCIGCAC AGGAGACACA GATGGGTAAC ATAGAGGCAT GGGAAGTCGA GGAGGACACA GGACTAGCCC ACCACCTTCT 
CCTCCCGGTC TCCCAAGATG ACTGCITATA GAGTGGNGGA GGCAAACAGG TCCCCICAAT GTACCAGNTG GTCACCTATA 
GCACCAGCTC CAGATGGCCA CGTGGCTGCA GCTGTACTCA 

SEQ ID NO: 1340: (Length of Sequence = 324 Nucleotides) 

CIGTTCCACC TCAGATCATC AGGCATTAGA TTCTCATAAG GAGTGTGCAA CCTAGATCCC TCCCATGTGC TGTTCATAGC 
AGGATTTGCA CTCCTATAAG AATCTAATGC CACTGCAGAT CTGGCAGGAG GOGGAGCTGA TGCTGGGAAG GTSGIMT3C 
TCGC. 3CTC GCCTACTGCT CACCTCCTGC TGTGGGGTCC AGTTXTCCACC ACAGACCACT GGTCIOTGAC TCAGGGACCA 
CTAC rCT AACANGGNTG AGGAAAACAA CTGGGTTCAT CACACAATTA TITTAAAGTT CAGGITITNC AAATAACTTA 

TCC?. 

SEQ ID NO: 1341: (Length of Sequence = 376 Nucleotides) 

CTAATCAAGG GTACAAGATG TCTAANTCAA AGGCCCAGCT CTGCCTACAA GTCAAATATC TAGGCCTAAT CTTGGCCAGA 
GGAACCAGGG CCCTCAGCAA GGAATGANTA CAGCCTATAC TGGCITATCC TCGCCCTAAG ACATTAAAAC AGTTCTGGGG 
GTTCCITGGA ATCACTGGCT TTTGCOGACT ATGGNTCCCC AGATACAGCG AGATACACTC TAAGGAGACC CAGAGGGCAA 
ATACTCATCT AGTAGAATGG AGACCCAGAG GGCAAATACT CATCTAGTAG AATGGGGACC AGAGGCAGAA ACAGCCTTTC 
AAAACCTTTA AAGCAGGCCC TTCTTNCAAG CTCCAGCCTT TAAGCCFINC CACAGG 

SEQ ID NO: 1342: (Length of Sequence = 335 Nucleotides) 

ACCCTTCCCC ACTCCCTGCT CCCCGGGAGC AGCrCCTrCT GCCCGANINA CTCACAGTGC AGGGAAAGGA GGCAGGGAAA 
AGACCAGGAT TCTGTGAGTT CTGAGGTTGC CACACACAAA GAAGCTGTGG TITCTCTGCC TCGGCCACIG ATGAGACTAA 
AACTGGCITC CCCTTGGAGA CGGCAGATTT CAGGCTGATC CCIGCTTAAG CCCTCTCATC CCCACGCTGG TCCTGGXATT 
GATACAAGAC CCAGCTGGTG ACAAAGCCTC CAATCCTGGG GGTCCACGGA GCCTGGGGCT GANATTTCCA GGAACTATCC 
GCCAGTGGGC GCCCA 

SEQ ID NO;l343: (Length of Sequence = 379 Nucleotides) 
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GAACCCAGGA GGCGGAGGTT GTAGTGAGCC AAGATCGTGC CATTGCACTC CAGCCTCQGC AACAAGAGCG AAACTCCATC 
TTAAGAAAAA AAGAAGGCTG TGATAGTIAA ATTTATGCAT CAACTTCGCT AGGCAATGGT GTCCAGATAG TTGGTCAAAC 
ATTAITTCTAG ATGTTTCTGT GGAGGTTATT ITTTAGATGA GATTAGCCTT GTAAACTGGT GAAAATTOQG TGAAGGAGAT 
TACCCTGCAT AGTGTGGTGG GTCTCATTTA ATCAGCTQGA GGCCTCAATA GGGAAAAAGA CTCAOTCTNC CCIGGAGCAA 
GAAGGAAATT CTTGCCCAGC AGAACITCIT NGGGCAGCAG AATGCAACCA TAAACTCIT 



SEP ID NO: 1344: (Length of Sequence = 400 Nucleotides) 

GROGGATGGG ATOGGGGCTG TGCTCTGCAG GTCCTCCCCA GAGATGTTGT CATACTGCGA GGGATGCCGC TCGTAGGACA 
CGCTGCAGCC AGAGCCGTCC GCCGTCTGGN AGGCTGCGCT CCTGCGCTTC TTCTCGGGGA GAGCAGGTGG CGTATCIOTN 
TGCTGCCCTG GGGCCAGAGG TCOSTNTGGC TGGGGATGGC CGCCAAGAGG CAGCTGGAAA GGAGGGCCAA GAAATQGAGA 
OXAGACTCC CCCAAAGACT CTGGCAACGG GCTAAGGTTC CAGGGCOGTC TGCTGAGGTA TCTGCTCTGC GTTAGAGAGG 
TCTINCIGGA GGAATTCATA GTCGGGATCA TAGCAGATCT TGTCCCCITT CTATACCATC TGTCCTATTT GGAGATNGCT 



SEP ID NO:l345: (Length of Sequence = 347 Nucleotides) 

CCTCITCCCC CAAGGAGCTT GCAATTTTAG GAACIAATCC AGTTTGAGGG CTSAATTIAA GTTAAAATCA ATTACTGCCC 
1ATCTACTCC TTTTAAAACA ACATTAGGTC AAGACCCTTT CACTGCTAAA TAAACTGATT TGTCATTATC ATACAXTCAA 
GTTTIATAAA TGTGTTTTTC CTCACTTCAC TGAAATATCA GAATCCAGCT CAAAAACAGA ATCAAAGAGG AGAdTTTAA 
GdTATICAA TAAAAACTAT GGTAOGGTAA TATTCAAAAT AGTGGAAATC ATTATATTAT CTAAAATTCT CAGGAAACTG 
CTTTAACCAT GGATTAAATA ATTTACC 



SEP ID ND:1346: (Length of Sequence = 287 Nucleotides) 

CAAGTCAATA CCCATAATXA AGTCAAGTTG CCAGCCITAA TTATA1TTNT NTCTOGCTCG TTCACTCTCr CTCTCCTTCC 
CTCCTTCCCT CTCTGCCCCA CCCCCCTGTA CATTATATAC CAATTCATTG GAGATATATA TATGWT3TN TNTGNGTNTG 
TGTGTCINNC TGTGTGTGTG TGTGTGTTAA AGAAGCAGGA TGTCTTACAC AGATGTITCA TATATTSAGG NATIACAGAG 
TAATTACAGG GAAAGGTATT ACACTCTTCT TCAACACCCT AGGCAGT 



SEP ID NQ:1347: (Length of Sequence = 295 Nucleotides) 

ATTAAACAAC TnTITAAAC TTTTTGTGCA CAGGACAGAA AACIGCCICT ACATGCTATG TCCACTTTTG GAACACAGAT 
TTTTAACAAT TATGAATGCA CAAAATCITA CAXATCATGC AACTCTATGC CAAGAACCCA ACTTTCITCC ATGCAACAGA 
TAT3AAGATC TAAATOGAAA CCTAGCTAAG TCTTAAACAC TITTCCAGTA GCAAGTATAA TATATGTTGT TGAGGGAAAA 
CCACTCITAA CAATTNCTTG TACACAATAT TCATGTGCCA AATACAATGN CAGGN 



SEP ID NO: 1348: (Length of Sequence = 332 Nucleotides) 

AGTCCCTGCT ATGTGGATAT TTGGTAGCAA TGACTGATGT GGAAACTACA TATGCAGATT TTATTGCITC AGGAAGAACA 
GGTAGAAGAA ATGCAATACA TGATATCCTG GTTTCCTCTG CAACTGGCAA CAGCAAT3AA TTAGCCTTGA AATIAGCAGG 
TCITGATATC AACAAGACAG AAGCTGAAGA AGATGCACAA CJGAANTTCTA CAGAACAAAG TOQJGGAAGC CCAGGGAGAA 
GCAGCAAAAT CTGAAAGCTT AACACCCCAC TITCACCCTC GGCCACACCT GAAAATCTCT CAAATCTCCA GGGNGTATCT 
GGGAATGCAT TT 



SEP ID ND:1349: (Length of Sequence = 296 Nucleotides) 

GCCCCAAAAA CAATGACACA AAATTCATTT GGTTAATTCA TCTAAAGGAA AAAACAGCAA CACCACCACA CAAACAGGAA 
AGIGGGAG1A TGATTAGGAG GGGTGAGATG AAAACTATET TACAGTAACA TTTCCACCAA AAGACTGTCC TAAGAACACG 
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cictcaatac agttcacagg gaaaaagcaa at3t3ctatt tttttgtatt ttttaaaagc tccctgggtc ccaggtgttt 
tgcagttctc aaggncttat ctgctaaagg aatgcccttt tagggtcaca gcagct 

SEP ID KO:1350: (Length of Sequence = 317 Nucleotides) 

CTGTTGCCCA GGCTAGAATG CAATGNCGTG ATdTGGCTC TCACTGCAAC CTCCACCTCC CAGGTTCAAG TGATTCTCCT 
GCCTCANTCT CCCTAGTAGC TGGGATTACA GGTGTTCACC ACCACGCCAG GCTAATITIT GTATTTTTAG TAGAGAAGGG 
GTTTCACCAT GTTGGCCAAC CTCGAACTCC CAACCTCAGG TGATCCACCT GCCTCAGCCT CCCAAAGTGC TCGGATTACA 
GGCATGAGCC ACTGTGCCTG GGCCAATAAA CTAIA'lTilN TCAAGCCAAA GTAGGACAAG CACAGTTTTT AAAAGGG 

SEP ID NO: 1351: (Length of Sequence = 349 Nucleotides) 

CGGATGGGTG GGATGAGACT TCAGCTTTAT TGGAAATGTT TTATTTCCTT ATCTAAAAAA ATACTAGAAA GAAATACAAC 
AAAATGTTAA CAGTTGTTAA TCIH3G0CIC TCTAAATATA GATATTGTGT TACI'iTAGTC TTTTTTTTAA TCTCAACTAA 
ATTAAAAAAG GAA'ITITAGT CITnTTTAT CTCAACTAAA TTAAAAAAGG AATTITAAAA CCCTAGTGTT ACATGCAAGT 
GAGTCCAATA ATGGCAAAAT AATAATGAGG NTACATAGGA AGGGTGACCT AAATTITAAT GGGT3AATAC TGGGTCCC03 
GIACAAGTTT GANAAATTTT GAATTTCCG 

SEP ID ND:1352: (Length of Sequence = 304 Nucleotides) 

TTTTTATACT ATTTAAAAGA ATCCTTAAAT GATGGGTATT CTCTAAAGCA TGOGGGGCTT AAAACCTAGA TGATGGATTG 
ATAGGTGCAG CAAACCACCG TGGCACAXAT ATACCTATGT AACAAACCTG CACATTCAGC ACATGTATCC CAAGACTTAA 
AGTAAAAGTA AAAATTAAAA AAGATGGGTA TTCTATATTT ATCTTTCATC TIACATTITT CTTTGTGGGG TTTCTAAATA 
AAAdTGTAA CATGAATGTT TTATTCTCAT TCTGTATTTT AAAAAGAAGC TGAGTAACAA AAGG 



SEP ID NO:1353: (Length of Sequence = 307 Nucleotides) 

CTIACTCTGA CATTAGGTTA TGAGAAGTAC AAAAGATCCA CAAGTACAAA AAAATCTGTA TAGCTTTGOG GTAGTTGAAA 
AAAATGCAAG AGAACAAAAA AATTTTITGA GTAATATTCA TCTCTGCAGA TCTGAGTGAC AGTCCGCTTG AAACACCGCT 
GTAAAAGTCG TAAAAAATCA TTTCATTCTT3 ATIATGTTAA AATTTTTGAT CTCTCTNTTA CTICTTITAG GGGAATCTSG 
TCTTCCTGNC ATTTATACCT GGATANCTNC CTTTCCCPGT AAITITINCT GAAAGGCTCC AATTTCC 

SEP ID NO: 1354: (Length of Sequence = 407 Nucleotides) 

GTGAAGTTAA GCAGCAAGGG CTCAGAACCG CTGCTCCAGA GAGGCCAGGA GGTCTGGTCA GAGGCTGGGG CCCCAGCCCC 
CAGGCACCIX: TCTSICTCAG TTTCCCIGGA GAAGTCATGA GTITCAAGAG TAGGCAGAGG CCAGCTGTCA TCACTGAGTC 
ACTCATCAAT GGCCAATGAG AGTNCAAAGG GTTAGCTCTGA GCACAGGATG 1NTAGCAAGA CTCdGGCJIT CAGCTCCCAG 
TCCCACCANT GCCAAGTGGG GGATCCTTAG CAAGCTACIT ACCTnTTNN TGCCTCTGTT TCTAOGGCTG CAAAATGGGC 
ACAATAATGT CAGATTCATG AGGGATAATG AGGACTAAAA TTAGGNTAAT TNCCTATAAG CIGCTTCTAA ACGTATTTAC 
TTATAAA 

SEP ID NO: 1355: (Length of Sequence = 355 Nucleotides) 

ATTACTATTT GCCTCTATAG GAGGTTTCAT TAGGCATCIN CTTCATTATG AGTGCAATAT AATCAAACAC TIATCACTAC 
AAGGCAGAGA GACCGGGACT AGCTGCCTAC ACATCCTCAA TGAGdTTAG GAAATGTGAA GGAAACATGG ACT3AAAATC 
TTCIGGTGGC AGGTACICTC ATGTCTTGTC CTATCTGATG CTCTCAACAA CCTCTAGGGG TAGATATTGT GACCCTCATC 
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TTGCAGAAGC CTTGGCTCAA GTATATGCTC AGAATCACAG AGCTGGAAGA TAAACTTGGG TCTCTCTAGT GCCAGAGNCC 
ATCNCCTCTG ATCTCTCAAG GGCAGAGGTA TTACC 

SEP ID NO; 1356: (Length of Sequence = 406 Nucleotides) 

TrnrnTAG ttatttcact ctctcigtia aatitatctg ataggattct gcagagaaca aaattcaaca gggccctctg 

GAGCAAGGAG CCCCTTTTCC CIATCTCCTT CCTCTAAGAG CTACACCCAG ACCAGCTGGT TATCAGOGGA GGCCCCGCTG 
CIXTTCATGA GAAOGCTGCT GGAAGAOGAA GGTGATGGCA GTGGAGGCAG CATCCCAGGC AGCCTGGAGT ACCTCATCCC 
GGAGCCCCCA CTTATCAGTG CAGTGGTTCC ACCCTGCCAG GGTCINAAGT GCACTCAGAA CCATCAGGGG GTNGCCGGAT 
CTGAOQGCTG TTNACACAAC GTCGGCAGTFG CAAACCTAGG GACAGAAGGC ACANCINAAG TCACTNCAGA TCCCATCTTC 
CTACIG 

SEQ ID NO:1357: (Length of Sequence = 231 Nucleotides) 

TTTCACAAAG AATTTATGAT TGCTTCACCA GGTCACTAGT GAGCTAAAGT CAAGGAATCA CTACAATCTT GTAGCATTTT 
AAACTGATTA GAATTTGAGA AALrrriTACT ACATTATGTG TTACEATCAT AAGAACACTC CTTTGGGGGC ATTTGAATAA 
TAAAAAGGNC TACATTCTCT GCACCANGTG NTCATTITCA CCCACATTCC AGTA'ITll'NC TCTAACTTGG G - 

SEP ID ND:1358: (Length of Sequence = 302 Nucleotides) 

CACAACIAAT TTCTAAGCCC CTT3AGCX3CA GGAACTGGTT TTTTAAAGAA TGATGTATTC TTCACAGTGC TTTCCCmC 
TGTTACCCAG QGAGCAGATG GCAATATAAG GGCTCCTQGG ATTGANTCTT AACTACAGAG AAAACCTAAG AAXNCTTTIA 
GATAGACAGA TAAGAGACCA CNAGAGAAGA GCAGATTCTA AGGIA3NTOT GAGAAAOGTT ATGTEAATGAA AAGATAATT3 
A3GACACACA CTTCCAGAGN GTGCT3GCGA GATTIGATTC AAAAGCACAC GGCEAGGGCA CT 

SEQ ID NO: 1359: (Length of Sequence = 356 Nucleotides) 

TAATGATGAG CCTCTGGCTG CAGGGAGAGG ATAGGACTIG ATGCITTCCA GGGGAAAXAT TEAAAATTTC AGXACTAAGT 
TAAGTCTGTA TCATi'lTACT Ti'lTlTATAG TTTCTrATTT TATGTTGTAT GAGATGAAAA GCTTGCACAT AAAAGATGAT 
AAGAAATTAG AATTCATCGT TTCTGTIX3XA CCAAGAAGAA CCITACTGAT CTCTAAAAGA ATTCITGTTA AAATATGGAT 
TCINCnTCC TTCTAGTACT CCCCIAGCAT GACANTGAGC GTGTGATCCA TTACCAACTC TCCTCAT3AA AACCACAGIG 
AGTCAGCCCT TCACAGAACT ACIAOGGGAG GAAATT 

SEQ ID NO:1360: (Length of Sequence = 366 Nucleotides) 

AAAATTEAAT TCAACTGACC CATCCCACCG GGAAATGCCA CTAGGAAGGT GTAGCCIGCA GTITEACCTA ATAAGCACAA 
OP3GAGGGGA ATAGAAACAC AGAATTCTGA GGGAATOGCA AGGCATGCTG CTCAGAGCAT GCCTAGCCCT GCACTGAAAG 
CTATGAGATA CIX3GTTCTGA GGCATGGCTG TCCTIGCTGG TGGGAGCX3GG CATCCTCCCT TGGCCTCCCT GGGACACCTC 
CICTGCTCCC TGCACTGCAC TCCACGTGCC TGGGGTGTCT ACACAACTNG CTGCAGCTTC ACTAAAGAAC AGGTTGGCACT 
NCAGCTTCTC CGGGTCCTGC TGAGCACAGG GNCCCGCCAN CCITGA 

SEQ ID NO: 1361: (Length of Sequence = 347 Nucleotides) 

CCTCCTACTG TCTTCTCTCT QGGACAGTTG CCTCCCCCTC ATCTCCAGTG ACTCAGCCTA CACAAGGGAG GACCAACAGG 
NTCEAGrrm TCCAOGTCAT GGAGriTCCAA G CTl ' mTlT ' T ltJrmXJXT TTGTTTCGCA AAATAAAAAC AATACACATT 
CCAAGAGAAA TGAATGCATC INTIGACAOG TCTCTATTTC TCATTTACAT ATCTACACAC GNCCCITGAG TOGCTGCTGT 
TGACACGGCC CNGICTQGAC GGGTCAGGCC CGAGGCCCCT CGGGAGCAGA CCTGTAGCTC TCTGGGGGAT CAGGGCTTCC 
ATTAGGGAGA AAGTATTAGC AGOTICT 
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SEP ID NO: 1362: (Length of Sequence = 358 Nucleotides) 

CCATTCATTC ATTCATTCAA CAATATTCAT TCAACAAATG AAGCAAAGGA GCACACAGCC AAGTGATGGA GCAAAATCAC 
AAATTAAAAG GTAATTCAGG CCAGGTGAGG TGGCTCATGC CTGTAATCCC AGCACTTTGG GAGGCOGAGG CAGGTOGACC 
AGCTGAGGCC AGGAGTTTNA GACCAGCCTG GCCAACATGA TGCAACCCCG INTNTACTGA AAATACAAAA ACAAACAAAC 
AACATAAAAA AATTAGCCAG GTATOGTITG CAGGCGNCTG TAATTNCAGC TTAGTCAGGA GGCTTTGGCA NGGGCTTGAG 
TTAGCCAAGA TOGGACCCTT NCACTITCAG CCTGGGTA 

SEP ID NO: 1363: (Length of Sequence = 312 Nucleotides) 

TATTTAAATA ACCTGCAATT TGATAAATCA GCACATTTAC TAGATAGGTA GGATACTTTT NATCCATTTG TGrTCTTAAAA 
AATTAGCGCA TGTTTCTCTT TATGCCCACT TGTATTAGCA GAATAGTGTT TTCG3ATTCC CTGAATGGNT CTGTATTGAG 
TCTGTATAGA CCCOGAAGGA AAAGGAGGAA TTCGCCXJTGC CCGAGAATAG CTCOGTCCAG CAGTTTANGG NAGAAATCTC 
TAAACGTTTT AAATCACATA CTGACCAACT TGIGTTGATA TTTGCTGGAA AAATTTTGAA AGNTCAAGAT AC 

SEP ID NO: 1364 : (Length of Sequence = 345 Nucleotides) 

CTGACAGATT TACAGATGCT GACCTATTGA AAAATACCAC AGCCAGAATG GGCTAAACAG GTATATAGTT AATACAACCA 
CCACCATCCT TTACTTTTAA CATAGCTCTT AGTAGGAATT TCATAAAANT GGACATCACA GCTAAAATGC ATTATTAATT 
CTCCTATCTG CTGACAATAA AAAAGCAGCA AACTCAL TGA TTTCTATITA AATGCACTAG ATGGGAATAT CATGTTCTAG 
GGGTGTTTGC CITCAAACCA AACCCACAGC AACACACACA AGCAATTTOG GTATCCACCA TITTAAATTC ACAATCTGAG 
NCTAAATGAA TGGCTATTTA TATTT 

SEP ID NO:1365: (Length of Sequence =. 255 Nucleotides) 

CTCCAGAAAG CCATTGATCT GGTGACGAAA GCCACAGAGG AGGACAAAGC CAAGANCTAC GAGGAGGOGC TGOGGCICTA 
CCAGCATGCG GTGGAGTACT TCCTCCACGC TATCAAGTAT GAGGCCCACA GOGACAAGGC CAAGGAGAGC ATTOGAGCCA 
AGTGOGTGCA GTACCTAGAC CGGGCCGAGA AGCTGAAGGA TTATTTACGA AGCAAAGAGA AACACGGCAA GAAGCCAGTC 
AAAGAGAACC AGAGT 

SEP ID NO:1366: (Length of Sequence - 322 Nucleotides) 
. AAAAAAAAAA TTCCAAAGAA ACAGAGTAAT TITCCTCCIT GCCTCAGCCC TAAGTCATCT CCCAGACAAA AAAGCAATCA 
TCATTGTCAA ATTTAAAAGG GAAAAGGAAA GALTITIATT TGANTGAAAA GATTTTTTTC ACTGTGATAG AGAGGGAAGA 
CTGAAATAAA CAGAATTTAC AACCTTCGCA CdTTGCACC TTCCICTTCT AGCAGTATGG CAAACTAAAT AACTTGCACT 
GAAAACGGGT TAAAAAGCTG TATACTTTTT TAAAAAATAT ATTTNGTTTTA TGTCATTGAT CIX^CAGTT ITGAATACAA 
AA 

SEP ID NO: 1367: (Length of Sequence =, 349 Nucleotides) 

GAAAACAAGG TCAACATCAC TCATCATTAG AGAAATGCAA ATCAAAACCA TAGTGAAATA CCATCTCACA CCAGTCAGAA 
TGGCTGCTAC TAGAAATAAC ATGCTGGTGA GGCTGCAGAG AGAAAGGAAT GITTATACAC TCTTAATGGG AGTOTAATTA 
GTTCAACCAT TGTGGTAGAC AGTCTGAAAA TTCCTCAAAG ACCTAGAGAC AGAAATACCA TTTGACTGAG CAATCTCATT 
ACTGGCTATA TAGCCAAAGG AATATAAATT GTTCTACTGT AGAGAAAACA TGCATGCATG TITGTITGCA GCACTATITC 
ACAAGAGCAA ACACATGGGA TCAACTTAA 

SEP ID NO: 1368: (Length of Sequence = 379 Nucleotides) 
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CTGGGACAGA GACCTTIGCA. TTGCTCCATG TGTTGGCTTC AGCTGGGACA GAGACCTTTG CATTGCTCCA TGTOITGGGG 
CAGGTOTCC ATTTCAATCT COTCTGCCCT AATTTATIAG CCAXACTTST GCTATTTATT ACinTAAAC CCTAATCCIT 
TTTCCGTAAT TTGTTTACAT TTTGCAGAGT GCCAGCATIT 1RCAATGTGT CITTTATCTC TCACAGAGGT CATCATTAAG 
TTAGACCTTT GGCTTCATGT GTCTCCCGAG AGATGGTTTA TAAAATTPGC ATOCITCTGG CACAGCTGGT GTX3GCTXAQG 
GATTAGGACA CAGCCTGCCT GAGTTCACAC CTCATCTCTC CCACITAACA OTGATAATT 

SEQ ID NO:1369: (Length of Sequence = 319 Nucleotides) 

ATTTCTGGTC TAAGTTITAT TATTTCCTIT CTTCTGCTTG TTTTAGGCTG ATATTGCACT TCITACTCCA GTTTTCTRAG 
GTGGAAGCTT CGACTATTGA TTTCAAATCT TlTlNcrnN CTAATCXATG CATTCAA1CT TATAAGTTTC TGTGAAGCAG 
TGA1TTCATT GCATCCCACA TTTPGATAGG TIATATTTCC ATTTAGTTAC AAATAATTTA AATTTCOCIT GAGATTCCTG 
CTTTGACTTA TGTGTTATIT GGAAGTGTAT TTTTATTCTC CAAATAXITA GAGATTTGCA GCTGTCTTTA TCTTATTAA 



SEQ IP NO: 1370: (Length of Sequence = 343 Nucleotides) 

GGAAAACATA AATNTTGACA AGTAGTTCAA GACTCTTGGG ATAAACTTAG CTAGAGTGCA GGTCATAACT ACCCATCTIT 
ATAAGGAAGC TSAAAAGGGA AGTIATGAGGA CAGGGAGAAC AATGACITIN TCTCTCAAGC TTGACTTAAA CCACCAGGAA 
AGTTCITAAA GCCAAAGCCT TTCTCAGACT CTCACCAAAC CATAAGAGTC AGAAAAATGG TCGTTCTCAA AGGAGTAGAA 
AATTCTGTAC AAAGTAAACA ACAGCTGAAG CAGGAAAGGN ACATACATTT NNTCACTTAG TX3GCACGCAG GCAAAACAGA 
ACATAGGGCC AGCTTGGTTA TIT 

SEQ IP ND:137l: (Length of Sequence = 295 Nucleotides) 

ATTTCTNCCT GGGCGGOGAT GATCTGAGCA ATX3CCCCCCA CAAACTTGGT TTTCACTACA ACATCCTCGT CATCAGCTIT 
GCCAAAAGCT GCCITCTGGG CTGCACGGAC AAGATK7IOT GAQGCTCTIT TCACAGCATT TCCTGCOGCC TGTAGCCX3CC 
TCATGGCCTC TNAATCCTGG TCGGCCTTCA CCTTGCAGGC CACCAGCAGC TGAGCOGTGG AAGCX3GCGAC CTGCTTGGCA 
GATGAGATGA GCITCTCCTC GCTGGOGTGT OCCTGAACGG AGGCATTGGC OGCCT 

SEQ IP NO: 1372: (Length of Sequence = 340 Nucleotides) 

TTTGCTITCA GATAATGTTT CTGTATACrT TATAAATGCT ATCTGTIGGTA TCTCCTGTAT AATTNACAAT GTTTGCATGT 
AAAAAACAAA ACCCATAGAC CTTAAAAAAA AGAAAAAAAG AAATATACAC TATACATAGG CACAGCITAT GCCCAGAGCA 
TAGCAGGTGC ATAAAACACT GTTGCTATAA ATGCAAGAAA AAGGTCATTT AACCACAATC ACATTTTTTT NCATAAGNGN 
GTCTGAAATC TATACAATAT ATACATCEAT GTTTCAATGT GGAAATAATA TTCITITAAA TTTCAAGGOG TGTTATACCC 
CTGCAGGCCT GCATAAATGG 

. SEP ID NO:l373: (Length of Sequence = 315 Nucleotides) 
AATCCTGGGG GTGATITAGA ACTTAGAGGC ATTCTCAAAA TGGACCAAGC TAAATGGTAG CCmATITN CTGTAATGAT 
TCACCATGGG AAAATTAGTTA ATTCITTAAA CTTCTTACTT AATCTTATAT GTATTCCAAA TTTNCTAAAA AGAAATTAAC 
CTAGAGGITT TACAGAACTC CKiTlUTl'lT TTATTXNCCA GAAAGGAAAA ATTTATCTGT NCTGTINATIT TGTTAAAAAT 
CCIATTCCAG CTACTACTAT GGAAAAAGGA AAAGAAGAAA GGAGGAAAGG AAGGGAGAGA GGAAAGGAAG GGACG 

SEP ID ND:1374: (Length of Sequence = 327 Nucleotides) 

GAGCCAGTGG TGGCCCCCAA CAGCCCAATC TGGTACTCAG TCCAGCCTAT CAGCAGAGAG CAGATGGGAC AAATGCTGAC 
GCGGATCCTG GTGATAAGAG AAATTCAGGA GGCCATCGCA GTGGCCAATG CAAGCACIAT GCACTGAGAT GCCITGGCCA 
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AAAGGAAAAT ATAAAAGAAA ATAAAATCTC ACATTGGTGC TTAGCAGGAG AATTTCTAAA GACTTACAAA TCAACAAGCT 
GTTCAAATAA ATAATGAATO CTGCAGCT3G CPCTTACATG GGGCTTTOAG TGTCCCANTA GTAGCAGATC TCCCAGTTCT 
ATAAAAT 

SEP ID NO: 1375: (Length of Sequence = 338 Nucleotides) 

TGCATGGAAA CTTAATCTAT TCAGGTCCCA ACTTTCAGGC TTCTCTGCTC TGACAAGTAC TAGAGGCCAA TATGATAGAC 
TAGTCIGAGT TGGATCCAAG TTAGCCATTT CCAGGAATGA 1ACCAGGATA AGTATAATGG TOGTGAATAT AACOGGATTT 
TAAGGGAGAA TCATTACACC T3GAAACAAA CTGTCAATAC ACAAGTTAACT AGITGTTAAA GATTTCTAAT TTTGACCAAA 
GATTTITACT TTCCTGCTAT AGAAATGGAA ATAAACATTN ACAC7ITTAGG TTTIGAAAGC AACCACCTCC TAACAOGGTT 
CTGAGTT3GG GGCCAACA 

SEX) ID NO: 1376: (Length of Sequence = 307 Nucleotides) 

CAAGCCTCCC TCAAAAAAAT CCCCAGAGTA ATGAAAATAC AAAGTCTGCT TGTTCAAAAT TATGGTGCGA ATAAAAAAGG 
AAAGGGAGGA AGTGATGGAG TAAAGTTCAG ATTAAAAATA AAOGGAAAGT CACAACAGTC GAAAGGTGGA AAAAAACCGC 
AAATGCCCAT GANCTGATGA ATGGATAAAC AAAATTTGGT CTGTGTGTAT ATATGTCTAC AAACTTCCIT TTTATGATGA 
AATAGTATTT CATTGTGTGT GCACATGTTN CACACACANT ITAAATAGTA TTTCGTCATA AAAAAAG 

SEP ID NO: 1377: (Length of Sequence = 353 Nucleotides) 

TCGAATACAC TTGTGAATAC AGTCTGTAGG ATACATTAAC AGTCTTTCTGA GTGGGCTGCT CTTTTrTCCT CAATACIXJTA 
TATATITINN TTAAGCTCIT CITXAAAAGA TAAATATTTT TCATACTTCT CTTAAATCCT CAAGGATTAA CTCIGAGTCA 
CCAXTTGTGG TATTTTAAAT CCTTTTAAAT AAATCIUICT ATTIGCWCT GCATCAAAAC AGTAAAACAT TTCACAGGGT 
AGGATCTGAT GACCATTTCA TAATCAACAT TTTEAGGTAC CACAAGAu " ACTTTATGAG CATCCACTGA AATTATGGGC 
ATTATGTCAT ATAAATATCC AAAAATCCAT TTT 

SEQ ID NO : 1378 : (Length of Sequence - 315 Nucleotides) 

GATTTGGCAA ATATTTGGCT GAGATTTGAA AATAAATTAC ACCACTG-'-^G CACAAGTTAA TCTGAATCAA GCATCTGTTT 
ATTTGATTCA G ' i ' l ' i A TGCCT TC-'niCriT TTTICTGCAG TCCAGTTGGG GTCACAGACT CTCAATITGA CAAGACACIT 
TAAAAGCAGG AGTAGAAATT AGGC-/*3GGT TTTACAACTA TTACAGGAAC TGTCATAACA AACTTCAAGT GGATCAGTTT 
ATTTCTGATT TAACTK3GGG ATAAACAGTG TTCAATATTT TCCAAAAGAT TCTCCCCATA TAGAAGTCCC AAAAG 

SEQ ID NO: 1379: (Length of Sequence = 352 Nucleotides) 

ACOGCAAAAT TIAGCTGTTT ATTAGGITGC AAGTCTCTGC 1TCTCTCCCT GCTTTCTCTT TCTNCTTTTT CTCCCCACAA 
ATCCTCTCAA AACAGATACA AAAAGAGAAA ACTAGAAGCA AGATTGGGTC AAACATGAAG AACACAGAAA GCNTATTAAA 
TAGCTAGCTT TAAAGGGCIC TTTTTCAGTT TGAACAAAAG TAAAACGTTC TCAAAAGCAA AAACAGAAAA CAGAGCTTCC 
ACCCAGATIG TGCAACTTAA TGAGAGGAGG TIAGTGCTGA TAAACCCATT GTGAAATCIA TTATAAAGTC ACAGGTTTTT 
CAAGCAAGGA AATCCAATCC AGTTGGGGGT TG 

SEP ID NO: 1380: (Length of Sequence = 261 Nucleotides) 

AAAAA1TTAG TGAAGAOCTG AATAGATATT NCIGCAAAGA AAACATACAA GTGGTCAATA GGTATATAAA AGCTATTCAA 
TATCACTAAT CATCAGGGAA ATGCAAATCA AAACCACAAT GAGTTATCIN CTCATACCTT TNATGATGGC TAATATTAAN 
CGAGAGATAA CAAGTGTTTA TGGGGGTGTG GNGAAAAGAG AATGITCGAA CACTCTTGGT TGAAATATAA GTTGGTAGAA 
CCATTATGCA AAACACTATG A 
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SEP ID NO: 1381: {Length of Sequence - 273 Nucleotides) 

GCCACTACAC TCCAGCCT3G GACACAGAGC AAGACTCCCT CCCAAAAAAA AAAAAAAAAA TTATTAGAAA GAGGAAGAGA 
GAGATGNCAA AGCCTTTTAC AGITOGGTGT TGGGNGTTAG AGACCCAGTA CCTCAGCCTG ACATACCTAC AGAAGCACTG 
AATTTACTTA TTTACTGTTA TGAAAAAAAT AGATGCTGCC AGCCGIGCAC AGCAGAAACT ACTATTGANT CATATGGTIT 
TAGCCTTCAC CTTTAAATAT GTCTAATTAT ATG 

SEX) ID NO: 1382: (Length of Sequence = 296 Nucleotides) 

CTCCACAGCT GCCACATAGA ACAAGCAAAT CIGACATCAC AGCTLTiMTA AAAATCTCCC AGAATTCIAC AC7TGGAATAA 
AGATCACCCA CTAAACTCAG CTATGTPGAT TCGTAGGAAT TTCTCCTTGG AGTTAATAAT AATCATTAGA AAAAAAATAC 
AGGAAGAAAT AACTTCCTCC TATTdTATT GTGATAAATT GTAACAATAG CAGACATTCG TATATAGATC CTATAAGOGA 
CAAGAGGQAA AATAGGATTT GCAANTTAAG CATCTGGAAT AAATA'-LTITA GGAAAA 

SEP ID NO: 1383: (Length of Sequence = 293 Nucleotides) 

CCAAGGACCG GGCCGTGCGG CTGCTCTGGG ACCGOTCGT GCGGGGCTGC CGCGCCGACT GGTACGGAGG CAATNACCGC 
TCGGTCATCT GCTCTGACCA CTTTNCOCCA GCCTGTTTTN ACGTCTCTTC GGTTATCCAG AAGAACCTGC GCTTCTCCCA 
GOGNCTGAGG CTGG1GGCAG GCGOOGTGCC CACCCTGCAN CNGGTGCCCG CCCCGGCACC TAAGAGGGGA GAGGAGGGAG 
ACCAAGCAGG NOGCCTGGAC AOGAGAGGAG AGCTTCAGGC AGCCAGGMAT TCT 

SEP ID NO: 1384: (Length of Sequence = 378 Nucleotides) 

GGTGG'l'i'l'lG ACATGTAGAA AATAAGATGG AAGGCTGAAC TAGGGCAGTG GTCTTGGCAA ATAATCAGAT TTCAGGAATA 
TCACAAAGTG AGGNGCCCAG GATTCATGAC CATTTTNATG TAGGAATAAG GGAGGAGCCT AGGATCACTC CCCCAAGTTT 
CTGGCTCGAG TAACTGGGAT ATCAACAAGT CASTTAGCAA AATAGAGAAA ATAGGAGAAG CAGCAATCTG AGATAGAGAT 
AGAGGCAAXA TAAAGNNTTA TATATTGACC ATGCTAAATC ACCTAAATTC AGAAAGTTGT AGAAAACTTG GGTCTGGANC 
TCAGGAAAGA CACTGGATAT GTAGATTIGG AAAGTTATCA ATCTCAAAGT GATTGCTT 

SBQ ID ND:1385: (Length of Sequence = 204 Nucleotides) 

TCATTCTTGG GTGTITCTCG CAGAGGAGGG NTTTGGCAGG GTCATAGGAC AATAGTGGAG GGAAGCTCAG CAGACAAACA 
AGTGAACAAA GGTCTCTGGT TTTCNTAGGC AGAGGACCCC GAGGCCITCC GCAGTGTTCG ITTCCCTOGG TACTTNAGAT 
-TAGGGAGTGG TGATGACTCT TAACGAGCAT GCIGCCTTCA AGCA 

SEP ID NO:1386: (Length of Sequence = 238 Nucleotides) 

CCCCATCATG GGCAGCCAGA GCTCCAAGGC TCCCCGGGGC GAOGTCACCG CCGAGGAGGC AGCAGGOGCT TCCCCCGCGA 
AGGCCAACGG CATGGAGAAT GGCCACGTGA AAAGCAATGG AGACITATCC CCCAAGGGTG AAGGGGAGTC GCCCCCTG1N 
AACGGAACAN A1X3AGGCAGC CGGGGCCACT GGOGATGCCA TOGAGCCAGC ACCCCCTAGC CAGGCTGCTG AGGCCAAG 

SEP ID NO:1387 : (Length of Sequence = 295 Nucleotides) 

TlTmTlTr TlTiTl'lTlT TTTIANTTAG GCAAGAAGAG G1GTGAGTAA TTGAGGAAAA ACTGACAGAT GCTTTTCCTA 
ATACCAAAAT TGAGCTTACA ATTAGGAACT GAGTATCTGT AACAGGNTAC AGGTGACAGT GAAGATAGAA GAACCACGNT 
GACCACAGAC TCAATGTGCT CICTAACATC GCACAGTTTA CCCAGCATGA CTITOCTTAG GAGGCCCCCT CCTCACGCTA 
GACTAAAAGT CCCAGTIAAG TGAAGCCIAC CAGAAGAACT AGTAGAAGAA GCTTT 



SEP ID NO:i388: (Length of Sequence = 



201 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



332 

GCIAGTNATC TCTCAGACAC 1TGGTOGCTA GAAAAGATCC CGCACCATCC TCCAGGNTCC AATGGCCTTG GAGAGAGGGC 
TGCAGGGCCC ACGGNCATTG CTGACPCTTT AGAACGTGCT GACATGGAGC CAGACCACTC GGCCCTCAGT GCGGCGAGGA 
CCCIOTTIOT GGATGTGGAG GAGCGCGGGC CGGAGCATTG T 

SEP ID NO:1389: (Length of Sequence = 399 Nucleotides) 

GGTGCCCTGT TATCTGGTAA AAGAGCCACT TATGACCTCA GGTGCTACTT AACCTGGGGG GCAATTGTIT CITAGGCCTA 
GCAGATGTCT GGGATGACAC TAAAAACTCA GTCGTGAGAT GATFCCCTTA GCAAGATTGC TGAAGTTAGG TTTAGAOGTG 
GGAGGGTTGGG TATGIGAGCA ATGGTGCCAA TAGCQGCTCT TTATTTGCCT TGTCCTCATT ACTGCCATCA GGAAGGTGCT 
ACTQGCCTOG AGCCAGGGTG TTCATAATCT GGCCITGGGT TAACCAGACA AATAGAACTT CITITCCTAG ACKnTQGCT 
TTNTGGAGGT TGGCAGCCTC TATCACAGGN TAAAAITTCC CAAATCCATT TACCCAGTAT ATTCACTACA ATTTTTTCC 

SEP ID NO: 1390: {Length of Sequence = 381 Nucleotides} 

GGATTGAGGT GAAGATACAA CAAAGAAAGG AAATTGAACG GAATTATTAA GAGGGTCAAG TTTGATAGGC AGATAAGACT 
AGGTATCAGC AAGACATITC AAACAAAAGG AACATTATGTT AA'IITITIAA AAAAATACAT GAAAATAATA TTTAANCAAG 
GAAGGAATAT GATAAAAGAN GGATAGTTAG TAAAATTTGG ATAACATAAA GATTATTGAA TCTCCAGTCG TCAAATTTAT 
CCTAAACTAC TGGGGAGAGG . TCTCATGICA GATXTTGATT ATCGAGAAAG AGGGGTCAAG AGTATAAGNG AAATTCdTT 
TTGTTTTGAA CTTCCACTGT CCCNCTATIG TGGGCAAATA TCAAATTCAA ACCAAATATA C 

SEP XD NO:139l: {Length of Sequence = 327 Nucleotides) 

GAAGAAGTCC TTCTTAAGCA AGGCTTACAG ACTCCCAGGG AGAACAAAAT CTCmATCT CTCTGGGGTT TTAGGACCCT 
CATCAAGTCA TAGAATTGAA ATAGAGAACA TCAATTGTNC AACTTITTAA Tl'i'l'AATAGT nTTGTACTA CATAAAAATC 
ATGTTATGAA TTATTTrGTA CJITITAATTA TAACTimT AGCACTTTTA CCATATTCFF AAAAATTAAA AATTATGAGT 
NCTGAGAAAG CAGXGAAATC ACATATAGGT ATITGATTAA CTTITATGTG ATCITITACC TCAAGCTAAT GITTCTTAAA 
ATCAAGG 

SEP ID NO: 1392 : (Length of Sequence ~ 223 Nucleotides) 

TTTTTTAATA TTTAAAACAA TTTTATTCAT GAAAATATCC TCTACAATCC ACIUTACACA GCCTOGACAC GGCACACAOG 
CACACGCACA CTCTGAOGGC ACGGCCACGG TACACIGCCT AOGATAOGCG CCGGGGAOGC CGOGCCCACC GCCCGTCCCG 
GCCGGACACT TATAAATATG GGAGAAGGGC CAGAACTNGC GOGGAGAAAG GGGCGTOGGG GIT 

SEP ID NO: 1393 : {Length of Sequence = 296 Nucleotides) 

GAAAGTTTAT TATTTCCCAA TCTNCTTTAC ATTINCATTT GGAAATATCA TTCCTGACAG AAATAGNTAC ATTATACCTT 
CGAAAGCAGA AAGATCTTAA TTAATTAAAA CAGTTTACAT TTACCITAGC ATTAGGTCTG GCTGGCTAAT TTCAAAGGAT 
TAAAAATTGC ACCNATTTGG GCCAACTGGG CTCCTGAATA ATTATCCNGG GTAAAAGTAT AATATTTCAT ACTTTATACA 
T1T1QCITCA TCACACATTT ACTTTCCACA CAGTGNTCAA CTTCACATTT AAAAAG 

SEP ID NO: 1394: (Length of Sequence = 281 Nucleotides) 

ATCTTIGCAT CCCIGGGACG ATTrCCAGTT GAGCATGGIG AATAATCTCT TTGATAGGCT GTTGGATTIG AGTTGCTAGT 
ATTTTOTTGG GGCATTTTGC ATCICTNTTC ATCAGGGATA GTGGCCITCA GCTITCTTTT CCTTCTGTGTG TGTCCCTCTC 
TTCTTCTGGT ATTGGGGTAA TATTGGCCIT GTAGAATGAA TTTAGAAGAA TTCCTTTCCT TTTGATTITT TTGGAATAAT 
TTAAGAAGAA TTAGTATTAG TTClNCITrA AATG1TTGGT A 
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SEP TP NO: 1395: (Length of Sequence = 323 Nucleotides) 

CiTlTiTi'AA GATTICAAAC TGGGTTACAC ACT3GAAAAG GCTGGGTTAA GGGCCGAAAT TTAATAAATC TGTCACTGATA 
ACIAAAGGCT ACAGAGATTT CATATATTTT TITl'AACTIT TAGAAATCAG AGIGCTTATA AAATQGCTGG CTCATGGCTC 
TGTCACCCAG CATCTCTGAC GCCGCCTCCT AGCCTTCGTT GGTGAGATAA CCNGGNATAG TGATTCCATG CGTAAACAAC 
AAGAATACTA AACCAATAAA ACTAGCTEAT CATGCAAATA TTANGGCATC TAGAAAGTCA GTXAAAATAA TA1TGTCATA 
GAG 

SEP ID NO: 1396: (Length of Sequence = 384 Nucleotides} 

1GCCTCC0GG GTCTCATGCGA TICIttCQGCC TCAGTCTCTT GAGTAGCTGG GATCACAGGC ATGCACCACC ATGCCTAATT 
TTTCTACTGA TGCCAGCACT TTCTTAGCAA CCCCAGCTGG TGTCCTAGTA TGCCCCCTCC AGTCCACTGT CTCTGGGCCC 
AGTTCAGCGC TAGGACTTGC TIAAGAGTTT CAGTCCTICT AGCCTA'EACT GCCTITNAOG TTTATTTAGA GATCTAGAGC 
ACITI'AACCC TCAGTGGCAA GGTTTGTGGG AACTCGAGTT OGGACCACTG GGATTGGCAA ATTCCCCTCT GGGCTAGGGT 
TGCTTTAAAT GCTCCCTTCA CGTCTGGGCA ATCAGCTGAG TITGGTCCAG TTTTCCTITC TGCT 

SEP ID NO:1397: (Length of Sequence = 370 Nucleotides) 

TTGAGITINT TCAGTGGCAT CCCCD3CTCC CCTGAGCACA CACAGTCTTT TCTATTTATG ACTGTAGTGC CAAGCAGAAT 
TTCCATCTNC 1TCCTAGCIG CCCATTCTCA CCCCTCAQGG TCTCATACTT CTCCCTGGAA GCCTCCCAAG CACTCAATGT 
GACAGGGACC AAGTATGTAC AAQGCAACAT ATTGGGTTCA AGTGCAAACT AAGGGAACCA GGGCCTGTIT TTCTAGTITG 
GAAGnnrc TITATCCTAA gaaaagagac AGAOCAAAAC CAAGAAGATC AACAATAACT CTrcTCITTG TCATCACGGT 
GA3X3ACATCA AGGTACTGAT ATTAACCAGA AGTTACAACA AGAAQGAAXT 

SBQ ID NO: 1398: (Length of Sequence = 307 Nucleotides) 

ATCAGCATTA GCTTCTTCACC AAAGTGATAC AAGTCCTGAAG GTCTTCATCA GCAGTC7TCCC TCATAGTCAG OGCCKEACCG 
AAGAGGCCTG TCCXTCTCAT AGGGCCITCC AGCCACINCT TCCCCACAGG CCTGA1TCIN CTGTGGCTGG GAGTGTGGAC 
TGATrnSTTA TGATCTGAGA GATCCCNNGG GGTCTGAGCT ACOGCACCTG GCTGAACTTT CAAGGAGAAG TTICTGCATC 
ANTTTTCAAA AAATTATGAT ATCAAAAGAT AGCTGTGCCC TACATTTGGG AAAGATACAA AAACTTG 

SEP ID ND:1399: (Length of Sequence = 380 Nucleotides) 

CTGAATTATT GAGGATGAAT TGATAAAGAC AGGTGTAATC AACIGAGGCC GGGCATTAGA CTSAGCAGCT GACTGTCCCT 
CAGAAACCAT AACCTTGCTA CCCGCATTGG GCATFGTGAC AACICTIGAC ATCAATGCAG ACIX3CAAGIN AfflTQGCAAA 
GCTGCTGATG TGITAGCTGA ACTTCTGATG GGATTGGAAG TGACAAAIAC AGTEATTTGA TTTGGQGGCA AGGGAGTNGA 
AA2GGAQGAA GAGCTAACAG GTCTTGACAT TACTGGAGGG ATGCTTGCT3 CAAOGTTAGA ACTGAOCTCA CTCAATTQGG 
GGATGCACAA GGGATGAACA CAGCTCATTT CCTGINAGGT AAGITTAGGG AATTAGAAGG 

SEP ID ND:1400: (Length of Sequence = 232 Nucleotides) 

ATTAXAGATA CACACCAOCA CACCOGGCTC CTCACATEAA AGTGGGNTTA TGACCATGAA CACTTCGTAT TAATAAATGT 
CTCAGCACAC OCAAGCCTGA AAATCTGATC TAAACCTCCT TAACTTGAAT TCCATCCACA ATCCACAACT TOCTCGGNAA 
AAATOINTCC CAGCTTCTCC TTCCTCTAGC CCAAGAAACA GCCTTAACAG OGNGCGATTT CATTCCTACA CT 

SEP ID NO: 1401: (Length of Sequence = 349 Nucleotides) 

AAGCTAAATT TATAATGAAC AGATTGAAGA AAAATAAAGA GCTACAGAAA GTTCAGGATA TCAAAGAAGT CAAGCAAAAC 
ATCCATCTTA TCCGAGCCCC TCTTGCAGGC AAAGGGAAAC AGTTGGAAGA GAAAATGGTA CAGCAGITAC AAGAGGATGT 
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GGACATCGAA GATGCTCCTT AAAAATCTCT GTAACCATTT CTnTATGTA CATTIGAAAA TGCCCOTTCG NTACTPGGAA 
CPGCTAAATT ATTTTATTTT TTACATAAGG TCACTTAAAT GTAAAGCGCT TAAAAGACAT CTTTNCTNGC ATTGCCATCT 
TAATATC AGATATTACG GGATGTTAG 

SEQ ID NO: 1402: (Length of Sequence = 338 Nucleotides) 

CTAATTGCTA TTTGATGTTA TTTTAAGAAA TTAACCCTTA AAACTTTAAT TCCTTAAAAC AATCTCAAAC AGAAGAAGCA 
AAAGCITCTN CICTGCTCCA GGAAATAAGA TTCAGCACCA ATGAAAATAA ATTATAGAAA ATCAGAAGAT GGGTCAATAT 
GAGTGGAAAA AACCTAACAT TITAATTGTT TITOCTCTCA ATAATTGTGT TGAACCATCC AAAAAAGTAT GATACAAAAA 
TAGCACTATA CTAAGAGCCA GATGACATGT CCTTAAAGCC TTAGCTCTGC AAATTATTGG TTCTCTAACA CTAGGGNACA 
ACACTTAGNC TCTCCTAG 

SEP ID NO: 1403 : (Length of Sequence = 381 Nucleotides) 

GGAGTCTCAC TTICTTGCCC AGGCTAGAGT GCX3AN3GOGT GATCTCNGCr CACCACAACC TCCATCTCCT GGGTTCAAGC 
GATTCTCCTG CCTCAGCCTC CTGAGCAGGT GGGGTTACAG CTGCCOGCCA COGCACCCAG CCAACTTTNT GTTCTCAGCA 
GAGAC^GC TTCGCCATGT TGGTCAGGCT GGTCTCGAAC TCACCTCAAG TGATITGCCC ACC7TTGGCCA CCCAAAGTGC 
TGGGATTATA GGCCTGAGCA CliNCACCTG GCCTCTAAGC TTAATCATTT CTAGGCIT1T NATTCAAAGT GAGAAACATG 
TGACTCTITC CTTTCATTPG GGACACTITA AAAGGGGTTA TTAAATTGAC CCTAATTACA A 

SEQ ID NO: 1404 : (Length of Sequence = 325 Nucleotides) 

AGCTCATCAG CTATCATTIG TCJTTAGTGTA TTTNATGTAT GGCCCAAGAC AATTCTNCTT TITCCAGTCT GGCCCAGGGA 
AGCCAAAAGA TTGGATACCC CTGACAGGAT TCCAGGATTC TTITCTAATT NCTCAGAGGC CCTCICTGCA TACTCCCTAA 
GGACTATCCA CATTCTTTAT TACHTCATT GGCAATAGCT ATAAAATTCT ATTTGTT3GN TA'1'i'i.'lACTG NAATOTTACT 
TCITTTTGCT TATTTACTGA TTCGGTGGGA GGAAGTCAAA GGATGAATAA ATCTAACCNT TTTTAAAAAG GAAAGGCTAA 
AAATA 

SEQ ID NO: 1405: (Length of Sequence = 349 Nucleotides) 

GGATTATGAC TGAACGTCCT CAGCATGTTG GCCITCACCC CTGGOGCTGG CTOGAACACA AAGATGCGGC CCGCACGGAG 
CAGATTCACA GGGACCTTGG GGTTGATCTC CATGGTTAGG AAGAGTCGGA AGCAGGCATG CGGCTGCAGG GAATGCAACT 
TCTTCTCCAG CTGCATCAGC CACCCTGGGG CCAGATGCAC ATTCITCAGC ATCACCCACC TGCCCGANTT TACAAGCGGT 

GirrrATTGc cttatctgct togttaaagc cttcitcaga gccgattgca attgaaggga tcttcggggt tctnctoggc 

TNCAAAGGTC CTCGACAATG TTCCCCTTG 

SEQ ID NO: 1406 : {Length of Sequence = 392 Nucleotides) 

GGACTGCCCG TTTGTTTATC AGACAGGGTC TCATTCTGTC ACTCAGGCTG GACTGCACTG TCATGATCAT GGCTCACTGC 
AGCCTCGACC TCTCAGGCTC AAGTGATCCT TGCATCTCAA CCTCACGAGT AGCTAOGACT ACAGGTATCC CCCACTATGC 
CTGGATAATT GTOCCTTTTT Tl'lTmUGT AGAAACAGGG TCTCATTCTG TTGCCCAGGC TAGTCTCAAA CTGCTGGACT 
CAAGTGATCC TTCCAACTCG GCCTCCCAAA CTGCTGGGAT TACAGATGTG AGTCACAATG NCCAGCATGG ATTGTCCTTT 
TCAGACCCAG ACCAAAGAAC AGGACTTATT TX7TCCCAAGA CCAATCTAGG NAAAGTATAA GCIGTCTIUT CA 

SSQ ID N0:1407: (Length of Sequence - 362 Nucleotides) 

GTTAATTGGG NTTCACAAGC AATAATITCT CCACAACAAA AACCACAACT TGAAGNGAGT TGAAAAGNGN TCAATAGTCG 
AAACAGTCGC CTCAGTACIT TTNCTTICTG GNTTTCATCT CTAGAAATTT NAACTGTTIN AGNCAGAGTC CACCCTTTGT 
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GCAAGGCGNG AACCNATCAA TGGACTCCTT GTGTGAATEA TTGCATCTTC TTCCAAAGCA GGTTCATCAA GACTTTCACA 
GAGATTCA1T THNTTGAGA AGTAAGGGTT AATAGGAGGA TAGAATTTGG TTCCNAATCT ACTGNTAAAA GTGTCCAAGC 
AAATCAAAAA GTAAGATATT TTAGGGGCCA TACCCACATC TT 



SEP ID NO:1408: (Length of Sequence = 388 Nucleotides) 

CCCCGCAGCA CCADGAGCK3 ACCTCGCTCT T0C3AGTCTCC GGTCIGCTTT GACTATCTCC TGCCTCCTAT TCTCCACTGC 
CAGGCCGGGC ACCTGGTCT3 TAACCAATGC CGCCAGAAGT T3AGCTGCIG CCCGACGTCC AGGGGCGCCC TGACGCCCAG 
CATCAGGAAC CTC3GCTATQG AGAAGGTGGC CTCGGCAGTC CTCTITCCCT CTAAGEATGC CACCAOQGGC TOTTCCCTGA 
CCCTGCACCA TAGGGAGAAA CCAGAACATG AAGACATATG TNAAXACCGT CCCTACTCCT QTCCATGTCC TGGTGCITTC 
CTGCAAGTGG CN3GGGTCCC TQGGAAGCTT TGATTGTCCC ATNTNAATGG AACGGCCCAC AAAGAGCA 



SEP ID ND:1409: (Length of Sequence = 348 Nucleotides) 

CAATGAACTC dTAAGCTCT CTTAATATGA GAATCTCTTT ATCTCTTCTT TATITCCAAA GGACAGCTTT GCTGGTTAAA 
ATAXIUTTGG TEAAGITITG TTITTAGTAC TTAGCATATA TCATTCCACT CTCTCCT3GC CTGIAAAGCC TCTGCIGAAA 
GATCCACTTC TAGCCTTATT GAAACTCCCT TCIATGTTAT TCX3STITC7INC CTCTIGCTGC TTCCAACATC CTCTCTTICT 
CCATAA3TIX3 TAACAGATTC AATATAATAT GAATTAG-JCC TCTTTAGACT GAATCTCATT GGAGNCTTTT CACCXTTTCTT 
GTTTITGGCT ATTTATNTCT TTTCACAG 



SEQ ID NO: 1410: (Length of Sequence = 370 Nucleotides) 

GACTAT1TAT TCTGCCTTAA ATCAATGGCA AATAAGTCAA GATCACATCT 1CTGAATGTA GACTATGGAT ACACTCCTAA 
XAGATDGATG TACTCATAAA AGGGGGTCAA GTAGATOITT TNCTGTTATG TAAGCAATAA TTTTCCCCTG TCITATTGAG 
TATCGCTAGC GATTATTTAT TACAT3CEAG ATGGGTTCTT TGCATGTGGG TTCCATATAG GTGCAGAAAT TTCCTCAGCC 
ACTGGAGGGA TITQGACCAT ATTTGTCATT TOGATGAGCT GTIKTTAGAT T3AAATCEAC ACATCATTIX7 ATTAAAAATT 
CTSCCCTAGA AAACGCAAAG CTNTTGCACA ATC3GCGATTA AAATTATGGG 



SEQ ID NO: 1411: (Length of Sequence = 385 
GTCTCAAACT CCTGACCTCA GGCGATCCAC CCACCTCAGC 
GGCCEA3GAG TGGTCTTTTA ATTAGGAAAT TTACAT1TIT 
TITITHTIT. TTGAGATGGA CTCTTGCTCT CTCACCCAGG 
GCXTCCK3GG CTCGAGTGAT TCTCIGCCTC AGCCTTCCAA 
ATTTTNCTGG TTTITAGTAG AGAA3QGQQG TTITCCIAAT 



Nucleotides) 

GTCCCAAAGT GCTGGGATTA TAGGCSIGAG CACCGCACCT 
ACATTAGTGA GATTOGTCTT TTGGGCIMT GTALTITITI' 
CTGGAGTGCA GTACTGCAAT C1TQGCCCAC TGCAACCTCT 
GTTAGCTGGGA CEACAGGCAT NTGCCACOGC ACCTGGGGTA 
GTTK3GCCAG GCTTGGGCIT GAAAT 



SEQ ID NQ;1412: (Length of Sequence = 337 Nucleotides) 

CCATTCAGAT TCCTCCT3GG CCTCCTOGCC CCATTTGCGA CAGATITGCT ACCIGCTCCA GCTCAGOGAC CCITCCCTCT 
ATGATGAAGT GCATTGAAGA GAACAATGGT CTGGACAAGA GGATCAGCAG CJITEATTCrC CCCATCGGGG CCACCCTGAA 
CATGGAQQGA GCAGCCATCT TCCAGTGTCT GGCCGCX3GTG TTCATTGOGC AACTCAACAA CGTAGAGCTC AACGCAGGAC 
AGATTTTCAC CATTCTAGTG ACTGCCACAG (CTCCAGIGT TGGAGCAGCA GGCGTNCCAN CTNGAQGGGT CCTCANCATT 
GCCATTATCC TGGGAGG 



SEP ID ND:1413 : (Length of Sequence = 367 Nucleotides) 
ATAAGTGGAG TGAAGAAATT AATGCATAGT TCAAGCCTAA ACAAXACAAG CATCTCACGC 
TGAAGATCAC CTGGCCAAGG AGCTGGAAGA CCTGAACAAA TGGGGTCTTA ACATCTTTAA 



1TTGGAGTCA ACAdGAAAA 
TGIGGCTX3GA TA1TCTCACA 
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ATAGACOCCT AACATGCATC ATGTATGCTA TATTCCAGGA AAGAGACCTC CTAAAGACAT TCAGAATCTC ATCTGACACA 
TTTA1AACCT ACATGATGAC TTTAGAAGGC CAITACCATT CTGACGTGGC ATATCACAAC AGCCTGCACG CTGCTMATGT 
AGNCCAGTCG ACCCATGTTC TCCTTTCTAC ANCAGCAITA GACGGTG 

SBO ID NO: 1414 : (Length of Sequence = 360 Nucleotides) 

GTATACAGOG TGGTCCAGCC ACCCGACAGC GAGATGGGCA TTTIAAGAAA CGCTCTCGGC CAGATCTCCG AACCAGAGCC 
AGAAGGAATC TNTACAAAAA ACAGGAGTCA GAACAAGCAG GGGTTGCTAA GGATGCAAAA TCTGTGGCCT CAGATGTTCC 
CCTCIACAAG GATGGGGAGG CTAAGACTGA CCCAGCAGGG CTGAGCAGTC CCCATCINCC AGGNACATCC TCTGCAGCAC 
CCGACCTGGA GGGTCCOGAA TTICCAGTTG AGTCTOTGGC TTCICGGATC CAGGCINAGC CAGACAACTT GGGACGTTGCC 
TCTGCATCTT CAGACAGAAT TNCTAGCCIG CCTOAGGAAA 

SBQ ID NO: 1415: (Length of Sequence = 314 Nucleotides) 

CTCAAACACA GCATTTGAAG TCTTAATATT TTAGTACATA CTATACTATC TCTNCTTACA ATTCTTTTIT GITAAAGAAA 

ccATOrnrr nattctaaag AGTTrccrrr acictggatt ttacpgattg cmctttgtt gatgggitaa gattgtccnn 

; r ' ATAGCAT TAG1NCITTC AATGTTGOTGT ATTCAGTGCT GCCTCTSGGC TCCIAAACIG TGGAGGGCTTG TTTGTCCCTA 
r ;"- .7TAAATGG GGACAGATTG TCCTGCTTTT TAATTCTCAA TGCCTGACTT TTACCCNCTA AC7ITITCCGT AGAT 

SBO ID NO: 1416: (Length of Sequence = 370 Nucleotides) 

TIXXATTTTT GCTCCTTCTC AGGATAATAG CAGACOGGTG ATCACAACTT TAGTTTTCAT GAGATAACCT CCTTATCT. : " 
TAAAAATGGT CTCTA1TA1T TTCCAAGAGA AGACCAGTAA ACACIAAACA CCTGCCTIGA TCTCAGTCTC TTAGATGTIT 
TCCTCTTTCT CCTTTATCCT AGCAAACTCC CCAGGTIGCT AITdTATTC CCATTTTATA GATOGGCAAC TGGCTAAGAG 
AGCTAAGCIT GCTGAGGTCA CTGAGATACT GGGGAAAGGA GCTPGGTTCA CATCAGGTAT GCATTCCCCC AAGGTTCCAG 
TGGGGCATCT GAAGGAAGGG GTTTCTGGAA CTGCAAAATA TAGGGTIACTG 

SEQ ID NO: 1417: (Length of Sequence = 365 Nucleotides) 

GACTCCITCG CCAA3GGAGC CATCAGCACC AbTlUl'lCCA GAGCAGCCAC AACACCACTG ACCTCCCTTC TGCTTCCGGC 
CAATCCCGAC AGAGCCTCTT CCCGAGTCTT GAGCTCCTGG ATAGCTGCCT CAATAAAGCA GGACTCGGGA GTGTGCTTCT 
CCTCTGCCAG CTGCIGCTCT ACTGCTACTT TCTCCTCCAG AACTACCCGG TGCAGCACCT GCTCCTTAGA GGCCAGCAGC 
AACTTGGACT ACTGGCTGTG CTGTTCATCT CCTAGATGAA TGGGATGGTC TACATTCATC CATTTGGGAT TTTGGGCAAA 
AGCCACCAAC AACCCCTTIT TTTCCCTCTr CAATCAAGCT GCAAT 

SEQ ID NO:1418: (Length of Sequence = 354 Nucleotides) 

CCAAATCCIT AAGTTTACAA AGCICTTGGA AAACTCTCTG TCCTGATTTC AACAATCACG ClTiXJlTJLGA AAGATGAGCC 
AAGCTCACAG ACACTAAATT TTATGTCATG CCATAAGCTG GAGAGGAGCC ATTTGGCTAC AGCTGOGGAA CTTCATTGAG 
GAGCAAAT3A AAGGCACATG GAOGAGCAOG CTGGTGCACT TCATGTTCTT CCTGCCIGTC AATTGAATAC TGTCCTT3GTA 
GCAGTTTPGG CTCGGTCAGG AGCTCAAGGC TGGTITGTGT GGCTGACTAC GGA.TGAGCAC TGAAGTTGCC TCAAAGAATT 
AAGGGCTGTC CACANCAGCC TCITGGGGTC TUT 

SEQ ID NQ:1419: (Length of Sequence = 363 Nucleotides) 

CT3GAAAAOG TGGAAATGAT CTGGCCACTG AAAGAAATTC AAGACAACIG AAACAACTGC AGATTTCCAT TTTCAGCTCG 
TGTTTTCTTA TGAACAATAA CATTGCAGAA GGGGAAATAT CAGAAAGTTG ATTGATTTCT AACCCAAAAA TAGAACTTTT 
TGTAAGCTAG GAAAGCATCT AAAATTAACA AGAATACAAA AATGCACTTT TGITTACATT TGCTCTATTT AGATCTTACA 
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AGAGATTATG TCITGAATCT ATCCTGACTT CAGCAAAAGA CAAAAGAACG TIGAAAACAT CCTATTTCCA AATCGTITAC 
AGGAAGTTAC CTAAGGAGNC TGACAGATTC AAOGGCTGCT ACC 

SEP ID ND:1420: (Length of Sequence = 326 Nucleotides) 

GAAGATTTPC TAGAAGCAAA TAGTCCCACC ATCCGTCATG AGGNTCTGTT TCIATAACGC TICTNTGTCT TINAGACEAC 
GTAGCTGGTA GCTTATGAGT ACTAATGTNC TITIUTEAGT AAA1GTCACC AAATAAGCAA ATAAGAGAAA CATCAAGGCC 
AAAAACTGTN TTACTA1TCA GGAGAAAATG GACGGTTTAG CAACAATACA ATGTAGACTT CAAAATATGA AAAATCAAGG 
AAATTNCTGT CATIGTCTTT AAGGGCCTCC AGAGAAGTAT TAATTICTCC TTTATGTSAA TTTAATGAGA TCATGTGAAA 
TGTATG 

SEP ID NO: 1421: (Length of Sequence = 294 Nucleotides) 

ACCCAGTACA GGTACTCTCA CAGGAGGCAC TCAGCAGGGA TGTAOTGACA GCAGGTAAGA OTCCACCTCT NTCCCTGCCT 
GCKCCTQGGA TCCAGTATTG GCCCATCTAT CTNCCCCATT TCCTCAGGCT TCCIGGACIT TINTTGGAGG GAAAGAGGAA 
CAGAAAGAGG AGCAGGCAGG AGAAGCAAGA GCTCCOGGGG GCTATGAAAG GTAACAXACC TGGAGAGTCT NGGGAGACGG 
CGGCTTEJTNA GAGACAAGGG GAAGAGACAG AAACAGGAGT ATTCTAAGAA GCAT 

SEP ID NO: 1422: (Length of Sequence = 306 Nucleotides) 

GAAGGGCATA TTTAATAGCT GCTGCAAACA TATGGAATAG TGdTIAATC AGTGGTGAAC AAGAAATTGC CTGTTGTTGG 
TTATAAAAAC AAGGGACATT AATCTNCITG TTCTTGTACC ATAGTAATGT GNAAAAAAAA ATACTGGTTC NAATCGTGTT 
TAA3TTGTAC ACTITGTCTC AAAGTAGAAT GGGNCAGAXA TTTTQGTQGA TAGGLT1T1G TCTTAGTEAT AAAAATTAGG 
NCA3TTGGTA TCATAAAGGC NGAGAATCTT AACAATT3GG CACTGGCCCA GAAAATINCA GGGTGC 

SEP ID NO:1423: (Length of Sequence = 274 Nucleotides) 

TGTG1CTGTG TGTGTCTGT3 TGTGTGAGAA ATGGGGAAAG ACTGGTCTAG ATAATATTTC AGGIACCITC CAACACTAAA 
ATGGTATGAT TCCCAGCTTA CAAAAAGCAA ACIATTTEAA TATTCACCAC TCAAIAXAGT GXATCAAGCT CTCGCTTEAT 
GTTIAAGGGC TIAGGC2JACA GCAGCAACTA TTCGTGGGCA ATTAATNCAA AAACTCATCT TACCAAAAAG GCATGTTTAG 
(2JCCTGCAGG ATAGTGAAAA AGCAAGAACA GTCT 



SEQ ID NO-.1424: (Length, of Sequence = 297 Nucleotides) 

GGAGGA3TAC TTGAGCCCAG AAAAAAAAAA AAGCCTCAGG GCTTTCGGTG AATGTIGICT GGACTTCOGT GAGAACAGAC 
CTTTGATCTG AACTGANTTC AAGGCTGATA CAGCCCAGAA CCAGGNACAA GGTCAGAAAC TGCTCGTITC CGGGAGGCAG 
GACTICCTAA CCGGGAGGCA CTCCAGTNCA CTTTCTGAAA CAGGTTTGGA GGATAGGGAA ATTCCTGNCA GCCCGGGGGG 
ATCCACITAG TITCTIAGNA GCGGCCGCCA CCGOGCTGGA AGGCTCCAGC ' lTl ' lgiT 



SEQ ID NO: 1425: (Length of Sequence = 276 Nucleotides) 

ArrrrrrcAA ggatggaaag gtcagagaaa aataaaataa aacatctttc aatagtcttt cctgctaaaa gcagcgtctc 

TNTGGGCTGG GGAGTAAAGG GT3TGGGGCA AGGGGAGTTGG GGAGAGGCTG TAAACCITCC CCCAAACCCC AGTTTCAGAT 
CCTTTGGTTT CCITCTCCCA GAAGATGGNC AGAAGGGCAT NGTGGGNAAC AGCAGGCAGG AAAATATGCT GATGACAAAC 
CCCAGATGAT CAAGGGGCTG ATGCTCCTGG GGCCCA .. 

SEP ID NO: 1426: (Length of Sequence = 295 Nucleotides) 
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TAGTGGCATA TGGACOGGAA AGGGTTAATT TAAAGGGGGG GAACCTCAAA AGTTnTTTA AAAAAGAAAC TIGTCTGCCA 
CAGTATOITA CCAGTCTTAA CCCITCTGCC AGTTAGCAAA CTiTlGCCTT AAGCCTTTTT CCTCTAGGAT ACTCCCCATG 
TTTOGGIAAT CITGQGCATA CATTTTTTAA GNATCGACCT CnTGCCITC TTITGTTTrC ATGCTGCTGT ATGTCCAAGT 
ATTGTTAATT TCATAATAAG ACAAGAGTTG ITl'll'lTITI' TAATTCCTIT TTCCC 

SEP ID NO:1427: (Length of Sequence = 207 Nucleotides) 

TCAGGAATGA TAGTATCT3G GATGAACICT TdTTAATAA GATTCAGGCC AGTNTTGGT3 GGTGTNTCCG GATCATTCTT 
ACTGC2JGCAG CCCCAGCATC ACCAACAGTT CTGGGAATTT CTCOGGGCAG CTCTAGGCTG CCAGGTTTAT GAAAGGTTAT 
GGCCAAACTG AGTGCCACAG CTGGATGTAA CCTTNCACCA CTCCTGG 

SEP ID NO: 1428: (Length of Sequence = 223 Nucleotides) 

TAACATTCTC TCCAACCTCC CCAGCTCCCA TCAGTGTTCA GAAGGAATCT AGGOCAGCTC CIGGGAGATG CCAGTTAAGC 
OGCTTIGAAT CCTGTGCCTT TCCAATTCNC CCITATAGCA CTCGATGTCA GGGATTGGGA CAACTTTCAA AACAAGTCCA 
TCAAAGTCCC CATGQGCACT AGGQGCTCIG GGAACCCAGT GTOGAGAGGC TTAGAGNCAT TGC 

SEQ ID ND.-1429: (Length of Sequence = 222 Nucleotides) 

AAAACCAAGG AGCAAAGGGG AGACAGAGAG AAAAGTGGGA TGGATTCAAA GACATTCCAA CATAGAACTN ACCGAACPGG 
CTTGTNTSAG GTAAGGGNGG CAGGATGACT CACAGGTTTC TQGGATTATG TGCAACAGGT GGAAGGTGAT GCCATTAGCC 
AGAATAAGGC TCTAGGCINA AGGGGAGTNA AACTGGTTCT GGGGGTATAA CATTGATAGG CC 

SEP ID NO: 1430: (Length oi Sequence - 246 Nucleotides) 

CAAAATTICC TCTATCCTTT CATCSGTITO CTTTICTTIG TTTTGGTAAG AACATTTAAC ATGAGATCTA TLTHNAGIT 
GTTCTTGTGG TTGANCTTTT TTAGATACAT AGTCTCACTC TGTTACCCAG GACIGGAGTG CCAGTGGACA TGATCCACAG 
CTCJiCTGACA GGCCTCAAAC TCCTGGGACC CAAATGAATC CCTCCCACCT NCAGCCCTCC CAAGTAGGCT AGGGACTACA 
GATGTG 

SEP ID NO: 1431: (Length of Sequence = 364 Nucleotides) 

CTINCCACTC GATGATGCIT CTATAATTTT GCCL'lTfAAC AGAAACTTTC AAAAGGGAAG AGYITITGTG AATGGGGGAG 
AGGGTGAAGG AGGTCAGGCC CCACTCCTTC CTGCA1TCIT TACAGTCATT GGGAATAAGG CATGGCTCAA ATCGGCCACA 
GGQTCGGTCA CCITGTGCCC CAGGGTITETG CCCCCAAGTG CCTCCATTrA AAAGCATTAA GGCCGCTACG GCATCTTCAA 
AACAGAGGGC TGGCATTOGA GGAAACCCTT GCTGCTTTAG TCCOGATAGG GTATTTGAAC CCOGCNTATA TTTTAAGGCA 
TTTTAAATTC TCTTCCCCCC ATTTTATIGA CTTTCAACAA TTAA 

SEP ID NO: 1432: (Length of Sequence = 208 Nucleotides) 

CTGAGTNAAC ATGGATGGAA ACAAATTATT AGGTTGTNCA AAGTCAAAAA CACCAAAAAT AAGATTTAAA AAGAATGTCA 
GGTATCCATA GAAAAATATT AATAGGTICTA ATACATATGT AAAANTTGGC GTCCCAGGGG GNAGAGACTG NAAAGTTATA 
TTTimATGG CTGAAATCCC CCCAAN7TIA ACATAAAGCA CAACATTT 



SEP ID NO: 1433: (Length of Sequence = 274 Nucleotides) 

GGAAGGTTTT TAATGCA3GA AGIATACTTG TGATCCTGGA GGITGGAAAA GATTCAGTAA AGATAAAGTT TGGCAAAAAT 
GATTCTNTCC CTAGGATITG GGGATATGTA AATCAAACCA AAGGCACATT CTGCAGCTCA CAGCAACCTT CA TI'ITIT GT 
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CCTAGATTGA CTTATCTATC AAGAATCATT CATTCCCTCT CAGCCCITGC AACTGTTTCC NATGACTYTG GACTTGGCCA 
TGCAACTIGC TTTGGCCAAT ACAATGTGAG TTAA 



SEQ ID NO:1434: (Length of Sequence = 249 Nucleotides) 

GCTCCATAGG TCTAAGITTG ANCTTTTCTA GAAAAGGATT TGCAGGAOGA TCIGACGAAT CTTGGGCITC CAAATTAGTT 
CCAACAGITC TAb'lA'l'l'l'lT TTTTTITITT T1T1UACAGA AGCAAATAAG TAAGTTTNAC TTTGTPGATTA AAACAAAACT 
GAAATGCA3T TAGTCCCAGG AAATCNCAAT CCTTTOTGCA TCTNACTITT TTCTGCICTG ACCTCGAGNT TCTCTTGTCC 
TCTTCAGTT 

SEQ ID SBD:1435: (Length of Sequence ~ 201 Nucleotides) 

GAATGGGGCC AATGGCACTC ACTGIOTCTr CAGGCCCCCA CGGAOGGCAT GCCTGGGGAA GCCTAGTCTA CITACCATCA 
GCACC7TTGAT CTNTCACACA GCATGGAGCC ATAGTTTACA AAGGACCAOG GCAGGTCAAG GACAGGCCAC TAAAACTTTT 
GCTGCTGQGC ACATNACCCA CCCTCACCAN CATCAAAGAC A 



SEP. ID NO: 1436: (Length of Sequence = 312 
GGGAAAGGTA TATTAACCTT CTGCATCAAA GATCTAACAG 
GGACAAGRAA GAGTCAATTA ATCTATAATA AAGATCAATG 
TTTACAGAAC AAGAGCAATG AGGAAGACCG TIATGCTATA 
TCCAGGGGCT TAACTTCCCC CTTGGCATAA TAAATTTAAG 

SEP ID NO: 1437: (Length of Sequence = 294 
ATTCCAATGG TAATACTAAC GAATICTGCT ATCTAAATAT 
ACAGGGAACC AATATTTCNC AAATIATCCA CATCTAATAT 
GAGAAATGGA TGGA'IVITAA TGTGAGATAG TACAAGANGT 
TTAANGAAAC TITCAdTCT TGAGTTITGG GTATAGGAAT 

SEP ID NO:1438: (Length of Sequence = 311 
GGGULTITGA CITICTGAAT GAGCACAATG AAATGCOGCC 
TAAATAACAT AAATCGTTGA ACATAATGTT CCNGTTGAAT 
TITCCNGNTA AAACCATGAA CANTGGCTAT GATGAAGGTT 
TTGGCITGAA GGGAACCCAT CATTAAATGC AANGCTAGGG 



Nucleotides) 

TCATGGGGTC TTGGIGGCCA TCTGGTCTGA GTTAGGTACA 
ATTGAAAGAA GGGAGATCTG GTCTCTGTCT CTCCTAGTCA 
ATCTAAGNAA CAGAATTGGA AATATGCTAC TGACTCAGTC 
GAGTCCTAAA ATHTAITIT CCCT1ACATT GG 

Nucleotides) 

TGGATAGTAA AAACGTCAAC ATITAGAAAA TGTATATCAC 
TAGGCAACCA CGCGCAANAA AAGACACCTT CAAAGTACAG 
TTATTGAXAT AGTITCAAGA TTCCATATIX3 TAATAAACCT 
CCAAAAAAAA AAAA 

Nucleotides) 

TACTGATCCT TCTMATGATC AGAACTCTTT TTTAATAAAA 
GCAARNCAAA AAAAATATGG NAAAffilTlT GNTAAAATTT 
ATEACATATG GAAAAAAAAC TCACACAAGC ATATTTGNAT 
ATTCTTITOG AAGCAGITGA TCCTCAGGTT T 



SEP ID NO: 1439: (Length of Sequence = 265 Nucleotides) 

CGTGACACAG TTGAAGGAGT CGCTTAAAGA AGTCCAGCT3 GAGAGAGATC AATATGCTGA ACAAATAAAA GGAGAGAGGG 
CCCACTGGCA GCAGAGGATG AGGAAAATNT CX3CAGGAGGT TTGCACATTG AAGGAGGAGA AGAAGCATGA TACGCATOGG 
GTAGAGGAGC TNGAGAGGAG CTINTCCAGA CTCAAAAACC AGATGGCTNA GCCACTGCCC COGGATGCCC CAGCAGTINTC 
CTCTGAGCTG GAGCTNCAAG ACCIT 

SEQ ID NO: 1440: (Length of Sequence = 241 Nucleotides) 

GrrmcrcT tgtgaagata gcactttaat cctaaatgag catgtaaogt gtgacagatc ctatatcagt tttaataatt 

GAAGCAGATA CTAATAACTA GATTATTGAC ATITITCNGT CAICTGTTCA GOTATTGCTT CAAACTTGCT CAAATTATAC 
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TIGGNATTCT ATAGTGTTTT ATTTATTATA TACTCTNCTT CTAATAANNT GGTAATCTAG TTTCCAGAAT CA1GCAAATA 
G 

SEP TP NO: 1441: (Length of Sequence - 247 Nucleotides) 

GACCCCGATA TTCCGGCATC ACATAGATAT CCTCCAGATA AANGGTGCGT CCCITCCATG TACICTAGAT GAAATAGTAT 
ATCCCATAGC CCACCACGCA GGGCCCCAGT AGCITCCCGG GOGCTGGAAG AATCTCTGCT ACCAAACACT GATAGAAAGG 
ATTCTNTCCA AAGOCATCTG CTCTCAGGGC TTCTTCACIG ATAGGNGTTT 7TTTCAAGNA ATAATUCATG CTAAGAATCG 
GGTATTT 

SEP ID NO: 1442 : (Length of Sequence = 233 Nucleotides) 

GATEACAGCC AAGTTCATGA ATACAAATAA AATAGCAATT TCCCICATTC TCICITITGT TITCTGNTCA GAGAAATCAG 
GAGATGGGAG CATTATGCTC AGAAACOGAA GAGCTCTTCC AAGAGCTCCA GCTTAGAGTC CAGGCTTCCA GAGCATGCAG 
CCTCCTAACA CGTATGTGGT CACATGTGCA AAGACCINTA TTACAAAATA TTCAGAGCAG NATTTCIOTT AGG 

SEP ID NQ:1443 ; (Length of Sequence - 288 Nucleotides) 

AATAAACAAT GTGCAGGTTT TTATAACTGA TCGGAAGAAG GTIGACCCNC AGTTATCACC TTTAAAAAAT GGTCTTAGIT 
AGGCTITCTC CCTTTGTCCT TTTCCAGAAG AAACTTGGAG TCTGTCAAAT TTCACAAAAT ACCCTGTTCA GATTTTCCTT 
GGCTTIUYTA AGGGTGAATT CACAGATTAA TTCX3GAAAAG AATTTACGGC 1TTCTAATCA AATTGTTCCT TCCAGGGGNT 
TTICTGNTTA TITAGGNCCT TCTAAAGGTIT AACCCTAACT TTGATTAT 

SEP ID NO : 1444 : (Length of Sequence - 208 Nucleotides) 

GGAACTGACT CACAGGGCCA AAGCCCCCTT TNCCTCAOGT GAAGCAACTC AGTAAGATGG CGGTGCAGTG AAGCCIATTC 
CCACACACCT CGGCACTGAT GGAGCACTCT CCAAAGGAAG GCTGAAAGGA CAGCAGGTGG TTGCCITNGG GTCCTTCCTT 
CCCATANCIT TAGAGTGCCA TITITCAGCA ATGGGTAATA GCATCAAC 

SEP ID NO: 1445: (Length of Sequence = 239 Nucleotides} 

CCCCGGTCTC TNGGACACCA TTTTCTGCCG CIGGACGCAA GGGYTTGTGT TTAGAGAATC AGAGGGATCT GCATTAGAAC 
AGTTTGAAGG TGGCCCCTCT NCTCTTATTG CACCTGTNCA GGCATTTCTT TTGAAGAAGC TCCTGTTTTC TTCGGAGAAG 
TCTTCTINGC GGGA'lTlTiC AGAGGANGAG CAGAAGGNAC TCCTTTCTCA TACCITCTGT GATATTTTAG AAAGT3CTT 

SEP ID NO: 1446: (Length of Sequence = 243 Nucleotides) 

TGCAGGGAAT TINTOGATGC AAAACCAGGA AAGAA3TTAT CTCCACIGGG AATAdTTGA AGAAGGGAIT AGAGCX3GGGC 
TAGGGCAGGG AGGATC1NTA AAAAACAATA TTTGCCAAAC TAAAAACACA TAGGCACACA TGGGNATTAT TTTACTTTCA 
ACAAGTTCTG AAAGTAGTAA CAAAACCAGG GAGAGTTAAA AGAATAAUT AACACINATG NTPCAGGAAT GCTAAAGGAG 
ACC 

SEP ID NO .-1447: (Length of Sequence = 371 Nucleotides) 

AGITATAAAT GAACATCTGT TGCCTACTTA ATAGGTCATT GAGTAGCTGT GACCCATTCT TAATTTGTAT GTAAGCATAT 
T1T1TACATA TTTGTATCTA CTTCATTITC CCITGAAGCT TGCCAAATTG GTACACTTCA GTTTGAACTG ATGTCTCTTA- 
TATGCTGTAC CACCTTCTTA AAAATTGAAT TATCTTTCCT TCCACXTAGA TTGITCrCAA AGCATTTGTT TITGCTGGAC 
TTICCACTCT TGACCAXAAG ATGGTAGCAT TCCCTAAGGA TATTGCAGCA CAGTCTAATT CCACTGGTTG TCATCTACAG 
TTAAATCGCA AATAAAAAAT AATAATAAGC AGCAACTGAT TGCTCAAGTT G 
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SEP ID NO: 1448: (Length of Sequence = 366 Nucleotides) 

AATITK3TGT CCTGTAGGAA ATCCTTCCTT GGGTGTTIT3T ATTATAGCCC AATCCAAGTC ATCCCTGAGA ACATCCCCAG 
GTPGTAAGGA TIAGTCAGAA CTCATGATGA CTGTCCTATA TAAATATTTG GCCTATTAAC TAAAATTAGT ACCTINCCAT 
TTCTCCNCTT TCTTGQGCGG GGCAGOGQGG GAGTGCAQGG GAGGGGAAAT AGGGAACGTN CAATTGTNTT TTAAGTAATG 
CTCATAAAAT TCTTAGNCAA AGATCATCTT GCCCTCCACC TTGGTGACCC ACOGCATAOG GGGIACATCT ATCTGGCCTG 
TCTCTAGGCC TAGACAGAAG GAACAGGGAG GGTTATTGTT AACITT 

SEP ID NO: 1449: (Length of Sequence = 234 Nucleotides) 

GTTCTGGGAG GGACCCQGTG GGAGGTAACT GAATCATAGG AGCACTTTCC CCCATGCAGC TGTO2NGATA CTNAGTTTCT 
CATGAGATCT GCTGGTTTIA TAAGCITCTA CTGTTICCCC TGCIX3GCACT CATTCTCTCT CCTGCCACCC TGTGAAGAGG 
TGCCITCTGC CATGATTGTA AGTTTCCTGA GGCITNCCCA GCCATGCAAA ACICTGACTC AATTAAACCT CFIT 

SEP ID NO:1450: (Length of Sequence = 220 Nucleotides) 

GdlTINCTC TCCCTGTTTT GTnTGTAAC CTAAGGAAGC AGAGCCTCTG AGACCACACA CAGCAGCGTC GCCOGTCCCC 
AGAGGCACCC OGGCCAGGAC GGGCAGGAGA GGAGACCCCC GITCCIGCAT GCNCTGTCGC CCCGCCAOGG TGNTCTCCGC 
AGGCTGAGGC AGGAGGGTGG CTGGAGGOGC CACTGNTCCT CAGCTGGAAG GGCX3GGGCAT 

SEP ID NO: 1451; (Length of Sequence = 403 Nucleotides) 

CCGCTGTTCA CCIAOGGCCT GATTAAACIT GCCTTCCTGT CCTCCAAGAC CAGATGATGA TTATTCTCCA CCGTCTAAGA 
GACCAAAGGC CAATGAGCTA COGCAGCCAC CAGTCCCGGA ACCCGCCAAT GCTGGGAAGC GGAAACTGAG GGAGTTCAAC 
TTCGAGAAAT GGAATGCTCG CATCACTGAT CTACCJTAAAC AAGTTGAAGA ATTGTTTGAA AGGAAATATG CTCAAGCCAT 
AAAAGCCAAA GGTCCGCTGA CGATCCCGTA CCCTCTTITC TAGTCTCATG TTGAAGATCT TTATGTAGAA GGACTTCCTG 
AAGGAATTCC TTTTAGAAGG CCATCTACTT ACGGAATTCC TCGNCTGGAG AGGATATTAC TIGCAAAGGG AAAGGATTCG 
TIT 

SEP ID NO: 1452 : (Length of Sequence = 353 Nucleotides) 

TGCCEAGAGA GGGGCOGGGA TTTAGAGAGC TGTICTTCTG CCTATCTGAT CXKOTCCTCA GACACTGATC TA3TAGTCTA 
GTGCTCCAAT TACTTGGATT GTAATGTTTC CITGCAATIT TIX3CTTTTCA AATTCTTTTC ACCCTAAACT GTAAATAOGC 
CAGGAGIAGG TAAAAACTTA CAGGTAAACA TTGCCAAGAN ATAAGGATTT TOATGTCITC TCCTCAGTGG CATAACTCAA 
ATCACATGAG ATAGATTKTT TTGCATCTGT CCATTGTATT TCTCTGAGGC TAATTTACAG CACTCTGTCA CGTIAGGNAT 

Trrrrrrccc cagtgctgct actctccaac tgg 

SEP ID NO: 1453: (Length of Sequence = 258 Nucleotides) 

GTTGCCCCTN CIGTCTITCT (7INACCCAGA GAAAGCTTCA CAAGCATGCC TGNAATTNAG TTGCACCATT ITATTACAGC 
TGAAAGANIT GANTGTAAAG AAGGAAGTTT AATAGANCAT ATAATNCAGC AGA3TTATTG ATGGGGAGGT ATCTATTGTA 
GTTTGGCCAG TGAAGGCAGG TCATAGAGGA AAATTIAGGT AAGTCGGATT TOC1TTAAAA AGAQGCCCAA GAGTTAGTAC 
CTCAGGATIT TSTTTTCT 

SEP ID NO: 1454: (Length of Sequence = 328 Nucleotides) 

GAGATGGAGT CTIGCTCTGT CGCCCAGGCT GGGCTGCAGT GGCGCGATCT CTGCTCACTG CAAGCCCOGC CTCCCAGGTIT 
CACGCCATTC TCCTGCCTCA GCCTCCCGAG TAGCTGGGAC TACAGGCGCC TGGCACCAOG NCCAGCTAAT TTITrGTATT 
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TTTGGTGGAG ACGGGGTTTC ACCGTGTTAG CCAGGATGGT CTCGATCTCC CGACCTCATG ACCTGCCOGC CTOGGNCTCC 
CAAATTGCTG GGATTACAGG CGTNACAACC GCGCCCGGCC GGTAGCAATA GTTTTAATTA AGGTCTTAAA ATCATACAAA 
AAGGAATT 

SEP ID NO 1 1455:, (Length of Sequence = 342 Nucleotides) 

AATTTAGGTA GATTAGCATT CGCATGTAAC TTACCAGAAT CAGAATGAGA ATTCAGAAGT CACCTGANTT GGCCGGGCAT 
GGTGGCTCAC ACCTGTAATC CCAGCACCTT GGGAGGCCAA GGCAGGCAGA TCATCTCAGG TCAGGAGTTC GAGACCAGCC 
TGGCCAACAT AGTGAAATCC CGCCCCTACT AAAAAIACAA AAAATTAGCC AGGCACCCTG TCCACAGCCC CCACACAGAC 
TCGAGGGGCC CCCATCTCCT GWCVGAACC CAACAGGCTG CTCCCACINT GGGACCACAA ACCAGGTATG ACTGTITNAG 
AAGCAGGCTC ACTACCAGGN TA 

SEQ ID ND:1456: (Length of Sequence = 296 Nucleotides) 

ATCTTTCACC TATTAGGTGA ACAAATGAAC CTCACAGGAC ACACAGTATT TTTTAAAGGC AGACTCGCTC TCi'lTl'l'lGC 
CAGTNAGCAG TTCTAGCTAA CCAAGTTACA CACIGTGGGT ATTCCTGCCT GCCTCTTGAA TACAAAGGCC TAGTTCAAGT 
OTTGCTTTTT T^TTTCAAA TCAATTTFIT CTTCFITCCT iTi'iGAGATA AAACTATTAA AAGTACTACT ATATATATAA 
AANCTCAAAT CAACTTTVCG GCCTCCTCCT CGTCIAOCAG GGAGTATATT CTGAOG 

SEQ ID NO: 1457: (Length of Sequence = 314 Nucleotides) 

GAGGATTCAT AAGTAGAATT TATAAAGAAC TCCAAAGAAT CAATAACAAA AAGACPGGCT ATGGCCITCG NAGAGCAGCT 
GCIGTCCTGG AAATCAGAGG ACAGTGAAGG GAAGTCCGAA GATGAGCCT3 ACACCATTCC GACATCOGTC CKTCTGCAGG 
TGGTCGAGCT GCTAGGAAAC TICTTNTCGA CCACGGACAT GGCAGCCTGC NTGAAGGAGC TTCfTTITCCA TCTCCTGGCA 
GAGCTCCTAC GCAOGGTGCA CACCCTGGAG CAGAGGCGGC ACCCCGCIGG CCTGINCTCC TCANTCGCCC TCCA 

SEP ID NO; 1458: (Length of Sequence = 254 Nucleotides) 

GTTCCAGTGA CAGATGTTTC ATTATCACTA TTCAATATTA TTAAGCATCT AATAAGTATA AGGATGCATG AGTCAAGGGT 
CCCTACCTTC AGGTOGGAAG CAGGAAAGAG ACCAGATCCT AGAAGAATAG GACATGCTAC CCGCTGCCTA GAOGGAATTT 
AGAATCGGGC TGGGGTGAAG AGATTAATGA GCGAGTCATG CCATCAATCT GCTGTAACTG AGGTCCTAAA AACCACCCAG 
CCGCGACACA AACT 

SEP ID NO: 1459: (Length of Sequence = 343 Nucleotides) 

AGAAAGGCTC AGGGATTAAG TAAAAAGGCT AGTACATCIG GGCTCCATTC CATTATTTAG TCATGCAAAA GAAGTGAAGT 
GGAGGATACT GAGCATCTAG TATATGCCAG GCACTAGACT GGCTGCAGAG GATTCAGAGA TACAAAAAAC ACACITCIGA 
CCAATTTAAT TTGAATTTAC CAAGTTGAAT GGCAAAAATA TCTTAAAAAT TTAGATGCCT TGATAAATGT AG7GCTATAT 
TATGATAGCC ATTCTATGCC TIGAGATACC GTGrATTCTA TATTGTATAG TTGAGGGATT GAGGCCAGTT GGGAGGAATA 
AATTATAGCT TGTGCTTATC AGG 

SEQ ID NO:1460: (Length of Sequence = 348 Nucleotides) 

ATIGTCAACA GTGTTTITAT TTATACCTAC AAAAAGAAAA CAAGATGATG GTATCAAAAG GACAATTTAC AAACTAAGAA 
TAGTAACATA GCTTTCAGCA TCCIGTGCCT GANCATCACA CATCTACAAG TCTITCAAGT CTTAATGCAA CAGGAATGTTN 
TCT3GAGACC NGCAAGAACA TCAATAGAGA GCACTGATCC CAAGCAAAAG CCACTAACCT TTTAGATCAG AAGTCCNCAC 
AACGNATTGT TAGGGAGGAT TTGGGAGAAG CAGCCCCTTT GCTTAATACA TTNGGACCCC TTTCCCCTAA GTIGAGGTTC 
AACCCTTCAA TGCAATAACT TCGCATAA 
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SEP ID NO: 1461: (Length of Sequence = 343 Nucleotides) 

TGGGAAGATC AGGTCTTACT TGTITTTCTG TCCCCTCCAG CGCTAGATCA ACACAGTCTT AAATTAGTTG AATTTCAGTG 
GAGGAGATAA GACAGAAATC AAATCTGTGA AGATTCAGAC TTTCCCAAGT TAAAACCAGT CTIGAGTTAC AGATCAAGAT 
GATGCCAGAA ATAACATCAC ACTGAAACAT CACTCAAATG TAGTCATCAT GGCAAAGGCC AAATCTCCCT ' 1TLT1T1T1T 
GCCTCCGCCT GCCTGGGAAT TEAGCATCCC CIAAAGCCAC TCATCTGGGA CAGGATTITA GGGTGTGTAC A1X7TTTTTCA 
ATCTCCACAG GACCCAGCTG TGT 



SEP ID NO: 1462: (Length of Sequence = 335 Nucleotides) 

GGCATGGAGC AGGCAATGAC TTGTTCATAG TCGCTGCAGT TATGAGCACC AGCTCGAACT TAGGAACTCT TATAAATTTC 
TCTTTTCAAC CAAGTATTGA GTGTCTGCTA TCTGTCAGAC ACIGCGCTAG GTGCTCAAAT CTCACTTCTA CTGAGGAAGA 
CAGGAACATA AATGGTGATC ATCATTGGAT TAGAAGTGAT GCCAOGGGAA TAGTGTGGGG CCTOTCCAGG GGGATCTNAA 
GGfEAGGGAGA CCACACTTCT CCAGTGGTQG AGAGGGCAGA CAGOGTGTAT NGGGTCCTCA AGGTCTNATT GCAAAGGTCA 

TGrrrrAGcr gitca 



SEO ID NO: 1463: (Length of Sequence = 382 Nucleotides) 

GGACOGCTTT CGGITCCTCA GGATAAACAC GAGCATGCCC ACCAOGCTGA AGGOGGAGGT GACAAACACC AGCAGCACTC 
COGGGACCAA CACCGAGATO GACAOCCTGC TGGTGTCTAG GTAGGAGTTG GAG1X30GTCC CX3GTCTCCGC CAACCCACTG 
CTGTTFITAC TGTGCGAAGT TAACGTGGGC GAGATCCXAG CGTACAGCTG AGGGCAGATC TOGTCAITGG AGAGGAGCAT 
GAAATCCTTT CTAAAGAAGT TCACOGGCGT CTCACACTTO aggicgctca TCAGCACTTC ggaaoccaag CNTTCTGNCC 
ACTTGCITGA AAGGCACAAT TGTNCAGGAG CACTNCCAGG GGTTTCCGTG GAGGGTCIAT CT 



SEO ID NO: 1464: (Length of Sequence = 187 
AANGACCTCA TTTCAAAGAA GAGCOGTCTC CTGACAAGGG 
AGGCCCTGGN AGCCAGGAAA GCCCTCCAGA TGCCTTGAQG 
AGACAATCAC AAGAGGCAAG ACAGCCG 



Nucleotides) 

ACGTITCCCA GAGAGGAGAC GTGTTAGTGC AACAAAGACC 
ACGCOGTCIN TAGCOGNCTG GGCCAOGNCC GGGTGGGGAC 



SEP ID NO: 1465: (Length of Sequence = 276 Nucleotides) 

TTTACACAAT CAGTATAATA CTGATAGGAA AACITGACTG AGTTCAGAAA ANGAAAACGA AGTAGAGATC TCACTTGCAT 
CAGAACAAAA TGTCAATCTA TTAGCAGATA ATATTCATCA GTATTTTTTC AAAATACAAT ACCACANGAA AGAAACAGTG 
GACATTIGGA GGGCTTTGAG GCCTGTQCTG GAAAAGGAAT TATCTNCCCG TAAAANCTAG ATAGAAGCAT TCTCAGANAC 
TICTITGINA TGTCTGCCCT CTACTGACAG AGTTGA 



SEO ID NO: 1466: (Length of Sequence = 375 Nucleotides) 

GGGCxLTlNAC CATGTENCCC AGGCTGGGCT CAAGIGATCC ACCCTCCTIG GCTTCTCAAA GTGCTGGGAC TACAGGICTG 
AGCCACTGIG CCTGGCTGGT TTTT1TITTTT TNAATGAACA TGTTGCAAAT CAOGCAGAGC ACCTNTNATT CTGCATTTNC 
TGGGTTATAA CAAACATTGT CATCTCTGCC TACATTTAAA AGGCTCTGGT GITA'l'lTI'AA TATGT L ' X'i ' l ' l ' CAATTTAGTA 
AITAAITCTA ATTITCCTTT GAGCTGAGAT GTTATTCATT GTTCTTXTAG AGITGCITIT ATTTGTTCAT ATATGTTTCC 
CTTAGCATGT T3TTCGTATC TCTEAGTIAT TAGATACCTG AACATTTGAC ATTCG 



SEO ID NO:1467: (Length of Sequence = 319 Nucleotides) 
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TGATAAAAGG AAAAOCJITIT GATTTATAGT ACCAAGTGCT TAAACACAAG GATACTGTTA GATTTTOGAG TGACTTTCCT 
TTT3X3CATIT TTIGGCAGTA AAAGCCAAAC GTTGTATTTG TCdTTTCAG AGTTCTCCAG CCCTITTITC CTTTCTCCAA 
AATGATTCTA AATAGAATCT AATAAACCAA TGTAGCATTA 'ITl'iTl'ICTA AATGAAGCCC CAAAAAAGAA AACTGCCTTG 
CATCATTTAA AAAAAATAAT TAAATCCTCA TGGCCTCTAA ATTAGGTATG TAGGGCACTG AAAAGTTCTT AACATTTTT 

SEQ IP NO: 1468: {Length of Sequence - 352 Nucleotides) 

TTTCGTTAAC ATTCCAAACA TGTATAACCA ATTAACATGG CCTAGGGITT TCTTTTTATT GGTATTCACT TCAGTAACTT 
GAATCCAGAG ATATAAGCAG TATATAACCA GAAAGTTACA AGTAAACACA AATTATACAT GCAAATTTCT GTTCACAAAG 
GTCACATCTG CAGCTACATG ANTTAGAAGC GT3CATCTAG GATTATX3GCC AAACTGTTTT AAAAATGCAG AAATGTAAAA 
TTACATCTTG AAAATATGAA GAGATGGTCT ACACACITCA AAAATCAAAT GTTGCITATA CCAGAGATCT ATGTCAATCA 
OGGQTTTCAA GTGACAAGCA CTAAGGATCC TC 

SEP ID NO: 1469: (Length of Sequence = 427 Nucleotides) 

GAGATGGAGT CTTGCTCTGT NACCCAGGCT AGAGTGCAGT GGCGAGATCT CGGCTTACTG CAACCTCCGC CTCCTGGGTT 
CAACTGATTC CCCTCCCTCA GCCTCCCAAG TAGCTGGGAT TACAGGCGCC TCNCACCGCA CCCAGCTAAT TTTTGTATTT 
1NAGTAGAGA CGGGGCTTTA TCATCTTGGC CAGGCTQGCC TCCTACTCCT . GACCATGTCA TTCACCTGCC TCCACCTCCC 
AAACTGCTGG AATTACAGGT GTGAGTCACC ACACCCGGCC GGATTCTGTT AGTTITCITT AATGCATATT GAGTTTCTTT 
Ab'lTl'I'AACA /CACTTAT CITGGTTGGA CCCAAACTAT TCACTATCTT TCTIGGGGGA NAGCTINGAA TCTTGGGCTG 
GNAGCCAATT ^"GTAATAGC CAGGGTG 

SEQ ID NO: 1470: (Length of Sequence = 426 Nucleotides) 

AGGAGTITGA a\CCATCCTG GGCAACANAG GAAAACCCCG TCTCTACAAA AAGAAAATTT GCTTITNATA TTTATITGTA 
TTAAATTTTT TAGAAACATA GCTGGGCATG GTGGCACACG CCTGTAGTCC TAGCTACTCA GGGGGCTGAG GTGGGAGGAT 
TGCTTGAC3CC CAGGAAGTTG AGGCTGCATT AAGT31TCAT CACACCACTG TNCTGCAGCC TGGGTGACAG AGTGAGACCC 
TCCGACTCCA GACAGGTGCA CACGACCACA CTCAGCTAAT 'iTlTlGTAGA AATGAGGTCT CACTATOITG CCCAGG7TGG 
TCTTGAACTC CCGGGCTCAA GTGATCCACC 1CTCTCAGCC TCTCAAACTG CTCGGATTAC AGGCA7GACT CACAG7X5CCT 
GGGCCCAAAT TCATAGTCCT AAACAT 

SEQ ID NO: 1471 : (Length of Sequence = 372 Nucleotides) 

AGAAXATTAA AAAAGACCAG ACGCITAAAG CAAGANTTGA AATACCTAGT TGTAAAGATG TGGCACCTCT GGAGAAGACT 
ATIAAGTTGC TTCCCAGTAG CCATCTTGCA AGACTACAAA TATTCAGTCT AGAAGGACAA AAGGCAATTC AGATCAAACA 
TCAGGATCAG GTTAATTGGA TAGOGGGTGA TATTATGCAT AANdTATIT TTCAAATCTA TGATGAAGGA GAAAGAGAAA 
TCAATATAAC ATCAGCITTA GCAGAAAAAA TTAAAGTTAA TTGGACTCCT NAGGTTAACA AAGAACACTT GCTACAGGGT 
CTGCTTCCTG ATGTGCAAGT ACCNACATCT GTAAAAGATA TNOGCTATTT CC 

SEP ID NO: 1472: (Length of Sequence = 332 Nucleotides) 

GGTAGAGACA GGGTCTCACC CTGTTGCTCA GGCTGGTCTC AAACTCCTGG GCTCAAGCNA TCCTTTCACC TTGGCCTTCC 
AAAGINCTAG AACTGGCCAG GGGTGGTGGC TCATGCXTTCT AATCCGAGCA CTFINGGAGG CAGAQGOQGG CAGGGAGTTT 
AAGACCAGCC TGGCCAACAC GCTGAACCCA CTCTCCACCA AAANTACAAA ATITAGCT3G ATCTCCTGGT GGGCGCCTCT 
AATCCCAGCC ACTCAGGAGG CTGAGGCAGG AGANTCACTT GANCCCGGGA GGCGGAGGTT GCAATGAGCA GAGACGGCCT 
GGACGACAGA GT 
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SEP ID NO: 1473: (Length of Sequence = 434 Nucleotides) 

GCdTTAATT TGGTTTINCT ATGCCAGTAC AGAAACATCT GGACAACACT CTTGAGCCTG CAGAGGCTCA CGGCCACACC 
CACTICTGCC GCAGGACIGT CTOITGAGGA GCOGAACCGA TGAGGCACAG TAGCCAGGCC CTCCCGAGGG CTCCAGAAGC 
TCTAGOTTTA OGGGGTCACC TTCTTGTAGG TCACGTGAAG ATGCIGAGTC ATTGGCICTN TCGTGGTTGC CATGGAGACC 
GTCTGCTCAA GITTGCCTTC AGAATTCAGC CTGAACTTCC GGGTSATCTG CTCTACGTGG GGCTCCTTGG CGAAGGAGAT 
CCTGGCGATG GAGTQGGfiTC CGATGCACAG NTCCIGCCCG TTCAACTCGC CCTCCTNCAC TTTCCANCAC GGCT b ' l ' m C 
TIGGCGTGAC AAAAGGCCAC CimTGCTG TOGG 



SEQ ID NO: 1474: (Length of Sequence = 402 Nucleotides) 

GACGTOJAGG TGGGAGGITC GTITGAGCAA CATAGTGAGA CCCCCJICTCT ACACAAAAAC AAAAAAAATA AAAAATTATC 
TGAGCATAGT GGAGCATGGC TATGGTCCAA GCTAOGT3GG AGGCIX3AGGT GGGAGGATT3 CTIGCNTCCA GGAGTTCAAG 
GCTGCAGTAA GCAGTAATGG TGCTACTTCG CITCAGCCTG GGCGACAGAG CAAGACCCTG TCTCGAAAAA ATAAATAAAG 
TAAATAAAGT TGAGAATTIT GTATTTTGGT ACAGAAGGTC TATGCXTTTTN AAATGCTCCA TITGGACACG CTTAGGGCAG 
GACGCTCTGA AACTGGGAAG COTGGGGCOC TGTACANTCT TGGCIGTCCC CT3TACAOTC TCCTAACTCT AGAGGGCTGG 
TT 



SEP ID NO:1475: (Length of Sequence = 324 
TIGCATACCT GTGCTGTCTC AGACCAGGCA GAGTCATCTC 
AAAACTCCTT TGACTTAGTT TCATACIGTC CTGAATGTAA 
CTCTCTCAAC TAAAAATTGT CCITAACTAA CATCCACTTT 
TACAGTCATC CCCdTTCCA TGACTTAAAT TGTATAACAT 
TAGS 



Nucleotides) 

ATTCCACTGG TCTAATGGAT GGCAATTGAA TTTAATIAAC 
TCGAATCCTC TCTGCCCCCC TIATCTCTCT CTCITTCACT 
AAGAATATTA AAGGCTATAC ATTATACTTA AAAGATACAA 
AAAATAATTA AAAAGNTACT TTCGATACTG ATACACAGTA 



SEP ID NO: 1476: (Length of Sequence = 244 Nucleotides) 

GAAAAAOCAG AAACTCAAAA TCAGAGTGCC TCTCCTCCTC CAAAGGAACA CAGCTCCTCA CCAGCAACGG NACAAAGCTG 
GACAGAGAAT GACTCTGACA AATTGAGAGA GGAAGGCITC AGAAGATCAA ACIACTCTGA GCTAAAGGAG GAAGTTCGAA 
CCNA3GGCAA AGAAGTTAAA AACTTCGAAA AAAAATTNGA CGGATNGATA ACTAGNA3AA CCGATCCAGA GAAGTCCTTA 
AAGG 

SEQ ID ND:1477: (Length of Sequence = 338 Nucleotides) 

ACAACACATA CTTGAAACTG A1TATGACTG TNTTTGAATG CAITITGA.Tr CCTTAGCTAT GCCTCTCAGG TGAAAGGACC 
AATGGCAAGA GGAAGCAGAG GA1TCATGGA CIAGAAAATA CT3AGAGAGA TCAGAGTATT C1CTCTACTT CACTGAAGAT 
ATGGTCIATT GAGGGAAAAC TAATTAACAG TIGATCCAAG GAACAAAAGA ATGCTGTTAT CTGACATTTT GIT3GGAAAC 
TGACICTAAT AATAATAAAN CAAATGTCCA GAGGAATGTG TCACATAATT NCACTC7ITIA TGGTTGATAA TTCAAAGGCA 
TAGATGAATT GGGATTCT 



SEP ID NO:l478: (Length of Sequence = 397 Nucleotides) 

ACCCTITCCC ATTCTGATAA TCIGGCCAIG ACTAGCAGAA GCACAGCTAG GCCCAATGGG CAACCCCAGG CCAGCAAAAT 
TIGCCAGTTC AAATTGGTCC TGCTGGGAGA ATCTGCAGTG 'GGAAAGTCAA GCCTGGTATT AOGITTIGTC AAAGGGCAGT 
TCCATGAGTA CCAGGAGAGC ACCATTGGAG CXSGCCITCCT CACCCAGTCC GTTTGTOTAG ATGACACAAC ACTGAAGTTT 
GAGATCIGGG ACACAGCIGG GCAGGAGCGA TATCACAGC7T TAGCCCCCAT GGTACTACAG GGGTGCCCAA GCTOCAATOG 
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TOGGTTTACG ACATTACTAA TCAGGGAAAC CITITGCCCG AGCAAAGACA TGGGCTGAAG GQACTACAGC GACAGGC 
SEP ID NO:1479: (Length of Sequence = 389 Nucleotides) 

GCTAGAGNGC CGGCTTGOGG GGTK3ACTGG CCCGAGCTAA GGGTGCGGAG ACCCAAGGGC GGOGACTACG ACGGCGTTGA 
TATOGGTGGT AACGACGGCC TCAGCAGGCG GGGAAGATGA AAGGCOGGNT CGAGCTGGGA GATGTGACAC CACACAATAT 
TAANCAGTTG AAAAGATTGA NTCAGGTCAT CITTCCAGTC AGCTACAAT3 ACAAGTTCTA CAAGGATCTN CTGGAGGTPG 
GCGAGCTAGC AAAAC2TGCC TATTTCAATG ATATTNCTGT AGGTGCAGTA TGCTGTAGGG TGGATCATTC ACAGAATCAG 
AAGAGACTTT ACATCATGGA CACTAGGGAT GTOTGGGCAC CTTACCGAAG CTAGGAATAG GGACIAAAT 

SEP ID NO: 1480: (Length of Sequence = 384 Nucleotides) 

CTGAGAGCCA GGAGCTCTTG CGGAGAAGCC ACTCTCTGCA OGCCACCTGC TTOGATGACC CTGCTCTGCC ATCCCTGTGC 
TCCAAGGGCC GGGCCCTGCC GTTGCCTGTG CCAGACGGGT CTCAGGGAGA TGCCGGCCAG CAGCTATGCA TGGOGAGGCC 
TQGGCATCAA GGCCCGGATT CTATCGCIGC CAGTTTCATT CTCTCGTICT TTCTCCCCCT AGCAAGACIT ATGAGGTTCC 
TTGAGGACAA GACTCCCTCC TGCCACCTGG TCTGTTTCCr GAACATTCAC TGCACTAGCA OGGNCCOGGG AOGCAGNCCT 
TGGGAATCAG GCCGTCGGCC ATGGTAGAGC GGCTNGCACT GCTOGGCACC CTGACGGACG TTTG 

SEP ID NO: 1481 : (Length of Sequence = 257 Nucleotides) 

ATCTCTAGAG CTATTCTGTT TTCCCAAGCC ATTIGGCTAG TAGGCCCTAA TTGGTCAGTG GGTTCTGACC CCCCAATCCC 
TACCTCAGCA GCAGGAAAGG GAAGTGCTGG TCTCCACCIG TNCCCACIAA GGCCCCGTGG TATCCTGGCA GAAGCCTCT3 
CATGTATCTN CGCTCTGAGG ATGGGGGTTT NAAAACAAAA TAAGACCCTA CGTCCTACTA CCITGAGCIT GGCTCTAAAA 
CCACGGGAAA GGAAGAG 

SBO ID NO: 14 82: (Length of Sequence = 345 Nucleotides) 

AATTGAGCTC AGACTAAAGG AATTCTTTIT TGACTAAATA GTGATTAAGT TATGATATTC CTGTK3GCCT AAGAACAATG 
CCTATGATTT AGTIGTGTTA TGTATATFTG TACTIATAAC CAAACAATCG ATTGGGTACA AGTAGCCTTA GGGCAATACT 
TCCTTAAAAA CATGTTTCTG ATAAACTAAA GCTITAGCAT TAACCAGAAG TCATAATTTA ATAGTATTGT AAAAATACCT 
CAnTATTTT AAATCCTGTG TTGGGGTAGA GGATTACAGT TGTCATTTCA AATACATCAA TCTCITGTCA AAAGNGGTAC 
TTTGACAGTT TCATCGGAGG TCAGG 

. SEP ID NO:1483 : (Length of Sequence = 344 Nucleotides) 

CTSATGTACT GTTTTAATAT GCTGAGTACT G1TCATTCAA CAACAAACCT TAATGGGTGA TGAGCTFITG CATACCAATA 
TGAATTTNTC AGCACTICIG AAAACIGGCC ATCATTTINC AAATTCACAA TTPGCTGGAT GTCAGGGAAC AATAGGAAGA 
AGAATGAGCG TCAATTTTCA TGTCTTCCIT TGCTTCITCA CTGGCCTTCC ATAGAAGTAG TCAGAAAAAA ACAAAGCACC 
ATCAACCACA CITCACAAAC AATTCATGTT GGCCTAAGCT TTGCTCAACA TTCATATGAC AGAAGCTAQJ ATAATCAAAA 
GGGACTGCTG GGCATCACTT TCCC 

SEQ ID NO: 1484 : (Length of Seguence = 380 Nucleotides) 

TTCCTAAAAG CAGTCTITCC TACAACITGT ATGCAGTAAG TCACTTAAGC ACTTAAGTGT CATATGGCTA CTTACATOGA 
A3TAGAGCAC TTCCTGAATG GAATTAGAAA AAGGCAAATT GTGCATACIA CIGATGCATT CATITCCTAC AGAGATATGA 
TACCAAGGGC CAATAAGTGA ATAGAAAAAG GGAGGAGGAT TTATTAATGG AATGACHTCT AACCCPGTCT CTTACCAGCC 
ATATGACTIT GGGNTAAATA ATCAAACGCC CAATGAGCTC AACTGTCTAT TATTAGGGGA ATTTAAATGA GAGAATGCAC 
ATTAATTATG CATTGCAGAG TACATGGGAA AATAGTAAAA GCTTAATATT TAATACGCTC 
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SEP ID NO: 1485: (Length of Sequence = 334 
GAAGGAGCGG GGAACCAGTT TCTCACTCTC CTCCCACTIG 
TCAGGAGATC AAAAGAAGAC ACTGCTGGGT GGTCCCTTAG 
GGCACAGTGC CAAGTGTCTC TAAGAAACTA GTCATCCCTC 
GGCTTCTCIG AGCCIGCCAG TGCTCTCCTC TGTCGCTCT3 
ACCCACTGGC ATTT 

SEP ID NO: 1486: (Length of Sequence = 164 
CTGAAACGGA AAGATGGCGC TGCTGTNCIT CTAAGCCTAG 
TGGCAGAGGG GCCATGGCCA GANTCACCAC CTTCAGACAA 
GCAG 



Nucleotides) 

CTATIGTCAG AAGAGOGAGA TTTCAGGGCA GCAGAGAGCA 

CAAGrrrrrAG crrcrriNcc tcctgggaga gtattccitc 

ANCTTAAGGG CTOGOGGATT CTGGCTGCTG GATTTCCTTA 
ATTTCCA1TC AOGCTGAGCA GTCTGCACTO CCTTGGACAG 

Nucleotides) 

GCTTCTTGCA CTAAAGCACC AAGGGCATOG CACACAGGCT 
GTATGTTGGA GCTCTCGAAT CCCTTGGCAC CCCCAAGGAT 



SEQ ID NO: 1487: (Length of Sequence = 298 Nucleotides) 

TTGAACCCAG GGGGCAGAGA TTGCAGTGAG CCGAGATCGT NCTCCICTAC TCCAGCCTGG GCAACAGAGC GAGACTCCAT 
TTCAAAAAOG AGAACCCAGA GGGCTCACIT GCCCCTTCCA CCACACAGTG AGAAGGCACC ATCTATGAGC CAGGAAGCGG 
GCCCTCACCT AACAGGATCT NCTGGGCCIT GACCCAGGNC ITIACAAdT CTAGANCCAT GAAAAATTTC TGTTGTTCCT 
AGCAGNCCAA ACAGAATTAG AACCATTAAT TTCTATTTCT CCTTTAGCIT AACACTGG 

SEQ ID NO: 1488: (Length of Sequence = 343 Nucleotides) 

TTGCEAGTTC AGGNTCAATG TCATGGCTGT AACTAAXATA GTACATTQGG CAGTIGCAAC GCGAAATGAT CCX3CTGGACT 
TGCTGGGCTT GCTGTGCCTC ANCTGGCTGG TTCCAATCTG TGGTTCTGGT AACCATGCOG CCCACTGCCT GCCCACTCTC 
CATCAGCTCC TGCACAGAGT CCAGACTACG CIGCOGGTGC TCGCTLTITr GCCCAGGTTG AAGIGCACT3 GCGCAATCTC 
AGCTCACTGC AACCTCOGCC TNCCGGGTTC AAGCAATTNT CCCCACCTCA GCCTINCGAG TAGCTGGGAT GACAGGCGGC 
CGCCACAACG GCCAACTAAT TIT 

SEQ ID NO: 1489: (Length of Sequence = 412 Nucleotides) 

ATTACCTTIT TATAADCCAA GANTGCCATT ATTACACCCG GAACCCTCAC CAAATAAGTA GGAAAACTAC ACTGAGAACA 
ATTCGGCCCA GCIGTCTCTG GOOCATTTCC CTTTCTACCG CCTCITGTGC ATTCCAGCAA TCTAACTCGA TGAATGATCT 
TCCAGTIGGA AAGATGGGGA CTTCACAATG 1GCAGACCCA AAGATCFGTC TTCCAAAGGC CAATCACCAC TGTATCCTTC 
GTTCCTITAA ATGTCGTTGT TTATTTGAAT ATATTAAGGA ATAATATCAA GGGTAATTAT CTATGTATAA AATGTATaJT 
TAATinTTA GGGGACCATC ATACTGTTTT TCCACACTGG CTGTACATTT TACAATTCCC ACCAACAATG CACAGGG1TC 
CATGGTTCCT AT 

SEP ID NO:1490: (Length of Sequence = 356 Nucleotides) 

ATAccrrcrr tcatttaagc cacccagtct atggteacitc gttatggcag ccttagcaaa ctaatacgga TTCCTCATCA 

GGTTCAGATT TTNCIAAATA AAATGTCTTT GTGAGGCTGG TACAAGCAAC ACTGATATAT TTCTITAACT ATTTTCCCCC 
AGCCAAATTC CAACAAGACA ATAATGTCTA ATGCACTGTC TGGTGAATCG GAAAATCTCC tgaatgaaat AAGAGCCTCT 
AATACCCAAA AGGGAATGAA CTSAGTCATC ACCACAGCCT GTGAATGAAA ATAACTGCTC TGAGGAAAAC ACATGTAAAA 
AATGACACCA TGTQGATTAA ATGGGGGNAC ACAAGT 



SEQ ID NO:1491: {Length of Sequence = 335 Nucleotides) 
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TTCACTACCA AAACCAGTTA CAACAGTTCC AGCCAAATAA CACAGGCIAC CCCATATGCC AOGACACAGA TCTTGCATTC 
CAACAGCATA CATGANTTGG CEGTOGGTCT GCCTGATCOT CAAT3GAAAA GCTCAATTCA GCAAAAAACA GATCTGNTGG 
GATTTGGTIA TTC7TCTACCT GATCAGAACA AAGCTAACAN TGCdTACTT TACATTCCTG ACTACCGNTT GGCTCAGGGA 
TICTNTAATA GAATGCCACA NAACCAGTCT NAGGATTTTA GCANCCACCA GCTCINACAA CAGCTCAGGA AGGAGTTGGC 
AGIOTCTCAG GTGGG 

SEP ID NO: 1492: (Length of Sequence = 321 Nucleotides) 

GACTIXZATAA AACATCCTTT ACEATATTTT NAAAGAAAGC AGAAGTAACA GCAATATATG TAAAAGTAAT GNTTTAATGN 
CTATAAGCAA GNCAAAGCAA TAGAATTGIG CTTCTITIGC AGACT3GGGN CAATGAAATG TTTAGCTACA ATTTNCCCAT 
ACAAACATGA AACAATATTC ATATAGNNTA ANCACCCTCA CAAATAACTG ATGGCTGATG ANCACACACC AAGTTCGACC 
AAAGCAAAAA NTAAACTGAA AATTGTTGGG TGGGGTTATT CATATTITAA ATTCAACATG CTIGCTCTAT TTAAAAATAC 
C 

SEP ID NO: 1493: (Length of Sequence = 315 Nucleotides) 

GACGGAGCGA GGGGACAGAG CCCAGGOATG GAGGOQGGAT GOGGGGGACA GAGCCCAGGG ATGGAGGOGG GATGCGGGGG 
AGCAGCIGGT AATGTGCAGA GAOTGGGAGA GGGOGGTGTC CAGCTGGAGA GTATTTCAAG GAAGAGAAGG ATTAACAGCG 
TCCACTGCCG CAGATGGGCC AANCNGAGAT GGGACIGGAA ACCAACCACT GCATTTAGCA TCCTGGGGNC TGCTOATAAC 
CrrGGTTTGA TGGCTCCTCA AGAAGAGCCA NAACCCTTNA AAGTTAGTTC AAGAGAGAAG GGGNGAAGAG ACACT 

SEP ID NO: 1494: (Length of Sequence = 405 Nucleotides) 

AAAAGTTCAC AAAACATAAA GTATCTCTAG ACAGCAAGGA AATAATTTCA OGAGATTGCT AAATTGATGT CAACACCTGC 
AGTCTAAAAT TTATACAGIT CAATATCTCT CATTTGATCA CTQGCATGTC AAATATAGAA CAGCTATGAC TTIGCTGGCC 
AGTAAATTAT CTAGCAGTCA AAATCACTIT TTAGGAGAGT CGCAATCAAA CATIGTTTAA CGTGGGAGCC TA1AAAGATG 
CAAATKXTTG AACAACAGlPG TCTAAGAAAA GTACATTGGG TCACTCTGAA CAGCTGGTAT GAACATTTGA TTTAACTGCA 
AGATCTNCNG dNTTEACGG GCTTTGTCAC CATCGNATGA ATCTTACATC OGCTGATGAC TNAGAGCAAG CAGGGGCGAG 
CTGCC 

SEO ID NO: 1495: (Length of Sequence = 364 Nucleotides) 

CGTCTAATGA AGAGCTTCGA AACTTGTCTT TCTCTGGCCA TGIGGGATIT GACAGCCTCC CTGACCAGCT GGTCAACAAG 

TCiAcrrcrc AAGGATTCTG tttcaacatc ctitgtgttg gtgagacagg catiggcaaa tccacgttaa tggacactit 

GTTCAACACC AAATTTGAAA GTGACCCAGC TACTCACAAT GAACCAGCTG TTOGGITAAA AGCCAGAAGT TATGAGCTTC 
AGGAAAGCAA TCTAOGGCTG aagttaacca TTGTTGACAC CGTGGGATTT ggagaccagn taaataaaga tgacagctat 
AAGCCGNTAG TAGGNTATAT TGATGCOCAG TTCGAGGNCT ACCT 

SEO ID NO: 1496: (Length of Sequence = 370 Nucleotides) 

GTCTCTIGGA GCAAGGACCC AGTTATTCAT CTTAATTCTC AGGGGAATCT CTGTAGAGAT GAAAAGGAGG AGAACCAAGG 
CAGCCTGGTG TCCCTGGGTG ATGAAAAACA GACTAAGAGC AGGGACTTGC CTCCAGCTGA GGAGCITCCA GAAAAGGAGG 
ATGGGAAGAT ATCGTGCCAC CTGAGAGAAG ACATIGCCCA GATTCCTACA TCTGCAGAAG CIGGTGAACA GGAGGGCAGG 
CTACAAAGAA AGCAGAAAAA TNCCACAGGA GGGAGGOGGC ACATCIttCCA TGAATOTOGA AAGAGTTITN CTCAAAGCTC 
AGGCCTTAGT AAACACAGGA GNATNCACAC TGGTGAGAAA CCCIACGGAT 



SEO ID NO: 1497: (Length of Sequence = 376 Nucleotides) 
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CACACACATA CAAAATCTGT CCATTPGCCG GAGNAAXNTC TATGTTATGTN AGTTGGAGGG TATTAAAAAT CAGTTITA.TT 
CCAAAGATTT AAAACTAGAC ATCACITAAA AACAATTTCT GGAGCACIGC TTGCTGACAA TCTCGTAGTT CTCTGCTGCA 
TTTGAGTGCA TTITCIGGCC AGTCCATCAG GGCCTACCAT GGGATTATAT OTGAAICTGT GGTGCATCCT TCCTGGATGA 
AGGAICTGTTG AGGGACCTTG AACCTCAGCT CTATTAAACT GTAGCGCCTC CAGTCAGTGC ACTAGATCAA ACTTITAGAC 
ANCCT3AA3T CTGTK3GGTC QTITCITnT CCTTTATCTA GGCAGNdNC AGCATG 



SEP ID NO: 1498: (Length of Sequence = 281 Nucleotides) 

TTTATAGGAC TICTAATCTA ATTTNCCTAT AGTGTGACTA AAAGGGAGGC AAATTATTGG AACGGATTAT TCAAATGGNT 
CCTTAAATAT TGCIATGTAT AATAAGCCAG TTATTATATC AGGACCATGT TCTCTGTAGG CCACT3TTIT NCTCTCTCAT 
TCTCCACTGG CX3G03GCX3GG GAAGGOGGAG GCAGAGGCAG CAGCAGCOGC GCTGGCTGCA AATGAATGAN CCCCCAGCTT 
QQQGGGAGGA CTCCAGGTGA GCCTCTGCCC TOQGGAGGOC C 

SBO ID NO: 1499: (Length of Sequence = 395 Nucleotides) 

TTTTATCACA CCXTSTTTTC CAAGQGTCCT GTTACCTACC ATTCACCATT CTCCTTAGCA A3X3GCITGTG AGATGGCA1T 
TATTCCTTCA GCATCTATTT TOATGTTCAC CITCCTCTCA CCTAAATTCC TCCCCCACCC CAATAACAAT TAGTTGTTCT 
ATTTGCATCT AGCCAGAGCA AAAAATGATT TCTTTCCCTT AAGTTACIAT TATTATAAAA GGGACGAXAA ACACATGAGT 
CATIATACCA CAAGTATACT CTGGAAAGGA CTCTAAACAT AGGCTCACT3 AAGAAGGTQG CATITGGGCC AGGGCTCAAA 
ATAAGGCAGA TTCAGATITC AACTGAAXAG ATGGAGGAGT CATTTCAAAC AGAAGGAATG NCATAACATS TGGAG 



SEP ID NO: 1500: (Length of Sequence = 272 Nucleotides) 

CTGAGTAAGN GITCCCAGTC GGTTCCCACTG GTCACAAATT TIOTGGCACC GATCATTCAC ATTCACAGCG TOGTGATAGT 
CCACTTCATT GAGCTCCTGC GCGATGGCTG CX3A.TCTGCTC CACGCGGTCC TOCTGCGCTG CCAGCTCGCT CTCGAAOGNC 
T0GTGC1TCC GCAGCAGAGC COGNAGCTCT NINAGOGAOG CCGACTCGTA ATCCTTNTGC AGCAAGATCT GCTCTTTGCC 
ATAAGCCCAA GTCTCGTGCG TO3AGGCCTT CT 



SBO ID NO: 1501: (Length of Sequence = 394 
TITiTlTICC TGGACCTGTC ACAAGCTTIA TTGTCCOGAG 
GGAGGGCTGA ATGAAGGACC TQGGGAGGGG ACATGGCTGA 
AOGGAGGCAG AAGCTCCCAA GGAAACOGCT TCTTGGACAC 
GGCACCCTCC TAGATGGACC TCTCGCTGTT AGTAGACTAA 
CTAGAAAGAG CTGTATTTCA NCCINGGTEA GGNCACTAAA 



Nucleotides) 

CACAGACTCG CCACACTTCA ACAATTCCAC TCTGGGGAGG 
GCCACANCCG GGCGGCCACA 0GGQGCX3GGC TGAGAGGCCC 
CCGTCACCAG GAGCCCACCT CCGGGGGCTC AGNTCCTCCC 
TCGGTGCCCC TACCGATGGG GCAGAGCTGC CTGATTTITG 
GCATCGTTCT AGACGGCTGT TAAXAGAACT NCAT 



SEP ID NO: 1502: (Length of Sequence = 373 
GAAACAAGGC ATAATGTTGT CACAGAATCA GAGATCCAGT 
CJICTGCTCTA ATGGTTTGCT TCAATCCCIT TCCAACTCTT 
AAGAAAGGAG CTFGGGTGGA AGGGACCATG CTGACCTCCT 
TCCATITCTC AGTTACCATT atttccicta tcagcittgt 
TCTTGTCITG TGCTTCTGCT CTTTCCTATG GTTTCAGGNTr 



Nucleotides) 

CTCACTTITC CACAAATCTC CAAATCTCCA GTCTTATCTT 
GTTTTCAAAG CATGGGGCCT GACTGTTCTC CACTCCTCCT 
CCATCAGAGG GCTCTICCAG TAGTCATTCTC GGATGCAACC 
CCTrCCTGGN GGGATGCACA gtgatccggg ccaccactgt 
ATTTTCTQGG GTT 



SEP ID NO:1503: (Length of Sequence = 266 Nucleotides) 
GNCAACAGGC CAGTOTTTAA AGAGGCJTCAA CTGGAGCTGC ATATTCCAGA GAATGCTCCC 
GCTCCATGCC ACTGATGCAG ATATAGGCAG TAATGCTGAA ATCCGGTACA TTTTTGGTGC 



GTAGCTACCT 
CCAGGTCGCC 



CTGTAATTCA 
CCTGCAACCA 
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AAAGACTCTT TGCTTTAAAT AATACTACTG GGCTGATTAC ANTTCAGAGG TCCTNNGATA GAGAGGAGAC AGCCATTCAC 
AAAGTGNCAG TGCTGGCTAG TGACGG 

SEQ ID MO: 1504: (Length of Sequence = 311 Nucleotides) 

ACTGGATGGA TGTITGATCT GTGTIGGTCA TGAAGTTGTT 'ITlTl'lTl'lT TTAAAAAGAA AACCATGATC AACAAGCITT 
GCCACGAATT TAAGAGTTTT ATCAAGATAT ATCGAATACA GCATGGGATT GGGAAAGTTA ACTAAAGGTA TTTGAGCTIG 
CACTGGATCT TGAAAGGTAG AAAAAGGGAG CAGGAGGAAA CTCATCCAGG TAAGAAAAAT AGACTGINCA AGATGGGCAT 
GAGAAACAGT GAGGTCCCNN GCTGGAGCTG GGTGCTAGTC ATGTTGAGCA CTNCIGGCAG GAGAGCTTTT T 

SEP ID NO: 1505: (Length of Sequence = 363 Nucleotides) 

CCACTCATGG CAGAAGGGAA GGGGAGCTAG TGTGTGCAGA AATTGTATGG TGAGAGAGAA GAAACAAGAG AGAGGGAAGG 
GAGATAGCAG GCTCTTCTCA ACAACCAGCT CTCATGGGAA ATCATAGAGT GAGAACTCAT TCACTACCAT GAGAATGGCA 
CTAGGCCATT AATGAGGGAT TCGCCCCTAT GACCCAAATA CCTCCCATTA AGCTCTACCT CCAACACTGG AGATCACACA 
TCANCATAAA ATITGGAGGG GTCGAATATC CAAACCNTAG CAACTTGGAA CCACCAGAAG CTGGAAGAGG CAAGGAAAGA 
TTTIOTCCTA GAGGCITCAG AATAAGGTAT TGCAATTCIG AAA 

SEQ ID NO: 1506: (Length of Sequence = 177 Nucleotides) 

CGGACAGAGC AGGGCAGAAA AATCAGGGAA GGATGACAGA AGCTCATCAG AAAGCCAGTA ATACATAAGA TTAGTTTTNT 
CAGCAAAACC TNCTAAACTT TGACGVIAAA AGACAAATAT TTPGATCTCT CATTCCCACT CTCAAAAAGG TITCTAGflTC 
ATATTGnTTT GCTAAAA 

SEP ID NO: 1507: (Length of Sequence - 345 Nucleotides) 

CTTGCTTGAT TTTCCCCIGT GTGTCAGAGA ATGTGCACAT TCAAAGAGAG GGAGCTCTCC ATCACCAAGA GAGCCCAAAA 
ATAGCCCAAC TGATCATAGC CGTTGTAAAA ATATTCATGG ATGTAAGGAA AGATCCTTTC CCAGTCTGAT GCIXXTIGAC 
TTCTGATTTG CTAAATTTGA GAAGCCATCA CITACACAAC CTGTTTTATA GACAAATCCT TCCAGITTCA GAAGAAAAAA 
TCTCATCTAT CTOV-.CCTCC ATCTCTTTIT CAAACTTCGA TAGATGAGAA GAAAATGCTG AAATAAATTT TTTAGAATCA 
GTTTTGCAAG ATTGGJTl'iC AAGGA 

SBQ ID NO: 1508: (Length of Sequence = 326 Nucleotides) 

AGITGGATTT CAGCTACTCA GAGTAATTGG AAAAGGCCAC AGCCTGGTGG GCTTCACAGC TTTCAGAGAC CTGGTAGGGG 
ATGGCTAACA GGTTCTOCTG CCAGGAGACA ACTGGCAGAC CCAGGTGTGA AACTTTTACA GGTCCCACCA AGCCTTTCTT 
ATGGAGCACA GAGCATAAGG ACAAdTCTG CAGAAATGGA ATGGGGTACT TGGAACCAAA AATACATACA CCTCCTTTCC 
CACCTGCCTC CAGCTTACTA GCCCATAGTC CTCITICTCC CTCACACTGA GCCAGGGCCT GNCTTAGATG ATGAAATGCA 
TCGCCT 

SBQ ID NO -.1509: (Length of Sequence = 329 Nucleotides) 

ACTATGGGTC CdTGGTACT ACTCAAGGTT TACAATATTG CATTAAACAC ATTGAAAAAT ACACGAGAAC CTTGAGGGAT 
CACATTTTAC TGCAATATCT GATTTCCTGG TGAGACTCCT TGTGCAGAGA T3ATTAGCTC ACAGAGCC7IT CTAAGCACGT 
ACTOGCAACA CCK3AGCATC COGCAATGGC AACAGGAGGT ATCITCACAA TTATCAIGCT AGTACAGTAT GTACIGCAGT 
TCTTTACACA GTIATGATTT AGTACIACAT CTTTACANTT GGNTATTTNC TTNCTATTTT GAATGGTATG TACICTCTGT 
GT3TACATA 
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SEP ID NO:1510: (Length of Sequence = 247 Nucleotides) 

TAGGAAAGAG TAAGANCTTC TTTNCAGGCT GGAGGTOCTC GTATGGTGGG ACAGGAAAGG GGAAAAGAGA AAGGGGCAAC 
ATGGCAGACA TACCACGGTT CCTACAGAGA TTAGGGGCAG CCCTQGCCCG GGAAGTACAC AGGGCAGAGA GCTGACTCTC 
AGGCCAGGAA GGAGTTTAGC TCTNACCCAT CCTCANGGAC CACGGCTCTC CCCCAGCCTC AGCTGAGACA. CACACAAAGG 
AGCGTIT 

SEP ID NO: 1511: (Length of Sequence = 369 Nucleotides) 

CCACITGCTC C'l'lTATTAAC TGTNCTTCCT GTAGTCTGTA TITGGGATCC ACIGGGAATC ATAGAAAGGA ATCAGTGCTA 
GOTTCTGTTG GGATTGCACC CTGAGGGATG TGGC1TIV3GC TTCTCTATCA ACCTITCTGT TCCCTTGTGC TATAGGAGTT 
AAGTCCCTTT ACAGTGGATr ATAGCTATGG CCICTGGCAG GTC7IATTGTT TACAATAGCT GAAGAATTTC 

AGGCCCATGC TITATOGGGG AGGGTTTTNC TAGCEAGTAG TCCCCTTTCT TTCTAGATTG CAGCATAAGC GTGAACCNCC 
AAGGAATGCC ATATTTTAGA ATCCTGTNAT AGGATGGTTA AGGCTiTIT 

SEP ID NO -.1512: (Length of Sequence = 236 Nucleotides) 

ATGCATTAAG AAAAGACAGC CAAATGACAG ACTGATAAAA TATFTTCATT ACAAAATIGG TTGAGAACTA CCX3TCTGA0G 
TAAATGAAGT TTCTATTACA CATOTACTAA CAGAGACTTT TCATTACATA TTCTAGGATA TATTTAAAAT ATATGTATAT 
TITGATATTA AGGGAATATA TTITCITGTC ATTTEACAAT GTGTAACTAC ATATATATTA NGGCCTTTCC AATAAA 

SEP ID NO : 1513 : (Length of Sequence = 408 Nucleotides) 

CATTAATATT CTCAGTGTTG GAAATATTTT NATATTGCCA AGACCATAAT CTGAGGNGTG CAGCTGCATA ANTCCCTGAG 
AGAAGAITAG TGGGGCIAGC ACCTTACAAG GAAAGACAAG CTICTTGGCT GGGOCCAAGG ACACTCAAAT GTCTGCCTGA 
CAATCTCCAC ACAGAAGGGT TGCTCAGATC ACITAGGACA CCCAGAAAGA GCTCACAAAG GGCAAACAAC CTAAGGCTGN 
TATTCTCCAT CTAGOGGTAC TTACCTGGGA ACTGACTGGC AGTGGACAGG AAGCAGGGCC TGGGCTAGGG AGACCCTCAG 
GAGGAANGGG GACCCAAGAA GTTAGAAGTC CATTCATTCA TATACTCATT CATTCAGCAA ACATCCGCTr GACACCTTCT 
GTTATGCT 

SEP ID NO: 1514: (Length of Sequence = 359 Nucleotides) 

TINNCCAGGC TGGTCTCAAA CTCCTGGGCT CAAGTNATCC GTCCACCTTG GCTTCCCAAA GTNCTAGGAT TACAGGCATG 
AGCCACTGTN CCTGGCIAGA AAATNTNTTT TTAAAACTNA GGATGTAGAA TTNOCTAGCT ATGTAGGCAA GGCAGGAGGA 
GAGGGGCCCA GTTGGGAAGC ATAGCCCACA AGAGTATGAG GGCCTGANCC AGGATGCTGG CAACAGGGAT GGAGAGGAAG 
GCX5TGCCAGG GCATGGTGGC TCACACCTTA TAATCCTAGC ACTITGAGAG GCTGAGGGAG GAGGATCATT TTNAGCCCAA 
AAGTTAGAGA OCAGCCTGQG GNAACATAGT TAAGGACAC 

SEP ID NO: 1515: (Length of Sequence = 343 Nucleotides) 

GAGCCCCTTG ATGGCAAGAN CTGACCCITC CATCCTGGAG AAGAQGAGAC CAATTTNATA TTATGGAGGC AGAATATACA 
GGACICTGTG ACTAAITCGA CATGTOTGTTC CATGGAGCTT GAAGGGGACA GAACCACAGG TGCAAAACTG CTGTAGCTAG 
TGCIGGCCAT TGCTCAGAAC TTTGTGTGAG TTCAGCCCAG GCCTCTGGTT GCAGGACTCG TGAATGGAGC AGITCTGAGA 
ACCACCCTIT TCCTAAGQGA GCTTNGGAGC CACATGGCTG CTCCCTTCAC ACTGGGTAAC AGTGTAGTAT CCTCTGAGAG 
AATAAACGTA TTCATITAAA AAG 

SEP ID NO: 1516: (Length of Sequence = 380 Nucleotides) 
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TTTTGCCTTA TTCTATCCGA TITITTCCCT AAGCTTCIAC CTGGNATTTN CCTTTGGAAA AGTCTCTGAG GTTCCACCAA 
AATATSGAAC TINATTTIGG ACACTITGAC GAAAGAGATA AGACATCCAG GAACAIGOGA GGCTCCCGGA TGAATGGNTT 
GCCTAGCCCC ACTCACAGCG CCCACICTAG CTFCTACOGA ACCAGAACCT TGCAGGCACT GAGGTAATGA GAAGAAAGCC 
AAGAAGGTAC GTTTCTACOG CAATGGGGAC CGCTACTECA AGGGGATTGT GTACX3CICTS TCCTCTGACC GTTTTCGCAG 
CTTINACGCC TTGCTGGCTG ANCTGACGNG ATCTCTOTCT GACAACATCA ACCIGCCTCA 

SEP ID ND:1517: (Length of Sequence = 411 Nucleotides) 

TGAGCAAAAC ACAGAGGACT GCACCTCTAG TGGCTCGTAA TGAGAAAGAA GATGGTCTCA AACCTGAGAA AGATAATGTG 
GAGTOGACCT CTGTIXJTCrC AGTATTAACA GTCCCTTCTA GGAAGTAGGT AGCATTTCTTC AAAATAGAGT GAAGCAATTC 
ACTGATGGAT TTAATCITTA AACTGCITAG GTAACCATCA ATCTGTAATG AGCTTAATAC TCITAACTAG GJGCIATTTT 
NCATGTGTGC TACT3TGCCA GIGATAAAGG ATTACGAAAA ATTCITTACC AGAGGAAAAA AAAAAATTGA ATGACCITTC 
TTGGGAAGGT GGTCCCTTGT TKJIGATCAA AdTTGACAA GAACTGGTAA TTAATTTCCT CTAAGGAATT NACCGTTCTC 
ATAGICTGTT T 

SEP ID NO: 1518: (Length of Sequence = 388 Nucleotides) 

GCTGGGCAGC TICTCTCTGC AGCTGCTCTC CCATCATCTG GCTGAA.TATG GGGCITTNAT GGGCCTCAGG GGAGGAAGIG 
TCTGCNAAAT GGTCCGTGGG CAAACATGGG CGGGCCTGGA AAAGGCACCA CAAI3ITCCCA CCCCAGTCAG TAGGATCAGC 
ACTCPGACAC CCAGGCTTCA GGCCCTCCCC GACTTGAAGG TGCTGCTTCA CCAAGGACTC ACCCACTCCT GCCCAGGAGC 
TICmrTGCCr CCIGCTGCCA TrTATGGTGC CCAGSCIGTT TGTNOCAAGG ACTSTCT3TC GGOCAGCNCT GAGCIGCCCT 
CAGCACCCCC TTGGCCTCIT TICTGINCTC ATO3GTGCCC AAAGTCCGCA GCAGGCTGAA GTGGCAGG 

SBO ID NOil519: (Length of Sequence = 358 Nucleotides) 

TTGGTTAAGA CCAAAGTCAG ATCACTCCCT CCTAGCTCCA AACCTGCAGT GGCTCCCAAT TCTNTCAGCA TACAAACCCA 
GATCCTCAGG CTGCCATTIN TGGGCTGAAT CCIUTCCCTG CICTCTGATC CCACCAGACA TAATGGAGGC CTGAGGTTCC 
CTGAACACTC CTAGTTTAGC CTTAAGTTAA GTATTK3CAC ATGCTGGTTC CTATGCCTGA GATAATGTTC CACATTTNAT 
CCCATTGCTT GCCAGAAATA GAAACCCITC CACATAATTN CAAAACAGAG TTTACANCAC AGAGCTTTGG GTGACTGCAG 
GCCTCCAAGA ANGGNAGGCA GAAGGGGCAC TGAAGAGT 

SEP ID NO: 1520: (Length of Sequence = 379 Nucleotides) 

CCAGACTTAA ATATGCCCAG GCIGAAAGAA GGTCIATAAT GTATGGNCGT NCTTATACCA AATGATTTCT TTGGAATTTA 
AACAAATATG TTTACTATTT TATTCCTAAT TTAGGAAGAA AAAGCAACTA AAGTIGTOCT GACATTGTAC ACAGATGAGT 
AGCACGTAAC TTTIATITAG TAAGCCCCAT AGGATAGTAN GGNATAAAAG TIGTTAGTGA GCAAAACAGG AGTATCCTGC 

CArnGcrrr aattcinctt gigatagtct igagggtaca ataattccig tgtgogtgtc actcaagcaa accagaaagt 

CTLTiTiGTA AATACGCATT TTGGGCCTCA TCCTCATGGA GGtlTCCXXjIT GmGTTGG 
SEQ ID NO: 1521: (Length of Sequence = 339 Nucleotides) 

GGGACAGGAA GCCTCITGGG TTGGACTCAG ACTCAGGAGG TGACTCAAGC CTCAAGCTCA GAAGCCCTCT GTNACCATCT 
GTTGACTCAG AAGCATGCCC ACCATOCCAT GCAZJTGCCCT TCCAGGCACT GTCCTGTAGC AGACGGAGTT CAGGCITIGG 
AAGTAGACAG ACCTGGGTTC AAATCACAGC TCCGCTTCTT COGCCTGAAG CTCCATAACC TAGGATAAAG TCGCTAAGCC 
HTCCCAAGTC TCAGATTTCT TACCTCTAAG GTGARNGGAT TGGATTCCAC TITACITCCC CCdTITCCC TTIANGGACT 
CTGCATCCTC NTTTGCTTG 
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SEP ID NO: 1522: (Length of Sequence = 405 Nucleotides) 

GTGAATTTCA AGCMTTGTT AATGGGGACC AACAGGGCTG CATTAAGAAA ACCACiTl'NN ACTGATCTCT CCCCCACATA 
TTTTEAATTT GTCTTGCTTT GTTTATnTC GTTATGCAAG 1XXTTTCTCT TCATGAAACA AGTGTAAGGC TCTAAGGCTA 
AAATAAIAGT TATTCTICTG GGCCCCAAAT AGCTACTTTT GAATTTCTIT CTTTAGTATA 1CTCAAATCT GGQGAACATC 
GAACTIGAAG ACTCCTAACC ATGAAGCA1T TGGAAAAATA CATATCATTC ACTTITCACA GAACCATTTT CITAAAAATA 
AGGGGGCAAT ATCCAGATPC ACATGCATGT TCATAAATAA AGCnTQGTT TTAAAACAAA TCCACACCAG CAATTATITT 
CAGCT 

SEQ ID NO: 1523: (Length of Sequence = 284 Nucleotides) 

AGOTCACAGA ACTCCAATTC TTI3VTEAATC ACAGdTGCT CACAATGACA TACAGGAAAA TAGCACTAAT GAAGNGTAAA 
TATGCAGGCA GCAACCTTCA GGAGTPGGQA GTTCGGGAGA AACX^TCTTCA AAACTGCGAT AGGTACTTAT GCTQGGIATC 
TQGTGAlTCr NAGTTGGCAC AAATGCCCIG CCTAGCCCCC TTAACTGCGT CACTITCACA GATGGNGTGT TITCITCTTG 
CT3TIGTTAG TAGGCAGGAT TGCCTTACAC TGGGGAAGAA AGAC 

SEQ ID NO: 1524: (Length of Sequence = 299 Nucleotides) 
GTGCTTGTAC CTGACAGTTT TGTCTGATCA CMTFTAGGA AGATGATGCT (J1TLT1NCIT 
ACTCAAGTGA TAGGAAGTTC AATTTCAAGT ACAAGACATT TGGATCAAGA AGT3ACTA1T 

Gicnocrcr gttgcccaag ctggagtgca gtggtgtgat ctcagctcac tgcaacttcc 

TCCNCIGCCT CAGACTCCCG AGTAGCTGGA ATITACAGGC ACCCACCGGG ACCAGTGAA 

SEQ ID NO:1525: (Length of Sequence = 398 Nucleotides) 
GCCCATGAAG CAGCTCTQGT GGA2TGGAGT CTCATCCCIG CAGCTCTCCC ATACK3GAGT TGCATGCT3G TGCTCCTACA 
GTGCIGCTGT CTGGGCAGTG GCCTCACTCC CATGGCTOCA GGAGGCATTG COCTGCTGAG GGATCTCT3T GGTX3GCTCTG 
TCCCTGTNAC AACTTTCTGC CTGGGCTTOC AGGCTGTCCA TGATATCCTT TCAAATCTAA TTGGAGGCTG GCATGACCCC 
ATGGCTTCCA CACTCTGTGC ACCTGCAGAA TCAGCACCAX GTIX3GACACTG CCAAGACCTA CCTACCACTT GTGCTCTCTG 
GAGCAGCAGC ACAAGCTACA TCTGGGGCTG CITCAGCCAT GGCTGGGGCT NCCAAGGAGC AGAGTCCTGA GGGTGGCC 

SEQ ID NO: 1526: (Length of Sequence = 318 Nucleotides) 

GTCTCTCTCT ACTGCACCAT GATGCCTTTA AAAAGAATCT AGGGGCTGGG CACAGTGGCT CACGCCIOTA ACCCAGCACT 
TTGGGAGGAG TTCACITGAG CTCAGGAGCT CGAGACCAGC CTAGGCAACA TAGTGAGACC CCCX7INTCCA CTAAAAATGA 
AAGCAAATTA GCTGGGTATG GTGGTCCATG TCTCTACIGT GGTCTAAGCT ACTCGGGAAG 1TGAAGCAGG AGOTTCACTT 
GAGCCCAGAA GCTCAAGGCT CJEAGTGAGCC ATGAT1NTGC CACTGCATTC CAGCCTQGGC AACACAGTNA GACCCTGT 

SEQ ID NO: 1527: (Length of Sequence = 313 Nucleotides) 

TIGGCTAGAA GGGAGGCTGG AGCCTTTCAT GGTGGClTiT GAATGCCATG GTGAATAGTT TCTCCTTTAT TTOTNATTGA 
ATAGCAATTT GTACAdTCT GAGCTATTAG AGTGAAATGA TTAAGCCTGT GGTTTAGGAA GAAAGAGCCT ATTAGGGAGA 
TAAATCTTTC CCTAGTIGTA QGAAGGGTTG GAACAGTATG ATATGGAGAG GGTAGTTAAIG AATGANGGAA TNGAAAACGA 
GAATAATITC AATGATACTG GAGGTGCAGT ATACAAGITG NGCAGTAGGT TTATGTCTAG GAAGATAAGA ACT 



GAGGAGGAGG AGCGCGAGTC 
ATAACATTTT GATGCTTGGC 



CTTAAGrlATT TATITTMATC 
ATTTATTTAT TTNAGATGGA 
TCCTCCTGGG TTCAAGCAAT 



SEQ ID NO: 1528: (Length of Sequence - 405 Nucleotides) 
GCQGTCGCTA CCX3CCACCGC CACCGCCACC GCCGCCGAGT GCTGTCTCTA TGGOGAGGAG 
AGOGACACAA GTACATAAAT AAAGGATAAA ATATTTTATG AAACAAATCT TCAATCAAGT 
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ATCTAGACTC CCTICTGCCC TCACTATGCC AGQGGAACTG TAGATCATAG CCAAAGAATT TCIGAAGTTT GGGCXTCCAA 
CTTGGATGAA GAGATGAAGA AAATTCGTCA AGTTATCCGA AAATATAATT ACGTTGCTAT GGACACCGAG TTTCCAGGTG 
TGGTIGCAAG ACCCATTCGA GAATTCAGGA GCAA3NCTGA CT ATCAATAC CAACTATTTC GCTGTAAT3T AGACTTGTTA 
AAGAT 

SEP ID NO: 1529; (Length of Sequence = 241 Nucleotides) 

GAAGGAGAAA CACTKTTGC CTCCATAATT CAGACAGTAA ACTGhTCGCT GAGATTCAAG TITCCITCIT TCCT3GGGAA 
GCITOAAGAT CCTCGTGGGA CCACCATCCC CIGCTCAGTC CTCCCTGGAA GGGGGCACTG GCTOGGTATG AGCCGCGTCA 
CCGTTGGGTT IGTAAdTiN TGGATGJVGC CIGGNTTTCA CCTGGGGCIG GCIGAGGAAA GGGGAGGQGG TAGGNGICIG 
C 

SEP ID NO:1530: (Length of Sequence - 356 Nucleotides) 

GCTCTCATGC AAGGGTTTCC CATGCCICTA AGTCICTTIG TAATCCCACA TGTATCAGGT GCCTGGCTGC TCIGGGACTT 
GCAGTAATIG TCTCTTCTTT GTITCAGGTG TGATCCCCTG GGCCCGTTTG TTGTCGGGGG AGAAGACITA GACCCITTTG 
GGTTGAGTACT GCTGGGGAGG TGGCAGCAAC ACAACTTGCT TTTNTGGCIT TINAGCCCCA GCTCATCTTC TAATTTNAGA 
GmTTCGGTC AGTCTCTTCC TITGGGNGTN GAGGAGGCAG TTCnTGCTG AGCAGCIGAG AAAGCACTGC CACATACGCT 
GGCCCCTCCA CACCTAGAGC GCTGCAGGAG AGCACT 

SBQ ID NO: 1531: (Length of Sequence = 379 Nucleotides) 

CCAACAGATG CTGCIACGTT TCCTTCAAAA TICTIAAACA TCICTTGCGG AAGAAGCT3C TTAGTTATAT CCAGG3ATTC 
GTTCAAATCC ACGTTGATAC AATGAAGGGT GGGC7IATCIA GCAGGATGTC TAGTTCAOGC ACIQ3GTCAA AAACAACCAG 
AGCIGCAGAT AAG1GAAC3A GATGTTCTCT GTCTTCAGAT TCCTO3ACTT TGTCATGATC TOGGTCATGG GCCATTTTCT 
CACATGTTIG ATGGACGATT TTATTCCACT TCCTOGCCCG GAGCTGAAAT GGACGCATGA ACAAGGCTCA GITATGATGT 
TIGAGCACCT TATTTAATTC TAATGGGATT AAGCCICTCA TGGAACAATA TGGGTCTCA 

SBQ ID NO: 1532: (Length of Sequence = 307 Nucleotides) 

GATAAACITG AGCCACCAAG AAGTGGACTC TGCCTAGGAA GACAGTTTGC TGAAGTIAGA AACTACTGGT CTAGGAACCA 
GAAAACCIGA TTCTNCCCAA GAGTTAGAAT TCINAGTINAG TTCTINCTGG TnTNAGTTT CCTIATCTGT AAAATAATTA 
CCCAGTTCAA TIGGATAATC TCTATGATCC CITCCACATT CIGCATACTT GGATATCTAC TGTTTCTAAA TATTTTGGCA 
'ITIVI'IATAA AGCCCITTCA CATITNCTIT ATTATTTTTC CCTCACAAGA ATTCCIGAAA TAGGATA 

SEQ ID NO:1533: (Length of Sequence = 337 Nucleotides) 

ATGGCITTAT TTCCIGATTG AGAAGTGGTC CAGCOGTIGGG CI^GCAGTCA TTTACATATC AGTCACCAAA TGCAAACATA 
CCQGTACTAA CAGTGCTTTG GTCCATGACA TACCCTTTTG ACAGCCCAAA GCTGAAACCT CAACTCTATC TGGGGTTACT 
TGCTTATACA AAGATGTTAC TCTAGCAATT GTTGCTTGAG GGCAAGACCN GATGATTGTC ACIACTAGGA AGAAAGCAGA 
AGTGATSCAG CTTACACTGC ATAGTCCCTA CCCTTNTGGA TTAAAIGGAA AAGTTGCICA AACATAAACT TGTTCITAAC 
AAAGGTGGGT AAGANTC 

SEQ ID NO: 1534: (Length of Sequence « 317 Nucleotides) 

ATGQGCATCT GGGTACTACG TTTAAATATT TAATTATTTT AAAAATAAAA TAGGAAAGAT AAAATAGCTT AAAGOCTATT 
GATGCTCTGA ATAACTTTAT GAGTGAATAG ATACTGAAAT TTGAAGTCAG TGTTTTGCAC AACAAATCAA GATTTGGGAC 
TGGACTTACT GGGTTGGGGA CTTCITAGGG ATAAOGGTGG TGCTATGAGC ATGCTGGAAA GATGAGAAGC AAAAGCCTGG 
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AATTGGGAGT CCTGTACTGT CTTTAGGGTA TGCAAAGAGG CTCCTTCTIT TCTAGGTGTT CATCAGTACA ATATGAC 
SEP ID NO: 1535: (Length of Sequence = 323 Nucleotides) 

ATATTACATT GATGTCAGTC TTXAAAGATX5 GAGTAGGACT TTNCAGGCAG CAAOGAAAGG GAAGGACA1T TCAGAAGCAG 
AAATACCATT TGTTAAGGGA TGACAGCCAA GAAATATIAA AGCATATTIG GAAAGTATTC AAAAICICT3 TGT3GCXAGA 
AdTTAGATG AAGAATCAGA TACATCTGGA GAAGGAGATT NAACCNGATG ATCATAAAGA ACAITI'IATT TAGGCCATGG 
TAAGGCT3X3G GCACTNTGGA GCCCATGAAG GTCTITOGAC AAGGGAGTIT CCTTAGGGAG GAGTATNAAG CCATAAACCA 
AAT 

5E0 ID NO: 1536: (Length of Sequence = 305 Nucleotides) 

AACCACATTT TTACTGCATC TOCTCCAOGC TGGATTCCAA CATGCTGGCC CGGAGCGTGG CTGGCTGGAA GCAACTCCAA 
CAGGTTnTC CCTTCCCCGT CATCTACATT ATlTATITIT GATCCTACTC ACTGTCCCAA GTCCAGAGGC AGTTACAAAA 
AACACTCTIG ATGCAAACCG TCACTGGCTA CAACACAOGG ATGGGQGTGG GOGOGATTCC CACAACAGGG AGTGGAATCC 
GGGGAAGATG ATATATAGGG GCAAGACGGC CCCTTACT1T GCTAAGAGTA TATGGGAGCT CAAAA 

SBQ ID NO: 1537: (Length of Sequence = 279 Nucleotides) 

GGTGGCAGCG GCGGCGCGGC GACTGAAGCG CGCGAAAAGC TGAGGQGGCA ACGTCGGGGA CX3GCTGCNCG GGACGGCTCT 
GTAGGAAGGA ACITGGTTCC CCCTCCCTCA GCTTCOGCCC CAAAAGATTC AGAATGGACA GTTTAGAAGA ACCTCAGAAA 
AAAGTCITTA AGGCTCGAAA AACGATGAGA GINAGTNATC GTCAGCAACT TGAAGCAGTG TACAAGGTCA AAGAAGAACT 
NTTGAAAACT TGATGTCAAG CTGITAAATN GCAACCATG 

SEP ID NO: 1538: (Length of Sequence = 310 Nucleotides) 

ATATTTCCIT CTGCTCTGAC TCCGGAAGAA CTTGCACTGT TGCCTAGGCT GATAATCCCC GAAAAAAAGT AACAAAIGCA 
ATIOTACCCC CCACCCCCAT ATACAGCCCT CATATATATA TATGAGAGAG AGAGAGGAAA AGATCATGAG ACATGTCTTC 
TAGGGAAAAA AAATTCTAAC TTCCCTAGCC ACTGTAGTCA TTTGAAACCT GAGTTAGACT ATGAGTTAGG AAG1ATTTTC 
ATAGAGTTCA ATTAATATAT TTCTGCTCTA TGCATGGATG CTAACAGCIT TAAGGAAACA CAAAAGCCAA 



SEP ID NO:1539: (Length of Sequence = 267 Nucleotides) 

GAGA1T1TAC TTTGTAATCG AGIAATTTAG CCACACTCTT GTGAGGGAAC AAGCCAGAGC CAGGACOGCA TATIACCCX3G 
TAAAGCTCCA GAGAAGACTT GAGACirGTA AGATIGGNCC NGGCIGCAGT CCXXTDGGTCA GTAACATCTG CAACATTATA 
CAGCCAGCAG ATCAGCTCTT CGAGCTGACA GCAAAATGTC TTCACACATT GCACCAGTGA 1TCTTTTCCC TGINCTCCTC 
CTTTCCIGGG GAAGCIGCCC TINAACA 

SEP ID NO:1540: (Length of Sequence - 354 Nucleotides) 

ATTTATTCAG ATGAAAAAAA ATCAAGGCIT AATTTAAGTA ACTTGTCCAA GCTCAAQGAG TTGACAACTG GCTGAGCTGG 
AGTTCAGCAT CTCAGACATC TTCCTTIGAA TCCTTGCCTT CCTTCTGAAT TTCAGATGAC GGAGCATGAC GGCTGCA1GA 
TTATGGGGTC ACCQGGCCTG TCCTSQGCCT GAGGGACCAA GGATCAGAAA GGGCAAGAAC CAACTOGNTC AGCTAGTGAA 
AGIGCAATIG GACANIGATC CTCTITCOGG GNTTAACCTT C0GCTK3GCC TTTAAGAGGG NTTCTXGAAA TGCACCAAGG 
GGGCCTAGAG GAAGCAAGCA AACINCITQG ACCT 

SEP ID NO: 1541: (Length of Sequence = 403 Nucleotides) 
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CTGATGTTAT ATCAGGTAAA ACCTGICTAA GGAGAATAGA CAGTAGTTAG TTCAACTTAC TCATTAOGTA TTAGGAAGAT 
TAACCIGGTT ATCATTGTTT TATACATATA TATATGNAAT ATATAIGAGT ATTCGTATAA ATATAATACT TTTACCTTCT 
TTATGTATTT ACTCAA1ATT CTCCnTTCC TCTAAAATAA TCT3AAGTGA CTATTATCAA TAAGTTTACT ATGCCAAAAT 
TCATTAATIG CdTTCACrr AAdTITGGG GCCATAATAA ATAATAAAAT GTATTGCCAT AACATTAATA AACTACCTTA 
CAAAACCACC AATTAAAATC AAACAACCAA AAAGCTGHTA TTTACATCTG NNCACATAAA TCTACTAAAA ATACAGGGTT 
CAT 

SEP ID ND:1542: {Length of Sequence = 333 Nucleotides) 

CTSGTACATG ANTTTATAAA AACATCTCAC GCCCGGCICT GTGGCTCATC CCTGTAATCC CAGCACTTTC GAAGGCCGAG 
GOGGGOGGNT CACAAGGTCA GGAGATCGAG ACCATCCIGG CTAAAACGGT GAAACCOGTC TCTACTAAAA ATACAAAAAA 
TIAGCCGGGC GTGGTGGTGG GCGCCTGTAG TCCCAGCTAC TCIGGAAGCT GAGGCAGGAG AATGGCATGA ACCCNGAAGG 
CGGAGTTTTC AGTGAGCAGA GATCATGCCA CTGCACTNCA GCCTGGGTGA CAGAGCAGAG CGGGGACTCC GGAGCAATGG 
GNAGTACAAT CCT 

SBQ ID NO: 1543: (Length of Sequence = 329 Nucleotides) 

CCCCTGATAA ACCTATCAGA TTCICTGAGA CTTATTCATT GTCATTAAGA ATAGCAGGGG AAAGACTGGC CCCCATGATT 
CAATTACCTC CCXCTGCATC CTTCCCACAA CATGTGQGAA TTGTGGGAGA TACAATTCAA GTTCAAATTT GGGAGGOGGC 
ACAGCTGAAC CATATCAGTC TGTATI7VICT CTCCNTTTIT CTGCITTAAG NGACTATAOG NAGGTGTICT TITCAGGGNT 
TATACATAGG TATTCTGAAA GATGGGGTTA TTTTCIGTIT CANACITIGA CTAAGTGGCT TCITTTCTCC CCTATGTCCC 
AGAATAGCC 

SBQ ID NO: 1544: {Length of Sequence = 313 Nucleotides) 

OGGAGATCOG TCATGTAACA AGGATTGANC GAATCGGTGC CCACTCCCAC ATCOGGGGAC TGGGGCK3GA CGATGCCTTG 
GAGCCTOGGC AGGCTTCGCA AGGCATGGTG GGTCANCTGG CGGCAOGGCG GGCGGCTGGC GTGGTQCTGG AGATGATCCG 
GGAAGGGAAG ATTGCCGGTC GGGCACTCCT TATIGCTGGC CAGCCGG3CA CGGGGAAGAC GGCCATCGCC ATGGGCATGG 
OGCAGGCCCT NGGCCCTGAC AOGCCATTCA CAGCCATCGC CGGCAGTNAA ATCTTCTCCC TCGAGATGAG GAA 

SBQ IP N3:1545: (Length of Sequence = 384 Nucleotides) 

CCCAAAACCT GGAGCTAAGA ACITCATCTC ALTITIGACA COCCAGCCCC CAAAATATGG AAGCCCAGGA GAGGCAGGAG 
AAITTAIAGC AGAGGCTTAA AGAGAAAGTT ATGATTTCIT TAAAGTAGAG AATAAGGTGA AAAATAAAAC CTGGTACTCT 
GTCIGGAAGT CCTGGAAGTC TCCITGCCCA ACCTCAACTG GCCICTGGGC TCCTGIOTCC TTGCTCIGGG ATGCCAIGGT 
GAATGTGAAA ACAGGGGAGG TTGTGTGTGG GGGTGGGAAT GGCdWTCGG TTGCAAGGCG AGTCCITK3C TCAGCCCAGC 
CIGAGACCCA GCTTATGGGC TTIATCCAGG TSAGAAAATN CTGGGGACAT CHCTTCGAGG TTTA 

SEP ID NQ:1546: (Length of Sequence = 34S Nucleotides) 

TTTAAAGAAC AATGATIAAG TGAAAATNCT CTCAGiTriT TTTAATTGGT TCAGCAATTG ATTAATTACT GAATCTTGAC 

cciAAAcrrr ttagtctaga aatgtgcitg aggaatacag gctggagatc agctttttga cattgcattc CCCTCCTGGN 

TCACATCCAT GTTGGAATCA ATTTATAAAC TGCdTCCTA AGGCTTAAAA 1GATGGTGAT CTACAGACAA GVGCCTTCCT 
AGGCACAGGG TTGCTGGAGA CTGATGCCAG GCCCATGGCT CTTAAAGGGA ACACTGAACT CATGGCAGAA ATGCTGGAAA 
GTAGAGAAAT GAATAGAGGG GGGAA 

SBQ ID NO: 1547: (Length of Sequence = 342 Nucleotides) 
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GGAGGCTGAG CTGGGAGGNT CACTTGAGCC TGGGAGGTTG AGGCTGCAGT GAGCICTGAC TGCACCACIA TACTACAGCC 
TGGGAGACAG ACTGAGACCC TGTCTCATAT ATATATATAT ATATGTATGT ATATATATGT ATGTATATAT ATCTCTAATA 
TRTEAATATA TATCTAAIAA ATXHATdTA TATATAATAA ATAXATCTAA TATATAATAT ATATATTNCC NAGAGAGGGA 
GAGGCTCTTA GGAAATTATC TTCITCCATA TIATGTTATA TTATGCTATA TTTGGCIATT TCCTAAGAGC TCTATCCTAT 
TATTTCCATT TATTTGTGAG GA 



SEP ID NO: 1548 : (Length of Sequence = 334 Nucleotides) 

GGAAATAAAG CTGACATGAA CTAACTATTC AATCATGAAT GGTAGAAAAA AATGAAAATG TAACGAGATG GGATCOGGGT 
CAAAGTCAGG GGAGGTATAG TTGAAGATAT TGAAGGAGTC ATTATGATAC CAAAGAAAAT GGAAAGAAGT GGTATCCAGA 
TAGGTIATCC TTGGAGAGTA TCCNGGGATG TOXTITTTCC TAAGACCTTA GAGAAGGAAA GGATCGCTGA TAATATAGGG 
AAAAGTTGAC ATGGAAGGAT TAAATAATTT TTTT3AGGAA TTCACGTAAG GNATGATAAT CTGAATTTTC AGGGCTAGGC 
TCAGAAGCAG GAAT 



SEQ IP TO: 1549: (Length of Sequence = 362 Nucleotides) 

AGGATTCIGG GGGCTTAGAG AGGGCAGCCT GGAGAAGCCA GAGTTAAGCT CAGAACAAGA GGTGCAGGAA GAGCCACAGC 
AGGGAAGGGA AGAGAGATCC CAGAGGAGGG GCAGAGTKIG GCAGGACAAG GGCCCTGCCG TACATGCTAT GCATGAAGGA 
AAATCITGAG ACXAAGACTC ATGAAAAGNT CCAAAATAAT TATTTCGTGT GGCCCCTAGA AGACINAAGA GACATTINCT 
TOGCCATITC CCCAGGGCTG CCIGGGCAGG AGACAAAGGA ATNAAAAGTC CAGGGGGAAA GCAAAAATCT ATGGGCTTCT 
GAACACATGC TTCCOGGAGC TCGTCTNCAC AGCATCTTCA CC 

SEQ IP NO: 1550: (Length of Sequence » 328 Nucleotides) 

GGACTAATTA ACTAAAGAGG TTTTGTACAG CAAAAGAAAC TGTCAACAGA GTAAACAGAC CTACAGAATG GGAGAAAATA 
TTCACAAACT ATGCACOCAA CAAAGCTCTA ATATCCAGAA TCTATAAGAA ACTTAAACCA TTGAACAACC AAAAAACAAA 
CAACCCCATT AAAAGTT3GAC AAAACTCATG AACTGACACT TCTCAAAAAA AAGACATACA AGCAGCCAAC AAGCATATAA 
AAAOTGCITC ATATCATTAA TTATCAGATG AATGCAAATC AAAACCACCC AAGTLTITIT CTTCTGTCTA GGNTAATTIA 
TTTTAGGG 

SEP IP NO: 1551: (Length of Sequence = 365 Nucleotides) 

CAGGAATTTA CATGGGGAGA CCTACCTATG GCAGCTCTCG CCGTCGGGAT TACTATGACA GAGGATATGA TCGGGGCTAT 
GATGATCGGG ACTACTAXAG CAGATCATAC AGAGGAGGAG GTGGAGGAGG AGGAGGATGG AGAGCTGCCC AAGACAGGGA 
TCAGATTIAT AGAAGGCGGT CACCTTCTCC TTACIMACT CGTGGAGGAT ACAGATCAOG TTCCAGATCT CGATCATACT 
CACCTCGTCG CTATIAAAGC ATGAAGACTT TCTGAAACCT GCCCTAGAGC TGGGATATTG TTICTGGGGC AATATTTTTN 
ATICTCTCTT CTITAAAAAG TGAACAGTCC CTAGTGAAGT TAGGT 

SEQ ID NO: 1552: (Length of Sequence * 330 Nucleotides) 

GATCCAAAAA AATTIACTGA AATAGCAAAA ADGTGGACIT TCGGATTTCC TCTAACTGCT GCAAATTATA ACACAGAATT 
GCICACTGTT AATACTTGAN TTGTGGGGCC AAGTCTTCTG GCTGCCCTAG TTCTCTTTTC TGGCATTTGA AAGCCCTTCA 
- GCTAGCTATG GAGCTAATCT TTGGACAGGC 'ITlTlUCaTlC CCAGGAATGT CATGCCTTIG AATTTCCAAT CXATATATAT 
ACAGTGTGTG TGTATGTAIA NCTGTCTTTT CACTGTAAGG ' CACCTKCACC CATCCCTTAT AGAAGGNGGC CACAAACAAT 
CAAGCAAATG 



SEQ ID NO: 1553: (Length of Sequence = 304 Nucleotides) 
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CCCITCTCCC ACAGCCATIT AAAAATCTTC TGAAGGGCCT CAGGGCACAA AGTGATCATT TGGGATCCTA AGTTAAAAAG 
GAAATGCAAG AGTAGOTTRC TCCAATTCCA GACTCTITCC AGGAGGCTAA TCCCACAAGA AGGGTAGCAT CAGAGAAGTC 
GGCATTGGTC TIAGTGGIGG ATCATCAGGT AGACAACTGA TAGTGTGTGT AACCCATCTG AAATTCATTT TACCGTCACC 
ACTCTIACAA AGGACAGTTT ATTCCCAAGG ACAGTGCIGA CGGGGAGGGG GACAGGCAGG GAGT 

SEQ ID ND: 1554: (Length of Sequence = 309 Nucleotides) 

ICT3TTACTG ACCATGTTTT TGAGAGTAGT GCCCCIAACC ACTITGTCTC CACTTGCATA GTCTAGTGAT TTTNAGGNCT 
CICTATGTCA TATTATAACA GAACTGACTG TATATGGCTA TTTTATCCCA TAATCAAGCC AATTCTTCCA GAATATTACC 
ATCAGTATTA CCACATACAT CCTCCCAAAT CTTATTTCAA AGAATAAATA TATAGTCACT CATGGTmT AAGNAAACCC 
AAAACTACTC AACCAAAACC TTGAGGAAGG TTITTCCAGG GNTTTCTACC TTAATTATTC ATAATGATT 

SEQ XD NO: 1555: (Length of Sequence = 326 Nucleotides) 

GTTTAAAAAC TGTCCAAATG TCATTITAAT TTATGAAGGC ACCCAGAATA AGXNCTAATC TCATACTCCC CCAATATATT 
1NCIGAAGCC AATTCTCTCT TTTATTAATT TTTACTGAAA ATAGCACTTT TTTCCTCCCC CTGATAGTAC TGGGTAATGT 
TAGAATGTCC TCTAAAATTC TCTGGACCTT ATTTACATTC TCAAGAGNTT TTTTTAAATT TACCAATAAG ATCTGCTATT 
TGAGGAA7TA GACITTAGTT CAGTPGTACA TGGNTEATGT CTGCTCATAT CATTCATGTC TGAGNCTTTC ATTITATTAA 
TATGGG 

SEQ ID NO: 1556: (Length of Sequence = 375 Nucleotides) 

CCCATCCCTG TTTAGGTGCT TICTCCTCCT TGAGGAGCCT CCAATGCTGC TGCTCCTATA CATGTCACAA TTTCAGACCC 
AGCATGCTAG GAACTGCTGC CAGCGCCTGG TTAAGCCAAT ACTAAATGGG GCCAAACAGG TGAACAGACA TTCTGTCTTT 
CTCCAAACCT CTGAAAAAGA TTCIGCAACT CATCTCACAG TAATTICTTC CCTAATTIAC TCITAGGAAA TTGTCGTTAA 
AC7TCTGATTA GGTTAAGTCC AATTCCCTGT AATTAGGATC CTCAGTGAAG AAAAATCTAC CCATCACCAC AATTTATTTT 

crnrcTATA gctccagcat cactaattgt accattatit TTGGCAGCTC TGGGG 

SEQ ID NO:1557: (Length of Sequence = 306 Nucleotides) 

AATTCCGAAG ACTATTCCTA TACATTAGAG TGAATTINAG ACTATCTCCA TCATTCTCCA GCCATTCTTC ACTGGGAAAA 
AAACGGTGGA ATTAAACTAG TGGAAACAAG GCTITCTCAT CTACTCCCAA TCCAGTOGAT AAGCPGTGTT TNCCAATCAC 
TGCTCCRGCA CAATGGCCCT CACTTTTATTT TTAACTCTAT GGCATGCCTG AAGGACCATC TTCCCATGAG TGACACCCTT 
CTGTAAATGT GGTQGCACAT TATGGGCIGC TGTTTTAGAA GGGACTGNCA ACTTGCTGGG GGTTAT 

SEQ ID NO: 1558: (Length of Sequence = 292 Nucleotides) 

AATTCCCCCT TTCCAAATCT ATTITCAATC CCTIGACTCT CIAGGCITCC TGCITTTAAG GOCTNCCTTC TAACCCAGGG 
TTGCCCCATT CACCITAAAA CAlTiTICAA TAACCCAGAA AAAACCAGGN TGAACATACC CAAGCTCCGG AACCAGGAAA 
TNTTGTTCGA ACCCCGCTGA TGACTCCCAG GGGAAGCCAA GAGGACAAAG ACAAGGATGA GGACGAGGAC CCAGGGACCG 
NTGCTGAATC GCAACTGCTG TCAACTTCAC TTITCAACCT CAGNCAGTTT GT 

SEP ID NO: 1559: (length of Sequence - 246 Nucleotides) 

GTGGTCCGTT CTCAGCCCAA CAAGAGTGAT CdTTTAAGG TCCACACACG CTGCCTCTCC TTCCTCCGCA TGAGCCTCTG 
GCATGCTCCT TCCTCCAGCT GGCCCCGGGC TCGGCAGAGC CTCCTCCIGC CGGGGCCCCT GCCCACCCCC TCCTTTGCCT 
GGAGINAGGG TGTTCATACC AAAGACGGAA CCATTTCGCC TITAAAGAAA ATATATNCAG AAGCAGCOGC TGCCTCGNAG 
CCCTGG 
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SEP ID NO: 1560: (Length of Sequence - 383 Nucleotides) 

CCAAAGGTAC AACAGATTI7V CTACATTTAA GACAGGAATC TnTCTAATC TCTGTIGCCTA TTAAAGAAGC CACCTGCITA 
GAAGTACTTT GTAGATGAAA AAATACTTAT GAATCCACTG TAACTTCACA ATCTTGAATG CCAAGGAAAA ACTTTACTAG 
TTTCATTrAC CACIMTCIT TAAAGTNCTT TTTGATTTTA TGTTTTAAAT TTFITAATTT TATATTITGA GACAAGGTCT 
TGCTCTCITG CCCAGGCTGC GGQGCACTC3G CATAAACGTG GCTCACTGTC ACTTTGACCT CCK3QGCTCA AGGAATCCTC 
CCATCTTAGN CTCCTGAGCA AACTGGGSTCC ACAGGCATGC ACCATCATGN CCAGCTAATT TIT 



SBQ ID NO: 1561: (Length of Sequence - 313 Nucleotides) 

CCCCCTCCAC OGCAGTCTPGT GCCCCCGTCC CX^CCACCAC CTTCCCCAAC CACTTACAAC TGCCCCAAGT CCCCAACTCC 
AAGAGTCTAC GGGACGATIA AGCCTGCGTT CAATCAGAAT TCIGCOGNCA AGGTGTCCCC CGCCACCAGG TCCGACACCG 
TGGCCACCAT GATGAGGGAG AAGGGGATGT ACTTCAGGAG AGAGCIGGAC CGCUiCTCCT TGGACTCTGA AGANCICTAC 
AGTCGGAATT NCGGCCCGAA GNCAACITTC (2SAACAAGAG AGGGCAGATG NCAGAAAACC CATACTCAGA GGT 



SEP TP NO: 1562: (Length of Sequence = 320 Nucleotides) 

AAAOGGGCOG CGAACCGCAG TATCATGCTG GCCAAGAAGA TCATCATEAA GGAOGGAGGC AOGCCTGAAG GAATAGGITC 
TCCTACTGTC TATCACGCAG TTATCGTCAT CTTITIGGAG TITTTTGCTT GGGGACTATT GACAGCACCC ACCTTGCTGG 
TATTACATGA AACCTTTCCT AAACATACAG TGTCTAACAG TTCTAATACA GCAAATTTAA TACAATTITT TATTAGATCA 
AAATTCAATA GAATGTITCA TATGTCTTAA GGAAGGTTCA TTGAATTTCT TCTTTTCAAT GGAAGTCITC ATTTGGAAAA 



SEP TP NO:1563: (Length of Sequence = 299 Nucleotides) 

GCACAAGCAT GACCTGAACC TGTCACCTGC COGTNAGTAT TTCACATTTC TATAGTTTTT TGT3ATTCTG CCTGCATTEA 
ATCATCATCA CCAACAAAAA TAGTTCCTCT GAAGAA1TAT TTTATACTAG GATTCTCAGG NTATCTCCTC TCAATCTCTA 
TIGGGATCAC TCCACTCTGA CTTCTACACT CATTITCOCA CTGATGXAGC TGTTCTCAAG TTAGAAGTTA AGTTCTCACT 
CTTCATTITA TCAGTCATCT CAGCAGCATT CA3TATGGTT CAGGCACTCC CTCCTATTT 

SEP ID NO: 1564 r (Length of Sequence = 325 Nucleotides) 

CAGATCGNTC AGITCATACT CTGGCAGTTA MTl'lMTTC CTCTAAATAA AAATGGACAG GTTAATTTAT TAAGCAGCTG 
TGTIATCAAT ATGGTAOGTG TGTGTOCTTG TATAGATAGA TGTATATGTA CATACATAAC TATACATTTT NCTGGACACA 
TAATATTTOA GGTGCCTATT GTATGCTAGA CACTGITCTA CCATCAGTAA AAAAGCACTG CCCTGTTTTA C7TGITGATTA 
AAAACAAAAT TCTGAAAATA GTSANCAATG AGGCTTACAA CATTTGTTAC AGGNTAAGGN ATCTCAATIT AGGAAAATGT 
TGTCA 



SEP ID NO: 1565: (Length of Sequence = 382 Nucleotides) 

TITITTTTTA TATTAGTGCC TGCnTTTAA AAGTTTATTT TACATITTAA ATACAGTATT TTTCTCATAA AAAAAAAATC 
CAGGAAGTGC CTAACTCCAT GC7ITTCTATA CTATATGTAC ATGAAAGCTG ACAGAGAGCC TGACAAATGT TCTGGATGTA 
ACAGTATGAA CACCTATGAG CTGGGACTAC TTCTGANTCA AAATTAAAAA ACACAAATTA AGCACTGCTT AAGAAAAAAA 
AAATCCAGTT TCTGAACAAC CAAAAGAGAA CAGAGTTAGA TATGTACAAA ACXAGGTATT AAAAANCAGN AAGGAATACA 
GCACACAAAA ACTCAAACAN CCCATATGTA GTOAACTGTA TATACTGCAG TTAATGAAAA CC 



SEP ID NO: 1566: (Length of Sequence = 305 Nucleotides) 
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GCAC7TGTGGC TAATTGIAGC TCAAAAGATC TGCAGAGCTC CCAGGGCGGA CAGCAGCCTC GGGTGCAATC CTGGAGCCCC 
CCAGTGAGGG GTATACCTCA NTTACCATGT GCCAAAGCAT TATACAACTA TGAAGGAAAA GAGCCTGGAG ACCTTAAATT 
CAGCAAAGGT GACATCATCA TTTINOGAAG ACAAGTGGAT GAAAATTGGT ACCATGGGGA AGTCAATGGA ATCCATGGCT 

TrrrrccccA ccaactttgt gcagattatt aaaccgttac ctcagccccc anctcagtgc aaagc 

SEP ID NQ:1567: (Length of Sequence - 292 Nucleotides) 

GATTTCOCTC GGGAAGACAA CATCACCAGC AAATGGATGA TOGTCAACTG GGGAGCCATT GACTCTCCAC TTGATTGTGG 
GTTGAGGTTC TOCTTCAGCC TCACATAACA AGATGCCATT GCTTCCGGTG CTATACACAG CACTCTGAGG CTTCTTTGTC 
CAGCGAGGAG GCTCTTCTAC TATAACGTGA AAATCGTGAG TO3CTGITCC CAAGAAATTG CTGGCTCTGC AGCGATAATT 
TCCTTTGTCC TGGTAGGAGA CATNCTCTAT CXTCAAAGTTC TTGCCATAAT TT 

SEP id NO: 1566: (Length of Sequence = 204 Nucleotides) 

ACCTACTCAG GAGGCTGAGG CAGGAGAATA GCTTGAACCC AGGAAGOGGA GGTTGCAGTG AGCOGAGCTC ATGCCACTGC 
ACTCCAGCAT GGGCAATAGA GCGNGACTCT OTCCCCCCGG AAAAAAAGAA CAAGGGCTAA NTTCAAATCA AATTITCCCT 
GTACCCTAAG AANAATAATT AGGNCQGGAG ATGTTIGACT AAGT 

SEQ ID NO: 1569: (Length of Sequence = 362 Nucleotides) 

CACAAAGCCA AGTACAGAAC CACAGAATGA AGCCCTCACA AATGITGAAT CCCAAAACAC TAACAGGAAC AACTCGTATT 
TCCATIAATC AAGATTTTAG TATACCAAAT TTTCIAGTTT TTATCTCATG GAAATATAAG GCTATTTTAT CTTTTGTATG 
CTACTGAAGG GNAAACATCA TCATACAGCA ATSAATACTT CAAGGGNCTT GTTGATCTCT CTATTATTGA CACTGGGGTTG 
TTAAAGTCTC CCACTATTAT TCTGTGGGNG GCTACANCNC TTTGTAGGGC TCTAAGAAGG TGTTTTATGA ATCTGGGGGC 
TCCTCTTTGG GNGCATATAT AATTIAGGGT AGTTAGTTCT CC 

SEQ ID NO: 1570: (Length of Sequence = 262 Nucleotides) 

TGCTAAATGA TAGANGACAG ATTCAAAGTT GTAGTIACTG CGTAACTTTA TTTATGAGGC AITITAGAAT AGGCAAAACT 
GATCINTTCT GGTAGAAGTA AGAACTGGGG TACCCTCTGG AGGAAGAGAA TITNCITTGA AGTGGCATGA GAGGATTTTT 
TTGGCIAATG AAATTATTTT NATATCTGAG TAGGGTTCTG GGTTACACAG TITAGGCATT TOTCAAAACT CATGGNACCA 
TTCATCCAAG TCCTGTGCAT IT 

SEQ ID NO: 1571 : (Length of Sequence = 402 Nucleotides) 

TGCTAAATGA TAGAAGACAG ATTCAAAGTT GTAGTTACT3 CGTAACTTTA TTTATGAGGC ATTTTAGAAT AGGCAAAACT 
GATCTGTTGT GGTAGAAGTA AGAAGTGGGG TACCCMCTGG AGGAAGAGAA TTTNCTTTGA AGTGGCATGA GAGGATTTGT 
TTGGCTAATG AAATTATTTT TATATCTGAG TAGGCTTGTG GGTTACACAG TITAGGCATT TGTCAAAACT CATGGAACCA 
TTCATCCAAG TCCTGTGCAT TTTACTGTGT GAAAATTATA TCTCGACTTT TTTCAAAAAA GGAAAAAATA CITAATTATA 
ATATAGCATT TATGNATTAA AATAATCCCN TTATGTAAAA ATATTTTATT GGNTTGGTCA AGATTCATGA TTGCAAACCA 
CC 

SEQ ID NO: 1572: (Length of Sequence = 417 Nucleotides) 

CTACCAGCCC GTTTTCACAA CTAGCAGCAA ATCCTGAAGC ATCCITGGCC AACCGCAACA GCATGGTGAG CAGAGGCATG 
ACAGGAAACA TAGGAGGACA GTTTGGCACT GGAATCAATC CTCAGATGCA GCAGAATGTN TTCCAGTATC CAGGAGCAGG 
AATGGTTCCC CAAGGTCAGG CCAACTTTGC TCCATCTCTA AGCCCT3GGA GCTCCATGGT GCCGATGCCA ATCCCTCCTC 
CTCAGAGTTC TCTTCTCCAG CAAACTCCAC CTGCCTCCGG GGTATCAGTC ACCAGACATG AAGGCCTGGC AGCAAGGAGC 
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GATAGGAAAC AACAATGTGT TCAGTCAAGC TGTCCAGAAC CAGNCCACGG CT3CACAGCC AGGNGTATAC AACAACATGA 
GCATCACOGT TTTCCAT 

SEP ID NO: 1573: (Length of Sequence = 368 Nucleotides) 
CAAATAAGrIT AGAAACATGA AAAATTCTTA GAACTTTAGA TGAAAAATTA AATTTACTAC 
TTCCOGTAGT TTGGGATCTA GGTTTACACT GCATGGCAAA AAGACTITTA CATCTCGAGC 
AAGACAAAAA CACTTCAAAA TTTCTCAIAT CTCCATCAAT TICAAGAAGT GGCTCAACAT 
TTTGATATTC TTTOGTAGAT GGTTTTTAAT GTTCATTTGAT CTGGAATACC TTCAGTCTCT 
TGAACTCCGG TATGGCCACT GCTCACTAAG GTTGATCCCG CTAGCAAG 

SEP ID NO: 1574: (Length of Sequence = 397 Nucleotides) 
AATTTTAAGC AAATGTIATG TTIAAAGACT GTTTTGATGA AAACITITAG AATIGAGTIA GTAGCAGAAT ACATAGCTAA 
ATCIACTTTN CIACAAATAG AATGAGATAT TTCATTTAAA ATATTNCTTT CCTCTIGAAA TAGGATGTTA GATAGGGACA 
TCTCATTITA CCTATCAAGT TCIGAGICTT GCTTTAGAAC TACTTCITIT AACTTAATTN CATGCATACA CTGGAAGACA 
ATAATATGGC TTTTTAACTG CATTATCTCT ACTTSAAACT GATGGAGAAA CAAAAATACT GdTATACCA TATTSGGTAC 
ATGCTGAATG T1T1TAAAGA CTAGCCAAAA CTGACATTIT 7TAAAA1TAA ATAAGATGTT TTAGTCTCAA ATTAGAG 



TAATACCCAC CTGCAATAAT 
CACAAGAACT GGGGTCCITG 
CCTTACTTGT TGGAATATTC 
TCCAAATATA ATATGAGNCA 



GGITQGQGCA GCTQGGCTCT 
GACTTTATTT TCITCITCAA 
CTCICTCTGG GCCCTGATCT 



SEP ID NO: 1576 : (Length of Sequence = 289 Nucleotides) 

CTITATGAAG TAGTAATTCC TGAGAGGTGT GCTGGCTGAA AACAXAATAG GTTCTGGAAG AGCCAGGTAA ATGCCTGGNT 
TEAGACATGC AGGGGTTAAT CAAAATAATT TAGGAGCGTT TTCAGCTGGT GAGCCTCATA TGGGATCITC GAACCCGTGG 
OGAGAAGAAA ACCGGTCTTT AGGNAGCACC AGGCACAGTG CTOGGAAGGG AGAGGCTNGC OGGCCAGTFGT GCAGCTCAGC 

mnroGAGG acggaacccg cagcctngct GTNTCCCAGC AGACCCAGG 
SEP ID NO:1577: (Length of Sequence = 320 Nucleotides) 

CAGACTCTAC TCAGATTTCC CGCCTATGCC CCTAGGACAG AGCT3GAAGG GAAGGAGGCT QGGCCIATTT AGTCATAATG 
CCTCCCCACC AGGTCIAGCT TTCATTCATC CATGAACCCT CACCCAAGGG CCAAGAACTG AGTTCACTGC ACCCIGGACC 
CCTGITCAGG TAGGAGAAGT AGACGTTGGG AGCAAGGTTC CTCTCCTAAT TTTNTTGCAT CXTCCTCAGTG CCCAGCACAG 
CTCCGGATAC AGGGCAGGIT CACACTCAGC CTGTTCACCT GGGNdGTOT ATCCACCTAA GGAAAAGNCT CAATTTTCCT 

SEP ID NP:1578: (Length of Sequence = 217 Nucleotides) 

AATCAGGAGA ACTGTTTAGAG CCATACCAGA GAAAATCACA AGAAAGGCAG GACTQCAAAG NTCTACTGGA GGCTGTGAGA 
AAAGGTAAAC CCCTTCTTAA GCTCATCTGC CCC'l'l'iAGTT ACCACTQGCT GTCTCACTCC TGGATTTATG TGACTCCCTT 
AGCTATACTT TCCCANCCCC CIGGGATCTT CCCCACTCAT CCTATTCACT CACAAAG 

SEP ID NO: 1579: (Length of Sequence = 375 Nucleotides) 



SEP ID NP:1575: (Length of Sequence = 296 Nucleotides) 
GGACTCAGCC TTCCGCGGCA TCTGCATGAT GATCGGTGTC AACCCX3GGGG GOGTIGTGCA 
NAGGGCAGGC GCGGGCNCTG GGCT0GGGO3 GCCCCTCACC TGGGATCOGT CACGTTTCAG 
TCaJTGTAGCC TCCTGGCTGA GCCCGAAGAT NACCITOGGG ACATGTTTTA TAAGGTGAGG 
AGTTCCGGGA GCAGGCAGGA NGTX3AGAOCA TCTGGTAACA ATNGGGGCTN GGGATT 
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TTOGTTCCTCA. AGTCCTATIT TAAAATTTTG TCAATTAGAG GACTCITGGT TCTCITGGTT GACTCATTCT CTGCTGATTT 
GTICTCICTA CITCCAGCAA ATAAAGTGCA GTCATTGAGA ATCINCCTCT GTCACTGIGA TGTATCAAGG GATCTTCATG 
TTAATATCIG TITCTCTGAC AACPGTGTTT TATAdTTCT ACTGTAGCTT TCATTGGAGA AGCCCTGGGC TCATAAGAGT 
GATTTGTTGT GGCATTTCCT TATGGAACAT AAGCTTITGA AATATACTTG AGGTAAATAT TCATGGGAGA CATCCAAATG 
CAGIAATGAG AGTACAAT3A AGACAGCATT TTNGACTTTG GAAACCTGAG TTCAA 

SEP ID NO: 1580: (Length of Sequence = 325 Nucleotides) 

TCTNCTGATG CACCCATGAG AGGGGAGACA GCACTGTCGT CTCTCGCAGT TTTCCCTTAA CACTCCCITA TCTGCAGACT 
TAAACTAGGA GCCCCTGGCA GAGTCCIACC TCCAGAATCA CAAAAGTGTA GAAGGAAAGT GAGAGACATT GATTGACTTT 
ATATCTGACT TACTAGTTTC CTAAGGCAGA GATI'ITITAG AAAACIGCCT GGCCIGGCCC AGCCCAGGAT AGATAGGGAT 
GGGTAAGAAG CCCTTNAGAA TGTGGCAGTA TGIGGCTTNG ACTTCAGACT TGTCAGATTA GGGGTTTTAT AGGGG'l'XTlT 
TTAGC 

SEP ID ND:1581: (Length of Sequence = 402 Nucleotides) 

GCAGATCAAG AAAAAGTTTC AGCCAATGAA CAAGATCGAG AGGAGCATAC TACATGATGT GGTGGAAGTG GCTGGCCTGA 

CAiccrrcrc ctttggggaa gatgatgact ctcgctatgt catgntcttc aaaaaggagt ttgcaccctc AGATGAAGAG 

C7TAGACTCTT ACCGTCGTGG AGAGGAATGG GACCCCCAGA AGGCTGAGGA GAAGCGGAAG TTGAAAGGAG CTGGCCCAGA 
GGCAAGAGGA GGAGGCAGCC CAGCAGGGGC CTGTGGTCGT GAGCCCTGCC AGOGACTACA AGGACAAGTTN CAGCCACCTC 
ATOGGCAAGG GAGCAGCCAA AGAOGGAGNC CACATTCTAC AAGGCCAATA AAGACCTA03 GCTTTTTTCC CNTGGCCAAT 
AA 

SEP ID MO: 1582: (Length of Sequence = 286 Nucleotides) 

TCTTAGTTGA TTAAAACAAA TAATTGAAAT AAAAAA1TAT GTTTATNCTT ACATGTATGC CATGTAGCAC TTTAAGGAGA 
TGAGTTTATG AAATTCATGA ATGAGAGGAT GATGTAAGIT TAAAAATCAT TATTTTAGTi GCITTATTCr NC7TATTTTAA 
ATTCATAAAT AACACAGCTG GCCICTATTT TGAAAAGAGC CCnTCCTCC ATTTGANCTT TATAAACACT GAGGCAGTAG 
CTGTAAAATA TTATCTCCAC TTTATATTPG AAGGAAATGG GGGCCA 

SEP ID NO:1583 : (Length of Sequence ~ 323 Nucleotides) 

CTAATTTCTG TATTTTTAGT AGAGATGGGG TTTCACCATG TIGGCCAGAC TGGTCTCAAA CTCCTGACCT CAGGTGATCC 
GCCIGCCITG GCCTCCCAAA GIGCCAGGNT TATAGGCATG AGCCACCACG CCTGGCCTTC CAGTTX3TGAC CITGTTAGGA 
TACTGCITTA ATTCA'ITITC CCATTGAAAA TAAGCATGAA AATAACTGTG CAGTCATAAT TGTGGTATIT NCTG1NAAGG 
AAAGTGGCAG GGCTCTGAGT GTTTATCGGG AGACCTAACC CAGIOTCAGA GGGGAAGTCA GAAGGCITAC TOCCCAATGG 
GGG 

SEQ ID NO: 1584: {Length of Sequence = 301 Nucleotides) 

AAATACTTGrr AAATCACTTT ATGTTTCTGA GTAAGGAAGT AATGAAACAT ACGTACAAGTT AATCAGTAAG ACTTGTTAGA 
CAGCTGTTGT TCAGGAT3CC TTTAAAAGGG CTGGTAATGC AGTTACATTC TAACAGAGAA GTCCAAACTA CAGGTAAAAA 
CTACGGCTIG TACIGTGAAA AATGTGGAGC TTTTCAGTTA TAAAACTAGT TGAACACTGG TTTACAAGGT AATCCGTAGG 
AACAGAGAGA CTCTAGGAAA ATATTCCAGC ACTITGAGTr CTGnTTGGC AGCAGCATTT G 

SEP ID NO:l585: (Length of Sequence = 328 Nucleotides) 
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AAAIACTGAT TTCAGACCTT CTTGCTCTAG AAGTCAAAAT ACTITCCCCC TSACAAGAGG TAAGATAAGG TAGAAAATAG 
AAACACTGGA AGAGAGATCT GGACTCCTAA AGCTCPGATG CCATAGTGTA GTQGQQQGQG GTGCGTGAGG AAGTTCAGGAA 
TGCOGCAATG TTAAAGGGAA AGGGAAGATG GAGCAAACTG AGTCCCAGGG CCAGCAGGGG GCCAGCCTTN TTTGACAGGG 
GCAGGGGAGA AAAGGCCAGA CITCCCATAC ACATGCTAGA GGGGAQQGCT AGIGTPGAAG GGTAATAAGT TGAAGGAGTC 
CADGGGCT 



SEQ ID NO; 15 86: (Length of Sequence = 256 Nucleotides) 

GGACTATCTG TATGGCAGAC TCATCAACIT TGAGAAGAGG AGGAAGGAGT TCGAGGTCAT CGCCCAGATC AAGCTGCTGC 
AGTOGGCCTG CAACAACTAC AGCATIGCGC CAGATGAGCA ATTTGGGGCC TCGTTCCX3GG COCTGGAGCG CTCAGCGAGA 
CTNAGAGCTA CAACCTGTCG TGCGAGCTGG AGCCCCCATC CGAGTCAGCC AGCAACACCC TCAGGACCAA GAAGAACACA 
GCCATIOTCA AGCGCT 

SEQ ID NO: 1587: (Length of Sequence = 371 Nucleotides) 

GGATTCTACA GGCATAGAC7T TACACGAGTT TCPGATTAAC ACATTAAAGA ATAATTCCAG GGACAGGATC AlACTTITGA 
AAATGGAGCA GGAAATTATT GATTTCATTG CTGACAACAA TAATCATTAT AAAAAGTTCC CTCAGATGTC ATCGTATCAG 
AGGATGCTTG TCCATCGAGT GGCAGCTTAT TTTGGATPGG 1TCACAATGT GGATCAAACA GOJAAATCTC TTATCATCAA 
CAAGNCCAGC AGCACCAGAA TOTTACCAGC CAGTCTPGTC TNGTTCAACAG GGGNTTCCAA GGGCTAATAG GAGTOCAGCA 
GCCCACCTCA GAGTCAGACG TGGTTAAATN ACCCCCAAGG GACTCCGGTG C 



SEQ ID NO: 1588: (Length of Sequence = 314 Nucleotides) 

CACACAGGAT TCCATAATAC TCCTGCTGT3 TTCTGAATAT TTGTACITCA CA.TGGGATTA CTGAACACTA CTACGAGATT 
CIGAATGTTT GTNGCTCACA TAGGATTCCA AAATGCCCCT GCTCTGTTCT GTTIGTCCCT CACATAGGGT CACTTGCTGCT 
GGGTTCTCAG TGTTICTCAC TCACATAGAA TICCAC3SACA CTGOGAAGAA TITCTGAAT3 GTTITCTGTA ACATAGTATT 
CCAGCACACT CTCGCT3TTG TTIGAATGTT TOTCCCTCAC ATAGGATTCC AGAACACTTC T3CTSATCTC TTGA 



SEQ ID NO: 1589: (Length of Sequence = 256 Nucleotides) 

GAOGAGGCAC CATCCGTGAN ATCGTGCACA TCCAGGNGGG CCANINCGGC AACCAGATCG GNGCCAAGTT TTGGGAGGTC 
ATCAGTGATG AGCATGGGAT TCACCCCACT GGCAGTTACC ATGGAGACAG TGATTTGCAG CTNGAGAGAN TCAATGTTTA 
CTACAATGAA GCCACIGGTA ACAAATATGT TCCTCGGGCC ATCCTCGTGG ATCTGGAGCC AGGCACGATG GATTCNGTTA 
GGTCTNGACC ATTCGG 

SEP ID NO: 1590: (Length of Sequence - 313 Nucleotides) 
GGCAACAAGC CAAGTAGCAA AGATATAAGC AACAATCAAA TGGAGCCTGA AATATGATAA 
AATAATnTC ATACT3GAAT GATTATTTCA GAAGCAATAT TITINCTGAA AAGCATTGGT 
AAAGTGAGCT GCCACTCATA GTGAATTAAG AGOTJTGGGC TGAAAQGGTC TCTFITATAG 
TAATAAAAAC ACTATGTAAA TATTATATAT ATATACACAC ATACATATAT ATGCATATAT 

SEQ ID NO-.1591: (Length of Sequence = 296 Nucleotides) 
TITNAGTCTC CGGCCTCACA ATTCAGCGAC TCCaGCTCGG * CCAAGGCCAG GGGAGACCTG GGTGCCTTCA GCAAAGGTCA 
GATGCAGAAG CCATITGAAG ACCXXTGGTT TGCGCGGCGG ACGGGGGAGA TGAGCGGGAC AGTGTTCACG GATTCCGGCA 
TCCAQGTCAT TGTCCGCACG GAGTAGGATT NGGGGCCCAG GCCTGGCCTC GGGGTTCCCC OGCTGCCTGC TGGCCAGTGG 
CNGAACCCCC CANTNCCTGC CACTNTCACA CAGTATTTAT TGTTACCAAA ATGGCT 



GAGCATACAT GCACTTTAAC 
CITCTGTACA GAAAAATAAA 
(XAGITTGAA ATITITCATA 
GTACATATTT CTG 
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SEP ID NO: 1592: (Length of Sequence * 299 Nucleotides) 

GGAATTCCCA AATTATGGGT ACTCCAAAAG CCAAAGGCAA TGTGAGGAAG GACACTCCCC AGATAAGAAC AAAAACAGAA 
ATCICTATGT NCTATGTGTT ACACACAGOT GOGAAXAATC AGATGTACAC ACATGATGCA AAGGCACGCC GCTACACATT 
TATGfTGATAT TCAGACATAT GTTCAAATAG AGGAGGTSAA TATCTTTTTA TAAATACAAT TTAGCAAGTA CAAGAATGCT 
GATCAGCTGC AGCTCAAGAG GAAAGGGGGG AAAAAATCTT ATCGGAAATT ATTAATACT 

SEP ID NO:1593: {Length of Sequence = 378 Nucleotides) 

CCAGTTIGGT GA.TTC1WTTC ^CTGTCTGCT GATCTATVGG CGTQAGAAGC HGAAAGTGAC CAGCCAACAG CCATAACTTT 
ATGTTTAGTG AGACTCATAA TGGGTCTCCT GCTGGAAGAT CTCCCCTCTA AGANTCAGTA ATTCTAGACC TGCAAAGTTT 
GAATTTGTAA GCATGGGAAA CACAAATTCC CCAAATAGGTT CCAGATACTG ATAGAGAATA AGACACITAC TTGCCTAdT 
CCMTTCTCA GCCCAGATAT TCTACCTATA GTGGACATGC CCATGCAATG GGCTATTGGG TTTGAGGTAT ACATTGCACG 
CTTGAAGGAC AGTGCCTCAT CCTTGCAGGG GrTGCCCTlTN CCAGITCGCA CCACAGCT 

SEP ID N0:1594 : (Length of Sequence = 353 Nucleotides) 

ATTTTTNCGG GGGAGCTGTA TGTAGATGAG AGTCTATGAT ATAAAGCACT AAAAAAAATG CT3TTGTATA GGGATGCAAT 
ATITTCGGTG TAAGGAAGAG G'i'mAATTC ATAAAATAGA AAACAGGTTG GAGAAGTCTT TAGGAAAGGG ATACCTTTTG 
GGTP3GCITT TGAAGGAGAA GTTTATACCC AGGTTCAAGC TGAAGGGCEA AGTGAGTAAC TGAAAGGGCT GAGCTATTTG 
GATTACCATG AGGAATTTCT GATGGCTGGG AATCTAGGGT GTGTGACCAG ATGTGGAATC ACAGAGGGAG CCCACAGAGG 
AGCTTCGGCA CATAANCTAA AGAGTTCAAT TIT 

SBD XD NO:1595: (Length of Sequence = 343 Nucleotides) 

CAATATATTA AATCTATITT GTAGCK3GAC TTCACITACA ATG1AACAGA ACATTGAATA TTAGATTCTS AGCATATTCA 
TGCAAACTTC CACTITGGTG AAAGTGATGA CAGTGGAGTT CTGGAAGACA ATTTTCCTTG TAAACACCAA GTTTTGCACT 
TTGGACIATG CTCTCAAGAT AGAAACITAC GTGAGTGGAA AAAGAAAATG TATAAATCTG AACAAATATT CCTTACCACA 
CAGAATAACC CTGGCAACAA ACAATATCCC CAAGTCCTGG GTNATTCAAT CCTCACCGTG GGCAGGAAGG GTGAAGGAGG 
CTGCACCTGG GNCACAGCCT TTT 

SEQ ID ND:1596: (Length of Sequence = 373 Nucleotides) 

TAC?TCAGTTA TTGCT3CACT AGAGCTAAAT AAAAGACATA AATATCTAAG GCACTIACTG GAATAAACAT CTTATTTCCG 
CTAAGAGGTT GGCTAGGGAA GCTCTGCTTC AGAGTATGGG TTGAGTATAA GCCTGTNCCA CATGTCTTTT GCTCTGGGAC 
CAGGAGITGT GCAGCCCATC CnTTCTCAA GACAAAAGCT GAGCCAAGCA AGGACATTTA AAGCTTCACT TCTGCTCACA 
TCATATCTAT TGGNCAAACA TTCCATTCGG CCAAAGCAAA TCACATGGGC CAAGTCAAGC ATCAGTAGGT CTGGGGGAAT 
ATlVmCCT CTACTCITGG ACACATGGGA AAGGGTTATG CATACTAATT CTT 

SEQ ID NO: 1597: (Length of Sequence = 276 Nucleotides) 

GATICTCCAT ACITGATTAT TAGTTTCTAA AGAAAC7TATT CTTAATTCCA AGCCTAATAG CTCITATGTC ATTAGITIUT 
AGIGCAGAGA AATGTACTIG ATGAAT2TTT GTIQACiTlT TITITIGCTA GCCAATATGA AGGTTGCCAG TCCCTGCCAA 
AATCAGCACT AAAACTKTTT TOCATGAGTA ATAACAATAA TATTCITTTT TAAATAGCAC CITTAACCCA AAAATCTTAA 
GCCIATATAA ACATTCACTC AACANTACAC TCAAAA 

SEP ID NO -.1598: (Length of Sequence = 355 Nucleotides) 
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TGTATTGCTA ACTGTClTlG TAACTAATTT ATGTATACNC TAAATGGTAT AGCATGTGAT TTTATTATAG TPGATTAACT 
TIGTAATTNC TGTAACTGCA TO3ATATCCC AGTCTACCTG GAAAATIAAG TCTA1TAACC ATAGTTGCTG TGGGAGACAG 
TACTATTGCC AACTGAAGCC TGAATCCTTC ATTTATITTG TCCCCAGTTA CAGAGTGGAG GTTTAGAGGA GTCGGGrTT&G 
ATAATGCTCA GATTAGAAAT ACAAAGGCAG CICTCAGATC CTCCCATTTT ATTTCTTTGA AGGAACTGAG GTIGGTAAAC 
ATCACAAGNG CTAGTTAACT GGTGAGTAGC AGCCC 



SEO ID NO: 1599: (Length of Sequence = 313 Nucleotides) 

GGAGGTIGAAG GACACAGTGG ATGGGCAGAG GNTCCTQGAG AAGAAGGGCA GTNCTGCNCr CAAGGACCTC AAGCGGCANT 
GCATITGGAG CGGAAACGGG CAGATAAGCT GCAGGAGCGA CTNCAQGACA TCCTCACIAA CAGCAAGAGC CGCTCAGGCC 
TINAGGAGCT GGTTCTCTCA GAGATGAACT CACCAAGCCG GACCCAGACA GGGGACAGCA CTAGCATCTC CICCTTCRGC 
TACOGGGAGA TCITTCGGGA AAAGGAGGAG CTTOQGCTTC TTCCAGCCAG GTCTTIATCC AGCAGNCCTN AAG 



SEQ ID NO: 1600: (Length of Sequence = 277 Nucleotides) 

AGTTCACAGA ACICCAATTC TTTATTAATC ACAGCTTGCT CACAATGACA TACAGGAAAA TAGCACTAAT GAAGACTAAA 
TATGCAGGCA GCAACCTTCA GGAGTTGGGA GTIGGGGAGA AACGACTTCA AAACTGOGAT AGGTACITAT GGTGGGTATC 
TGGTGATTCT TAGITGGCAC AAATGCCCIG CCTAGCCCCC TTAACTGCGT CANTTTCACA GATGGAGTCT T1TGTTGTTG 
GTGTTGTTAG TAGGCAGGAT TGCCTTACAC TGGGGGA 



SEO ID NO; 1601: (Length of Sequence = 228 Nucleotides) 

TK3AGACCAT CCAGGCTAAC ACGGTGAAAC CCCGTCinA CTAAAAATCC AAAAAAAAAA AAAAAAAATT AGCOQGGCGT 
GCTGGCITGC GCCTGAAGTC CCAGCCACTA AGGAGGCTGA GGCAGGAGAA TGGCATGAAC CTGGGAGGOG GAGTIGCACT 
GAGCCGAGAT CGCGCCACTG CACTCCAGCC TCGGOGACAA AGCAAGACTC TGTCTCAAAA AAAAAAAA 

SEP ID N0:1602: (Length of Sequence = 299 Nucleotides) 

GGAAGTCCIT TCTAATCAAG AGGGGAGATG TTATCGATIA TNCATCATCA GGGGTTTCCA CCAAOGATGC TTCCCCCCTG 
GrrCCTATCA CTGAAGAAGA TGAAAAATCA GATCAGTCAG GCAGTAAGCT TCTCCCAGGC AAGAAATCTT CCGAAAGGTC 
AAGCCTCTTC CAGACAGATT TGAAGCITAA GGGAAGIGGG CTGCGCTATC AAAAACTCCC AAGTGAOGAG GATGAATCTG 
GCACAGAAGA ATCAGATAAC ACTCCACTGC TCAAAGGATG ACAAAGACAG NAAAGCCGA 

SEO ID NO: 1603: (Length of Sequence = 263 Nucleotides) 

AAGGCAAGAA ATTAGCCTIG TTAAGAATTT TAACTGTAAT GGGAAGCCAT TAGAGGGl'iT TAAACAAGGA AAGATCTGAT 
GTGACITATA TICTAATAGG ATTCCCTCGA TTCACCEATC GAGAAIGGAT TNNTOGGATC TCAGTACTGG GATACIGAGA 
TCCCAGGGGG AAAATATCAC TAAGGTTGGA ATTGCTJ.TTC TGCACATTAA AAGCAATTCN CTTTTTCCTT GAAACCTCCA 
•TCTGATCTTA ATTAGGGTAA ATG 



SEQ ID N0:1604: (Length of Sequence = 260 
ATGAAGACGT ACGAdTATT TTIGTGTTCT GAACATAAGT 
ATACTCGAGC GGTGACTCAC GCCICTAATC CCAGCACTTC 
GAAACCAGTC TGGCAAACAT GGTGAAAACC CCGTCTCTAC 
TAATCCTAGG GTTCCICTCA 



Nucleotides) 

NCTTTGrCAC ATAAAATGIG CTATGAATGT 1GAGTCTIAA 
QGGAGGCCAA GGCGGGQQGT TCACCTGAGG TCAGGAGITC 
TAAAAATACA AAAGTAGCGG GGTGTCCTGG CCTA3GCTGG 



SEO ID NO:1605: (Length of Sequence = 



290 Nucleotides) 
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GACAGACATT CAAACCATGG CAGGIGGCAA GAACTA.TCAA ACIACTAGAT CCITGGGATT GTOCITTGTA CTGGGGTGTA 
TTTITNCCAA CAATCCTAAA AATCATATCA ATAGAGATAG CAATATATAT CTNACCCATT 7GGAAATGCA CAGAGATTCA 
GGAGTGTTCA CATAGAAACA GAAGATCATT GGCITITGTC CATTCCCAAC GCCAGNAATC TC7ITITCCTT GACTCTITIT 
GATCICTGTT TCIGAATGTN TTGATATACT GCGCCTACIG GGTGTGCAGG 

SBO ID NO: 1606 : (Length of Sequence = 290 Nucleotides) 

CTCACITCGG TACTACAGTG TGGAAGCTGA CTGCATATGG TATATTTMAT TCA'ITITIGT AAAGOGTTCT GTTTTGTGTT 
TACIAATTCG GATGTCATAG TACTTGGCTG CCGGGTTTGT TTGTTTTTGG GGAAATTITC AAAAGTGGAG TTGATATTAA 
AAATAAATGT GTATGrTGTGT ACATATATAT ACACACACAT ACACATATAT TATGCATGTG GTGAAAAGAA TIGGCTAGAT 
AGGGGATTTT CCTGAACACT GCAAAAATAG AACGTAGCAA AATGGCTTCA 

SBO ID NO: 1607: (Length of Sequence = 365 Nucleotides) 

GCTCCACIGA CCAGCTGTTC CCTGTCTCTC CTTCTCCITG AGCCTCCCTC TTCCCTGAGA CACAATAATA TTAAAATTTG 
GCCAATCAAT AACTCAACAA TGGTGTCTAA TAATIGTTCA GGTGOGAGGA AGAGGCATAC ATCTCTCAC7T TTAAATCAAA 
AGCIAGAAAT GATTAAGCTT AGTGAGGAAG GCATGTCAAA AGCCGAGACA GACCAAAAGC TAGGCdTTT GTGCCAGTTA 
GCTAAGATGT GACTATAAAG AAAAGCTGTC GAGGGAAATT TAGAATGGTA CTCCAGGGGA ACACACAATG ATAAGGAAGC 
AAACAGCCTT ACTACTNGGA TATGGGGAAA AGTTTTCAGC TTTCG 

SEP IP NO:1608: (Length of Sequence = 294 Nucleotides) 

CTCAGGAAGC CTCTCTTTCT TCACTTACCA TTACTAACTC TCCAAGCATA GAAATCCCIG GGAATTGCGA GAATAACTCC 
CACTATTTTA AAATTTATAT TCAGATTIGT TTCGTITCAT AAGACACATC AAACAGGCCT ATACAAAAGG TTTAGGAAAA 
GAAAACAATC GTGAGTCCCG GCCCTCTITCG AATTCACIGG CACCTCATCC AAGTOTAGGA AGGCAOGCTG GATOGTCTAT 
CTGATTCCAA AGCTGTCCTT TGCCATCTCA TCCCTTGGNC TGCCCCCCAA CCCT 

SBO 3D NO: 1609: (Length of Sequence = 393 Nucleotides) 

CAAAAGCIAA CTCITAATAA GAAGATGAGG AAATAAAATC AGTTCAAAAG GGAGGAATAT GCATTCCCAG AATTAAAGGA 
CCCCQGGTCC AGTTTGAGGA GGRC1C TA GG CCAGATACAA GCCCCITGTA TAATNCTCAA GAGGGAGGAG ACCTTATITO 
CICCTTNGAG GTGTTCTAGTA TGAAANCTGC TTATTTTGAA ATCTGATTCT AGCCATTATC AGGNGCAACT GCAGATAATT 
CCCATTTACA GAGGAATCCT GCTAACAGCT CTGGGNGGGA GCAGOGACAN OGNAAAATTC TGCTCTCATA GGTCACCTTT 
ATGTTGGTTT TCTTTGAAAA TCAAGGGCTA GAAAATCTCA TCCCTCIAGA GGAGAGAGAG GAAACACATG AGG 

SEP ID NO.* 1610: (Length of Sequence = 464 Nucleotides) 

TCTCTGTATT • TATTAAATTG CCTCTACTAC '1T1TAGATGG CCATAOGITT TCAAAAGCAA AGACCTAGTA AGCCATTTGT 
GTTCATITGC TAAGCTATCT TAGCTACAGG TCGAGATTAT AAATCTTACC TGCTAATCAG AGAGCAAATT TTTAAATTAA 
TCACTTGTAA ATCCACATTA AAAGAAAAAG AAACTTAGAA AAACACATAA ATTTCITTIG TCATCCCACT ATTCAGGAAA 
ATCCATTGAA AAAGCAGATG ACITATCCGT GTTAAA'iTi.T TAAAGNCCCT ATTTAAACIG TCATGTTAAAT TCTNATTTAT 
CTAATTmT AAAACACATA TAGNNTTTTA CIXTTCCAGTT CCAXAANTGN CTCANTTCTG GTGANGGTCA TTACAACAGN 
CATIACGNGG GCATATCGGN NTAAAANGGC CNIGCGGTCC TGNATCNGAG GNGGGGTTAA GGTC 

SEP ID NO: 1611: (Length of Sequence = 465 Nucleotides) 

ATAATTTAAA GAAAAGAGAA TTCIACAATG TAAAACCCIT TAATATAAGC TGTTITAATA ATIGGAAAAC AGAATGANTA 
NTGITITTNT TTGTCATCCC CAATTATTTC ANCAAGTTTT TATTAATAAC TTGCTACATG GTAGGCACAG CTUTAGGTGT 
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TGGAGATATA GAGGTAAACA AGTCTGACAT GATCIATCCT ACCACGGAGT TCirATTITC AAACTGGAAG GTAGAAAATA 
AATAAAAATG ANCTAGAAGA GCAAACTGCC TCTGAATGAG CATGCAGANG CATGTTTTCA AAATCTCTGT GNGTGGGATA 
AATAGATCAG CAACACACCA GGCCATGCAA TTTNGCAGCA AATCACTTCT GCAGTCIAGC TGCTGITTTr CCTACTCTGG 
AATCATACTC CCCXTTTCGG TCATCTNT3C CACTTCTCNCr GWGCTTCACC CTACCCTCCN TITOJ 



SEP ID N0:1612: (Length of Sequence = 458 Nucleotides) 

ATGAAATFGA ACAAACCTAA AGAGAAATCT TCTTRCQGTIT CCACAGGAAC CAGCTrCTTC CACTGQGCCA CTAGGTCCCT 
QGCAAAGCTT CCAACATGCT OGTGTTTTCG CAAGCTATTT ACTOITITCC CAACCCCAGT CTCCTAAAAT TTGACAAAGT 
AATTCTTAGA GGGGTCTGGA ACIAGGCTAA CXJimTCIA AAGAAATAAG GCirTCTACT TTX3AGAAACT CAACAAGCAA 
TACTTCCTTC CTACAACATA CCCTGCAAAT CTTAACACTA AATTAdTTG TGTTCTATCNC CCAAATCTCT AATGACACAC 
ACTAGCAAAG NGTACCAAGT TCAGAACTTT AATAACAGNG GONATIAGGG CAGGTGTTAG GGCACTAGNT AAGNGCTCTG 
CATCAGTTCT QGATCAGNCT TTTAAATAAC CCCITAAGNG GGGNTNAGNC CdnTTT 



SEP TP NO: 1613: (Length of Sequence = 322 Nucleotides) 

ATCTGGAGAT 1TGTTGTQQG CTAGGGCACT CCAGAGGAGA GATATCTGGC AGGACAAGTC TCTACCCTAT ACAAGTNCTT 
COQGCAAGCC CTCAGCACAT GACATAGGCC CAGAGAAGGA T3CAAAGAAT TCTGGTCATA AATIGTTITC AAATATCAAA 
TAAATCATAT CTGCACATGC ACAAACATGC CTTCACAACT GAGTAAAACC AGACTCACCT TCAAATATAT CAACAGTTIT 
NTCAAGOGCC GTCAAAAATC AGGCATCGGA CCTCTGGNTN OGAGAGCTQG TTTOATGGGG AAGTTAGATC AACCCGTCAT 
CT 

SEQ ID NO: 1614: (Length of Sequence = 280 Nucleotides) 

AGTATCAAGG GATAAAATAT AinTTAATT TICTATTTCA CTTGAAAATT GTAAGOICCA TTITATAATG TAXTGCTIGC 
AAAATAAGTC ATGGAAGCCC TSAAAAATTA GTCAATTCAC TAATCAAAGA AACATATATT AAAGACCIAC TATGCATGAG 
GCACCATGCT AATTGCTTTG AAGAAGAGAA AGTTGAATTA GACAGGGNTC CCGTTTACAA ©TTATTIACA ATGCAAAGGG 
GGAXACAAGA CATATAAAAG GCEATGGAAC TGCCCTTCCG 

SEP ID NO: 1615: (Length of Sequence = 393 Nucleotides) 

GCCTGGTGGT GCGTGCCTGT AAATCCCAGC TACTAOGGAG TCTGAGGCAG GAAAATCCCT TGAACCAGGG ACTCGGAGGT 
T3CACTGAGC CGAGAGCACG CCACTNCACT CCCGCCTAGC GACAGANTGA GACTCCGTCT CAAAACAAAA CAAAACAAAA 
CAAAAAACCA AAAACACTGG GAGTTCCCAGT TTGTEAGGAAA TCATTAAGAT TTEATTA3TT GAGCTCCAGA ACGACTGAGG 
AJGACCTGAT AATTTTGGTT TGGCTCAGGT TGTAATCTGT TTCTCITITG CTCGATGACT ACTAGAACAG TTCTCAAACT 
GTGTGCTGGG TAAGAATCAC CTGGGGAdT TGACCAAGTN ACATGTCTAC AACACCCGGC CCCTACAGGC TCT 

SEP ID N0:1616: (Length of Sequence = 353 Nucleotides) 

CCACCCCAGC CTCCTTGGAG CTATCCCTTT CTATCCCCCT CCATCCAGCC CCTGGCCACC ACCATTATAT CTATTCTGGA 
ATTCCCACAG GAAAAGCAGG CACTTTATAA ATCAGOGAGG GATTCACGGC GAAATGAGAC TGTTOGTGAG TNATGGQGTN 
COGGC7ITGCT TGCCGGTGCT GGCOGCOGNC GGGAGAGCCC GGGGCAGAGC AGAGGTGCTC ATCAGCACTG TAGGCCCGGA 
• AGATTGTNTG GTNCCGTTCC TCACCCGGNC TAAGCTCCCT GTCTTGCAGC TCGATAGCGG CANCTANCTN TTCTCCACTA 
GTGCAATCTG CCGATATTTT TITITIXJITA TCT 



SEP ID NQ:1617: (Length of Sequence = 227 Nucleotides) 
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TITCTTCCAT GCAACANTCT GNAGACTTAA GTX3GCTITCT NCICTACTNC CATAGAACCC ACCCACTACA TACCTCCAGT 
GK3GCACTGA Tl'iTATGCTA TACATATGAC TOICTGTTCA TCTCCTCCAC CAGACTCTCA GTCCGATTGG AGTAGGAACT 
AAATTTTOTT CAACACTCTG TCTTCATCAC CTCGTGTAGT ATC1T3TACA GAGTAGATAA TGATTAA 

SEP ID NO: 1618: (Length of Sequence = 362 Nucleotides) 

GGAAGGTITr TAATGCATGA NGTATACTPG TKATCCTGGA GGITGGAAAA GATTCAGTAA AGATAAAGTT TGGCAAAAAT 
GRTICTCTCC CTAGGATTTG GGGATATCTA AATCAAAOGA AAGGCACATT CIT5CAGCTCA CAGCAACCTT CATTITTTGT 
CXTTAGAITGA GTTATCTATC AAGAATCATT CATTCCCTCT CAGCCCTIGC AACTGTTTCC TATGACTTTG GACTPGGCCA 
TGCAACTTGC TITGGCCAAT ACAATGTGAG TTAATCTGCT TTAACTGCAT GTAATTAGGT CAGTCCCTCC CTCCITGAGC 
TTCAACTCTC CACCATGAGG ACAACATTGC CCTCCTTCCr GG 

SEP ID NO:1619: (Length of Sequence = 344 Nucleotides) 

GCAACCTCAT CCCAGGTTCA ACJTNATTCTC CTGCCTCANC CTCCTGACTA GCK3GGATTA CIGGOGCACC ACCACACCCG 
GCTAA'l'lTlG TATJLTITACT AGAGACAGGG TITCGCCATG TTGGCCAGGC TGCTCITGAA CTCCTGACCT CAGGTGATCC 
ACCCACCTCA GCCITCCAAA CTGCTGGGAT TCCAGGCATG AGCTACTGTN TOGGCCCAAA TCTTTCTrAA GTICTGTCTG 
GCCTTTGGCA GAAATAGCCA CAAAGNCAGG GTAGGAAOGT TTTACTCTTC AACTGATGAT GGCATCCGAT AANCTTTTAG 
AQGGAGCTTTT TTAAAATGCA AOGT 

SEP ID NO:1620: (Length of Sequence = 379 Nucleotides) 

GCCAGCCGAA GCTCCTCAGG CTOTCACOCT CIACAAGCTC CTTCTGCTCC AGCCACACTC ACCAGGCCCG AGTPCCCACC 
TAGCACCITC CCTGGGAATO ATCTCCCCCT GGTPGGCTCT TTCTACITAT TCAGCCTCAA ATCINATCTC CACTGANAGG 

cctitcciga cctgctgagc ttgattccct cccctcccca GTNACATTAC TCCCTGTIAT GGTACCCATC CCTCTCTCCr 
TAGCircrrr ttgtctgtat tggctcttcc aciagactgt aagctgcatg agggcagggg atckttcttt aatnccagtt 

GCTCAGGATA CJICTAT3GCT CGTGATAGAT GCCTAGNACA TTTTAAAATG GGGACGGAT 
SEP ID NO: 1621; (Length of Sequence = 283 Nucleotides) 

GATTTQGGGG CTCGGGGAGG CAGAGAATCT CTTGGGAOTC TPGQCTGGOG CKCTGCATT CKJITTCCTC TTGATCTCAA 
AGGACAATGT GGATTINGGG ACCAAAGGTC AGGGACACAT CCCCTTAGAG GACCTGRGTT TOGGAGACTG GTCAGTGGAA 
GGGAGGAGCA GCAAGAAGCA GCCTGmTC ACTCAGCTTA ATTCTCCTTC CCAGATAAGG CAAGCCAGTC ATOGAATCTT 
GCTGCAGGAC CTCCCTCIAC TACTTCCTCT CCTAAAAATA GGG 

SEP ID NO: 1622: (Length of Sequence = 356 Nucleotides) 

TTAATTTIAA AGCAGATAAT ATTTCAAATA TTTTCTTIGA AATAGACCAT TIGTCCTGCC TTGAAGTATG TTAGTACATT 
TTAAGAAACT CAG1X3GGTTA AGGAGTCAGT GCTCTTAGTA TTCATCCTTA AAACACTTCC CITCTACCTA COCTAATAAA 
TCAGGGGCTC AAGAGAAATA TTTCTAATTC TCTAGOGACA TGGCTAATTT TiTmTiAA TGTATTnTC TA'l'l'l'l'lAGT 
ACAGATGGAG TTTCACCATG TTGGTCAGGC TGCTCTCAAA CTCCTGAGCT CAAGTGATCT GCCTACCTCA GGCTCCTGAG 
TCACT3AGAC TGTAGTTGTG TGCCACCATG CCAGGT 

SEP ID NO: 1623: (Length of Sequence « 361 Nucleotides) 

TITGAGACAG AGTCTOGCTC TITOGCCCAG GCTGGACIGC ACTGGCACTA TCTCAGCTCA CIGCAAGCTC CACCTCCOGG 
GTTCAOGCCA TTCTCCTGCC TCAGCCTCCC GAGTAGCTGG GACTACAGGC GCCCGCCACC ACGCCTGGNT AATTmTGT 
AnTTTAGTA GAGACGGGGT TTOACXZATCT TAGCCAGGAT GGTCTCGATC TCCTGACCTC GTTGATCCGC CTGCCTCGGN 
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CICCCAAAGN GTTGGGATTA CAGGNGTCAG CANCCGTCCC OK3CCCTNAA GTTAAGATAT TTIMAAANA TCTCTGCAAG 
TTGAGGAAGT NTTTCAGGAC TCITTCCTGC TTAGTCTCAC T 

SEP ID ND:1624: (Length of Sequence = 350 Nucleotides) 

CTITSTGAGC TnTTGACCT GCGGGATCOG AGCCAGATTG ACAACAATGA GCCCTACATG AAGATCCCTT GCAATGACTC 
TAAAATCACC ACTGCTCTTT GGGGACCCCT GGGQGACTGC ATCATOGCR3 GCCATGAGAG TGGAGAGCTC AACCAGTATA 
CTGCCAAGTC TGGAGAGGTG TTGCTGAATC TTAAGGAGCA CTCCOGGCAG ATCAAOGACA TCCAGTEATC CAGGGACATC 
ACCATOTITO TGACOGCGTC CAAGGACAAC ACAGCCAAGC UTIT1GACTC CACAACTCTCT GAACATCAGA AGACTITCCG 
GACAGAAOGT CCTGTCAACT CAGCTGCCCT 

SEP ID NO: 1625: (Length of Sequence = 333 Nucleotides) 

GTCTTCTGTG AGACAAAGAA ATTATAAAGA TGGCAGAAAT TATTAGCGAC GTTCTACCTC TATAATTCAC GTTCCAT3AA 
TCAGTACTTC ATTTCTTTrT TATCGATGAA TTAATATTCC ACTCTACAAA TATACCACAT CTTGTTITTC CATTCGTCTA 
GC7TIAAAAAA TTTITATITr TATTTTTAIT TTTTTCTAGA GAQGGGATCT CACTCITCTTG CCCAGGCTGG TCETGACCTC 
CTQGGCTCAA GTCATCCTCC CACCGTGGCA GTCCAAAGTG GC7TAAACTGT ACX3CK3CTCT GAAAGACCTT GCTGAAGAGA 
GAAGAGGCAA GCT 

SEP ID NO: 1626: (Length of Sequence = 314 Nucleotides) 

GACTGTCCCT GGACACT3GT TTTXAAGCCC AAGAACTGAA TATACACTAG CAGTGCAGAC TGCCTCAAAA CAAGTTGATG 
GTGATrATGT TGTGTCT3AA TGGAGTGAAA TTAXAGAATT CTGCACCGCA GACXATTCAA AAGTITCATCT AACACAATIG 
TTGGAGAAGG CTGAAGTGAT TNCAGGAOGC ATGCTTAAGT TI'IlWlTr TTATCCTAAT CAGCACAAAG NAIATTITGA 
CTATCTTCGG TAAGNTTCAA AAATATAXAG TC^TITGTTT TACTAAATAT AGTTTCAAAT TCTTAQGCTCA GQGT 

SEP ID NO: 1627: (Length of Sequence = 375 Nucleotides) 

CCCTGGGCAC CTGGXACCTG GGGACCTACA AGGTQGTGAG GGAAQGGTAC GACTACATTC CITNTCCCTC TGACCTGGGC 
GCTAGAAGGG CAAAGAACCC GAGCCIGCCA GCTTGGCCTC CTCCCACAGC CTCCCTCGGA GGCATGCCAT GCCAAGCACT 
CTTTCIGTCT OT7TTCATGA ATAAAAGAGA TGGAIGGGCT TATTCTIATA GAGAAGTGAA TTTCACTTAC TOCCCTGGCC 
CGAAAACTAG ACCAAATGAG GAAdCTTTT AGCTCATCAA ACTCTTATAT TTA1TITCAA CAAT3AAAAC AACACAACAA 
ACTQGAGTCA ATCCACTAAT TnTTTAAAT CTAACACAAT TCITTGCACA ACAAT 

SEX) ID NQ-.1628: (Length of Sequence = 434 Nucleotides) 

TGCACAGGCA CACCTCCACT CTTTATATCA TTITCTCCAT CTTTCA1TIC CXM7CTGIAC CTCCAAAATT TTGCTATGAA 
TCTAATTCAT CnTCCTCIC TCTCTCTCAT GGGTGCdTT GCTICTGOCA GTCTTTCTTC TCCIGOCCCA CCCAAACTTC 
ATGAATIAGT LTJ.TJ.CTCCC AGGAGCTCTG AXITCTAGAC TGCTITGAAA ATCCTGIMT CATTTTGCTA ACTTAGTATT 
TGGGTACCCT GCTCTTTC3GC TtfATL ' m ' lT CTQGAGOCCT TCTCAGTCAA GTCTGCCGGA TCICTTTCTT TACCEACCCC 

TCAGTrrrcc ttaaaacgng nacacaactc tggagactgtt taagnataat gitacttgct aatgtgtatt tattgaggat 

TCITGTGCTA AGAATGNGTA GGTTAAAATA GGGG 

SEP ID NO: 1629: (Length of Sequence = 341 'Nucleotides) 

CCTCAAAGCT GCAGGGAGGT GGGGCTQGCC GGCAGACAGG CT3GGCTCCG CATCOGCTAC CACTSACAGC AGCCTCTCCT 
CTCCCACGGT QWIUCTlXaTl' TGGQQCTGTG GCCAAACTGT TTGCCCGGCC CCTGACTG™ TCCTTCCGGA GCTGCOGAGG 
ACTCCAGAGA GGGCCTGGCT TG1CCCCTCT AGGAGCAGCT GGGNNGCTGT CTJT30CTGCA TCCCCCTTCA ATGGTTGAAA 
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ATAATGATTC CACTPGTCAT GAACACCATG AAGGTATCTT GGCAGCCAGA GTCACTCCIG TTCCOGAACT GGGAAACCIN 
GGGAGGGTCC TCAAAACCCC T 

SEP ID NO: 1630: (Length of Sequence = 380 Nucleotides) 

CATAAAACCA TCCTACGATS TGCTGCT3CT GCTGCIGCTG CXRCTGCTCC TGCIGCAGGC CGGCCTCAAC ACGGGCACCG 
CCATCCAGTG CGTGCGCXTC AAGCTCAGTG CAAGGCTGCA GGGTGCATCC TGGGACACCC AGAACGGCCC GCAGGAGCGC 
CTGGCTGGGG AGGTGGCCAG GAGCCCCOT3 AAGGAGTTCG ACAAGGAGAA AGCCTGGAGA GCOGTCCTGG TCCAAATGGC 
CCAGTGACCC CCAGAOGCX3G AAACOGGGTG GCAGCGCCAG CCIGGGCCCA GGCATQGAAA CGGACAACCC CmATCGCCT 
TAGCIACIGC TTCTAACAAC TCTTTTCCCT TGTGTTAAGG GAAACCAGCT TCAAGGGGGG 



SEP ID NO:163l: (Length of Sequence s 383 Nucleotides) 

AGAGGATTTA 1TK3GACAGG GCTGTGCTGA GAGTCCCACC CTCACCCCAC AATGGGCX3GG GGCACTGGCA 
AGCT3ACTGA GAAGGGCTCC TCCAGGCCTC GCAGGGAGCT TGCTGGCITC TCCTGGCTCA CAGCAGACTG 
CCATOGGAGG AAGGCCAGCA TCCTAGGGCA GCCACTGGAG GGCTGGCAGA GGGCTGTGCC 1NGAAGGTCA 
TTCCAACCAC ACTCTGTGAG TCTCAGATAC CATAICTGGA ATCTGCATCA GGAAGGTCAA CTTGAGCJICA 
GATICTTCQG GNAAAAGGAG CNCOGCATCG GGOGNCITAA NOCGGOGTTCT CGGTTCATCC CGA 

SEP ID NO: 1632: (Length of Sequence = 424 Nucleotides) 
GGGAAGTCAG CTCCTGAACC AACTCPGAAG GAGACACCCA CITCCTAAGC CAGTCTCACT CIAGGACACC TGCCTAGOGA 
CCAGCAAACC TGGAATGAAA GGGCAAGTTC CTCAGTGCCC CCTCTCCATC AAAGGGAG1G GCTCIGCCCT CICTAGICTC 
TGACTACCPG CITAGIGATT TITGCITCTG TGCTCCCAGA CCCAAGAAAA CCACGTCTCT TTTCTTCCTT CATOGACTCA 
TCCCCTTCTT ACCCTATATT GTTCTCCTCCA CTTCCTGCCT CIGCTGGCCA GGCITAAATC TGGGCCACCA GCdTCCTGG 
GACATACCTA TTTCOGCAAC TGAACCTTCC CAACCCCTAG GAAAACAAAG GTAITITACA AGGCCICT9G ACCTTGACCC 
AAAGAGGCAT GNACCATAAT TACT 

SEP ID NO:1633: (Length of Sequence = 417 Nucleotides) 

TrrTTTCTAC AGCATCTTTT TATTGTCTIT ACCATTACIT TAATGCATTT TAAAATTTAT CTACATTAAT TGGGAACTAT 
TTGCATTJTT TTCATCCTTCT CTCTCTTITN CTTTINCTTT TTTTGGATTT GTCITCGCCA GAGAGGTTCT CCAACAOCOG 
GGTGGACTTG GAATHTITA TCAGCTGCAA TCTGAAGACT TGTCTITACT GIGGAATAGG TGACATTCCT TTAGGACCTC 
AGAAGCTCAA CTAGTCTAAT GCCAAGTCTT TCCAGAGCCT CACTCrCTIT TATITFITAA ATTAGAATTG TGATTIATTC 
AAGNCTTACC ATGGGGTTCA TATAATTIOT NAATNGANCA GCTTTATTGA GGTATAATTC AATACCCCTT TAAAGNATGT 
AACCO?K3GG TITAGAC 



TCGAACACCA 
GGCCCGACTC 
CTGTGCTATC 
TTTTAAAAGG 



SEO ID NO:1634: (Length of Sequence = 423 
AATATCCCAA ATGTGCAATG CATCACCTGA GACAGAAGGC 
ACCAGAACTT AnTJ.TJ.TlG AGATGGGCTC TOGTTCTGTC 
AGCCICCAAC AAGCAACCCT CCTACGTCAG 

TTGGCrCATT TTTAAAAAAT TTCITGTAGA GACAGGATCT 
AGCTCACCGC AGCTCAAACT CTITGGTCTC AAGCGATCCT 
CCACCA1GTC TTGGTCAATT TCT 



Nucleotides) 

AGAAAGCATC AAGCTCICTG TTTATCCCAA TTCAATGACA 
GCCCAGGCTG GAGIGCAGTG GGGCATTCAT GGCTCATOGC 
TCTCCIGACT AGCIGGAACT ACAGGCATGC ACCACCACAC 
TGCTACATTG CCCAGGCITC AGCTGCCGTG GTCCATTCAC 
CCTGNUTCAG CCTTCIGGGT GGCTGGGCCT CAGGCATACA 



SEO ID NO.-1635: (Length of Sequence = 384 Nucleotides) 
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CAAAACTCAC TT1X3AOCCCA TTAAGAGGCA AGCCTGGCAC ATCTATCCCT GGGCCTTTAG AAAGCCATTT GCCTCAAATG 
GCEATAGGCT TCTGGGGTOG AGGGAGGAAG GGCPGGGAGG GAGTINGGGAG GAATIGCTAG CTGTAGTGTG ACACATTOEA 
GTCTTIGCCA GGAAATGAGC CAGACATGGT GGfTGTTA3X3CC TCTACTCCCA GCCACCCAGA AGGC1GAGGC AGGAGGATCG 
CTTGAGACCA AGAGTTTGAG OCTGOGGTINA GCIGTTAATG ACCAD3GCAC TCAAGCCIGG GCAATGTAGC AAGATCCTGT 
TNTCEACAAG AAATTnTTA AAAATTGAGC CAAG1TIQGG TGGTGCATGC CTGTAGTTCC ACTA 



SEP ID NO: 1636: (Length of Sequence = 362 
CAAAATGACT GACTACAGCA ATCCCTTCC3G TGIGCCCCAC 
ATATAGTAAT CTAAGCAAGC CCACACATAC ATATTTTTGG 
CAACTTCCAG GGAACTGCAG AGTAAGTGCT TAATATTATC 
AATGAGAAAC TAAITGCTTC ATTGATTICA ACAATGTAGT 
TTCTATTTAA ACTCAAGGTA CXATTTTCAT ITITACCATA 



Nucleotides) 

ACATCATGAG CACCGCAAGA GACAAAAGAT TAACTATGAA 
GGATTTCCCA CCATCCTGAA TAGTATCACT GCAGTIGACA 
CAOGAGAAAG CAAAACXAAA TATTAGTCTG CACATITCTG 
GGNAGNAAAC TATTTCAGAT CTCTACAATG CCTAAATGCA 
CI 



SEP ID NO: 1637: (Length of Sequence = 205 Nucleotides) 

GGCGCCCGAC GAGGCTCAGA CCTCTINTAC (25CGACTACT ACGAGGAOGG OGAGGTQGAG GAGGAGGCCG ACAGCTGCTT 
OQGGGAOGAT GAGGATNACT CTGGCACGGA GGAGTCCINA CACCACCAGA A3AAACTTGC OGA b ' l ' l ' l ' A NC TCACIAGGGC 
OGGACCOGTG GCTCCITAGA CGACAGACTA CCTCACGGAG GTITT 



GCTTCATCTS TTAACTGriG 
TGACTCATIT TCACTTACAG 
CAGTCTAACT TTTCCTCATT 



SEP ID NO: 1639: (Length of Sequence = 360 Nucleotides) 

TGTGGCCAAG GACCCIATCG TCAATGTATG GTACTCTGriG AATGGT3AGA GGCTGGGCAC CTACATGGGC 
CK7ICTGCT3 TGTGGAOGCT GACTGGGACA CCAAGCATGT CCTCACTGGC TCAGCTGACA ACAGCTGTNG 
TOTGAAACAG GAAAGCAGCT GGCCCTTCTC AAGACCAATT CGGCTGTCCG GACCTGCGGT TITOACTITG 
CATCA3GITC TCCAOGGACA AGCAGATOGG CTACCACTGC TITICTGAGC TTTTTTTGAC CIGCGGGATC 
TCACAACAAA TGAGCCCCEA CATGAAGATC CCTTGCAATC 

SEP ID NO:1640: (Length of Sequence = 321 Nucleotides) 
CTGQGAGGCC CTCTGCCTTO TCCTGAGAGC AAIGTCITCT CCATGGGGCA GCATNQGCCC TGGATOGGCC TGAGCATAGC 
AGACCAOGTG GTCACATGTG CATGTCTGGA CA3CTGIGCA TGTGTGGATA TGEATGCTCC TGAGTGTIATC TGCATGTCCT 
NCCTGCACAC ACAGTCCTCC CCTCOGATGC TGCCAGCCTG TGGTGGACTT CCTCTTCTGA CCCCTTrCTT GCCNC0G(3JC 
TGITrTATCA GTGAAAGGAC TTAACTAAGC AGAICTCCAG CTTCACCTIN TGGAACTCAG CTCAAGGTINA GCACAGCAGG 
T 

SEP- ID NO: 1641: (Length of Sequence = 266 Nucleotides) 

GGIGGIGCCA CTGTCGTTGAT AGTlTi'lCCC ATCTTAGTAG COGNACCCAT AA3TAATCCC TACTCACATC AAGTTAGCAC 
CACTCAAATC TGGGCCATTC ACAGGCAGCC AGGGATCCTC TTGGNCCCT3 AGGTTGGGGG CTINCATCAG AATGCAAATC 



SEP ID NP:1638: (Length of Sequence = 253 Nucleotides) 
CACTCAGGCT CAOOCTCCTG CICTCTGCAC CAGCCTTTCC AGAGCAINCC AGINCTCATC 
ATCACITCAG TCCTGAHTXT TAGACCTAAA TGGTTTCCIT AAOGCCA2TC TAACTGCCTG 
TCITIATTGr AAOGCCAAAC CAACAAATCA CAGGTCCTTG CTTCTCrTCCA TAAATCTCCC 
CAACA3GRCT OGT 



CATAOOGGAG 

GGGGCAACAT 
CGAGCCAGAT 
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TRCCGAGGCG TGAAGCACAA TTTAKTICAA CTGCCATKTK TTCCTTCACA GTAAGRCCIT CIX3GRGGAAG GAAGCAGTGT 
CTTTGAGTTA TACCTTAGGC CAAGCT 

SEP TP NO: 1642: (Length of Sequence = 295 Nucleotides) 

AAAAGCCCCA GCCTCAGGAC CCCGOTCACA GGCACOXGG GCTGGGQGTG ACCAGCAGCA GTTCAGAGGC AGGTGTGGGC 
AATGTO3GCC TCAGTCTCCT NCCCACTCAC CTCACTNCCC GCGGGGACAC AGOGGCATTT NTGGGGCACT NGGCATGCCG 
GGTTCC7TAAC CTCAATTATT CATTCPGCTC TCAGGCACCT CCTGACGAGA CCCTGGCCCA. GGAGAGCTCG GCTCGGGGAC 
AGAGGAATGA GACTCACTGG GACGCAGAGN CCAACCCCAT CCCCACCCCT GQGCT 

SEP ID NO:1643: (Length of Sequence = 359 Nucleotides) 

ATCATIGGTA GTTTAAACTT TTCATCTAAT ATTAGATTGC ATGCAGGATT TTATATCTAA TTACTCTGGC 
TAGAAAGTTC AAAAATAAAA TGCAGCAATT CATATTGGCA GATTTACTAT TGAGACCAAT GCTITCITAA 
TTGTITXAAAA TCGTTAGTTT AGGAAATCTG ATAAAGATTT TTGAATATCA GAGCGTTTAA AAGAGATICT 
CTGGCATATT TCTCCTC7ITA CATATTATAA TTCCATTGGA ACATGGCICT CICTAAAACT ATGTATATGA 
ACTCAAATTA AATTAAGGTT TAACAGCCAT CAAGTTCAT 

SEP ID NO: 1644 : (Length of Sequence = 293 Nucleotides) 
TGAACCCGGG NGGCGGASTT GCACTCAGCC GAGATGGCAC CACTGCACTC CAGCCT3GGT GACAGAGCCA GACTCTGICT 
CAAGAAAAAA AAAAGAATTA AAAGATGTGA ACAAAAGCAA GAAAGTGCTG TATGAACGAA ACGGAAATAT CAATCAAGAG 
AAATAAAAAT TATAAAATTC AGGAAATGAG ANGTACANTA NCAGNAAATT CACIGGAGAG ATTCAAAAGC ATATCTGAGC 
AGCTAAAAAA AGTAGTGAAC ATGAGATAGG TCAAGGGAAA AGTACTC3AGT CTG 

SEQ ID NO: 1645: {Length of Sequence = 332 Nucleotides) 
AAAAGCTGGA TATTAGGAAA TGTGAATATT AATTCTGAAT TICTIACTGA CTCAGGATGA 
CTTCTITICT CTATATCAGA AAACTAAAGA ATAAATGTAA CATCACATTC TITTCTCCTT 
AATIGAATAA AAATGAAATT GCATAAGING TGGAIAGAAT AT3TTTGG3T TGGTTT3AAC 
TCAACATTIT TTATACCICT GCAATAAATT TTTAAATGAT GTCTGAAATG CTTTGAAATC 
TGGCATAAAA AA 

SEP ID NO: 1646: (Length of Sequence = 210 Nucleotides) 
GAAACTNCTC CCAATCACTC TCTGCACAAT GAAGTPGGOGG ATGACTCCCA GCTTGAAAAG GCAAATCTCA TAGAGCTGGA 
AGATGACACT CACAGCGGAA AGCGCTGGAA TCCCACATAG CCTGACTGGC CIGCAAGATC CAATTATAGC TCGGATGTCC 
ATITGTTCAG AAGACAAGAA AAGCCCTTCC GAATGCAGCT TIGTTAGCCA 



AGATGGCCTT 
CTAAAAGGTT 
TACTTTACAT 
TCCGGAAGAG 



CCITGCATGA TGCATCCAAC 
TGGGACAAAC AACTATGTAC 
TTAGCACACT GTTTAATAAT 
TTCAGAAACA GGTTXATAAA 



SEP ID NO:1647: (Length of Sequence = 246 Nucleotides) 

TCCACTCCAA GGCJTTTCTGA GCCAAGAGGT GGGGACCAAA ACCATGCATT CCTAAGAAGT CCCGAGGTCA TGCTGCTGTT 
GCTGGACIGA GGACCACACT TTGAGAACCT GTGCTCTAAG TGAATACTTC GAAGTTCGTTT CAGGACATGG GGCATAGAAA 
CINAGGAGTA GCIGAGAGGA AAA1NAAGAG AAGCTGAGAA GAAGCTGAGG ATCCICACAG GAGCAGACAG AGAAATGTGA, 
AGQGTT 



SEP ID NO:1648: (Length of Sequence = 338 Nucleotides) 
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TCCACTCCAA GGGTITCTGA CCCAAGAGCT GGGGACCAAA 
GCIGGACTGA GGAOCACACT TT3AGAACCT GTGCTCTAAG 
CTSAGGAGIA GCTGAGAGGA AAATGAAGAG AAGCTGAGAA 
AGGC7IGGQGT TTTATG1OTG GGAAAQGGAC CCGAAGCCCA 
CAATGGAAAC AGQGCAGT 



ACCATGCA.TT CC1AAGAAGT CCCCAGGTCA TGCTGCTGTT 
TGAATACTCG GAAGTCGTIT CAGGACATGG GGCATAGAAA 
GAAGCIGAGG ATCCTCACAG GAGCAGACAG AGAAATGTCA 
GGCTSAAGAG TTTIAACTTT GGGCCCAGAA ACTCAACCAT 



SEQ ID NO: 1649: (Length of Sequence ~ 275 Nucleotides) 

GCAOCTINAG GATTGAGACC CGGAAGGCIT CAAAGGCICT CGCAAGGAGG AAGAACTCGA AGAAGTTOGG GAACTCAGAG 
TTTGACCCCC CCGGACCCAA TOTQGCCACC ACCACTGTCA GTGACGATCT CTCTATGACG TTCATCAOCA GCAAAGAGGA 
CCTGAACTGC CAGGAGGAG6 AGGACCCTAT GAACAAACTC AAGGGCCAGA AGATCGTGTTC CTGCOGCATC TNCAAGQGOG 
ACCACITGGA CCACCCGNTG CCCCTACAAG GATAC 



SEQ ID NO: 1650: (Length of Sequence - 270 
AAAAGCCAGA GGGATGAGAA TGAGAAAGTT AAAAGGGAGG 
SCTTTAAAAA AGGAGCT3QC ATCA3MTAT ACCCTSACCC 
TACATCTATT TTATATAGAT TCEAXAAAAG AGAACTGGAA 
GTAAITAATG AAAfiAGAGGC TATTGAATTT 



Nucleotides) 

TCAGGAAAGC CATCTTTTAG GAGAAATATA AATNGACAAT 
AGCTGGATAC GAACAAATTC AGCCTTGGCA ATGGAAGTCT 
GCA1TTTCAA GAGGGGTATG TATGTGTTTG TGICTGICTG 



SEQ ID ND:1651: (Length of Sequence «= 372 
TCTIGCTTTT TAATTGTAIT TCTIAACACT AGAATTTTCT 
ATTTTAIAGT CGCTGflAAGT TGA1TCCAIT TTTCITCAAA 
ATCTCACTTr CTCAATGGAC GCAGTGACGC AATGAAGCAT 

TGrmrcrr gaagtigtct cacaactact tctctitcig 

GGA3TAACIT TATTGATCAT CCTCTIT7INC TTCTAGCAAA 



Nucleotides) 

ATCTCAAGTT TTIX3TADGTG GCCTTGCX3TC TCCTIAGTAC 
TTGAATTCTC ATCTGACCTTA ATITLTTCCT TGAATCCTAC 
CCAGCAAAGC TTITGTTCIT GATCCTTTAG GACCTCACCC 

crrrcTcrcr ttcmattga cArrormT cititcaaat 

AGACGGGTGC TT 



SEQ ID NO: 1652: (Length of Sequence = 314 Nucleotides) 

TTTCTGAGTTA TGdGCACTG GATEA3TAGC ATCTTAAATA GTCAAAGGGA CTGGAATAAA CATCAGGAAG AITTCATAAA 
GTGCTGTAAG TAGAAAAAAA AGGTTAAACA ATGAGCTGCA TCTTGATAAG TKTAAGACAC TGATCCAAGT GCTGGCITCT 
GAACCATGAT ATEACTTAAN CEAGAGTGTT AAGGTCAGCT TAAGTCAAAA TAAAACAAAG CTTCCAAACC CTCA3TITAA 
ACACAGTAGA TAATAGATGA NTCTTGTATC TT3GGAGATA GTACAAGCCA AANGTTACAG CICTGTTAAA ACCT 



SEP ID NO: 1653: (Length of Sequence = 323 
TAGATATGAT GGCTQGAGCT GCAATAGCTA ACTTGCAACT 
CXTTGAATCAA TALTITAACT ACCITCTATG AGACTTCTTG 
ITOACrGTCAA CTCTCAATIG AGCATAATTC CTAAATCNTT 
TAACCATAAT TTCCITCCAA TCTAAAAAGG GAACTANTAC 
GGC 



Nucleotides) 

ATGAGGAACT ATAGGACXTT GCTCITAACA TTCCTGAGCT 
TCACAIGAGA AAAATTAAGC OCCAAA3TAA ACCCCTGCCT 
TAATCAA3TC TACTCTACTC TGGCATGATT TTNAAGGCAT 
TTACTGGAGT ATCTACTATA CATCAGATAC TGTGTATATA 



SEP ID NO: 1654: (Length of Sequence - 352 Nucleotides) 

ATCTIT3GCCT GCAGGAACAT GGCAAGGGOG ACTGAAGCAG TGTTCACGCAT TTTAGAAGAA TGGCATAAAG CCAAGCTAGA 
AGCAATCACC CTGGACCTCG CTCTGCTCCG TAGCGTGCAG CA1TITGCTG AAGCATTCAA GGCCAAGAAT GTGCCTCITC 
ATOTGCITGT GTGCAACGCA GCAAdTTTG CTCTACCCTG GAGTCICACC AAAGATCGCC TGGAGACCAC CTITCAAGTG 
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AATCATCTGG GGCACTTCTA CCTIGTCCAG CTCOCICCAG GGATUlTiTC GTGCCGCTCA GCTCCTGCCC GTGTCATTGT 
GGGTCTCCTC AGAGTCCCCA TOGATTTACA GG 

SEP ID NO:1655: (Length of Sequence = 325 Nucleotides) 

AGGGTAAATT GTGAGACPGT TPGIATATAT TNTTrcTITA TATCTITITG TTGTTGTTAT GTICTTATOT 1TATTTATAA 
AATGATAGAT CTGT3GGTAG GTTCTGAGAA ATGAATAGCT TCTATTTCCT TTTTTATGAA AGAAGAACAA AATGAAGTTC 
AACTGGAAAG TATCTCCAGA AAGTTTAACA TnTCTEATT AACCAACTCA TTGATIGGCA TGTGAAACTT GAGATATTTT 
AXAXAGCACT TTTTAAATGA GGATCTAGCT TCACINTATC ATACAACCAC ATTTAAAATA GCCAGGTCCA TGGTCATTAT 
AGGGG 

SEP ID NO: 1656: (Length of Sequence = 285 Nucleotides) 

GAGGNTTAAT AGAATAGATC AAAGCAGAAT GCACTGICTT CATGTCATAG GTTGACTTCT CCAGGAAACC GACCCCAAGT 
GGAAGGTTTA CATGCAGGTC GTTTATTAGA GAGTGATCIT GGGAAGAACA CCTGTAAGGN AAGAAGGGAG CCTGGGAAGA 
GCAGHG£2*AG AAGGTGAACT CTCATTCACT TGCAACAGAG TCCIAGGCTG AGTGCATGGG ATOCIGTAGA GTTGGGGATG 
GACCTTCAGA GATATTCCAA ATAGAGAAAG AATICCTGTT TACTC 

SEP ID NO: 1657 : (Length of Sequence = 385 Nucleotides) 

GAcrrsACiT TCcrrrrrrc cccccaagta gaactaatgc tagcetccag citgaaagta aaactccagt gtggagtgaa 

TrTTGTGTCr AATTAXAAAC CTGIAACCAA AACTCAGACA TCTGGTACIG GTCTITCCAT TCAGATTCGT CCCICTAAAA 
CCCCCTITAA AAGCATATTG CA1TTAGTAC AGAGCTdTT TTIGAAATGN AGGCTGGAGA TCTGCATTIT TCAOGGTGTT 
AACTGGTIGT ATCTTATTAG CAAGGAGATT GGGGGTTITG ACTGTTXGCG TGQGTCGCTT TCAAATTTGC CAGGGGAACC 
AGTGGGCAGG CIGCIAGCAA GGCAGTGAGG AAGCTC7ITGG CAGCCAAATG GGGTGCATTT CAGGG 

SBO ID NO:1658: (Length of Sequence = 338 Nucleotides) 

GATCAGGACC TCTTCTTCCT CCCAACACTG CCCCAAGAGC CCGTTGTTAA AOGTTTACCA GCACACTACT GGGCIGTTTC 
TCIACCACIT GATTGAAATG ATCCTTATGG AAGCACAAAT GACTTCACIG TCACTAAATC CAAGGGACAA TTTTIAGTCT 
CTKTTTrrcr TCAACTCI^CC AGGATGTTTG AGAGCTGATC TTTCCCTCCC TCITGAGCCT CCTCTCCTGC CTGGCnTTA 
QGQGICTCTG CTGACTTITC nCATITCTA AACACATCIN CTCAGGGGGT CCTCAGCCCT GCAAGGCCNA T3CACT3GGT 
ACCCAGTCCT CTGGGCCT 

SEQ ID NO: 1659: (Length of Sequence ~ 346 Nucleotides) 

AGTOTGTGAA GICAATCACT TTTTATATGC AGATAATATG CGACITATAA TGGAAGGTCA CGTTTCAATA GCAAACAAAA 
AAGCTATAAG TAACAAAGAA TAACAAAACT ATAAA1CTAT AGGCTCTACA TAAAGAAAAC TATAATTCCA TAAAGGATCT 
AAAATAAAAC GNGTAAATGG AAAGACAAGA TGIGTTGIGA GATACGAAGA ATCCATGATT AAGTTAGAGG ATTCTK3GAT 
GACAGTAGAG TAGAAAGCAC CAAGAATGAG TCTGTATACC CAGAGAACAC TTACGCTGGT AGGAATCTAT CTCATACAAC 
TATTATGGAG CTCTCAAAGT ATACTG 

SEQ ID NO: 1660: (Length of Sequence » 240 Nucleotides) 

GATAGAAHAG CCAGCCTTCC ACTIGAAIGC ACTGCCATAT TGTCAAGCIG CATTCCTTAA GCATCACTTC TTAGAGGCCT 
CAAGCITCrC GGGAATGTTT GATGACITAA AGGGGAAATG AACAGGTTGC AATNATGCTT GTCAAGNTTC TTCTTGTGAA 
CCICLA'ITIG GACAATTCAC ACAAAAAAAG AAAGCAGCTC ATTTTCTAAT TCAGGATATT ATTICTTTIT AAAACTGGTA 
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SEP ID NO:1661: (Length of Sequence = 294 Nucleotides) 

AGCACCTCCC CTGAGGGCCA GGCCITGGAG AACOGGATGA AGCAGCTCTC CCTACAGTGC TCAAAGGGAA GAGA.TGGAAT 
TATTGCTGAC ATAAAAATGG TGCAGATTGG CTGA3TCATC CTCGGCCCTG GCOGATATGC ATATCAACAT TIATACATOG 
AACICT3AGA ACATTKTCCC AA1AATCATT TAAIATAFGC CAAATCITAC AOGKCIACTC TAAACTGCTC TAAIGAAGTT 
TCACTSACCT TGAGGGCTAA AGATTNTTCT TCTGCTGTAA GAGCTCTFIG GGCT 

SEP ID NO:1662: (Length of Sequence = 291 Nucleotides) 

GATTTTCATC AGGCAAATNA AACTAACCAC AGAAACAATT CAGEAATACT ACXAAGAGAG ATTAACTTCC CACTGGCCIT 
GGAATAGCIA AGTGCATK2A TTITKGTGTA GTICTGAGTT 'ITlTldYTC ATTGATATTT TACCTATTKC TGGGGIAAAT 
GTATTTTIWA CATGCATTGA ATCTGEAATC ATCAACTCAG GGTATTIGGG GCCTCCATCA CdTGACTCTT TTATCATTTC 
TAICTCTGGT AACA.TTCCAA GCCCTCTCTT CEAGCITIGG AATA3ATACT G 

SEP ID NO.-1663: (Length of Sequence = 345 Nucleotides) 

GGCAGTGGGA. CTCTCICTGG ATAGACTGAT TLT1UTITAG AAACAACAGC AAAAAGAAGA AGGCAGGAAA GAAACTCCCC 
GGCTOGGAGG AATCTCTCTG TGATCCCCAT TCTTGATGGA GQGACTGAAA AGGGGCCTGG NCTTCGCCQG CTGCICTCCT 
GACAGAAACA GTAAGINACA CCAGGACAGA AGGCAGGAGC CCTGAGAACT CACGGQGCTC TGCA3X3GTCT CCAGCCNNNC 
ACCOGTCTCC AGCCACCCCT GGAGCGGCCG TCGGGAGGOG GCAGAGGGGG CTHTCGGAG GGOCCACTAT TNCCACAOGT 
milTl'lNG ACACCCAGAA AACIT 

SEP ID NO: 1664: (Length of Sequence = 334 Nucleotides) 

CTAAAIAAGA AAGTGAAAXA ATTCCEAXAA ICTAAGGTIG ATAGAAGATA ATCATCAGGG TCAGAATEAA GAGGTCTICT 
GGTTTAGGAA GCAXAAAATT ATCTAACTTA TICTTTATTT CACTCAGAAA ATAAAAGEAT TAATGAAAGG AGTTAGAGAT 
GAACAGATTG ATACAAACTG nvimwiT TACAGCTEAA AAAAIAAAGG TACATTTAAT GCTATCCATT TTGAGAATAA 
TGTCTTITAT GdNTTCCIT TTTACATAIG TATCINTTTG TA3TTAAGGT CAAAAIAGAT TGACAXTACT AATTACTTCA 
CTATTAATAA TTAA 

SEP ID NO:1665: (Length of Sequence = 310 Nucleotides) 

TCTACraCTA TGAAGCATCC CTTGCACATC AGAXCAAAGA CATCTEAAAG CCAGAAAEAA TGGAGGAGAT 7CTGATGGAA 
ACACGCCAGA GGCTTTIGGA ACAGGAGGGA TAAGGAGCTG CTCCAGAAGC ADGGGACTNT QGACCTTGCA GGAGTGAAGA 
CTCTRATCTG TGGTCCCCAT ATGTGGCTCA GCAAAGACTC GAGAGATCAT CCCTTICTOT GCA3TCAOGG CCCTGTCACG 
GCCTCCAGCC CACAGGCCTG CTITCTCCTG TCCTAACACC AAGCCTGGCT GGCAGATGAA CACTGCTTCC 

SEP ID NO: 1666: (Length of Sequence = 352 Nucleotides) 

TrnrrriTA catacaaagt TTGGAirnT attgaaatct tgteaggtat caaacaaait ciGcrrrcrr cagataaaaa 

TATTCTCTCA GATGTCTCCA GAIAACTGCT AAGTCTAAAT TGGTCCITCA ATGTCTIATT TITATTGTCC TOCTGAAATO 
TTCAI7VTACA GTTAAGATGT TCCCAAAAGG Al'l'l'ITATCG TGXAAAGGAG CGTACATGAC GACCTCTACC ACTGCCTCCA 
CTAACAAACT TTCCTCTTGA GCCTCCACTG CCGCIATITC CACTAGCCCA GGGAAGCTCC AACTCCCCCA OGACCTCEAG 
AAGCACGGTT COGAGGGACT TTGGOGGTAA CC 



SEP ID NO: 1667: (Length of Sequence = 287 Nucleotides) 

GACAATOATG CCGCTGCCCA CA3TITCCTC CATTCnTIT TTEATTATGC TI V IU J L ' INLT TOGACTGGAT AGCCAGGGAT 
GTTTCANCrT CTOGCTCGTC AACTACCTAC CCCTGACCTA CAACAAAACA XAOGINEACC CCAACTGGGC CATTGGGCTG 
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GGCTGGAGCC TGGCCCTTIN CTCCAT3CTC TINGNTCCCT TGGTCATCGT CATCOGGCCT CTGCCAGACT GAGGGGGCOG 
TTCCTTTGTG AGAGTCAAGT ACCTGCTGAC CCCAAGGGAA CCCAACC 

SEQ ID NO: 1668: (Length of Sequence - 300 Nucleotides) 

CCAGACAAAT ACCAAGTTTA TTTCACAAAC ACTAGGAAGA TGGGTTGAGG GTGGAGGTGG GGGACACAGG TGCGCANTGC 
ACAGACTCAG CAGCAGCAGC CTGNTCCCCX3 CACTGAGGAC TCGGCCIGGA CTGCAGTGCC TCCAAATCAA CAOGCAGCAA 
GAGGGGACJTN CAGNGAGGGC CC1NAACACC AAGCCTCTGA AAGGCTAAGG GACACAGCTC CATCTGTCCC AGGAAAACCA 
GCAATAAATA AAAGTNNGGC ACX3GCCCCAC CCACACATAT CATCTAGTCA CCCATCTTCA 

SEQ ID NO: 1669: (Length of Sequence = 334 Nucleotides) 

ITITAATGAC AGATTTTCCT AAAAGAAACC ACTATAACAT CKJKTCAAGT ACTCCAGAGA AAACAAAAAA TACATAAAGA 
TTAAAAGTCT ATTACTTTAA CAGCACATIX5 CCAAACACGG ACAACTAGGA TAAATGCCAA GAAACCTTAA AAAATAACTT 
TAAAAGATGC AACGTTCAAG CX3YITCAAAC GCGTAGGITC CACAAACAAC AGGNNAACAA GTCCAAGAGC AGTTCTACIT 
CTGCATGATG GTAACTCAGA CTGTACTTCA TCAAAGTTCA TTCAGCTGTT TCATAGGCGT CIGAGCAGAG TTTJXJYTTTT 

TrcrrrccTT got 

SEP ID NO:1670: (Length of Sequence = 287 Nucleotides) 

GATAAAAGAG AAACAGOGAA GTITCAAGAG AAAAAOTGA GGTCTTAATA ATTOTIGGGC AACTTGACAG CAGAACAGGG 
TAAAANTGAG TTAGCTACAA AGGCTCATCA GAAAATGGCA ATAGATTCCA GAGAGATTTA ATAACTACTT ACAAACTCTG 
CTATAGGTGA CAAATCTGAC CATGATAAAA GCACOGTAAA TGATATAGGT AACACTGNGC ATATGAAAAC TCAGACTGIG 
CACXAGATAA AAAGGAANCC CAGCATACAG TGTTACCACA TGIAAAT 

SBO ID NO: 1671: (Length of Sequence = 187 Nucleotides) 

GATAAAAGAG AAACAGOGAA GTITCAAGAG AAAAACTIGA GCTCTTAATA ATTTTKGGGC AACTTGACAG CAGAACAGGG 
TAAAAWTRAG TTAGCTACAA AGGCTCATCA GAAAATSGCA ATAGATTCCA GAGAGATTCA ATAACTACTT ACAAACTCTG 
CTATAGGCTG GACAAATCTG GCCCATG 

SBO ID NO: 16 72: (Length of Sequence = 329 Nucleotides) 

ACATCACAAC ATCGTTTATT ATGTGAATTT TTTACAATAC AAACAAAAAA TACAGAAATG CAATATATGA ATACAGCTAA 
ATGCAGAATG GTGACTTITT TCTCTTCAAG AGGCCATGAT TCCCATTTCT AGTAAAATAA AGAGACIGCA TATAGGTAGA 
AACAGGTIGG TCATEAGCTT CACAATITTG CCTAGAAATG ATCTATAAAT GCMTTCCCC CCCTGCTACT TACCCTAAAG 
TCTAAAAAGG GAGTTAAAGG AAAGTTTCCT TGTTGCTTCC TACCATATGA AAGATGCIAT ATTCTATTTT AGCAGTGCCA 
ATATATGGG 

SEQ ID NO: 1673: (Length of Sequence = 386 Nucleotides) 

CICCCTACTS TGATTCTCAT CAAGCTGGAA GCGTNCTGAG AAAGCACITC AGTTTCTTCC CTOGGATAT3 AACCTGAGCT 
CTCTGATGAG GTGOTTTAGA AGTGGCCCTG GGAGAAGCCC ACTTCTTGGT CACAAGATAC TGCATTCTCC TGGCAGATGA 
ACCAGCTGCT TCCAGCATCC TCTGTGTGGG TCCTCAOGCC TAGCTGCTCT ACGTGCTGGC TGCACACTGG CATCACATGG 
GGAAGTAGAA AAACCTCTGA TGCCICTCCC CACCCGGdT AATCACAGIG AAGTCAGATT ATCTGGGNCT GGGACCCTAC 
CATCATITIT TTTAAAGAAT TGCAGGGGCC AGGGCGTGGC GGGCITCAGA GCITCTTAGC AATTIT 

SEQ ID NO: 1674: (Length of Sequence = 377 Nucleotides) 
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CTGAAA3TIG GCAAGAAGGG GCAAAAAOCT GACTATTAAT GA2TCATAAG CACCAGTGAA GAAGTTCTAA CTTTTAGCAT 
GCTGCACAGA AACTGGTATA ACATGOCITC AGTAIACTAA CAOTCATATG CTCAGTTTTG TlTIXalTlTG GCACTTGACA 
AGAAGTTAAT TTGCITIAGT AAAAATCCCT CA3TCCAGCC ITIO'ATATA AATAGCTCTT TCTTOCTGTT TTAATGTGGT 
GCACACTATA GCCTCACAAA CXTTCTIATTC CAGTCTAATC TGCAGTGTCG TAACTAAAGT TACIGGdTC GGrTCITATTT 
GCACAGTTTT TGCGNCITGT irGCTTCITG CATCIGGATT AACTAQGAAT ATITCTC 

SEP IP NO: 1675: {Length of Sequence = 381 Nucleotides) 

CAGAAGTCAA TCAGCTACGC ACCCACTTCT CAAAGACCTC ACATGCTAGG GAAGGTGCGG AGGCAGAGTT GTCGTTCAGA 
AGCAGTTACA GCTCTCAAAG CAAGAACAGC AGCCAAAGCT TCCACGCCCT GACGCTGCCT CTGAATGGTA AACCAATGGC 
ATATGGTATC CACAGCTAGG LTl'lGLTlTr TTCTGAGTGA AGGTAAAAGG CATTIGAAAA TAAACCAAAG TTTCACAGAC 
XATGTTTATG GAACAAACAT GGGCCATTTT CAGGGATATA AAAGTOGATG TTCTATXJTAG GCCCCCATAT GACTATTTAT 

CTAcrrrrrA tttactttat tttatggaat tiaittgnca AGGGGCTTCA CTCTGTTCGG a 
SBO IP NO:1675: (Length of Sequence = 404 Nucleotides) 

CICTGITGAT TGCITGAGCC CATCACAGTT TAGCTCTCAC AGCFTCAATT TACTAGCCCA TCAGAAGTCA GCOTCAAAGA 
ACACCATTTC GACTCICAAA GAACATTATC AAICTACATG GATAGCTTCC AACTTCATAA GGTCTTTCTC TCTACCIAGA 
GCAAJTTAACA TEAATTTGCA GAATAGTGIT TATTGAAAAC CTTTCKxTAT CTCCAACAAA GTAATAGTGT ATTCATTTCA. 
TTCCTACTAT CITCAACTGT ATCATTAAGA GGAATTTdT AGGNAAGTCT ATATGCACTA AGCAAGTAAG ATCGCAGAAC 
ATCAAAGQGN GGAAGTAAAT CCCAAAACTG GOTTITACCT TCXTTTCCCT TAGGTGAGGG AAAGGAATTT ATGCTTTEAA 
AGCT 

SEQ IP NO: 1677: (Length of Sequence = 388 Nucleotides) 

ATGGACAACT ATGAGCCAGG AGTCTACACA GAGAAGGTTC TGGAAGCCAC TAAGCTGCTC TCCAACACAG TCATGCCACG 
TTITACTCAG CAAGTAGAAG CAGCCGTGGA AGCCCTCAGC TCGGACCCTG CCCAGCCCAT GGATCAGAAT GftGTITATCG 
ATGCITCCOG CCTGGTATAT GATQGCATCC GGGACATCAG GAAAGCAGIG CTGATGATAA GGACCCCTGA GGAGTTNGAT 
GACTCTGACT TTGAGACAGA AGATITTGAT CTCAGAAGCA GX3A0GAGCGT CCAGACAGAA GACGATCAAC TGATAGCTGG 
CXXaGAGTTG CCCCGGGCGA TCATGGCTCA AGCTTCCCCA GGGAGCAAAA AAGCCGGAAG ATTTTCGG 



SEP ID NO: 1678: (Length of Sequence - 428 Nucleotides) 

TAACTCTGCA AATAATCCAT GAATRIATIG TTT2TATACA GCATTACAGA TAAGGCTTGC AGCTCTATAG ATCAOCCTCA 

TCCAcrccrr cactccattg ctacacttaa aagcctcaca tgcictcctg tcctctccaa AGGCAGCTGC tagcatcagc 

GCCCACAGTA GCCTTCTTIT GTITCCTGTT TATAAACCAT ACATTTTCTA TGGCTACACA TACX3TGTATT GITTGATGCT 
TTCIAATAAA ATTCrTATCAT AGTGCTACAC ATCTITCACA CTTTCCTNAX TACACTCAAC ATTTGGNGGA ATACAGAATG 
CAGCAGATCA AGGANCTTIT CTCAGTCTIT TCTAACATGN CCCCAAATAC AGCCTCACTA TGGGCTCCAT TTAGGNGGCT 
CMTGGTTIT CACTCTCACA ACGGTGGC 

SEP IP NO: 1679: (Length of Sequence = 256 Nucleotides) 

GG1GTCCACA GCCTGCT3CC TGGCCTGGAG CAAAXACCTT TCTTAAGTGC TCAGAGGCTA TGGCCCCTCA AATCCACCCT 
GCAGCTCCCT GGCTGCAAAT ACACTCACTC CATCTTTTCA ACTOGCTCCC TCGACCCCIG GTTAACACTT CACTGTAACT 
CCTCAGTICT ACAAAGCATT TTCATTTGAA TACAAAAGGC AACIT3GNCAC CANATGGGCA TCCTTGAGCC ATGGTAAACA 
CTGAATTTNA GGCTCA 
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SBQ ID NO: 1680: (Length of Sequence =* 438 Nucleotides) 

TACCAGTAGT TCCTITCCCG CTTTATTTIT TAGCTGCTIT TTGGGTI'ITA TACAA7GAAC ATG1ATTAAT TGTAGAAGAA 
AACGATCTCA TCdTTATSA TAAAATCCAT TTCCATTTIA GCTTnTTAA AAAAACAAAA AGCTGTTCTG GACAGATGAA 
CATCCAACTA CTGGGCACAC CTCCAGCCCT CCCTCTTCCA CTGAAGGCCA TTGCCTATTC CIAGAAAGTT dTTCCCAGG 
TATGCAGCTT TCACJITTCCA CTTCAGAGGC CACACTGTCT GGGGGAAOGG ACTGCCCCCA ATAC7TAAAGG GACTCAAAAT 
CrCTTTAATT NCCGCACITC CTCAGTACCA ACAAGGAAGT CCCTTCTTTA GGGCCACTGG ATGGGAACCT NGGGACCCCC 
CmTl ' l GAT IX3GCAAGCAT TC3QGGOTCCT AGGGCCTT 

SEO ID NO: 1681: (Length of Sequence = 370 Nucleotides) 

C7TCTGGGAAG GGTACAATGT CCTCCGOGCC TCGAGGGCCA TGATPGGACA CACCGACTOG GCIGAGGCTG CCCCAGGAAC 
CATAAGGGGT GACITCAGOG TCCACATCAG CAGGAATGTC ATOCACGCCA GCNACTCCGT GGA3GGGGCC CAGOGQGAGA 
TCCAGCFGTG GTTCCAGAGC AGTGAGCTGG TGAGCIGGGC AGAOGGGGGC CAGCACAGCA GCATCCACCC AGCCTGAGGC 
TCAAGCTGCC CTTACCACCC CATCCCCCAC GCAGGACCAA CTACCTCCGT NAGCAAGAAC CCAAGCCCAC ATTNCAAACC 
TTGCITGTNC CAAACCACTT ACITCCCTGT TOAAdnTG CCCCANCCCA 

SEO ID NO: 1682: (Length of Sequence = 397 Nucleotides) 

ATGTAATCOG CTGCACCAAA CACACCTTCA CCAACCACAT GGITITrAAG TTTGACTGCA CAAACACACT CAATGACCAG 
ACCTTCGAGA ATGTNACAGT GCAGATGGAG CCCACTGAGG CCTATNAGGT GCTCTCTTAC GTGCCTGCCC GGAGCCTGCC 
CTACAACCAG CCOGGGACCT GCTACACACT GGTGGCACTS. CCCAAAGAAG ACCCCACAGC TCK3GCC7PGC ACATTCAGCT 
GCATGATGAA CTTCACTGTC AAGGACICTG ATCCCACCAC TGGGGAGACT GATGACGGAG GCIATCAGGA TGAGTATGTN 
dGGGAAGAT CTTGGAAGTT TACTPCTAGC TTGTITCACAT TCCAAAAGGT TCATGGAAAC TCAACTTCGA GCAGCCT 

SBQ ID NO: 1683: (Length of Sequence = 396 Nucleotides) 

GGCTGOGCAG AGGAGCOGCT CTCGCCGCCG CXACCTOGGC TGGGAGCCCA OGAGGCTGCC GCATOCIGCC CTOGGAACAA 
TGGGACTCGG CGOGCGAGGT GCITGGGCOG CGCTOCTCCT GGGGAOGCTG CAGGTGCTAG CGCTGCTGGG GGCCGCCCAT 
GAAAGCGCAN CATGGCGGCA TCTGCAAACA TAGAGAATTC TGGGCITCCA CACAACTCCA GTGCTAACTC AACAGAGACT 
CTCCAACATG TGCCTTCTGA CCATACAAAT GAAACITCCA ACAGTAC1NT NAAACCACCA ACTTCANGTT GCCTCAGACT 
CCAAGTNATA CAAACGGTCA CCACCATGGN AAACCTTACA AG03GGCATT TTAATTNCAA ACANCAACCA GGGGAT 

SBQ ID NO;1684: (Length of Sequence = 417 Nucleotides) 

ATCCAGGGGA GATGCATCT3 GAAATGTGGT CCTCIQGGGT CAGACCCCTG CACGGGACAT CTK3CCTITO AGICTGCAGA 
GTACATGGGG AAQGGGCTGG GGGCACCACT GICTACCIGG GCCCAGTAAG GCATTTGCCG TGATTCCCAC AAOGGGCTCA 
AAAGCTGGCC TTCAGGG7GA OTAACACCA CCTCATGCCC TGCTATAGAC CTTCACAAAC GACITCCACT GCTGAAGCCT 
GTAGGCTCTG TTTAGAGACA AGAAGAT3GC T3CTAATITA AGCACCX3ATT TCCCAACTGC CCACTCTCCT TTGTGCTCTG 
TTGGCrnTG GCCTAAAGCT TONCCCAGAG TTAGGGTGTA GGATGTCICT GGTCTGTGAG ATGCCTTTCC CTTCCCCCCT 
CTGCTTCAAC OCTGCTT 

SEO ID N0:1685: (Length of Sequence = 429 Nucleotides) 

GAGCCAT3GA GAACTCTSAA AGGAAGAATC GCTGCTTTNC TCAAGCAAAT CGCjrrrCTTG ATGTCTITrG GTTCTCCVTG 
CCTGCNCCTG ATGCTTGGNC CCCTITAATr GATCAGAGTG CTCTAGAATA ATGGATGGTC TTGGATGATG GATAAATAGG 
GACAGGGACA GTTAAATTGG GAGCCTITCT TACAACCTTN ATGGGATTIT CCCCCCCAAG TTTCCITCTC CACTGAAATG 
CCACACTAAT GCTTGTK3GG ATTCATGAGG TGGCCAGACC AATGTGTTGT TTICTTOITG n'mTi'l ' lT AAGCTTCCCT 
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TGAGAGAATA AATGGGTAAT GGGAGGAGAA CTATTTTAAC AAGGOTCCTG GGTrTCTCTT TGCAAACACA CTAGGCTEAA 
TOTIGCCTG LTITITAAAA TOGCATTTT 

SEP ID NO: 1686: (Length of Sequence = 445 Nucleotides) 

TGTCTTCATA ATATAACAAC ACTAATACAC TAATAGTAAG ATTAAGTTAG GCAGTCTCCT ACCAAATGTG TAATCGAGAT 
TGCCTCAAAA TTGTGTCCAC ATAATCCACG CTCATCTTGC AAAGOGCTAT TTCAGGCACT TTTITIT3AG AAAGACTCTC 
ATTCTGTCGC CCAGGCTGGA CTGCACTGGC GCAATCITCG CTCACACTAA CCTCTCCCTC COQGGTPCAA GOGATTOCCC 
CGCCTCAGCC TCCOGACTAG CTGGGACCAC AGGCACC2*AC CACCAO^JCC GGCTCACCTT T L T X ' AITITIA ACTAGAGATG 
GGQGCCTCAC CATATTGGGT CAGGCTGGGT CTTCAATCTN CCTGGACCTC ATGNTCCACC CGCCTTGGGC CTNCCAAAAG 
TCCTIGGGGA TTANAGGGAA TNGGGCCACC QGGGCTTGGG CCAAT 

SEP ID NO: 1687: (Length of Sequence = 170 Nucleotides) 

AAAAACCAAA TAAAGCAATA ACTCTAAAGA CCTCAGACAC ACACAGTATA AACACCTGGG TAAGGTlTi'N TCCGTGTCCA 
TC7ITGACACC GGAACTACCG TTAAAGTGCA AbTillUlTr ICTSTTCCIT TGTCCAGTTT CACTCACATG TAAACAAGTC 
ACITGGCTAT 

SEP ID NO: 1688: (Length of Sequence = 386 Nucleotides) 

AATCTSAXTT GATGTTAACA CTAGAGAATC ATGACTGTAG AACATTTGAG CAAGTAAAAT AGTAAAGCAC ATAGTGAGTG 
TATGTCCATC TAACTGCTAC ATTGATAATT TAGrTITGGGC ACATAAAAGG AATATITATA TGGdTCCCA AATGCAGAGT 
TACATCTTAT TCGTGTATIT CTCTGAGTAT TTAXRTCCOG TCTCCTTTIT TCATTCITAA AAATAAATGA ATTTTCACTG 
TTGGCACATA TGAGGCTIAA ATATAAGGAG CATAACACTT GCATTCTAAT TITTGCAXAT ATTGTAAATG TGTCTGGXAT 
TXACAGCAAA ATACTGTGTA TCCTTrATGG GTAAACAAAG TGACATTCCA TGCATCTAAT GTOATG 

SEP ID NO: 1689: (Length of Sequence = 400 Nucleotides) 

CTTCTGTCGG ATCAGCGTAT TCCTAGATTA GGAA1TCAAA TIAATGAAAA TTCACAXATG AAAGGAAAAT CCATTCCTAT 
TTCT3GAGAG GACCTCAGTC CTQGGcittt COCTGGCATT GCTACCTGGG TCGCTGCTCA CCACTCAGGT GCTGGTOTTG 
GAAGGCAGGA GGAGGAAC7T GAAATCCTGC 0GA1TAAQGC TAATTAACAG GGTITAGGTC CCTAATTATC ATGACTCAGC 
COGGGACTI& TGGTTAGCCG TGCAGGCCAG GTGAGTCICT TATGGACTTC CTCTCAGACT GCTCTTICTC ATTTICTCCT 
GATGAGATAT TGACACTCAT GTCCACCCGC TTCCTCATCC ATTTCCCGTC TTTGGGCCCT GGGAAGTACG GGGGCCTCTG 

SEO ID NO: 1690: (Length of Sequence = 337 Nucleotides) 

AGTNATATAC CTTTAAAAGT AACTAATGCA ACTGCCAAAN AGGGACAGTG TCAATATCAT TGTOITCAIT AGAAGGAOGG 
CTCCCCCACA CICTNAGAAC ACTGCTCTTC CTAACACTAG TTTACTTINA GAQGGATCTN AGAATTAGIT TNACCTTAAT 
TCCAGATGTG CATGCCTCAA AAGAAAAATC CCATTCTCCT TCCTITTGGG GAGCAdTIT GCTGGCACCA AGGCTGGTTGT 
GGGGTAGTGG AGAGAGCACT GAGCTIAGAG TCACAACCAG ATGAAACTGC TCTGGTCTTC ACTAGCTGTC TGACITGGGC 
AAGCAGCITG CAGTCTC 

SBQ ID NO: 1691: (Length of Sequence = 372 Nucleotides) 

TCAITCTCCC AAAGTCCTGG GATTATAGGC CTGAGCACCT GCGCCCAGCC TIACTTATIT TIAAATCAGA TITTTTAATC 
AACIAAAACA GCTATGAGTT AAGTACCTGC CCPGCAAAAA TTTTTAGAAA AACTTITAGG AITATOAAAT TAAGAA1TAT 
TTTCCITAAC TGGAACAGTT CTAAAATITA TCT3ATACIT CTCTAACAAG TGAGTGATCT CATGTAACCC CAGTTICTAT 
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CTTAAAGGCT GCAGCATAGA ATTGAGCTGT ATAACAGTGT TAGAACTGTC AAGTGATAAT CACAGAACAG TTTGTA.TCGG 
TTTTATAATT CTCATGTCTT GATCAGATCT GAAGGGAATA GGCATACCCT CC 

SEP ID NO: 16 92: (Length of Sequence = 360 Nucleotides) 

TrrmTGGC aaaaatagta tatatttatt atgtacaaca tgtattitga gatatgtata cattgtggaa tgtctaaatt 

GAGCTAACAA ATACATTATC TCACATACCA T3TTHTTIG TGCTGACAAC ATTCAACAAT ATAGACCATT TCACAAATTT 
GCATGTTATC TTICT3CAGG GGCTATCOCA ATCTTCTCTG TATTTFINCA ATCTTGGTGT ATGTGCTGCT GAAGCACACA 
CCCTAATTCX: TTTCATTPAA GGNTCTACTT AACCTTTCTC TTAAGTATAA CCATGTATTT TCTTAAGCAA TATCTTTTTA 
TTACAAAAAT GCCATTFTTT TCTGGNTAGG AAAATTGATT 

SEQ ID NO: 1693: (Length of Sequence = 378 Nucleotides) 

GACAAAAAGA GGGGTCTGGC TGCCGATdTG GAAATTTGTT TTCTGGACIT CACCOITACT CTGACAAGCA CAACTGTCCG 
TATGATTACA AAGCAGAAGC TGCAGCAAAA ATCAGAAAAG AGAATCCAGT TGflTGTGGCT GAAAAAATTC AGAGAATATA 
AATTACTTCT TCTGAAGAGA CTGAAAdTT CJi'lTlTATIT TAATATATOG TAGGAAAACA TTAAAGAGCA GATGCATGGC 
CATITINCTT TGATGTTCTC CAGAGTTITA CATTACACTT GTCTGTCTTA TAATTGATAT TTTAGGGATG TITOGGTGTT 
TGOTACAGGC AGAATTGGAT AGATACAGCC CTACAAATGT ATATGCCCTC CCCTGAAA 

SEP ID NO: 1694: (Length of Sequence = 362 Nucleotides) 

AATCCACTCT ATTGGCTCCC AGGGACTGGG ATGCAGGATC AGAGTCGACA CGOGCAGGGG GCTGGTGfIGG GGAGCAAAGC 
NCOQGGCCTG CCCOGGACCC TGGTTTCCCT GAGGACCAAC CTGAA7GGGG GCCCCACTGG AAAGATGCIT GGGGCTGCAG 
AGCGGATGGA ATGCAGGCCC AQGTTGCK3G GTGGTGCCCT CAGCTCCTGG CAGGGTTGAC GGGTGCTGGC OGCTGGGCTC 
TGCCAGCCGA TGGTCCNCTG GCACCTGATC CTGTCTTCCA GCTTCACITC CGGGCCTGCT CCTACTTGTC AGTGAACCAA 
GCACAGGTCT CCTIGACCGN CTGCITTNAA GGGTGTGAAN CG 

SEQ ID NO: 1695: (Length of Sequence » 411 Nucleotides) 

TTAATACAAG GGGTTTGAAC TGGACATCCT AATGATGCAA TTACGTCATC ACCCAGCTGA TTCCGGCTGG TTGGCAAACT 
CATCGTGTCT GTCCTGAGAG GCTCCACAAT GCCCACCCGC ATCGCCATTC TGTAGTC7ITC AGGCTCAGCT GTTGATAAAG 
GGGCAGGCIT GCGTTATTGG CCTAGATTTT GCTGCAGATT AAATCCTTTG AGGATTCTCT TCTCTTTTAC CATTTINCTG 
CGTGCTCTCA CTCTCTCTTT CTCTCTCTAG LTlTiTAATT CATGAATATT TTCGTGTCTG TCTCTCTCTC TCTCTGTGTT 
TCCTCCAGCC CTTGTCTCGG AGAOGGTGTT TTCCTCCCTT GCCCATTATC TITTCAACTC CCAGGGCTAC CCATTTCAAT 
GGTGGGTCCT T 

SEP ID NO: 1696: (Length of Sequence = 280 Nucleotides) 

CTTTGT3ATG TITITA CGCT TTACAAAAAG CAGATTTGGT ATTCAGAAAA GCCTGCAAAT ACAACATTGC TTAAGAGAAC 
OTGTAAACAC GTTTGGAATA CAATGCAACA CAAGTCAGCA AGGACAGQGG TAGGTCCAAA GGAGCCAGCT AGGGGGAAAG 
CTGACAGAAA AGGAGAGGGA AGGATGGNGA CAGACATCAC CICTGCTCTC TAAGGGGGCC NTGTGTITAA TTTATAAGGT 
TOJCTNCCCA CAGGAGTTCT NNTGTGATCT ATCCGTTCAT 

SEP ID NO: 1697: (Length of Sequence = 418 Nucleotides) 

ATTTCTTCAT TTACAAGAGG AATATATITG GCITCTCTCT TAAGACTCIG AGATTCACAA TCAGCAGCTC TAAAAAATAA 
AGGAGCAGTT TGGCTTCCGG AAGGAAGAGG AGGCAACACT CGGACCTGGT TCTTGTACAA CAAGAAAACA TCGCTGGGGC 
CCCGCTGAGG CTGGAGTGGG GGTGGAGGCT GGTCTTTGGA GGATGCCACC CCCACCCCAT CCTCTTGTCA GGCCCTOGGG 
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GTACCCCRGA GCTTNGTGGG TSAGTAITCC ACCIGCTTAC 
GAAAGAGCAT TGTCCAAGCT GGCTCITEN3 Q33QOTCCCC 
AACCAGAAAC CACCTIGA 



ACACCACTGA AGCCACAGCC AGCCAGTAAC TAAGGGGCAA 
CATTNGGCCA CAASGGCCTC ACCCCCCACC CCATCCCCGT 



SEO ID NO:1698: (Length of Sequence = 376 Nucleotides) 

ATrrriATTG titatttactt tatitittac ccrrrrrrcA agagatgggg tctcacagix? ttscccaggc tggacitgaa 

CTCCCACICC TGQQCTCCAG CAGTCCTCCT GCCTCACCTT TCCAACTAGC TGGGGCTKEA AGTACACACC ACCATGCCCA 
GCAATATTIT AATITCTCIA AICTGTCATT TAGOCACTTGA TTX3TTGTATT ATAATAQAAT CACAGAAATG GAGGGACTCC 
TAGAGGTAAT CAAATCTGGT GGTTTTTAAG CCnTTATTC CCTCTAAAGG GATAGTAAAA CCATTAAAAA TATAATTTTT 
CCCAATTATC TAAGCCAGRG AAAGCTGACC TYCTGGTTTA GAGAGGAACA CAGATG 

SBD ID NO -.1699: (Length of Sequence - 365 Nucleotides) 

GGTACATGTG CACAACX3IUG GNGTTKJITA CATATCTATA CATATGCCAT GTTAGTGIGC TGCACCCATT AACTCGTCAT 
TTAGCATTAG GTATATCTCC 1AATGCTATC CCFCCTCCCT CCCCCTACGC CACAACAGTC CCTGGTCTGT GATGTTCCOC 
TTCCTGrrGTC CATGTGTrCT CATTATTCAA TTCCCACCTA CGAGTGAGAA CATGCICTGT TTOJlTmT GTCCTK3CGA 
TAGCCAGATG CAGCTACTCT TAATGTGCAT ATTTTCATCC XAGAACATTG GAGAGTTCCT GTAAAAGCCT TGTIGTTCCAG 
GAGGAAGGAG ATCCTGACCC TTLTGCTGAT GGCAGCAGTC AGGGG 

SBQ ID NO: 1700: (Length of Sequence = 397 Nucleotides) 

AAAGGCACTC AAGCAGGAGT TAAACAATAT GGACCTAACT CTCCTTATAT GAGAACAITA TTAAATTCCA TTGCTCATGG 
AAAIAGACIT ATTTCTTATG ATTCGGAAAT TCTX3GCTAAA TCTTCCCTIT CACCCTCTCA GTATCTCCAG 1TTAAAACCT 
GCT3GATTGA TG3GGTACAA GAACAGCaTAC GAAAAAATCA GGCTACTAAT CCTGrTGCTT ATATAGATGA AGACCAATTG 
CTAGGAAGAG GTCCAAACIG GGACACTATT AACCAACAAT CAGTAATCAA AATGAGGCTA TTGAACAACT ATAAGJCOTA 
TTTCCCTCAG GGGCCT3GGA AAACATTCAG GACCCAGGGA ACCTCATGCC CTAX-TXTUAG GTTCAATCAG ACAAGGT 

SBQ ID NQ:1701: (Length of Sequence = 245 Nucleotides) 

GTCTAGGAGG AGGCCTTCTG CACAGAGCCC CTGAAGAACA CAGGCAGAG3 CCCCCCACTT GGCTTCIACC ACGTCCAGAA 
CKTCJGCAGTG GAGGTCACCA AGTCCTTCAT TGAGTACATC AAGAGCCAGC CCATTGTTTT CNAGGTCTTT GGCCACTACC 
AGCAGCACCC GTTCCOGNCC CTCTGCAAGG ACCTGCTCAG CCCCCINAGG CCCTOGCGCC GTCACITCCC TCGGGTCATG 
CCACT 

SBQ ID NO:1702: (Length of Sequence = 349 Nucleotides) 

ATCTGTTGTTC AGCACAGTTT XATTTGCTCT GGAATCCATG AGAGCOGGAA GCATQGTTGG GGCCCTGGCT AGCAGAGCTC 
ATGGTGACCA GTCCTGGGCC TGACCAATGG GTGATTACAT TIAAAAACCA AAACAAAACA AAACAAAATA CCAAGAACAG 
ATCACTTGCC ATGGACATCA CTAATCTATT GCTAATGGTC AAAATTTCAT GAAAATITCC CCTAAACCAT AACAAAAACT 
GTCCTCCTTA CCCCAAAAGT GCTGGAGGGA AAGA1GGTIG CATGGCTTTG ACCICTCITT GAACTTCAAA TGCTACCTTC 
CTACCCGGAA AATGOGGCAC ACEATACIT 

SBQ ID NO:1703: (Length of Sequence - 419 Nucleotides) 

GAGCCCCTGC CCTCCAGAAG CTCACATCCT CCTACTCATG GCAGACAAAT AAACGTCAAT TACACTGCAG GGAGCTAACT 
GTGGCAGCAG ATGTAGTATG CACTGCAGAG GTGGCCATQG ITCCNAGGGC AAGGAGGGCT TCCTAGCATG GGCGTTATTT 
GAOCAGAGGC TGGCGGTGGC TTTTGCTAGC AGTICTGATTG TNATCTGAGC CAGGGACAGA TACCTCTOTG AGCCTTGGTT 
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TCCTCATCTG TAAAGTGGTT AAAGACIGAN TAAAGCAAAA TATGTGCAAA CAGTCTGTGA ATGGGGAAGT AACAGATGTT 
GdTTCTATT ATGTTCTCTC CTAGCCATGA ATATCAATTA TTTCAGAAAT GAAAAGGGAT CCPGCACCCA ATTTCAAATC 
AAGCAAGTTC ACCTAGAGG 

SEP ID NO:1704: (Length of Sequence = 372 Nucleotides) 

GCTTCCCGAA GGTCTTGGAC GAGCGCTCTA GCTCIGTGGG AAGGTXTIGG GCTCTCTGGC TCGGATTITC CAATTTCTCC 
CTGGGGACIG COGTGGAGCC GCATCCACIG TGGATTATAA TTGCAACATG ACGCTGGAAG AGCT03TGGC GTGOGACAAC 
GCGGCGCAGA AGATGCAGAC GCTGACCGCC GCGGTGGAGG AGCTTTIGGT GGCCGCTCAG CGCCAGGNTC GCCTCACAGT 
GGGGGTSTAC GAGTCGGCCA AGTK5ATGAA TCTCGACCCA GACAGCGTGG TCCTCTGCCY CTIGGCCATT AAOGAGGAGG 
AGGAGGATGA CATCGCCCTG CAAATCCAC7T TCAACGTTCA TCCO^GTCCT TC 

SEP ID NO: 1705: (Length of Sequence = 426 Nucleotides) 

GATGCCITAT TTAGTCCATT TGGTGAGGTA ATGnTTCIT GGATGTCCTT GATGCITCTA GACATTIGTT GAXACCIGGG 
CATIAAAGNG TTAGGTATTT ATTCCAGTCT TCACAGTTATA GGCTTGTTTT TAGCCATCCT TlTiUAGAGG ACTTTCCAAG 
AATTCAAAAG GGATTGAGTG TTGTGACCTA AGCCTATGGT CACTGCAGCC ATITCAGCAC TAGAGACTGC CCTAAGCCCC 
GGAATGCTGC AACTCTTACA GACTCXTTTGA TACACAGCTT TGGTAGATTT TGGGAAAATA AGGGAGAATT CCCTGGGJTT 
ACCAGGTAAA AACTCTCTCC CACTTCCCTC TCTTTCIGGC AAAGGAAGTC AGTCICTGCA CCAGGCTGCC TGGAGTTTGG 
GGGAGGGATA AGGCGGTCAC TCTAAT 

SEQ ID NO: 1706: (Length of Sequence = 412 Nucleotides) 

ATTTIMTTC CTTACATCGA AGAAAATGTT AAAGAGTATC TOCAGACACA TTGGGAAGAA GAGGAGTGCC AGCAGGATGT 
CAGTLTlTiG AGGAAACAGG CTGAAGAGGA CGCCCACCTG GATGGGGCTG TTCCIATCCC TGCAGCATCT GGGAATGGAG 
T3GATGATCT GCAACAGATG ATCCAGGCCG TGGTAGATAA TCJICTGCTGG CAGATGTCCC TGOQTCGAAA GACCACTGCA 
CTCAAACAGC TGCAGGGCCA CATGTGGAGG GCGGCATTCA CAGCTGGGOG CATGAAAGCA GAGTTCTTIG CAGATC3TAGT 
TCCAGCAGTC AGGAAGTGGA GAGAGGCCCG AATNAAGGTG TACATCTAIT CCTCAGGGAG TCTTCAGGCA CAGAAACTGT 
TATTCGGGCA TT 

SEP ID NO:1707: (Length of Sequence = 434 Nucleotides) 

GICTGTCTGC AAAAAAAAAA AAGATTCTAG GCATCGTGGT GTGTTGACTG TAGTTCCAGC TACTCCAGAG GCTGAGGTGG 
GAGGATTGGT TGAGCCTGGG TGGATGAGGC TGCAGTGACC CATGATCATG CATGGGAGAC AGAGCAAGAC CITGTCTCAA 
GAAAGGAAAG AAATCACTGG CTCTTCTGTA AAAAATGATC TGTTAAGAGT AATTGAAAAA ATAAATACAA GTAATAAAAT 
AATCTTTTCAT TTAAGAAATA CTACCAAAAT TAACATOGAG ATCTAGCAAA AAGTCAAAAG CAGCTNGGOG TOCT3GCTCA 
CACCTGTAAT CCCTACACCT TGGGGAGGCT GAGGCGGGAG GNTCGCCTGA GGTCAGGAGT TCGAGACCAG CCTGGCCAAC 
AGAGCCAAGT CTCTACITAA ATACAGATTA GCTT 

SEP ID NO:1708: (Length of Sequence = 440 Nucleotides) 

GGACCAGGAC TCCAGCACCT TCCCTGGCTG CATCAACAAT GCCACACTCT TTCAAGATGA GATAAACTGG CGCCTCAAGG 
AGGGACTGGT GGAAGGCGAG GATTATGTGC TGCTCCCAGC AGGTGCITGG CATTACCIGG TCAGCTGGTA TGGTCTAGAG 
CATGGCCAGC CACCCATTGA ACGCAAGGTC ATAGAGCTGC CCAACATCCA GAAGCTCGAA CTGXACCCAG TAGAACTCCT 
GCTICTCOGG CACAATGATT TGGGCAAATC TCACACTGTT C^GTTCAGCC ATACCGATTC TATTGGCCTA GTATTGCGCA 
CAGCTCGGGA GCGGTITCTG GTGGAGCCCC AGGANGACAC TCGGCTTPGG GCCAAGAACT CAGAAGGCTC TTTGGATAGG 
TTCGTATGAC ACACACATCA CGGTTCTCGA TGOGGCCCTT 
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SEP ID NO: 1709; (Length of Sequence = 404 Nucleotides) 

ITICTCTI!AT CTAGAATTGC CTATAGTAAG AAAACCCAGT AGAGAAAGTG GTITTNAGAC CATTCGGCAG CTGCTTIGGA 
CACCIX3GAGC CATTTCnTT ACAGATGAAG KTGCATTGIG TCATTCTCTC AGGATCCTCG TCCTGTTGCT TCTCTGGCCA 
CAAATICTTC TTTACCAAAG ATGATTTTAT TTCACTGTCT TTGAAAATCA TTCTITATAG GTAGAATATG AAGATTCTCT 
GAAATGATTC CAAAATGCCA AACTCAAACA CTATICTCCG ATTTCTTTAC TTGCAACAAG AGAGTAGAAG GGACAGTATT 
TGTITICTGA TGTK3QGGCG TTCATCAGGG AGAGAATCTG AGATAAGTAG GAATAGCAAA TAGGAATAGT GAAATAACCT 
AGAT 



SEQ ID NO: 1710: (Length of Sequence « 187 Nucleotides) 

GCTGATCTGC CJGACCAGAGG CCTTAAACTC TGGTGTTGAG TACTACTGGG ACCAGCTGAA CGAGACGGTC TTCACTCTCC 
ATTCCAACAG CAGGAGCAGC GAGCGSCTGG ACCAGGCAGA GCACATGGAG GACAGCAGAG ACATGGGCTG ATGAATGCAT 
TGGGCITCAG CCX2ACCTGCA CTCAGTG 



SEQ ID NO_:1711 ; (Length of Sequence ~ 313 
AGGGGCATCT NATCATTINA ATGATGTNAT CTITGCTGTT 
AATGTTTCTA TCATGACTIA CAAACAGAAA GGAAATCACA 
CCACTAGAAA CTACAOGTTAC AGTTAAGAGT CCACATGCAA 
GGAGTCTCCT CCCCTTCCCC AGCCnGGGC TAGCTTTGGC 



Nucleotides) 

TCCCTCATTA GCTGTAGACT ATCCCCTCTC CTCCCACCAC 
TTTTCATACT AAAAACAAAA TGATCAGAGC CITCATTTCT 
CACCTTAAAT CACAGACTGA GGACCTCACA TTCTGACCTG 
CTAGGCTCAG GIAATACTGA CACCCACAGG OGT 



SEP ID NO: 1712: (Length of Sequence = 202 Nucleotides) 

tttiqctggt TTccrcrrrA TiCTGrrGcer cctaccitcc cccacaattt cactcccttc caacacccca aaaagaagga 

CTGAAAGGAA GGGA3TGCTG GGGITCTGAG CXXTIGGCAG TCAGAAGGAC AGAACCAAAC ATCACTQGAT GTGACACAGC 
TGCATCAAGA AGTCTACAGC AGTATGGGAA GCGGCAGAGA AG 



SEP ID NO: 1713: (Length of Sequence = 253 Nucleotides) 

TGATTCANTG GGTCTGGGAT AGAGTCTGGT ATTCTGCATT TCIGACTAGC CTCCAGCTGA TACTGATTCT CCTCATCTAG 
GGACCTCGCT TTGAGTAGCA AGTGTTIAGG CCACTTACTA GCAGGAACTA AGCACAGTAT CCTACAACAG CAAATCTCTT 
TCCAACAAGA AAGACGAGAG CAAATNCTGA TGCCACATCT GCACTGCCTC AGAAAATAAA GAAGGGATGA GGAGCCCCCC 
AGTGGCACTC TGT 



SEP ID NO:1714: (Length of Sequence ~ 233 Nucleotides) 

GCTGCAGCIG CTTPGAAAAA TGAC1TGGCA GCACCTCAAA ATGTTAAACA GAGTTTACCAC ATGACCCAGT AATTTCACAC 
TTAAGGATAT ACTCAAGAGA AATGAAAACT AAAAACATAC GGCIACCCAA AAACTTACAT AAGANTGTTC ACAGCAACAT 
TATTCATAAT AACCAAAATA TSGNAACAAC CACAAICTCC ATCAATTGAT AAWTGGGTAA AGTCTGGCAA ACTCACAGRA 
TGGRATATTA TTTGCTGGTA AAAAGGAGTA AAGAACTSNT ATGTACTACA ACATGGGTG 



SEP ID NO: 1715: (Length of Sequence 371 Nucleotides) 

TirrrriTAC cggggcgttc ctgagtttat ttggggcaca CCCGGACGAG GGCCCTGCAC CTAGAAGAAG CTGITGGGCC 

TC7ITGGTGGT GAAGOGTGGC TTGTGCTGAC GGCGCAGGAC CCGGTGGGGC AGCGGGAACT TGATCTTGGA CTCGTGGAAC 
TGCTTGACAG CCGGCCGGCG GCACTTGCTG GCOGCGATCT CCTCCACCTT CATGATCTGA ATOGAGTQGG CTCGGGCGCG 
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GTGCOGGGCA CCCATGTCTC GGTAGCACTG GGTGACAGOG CCTGCGGTGG TCAAGTCCOG GTA1TCCCX3G TACATGTTGT 
GGCTGCCGCT CCGGGAGTCA TAGCGCAGCA AGATCCCGAA GTTCTTCAAC C 

SEP ID NO: 1716: (Length of Sequence = 265 Nucleotides) 

GTCCAGAATC TGCTCCVGGA CACCCACAGG GQGCTGCTGT A r VGCGGCCTC ANANTCGGGC CTAGTCCAGG NGCCCATCGC 
CAACTGCAGC CTGTACAGGA GCTGTGGGGA CTGCCTCCTC GCCCGGAACC CCTACTGTGC TTKGAGOGGC TCCAGCIGCA 
AGCACGTCAG CCTCTACCAG CCTCAGCITG CCACCAGGGC GTGGATCCAG GACATTGAGG GAGCCAGOGN CAAGGACCIT 
TNCAGCGG3T CITCGCTTGT TTCCC 

SEP ID NQ:1717: (Length of Sequence = 350 Nucleotides) 

CAGCCCCCGC AGCCCTCTGG CCCCCTCCAT CICTTGTCCG TTCCCACCCA CTCCCCTCCr CQGCCCGAGC CTTTTCCCGG 
TGGGTGTCAG GNTCACTCCC ACTAGGGACT CTGOGCIAAT TACCTGAGCG ACCAGGACTA CATTTCCCAA GAGGCICTGC 
TCCAGGAGTC CAGGAAAGAC GAGGCACCTT GGCCGCGGGG CCK3CTGGGA CTTGTAGTTG CCTAGACAGG GCACCACCCT 
GCACTTCCGG ACCCGCGCTG GAGGOGCCGT GAGGTITGGT GTCTCGAAGC AGCAASTAAA AAGCAAGAGG AdTCATGAC 
CACCATGGAC GSCAATIAGG AGAAGATCAA 

SEP ID NO: 1718: (Length of Sequence = 379 Nucleotides) 

GACATGGAGA CTCACATGGC TGCAGAACAC TGTCAGGTGA CCTGCAAATG TAACAAGAAG TTGGAGAAGA GGCTGTTAAA 
GAAGCATCAG GAGACTGAGT GCCCITTGCG GCTTGCICTC TGCCAGCACT CTGATTTAGA ACTITCCATT CTCAAACTGA 
AGGAACATGA AGATTA1TCT GJTGCCCGGA CGGAACTATG TGGCAACTGT GGTOGCAATG TCCTICTSAA AGATCTGAAG 
ACTCACCCTG AAGTTTGTGG GAGAGAGQGG GAGGAAAAGA GAAATGAGGT TGCCATACCT CCTAATGCAT ATGGATGAAT 
CTTNGGGTCA GGATGGAATC TGGATPGCAT CCCAACTCCT CAGACAAATT GAGGGCTCT 

SEP ID NO: 1719: (Length of Sequence = 197 Nucleotides) 

CCTATATTTG TTTAATTIAT TTAAGACCAC CTCCTIACAA CTTCCAGAGA GAAAATACAA AACAAGAAAC AGACTTGGTT 
TCAAATGCAT AACCAGGTGC TGGAGTTTAA AGCATTACTG ATAACATTCT TACAGAAGAA TGGCAGCTTA CTCCAGGGCA 
C7ITCAGTATT CCTGAGGAAT AAACATGATT TOGGAAG 

SBQ ID NO: 1720: (Length of Sequence = 203 Nucleotides) 

GAGGGCGGGG CAGAGGGAGC ATGACGGGGA GACTGAGGAG GAAAGAGGAA AGGAAGGCCA GGGTGGGAGG AAGGATCANC 
TAAATCTGAG GGAAGAAGAA GGAAAGGAGA GGGCCTATTT CATAGCAGAT GCAAATRAAG GGNCITOGGG CTAKTCAGGA 
AGAAAGGGAA AGGGAAGGAA GGCAAGAGAG AGGGCTGAAG GGA 

SEP ID NO: 1721: (Length of Sequence = 326 Nucleotides) 

GGTGCAGCGA TGTTTAATGG CAATTCGTAT AAACCAAGCC CATGCACAAG TAGAAACTGC COGIGGAGCC GGCAGGAGGC 
CCCCGCCGCG NTAGAGAACC ACAAGCCCGG COGTGCAGCC CTCCCCGCGG CGCCTTAAAT AGATTCTTCA CTATACTCTG 
TATGTTACAG TATCIACAAG ACCCCTCCCC TCX3GGGGAOG GGGOGGACm CGCAAOOJGT TCCTATOTAC ACCACCTCCC 
cittoggccc tgaggtcagt ggccagactc GGCTGATGGG GTAAGANAGG GCCAGAGAGG GAGGAAACAG acgcaaacat 
GCGGAG 

SBQ ID NO: 1722: (Length of Sequence = 291 Nucleotides) 
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TGTTTTTAAA AA1GAGAAAA TTTGGAGAGA GAATACTATT AT3TCAAOGG TACAAGACTC TGAATCTPGA AGATGTAGAT 
GGA3ATAA1A TTTAGACITr ATATACACCC ATAGATATGT ATTTATATAT GCATACGTTT TGIATAAATT TACAATTGAC 
TTTTICTATT CTCTITOCTG TCATIACAAG AATGAGATGG AAACCAAAAT AGTTCTNCCA TCCTCTTACC CAAAGAGGGA 
TACTGAAAAG TCCGGTATCT GCATGCACIT CTTTCTCTGG GGTCAAATCT G 

SEP ID NO: 1723: (Length of Sequence = 369 Nucleotides) 

GA3TGCC0GC TCCCTOGAIT CCTTCCTGTT GTCTCCAGAA GCTGCTGTGG GCTTCCTAAA AGGGACAGCA CTIUTCCTAG 
CCOGATTACC TTTGGATAAG ATTACCGAAT GTCTEAGTGA ACTATGTTCT GTTCAGGTTA TGGCATTGAA AAAGCT3TTG 
TCTCAAGAGC CCAGCAATGG CATATCCTCA GATCCCACAG TGTTCTTAGA TCGCCTIX3CA GTGATATITA GGCATACCAA 
TCCCMTCIG GAAAATGGAC AGACTCATCC GTGTCAGAAA GTCATACAGG AAATATNGCC AGTTITIATC CGAGGACTCT 
AAAATAAGCA CCGAGCIX2IA TAATOGGATT CTAGAGOGTT GTTTCCAGG 

SEP ID NO: 1724: (Length of Sequence = 231 Nucleotides) 

ATGEATICTT AGITCGATTC CTTCAAATTT TATACATA3T TACTTTCTGT TAAAGAGAAA AGGATAAAAT GCTATAAAAA 
AAGAIAAAGC TATTAATTAA GCACGAGAGA GAAGATAAAT GGATATTTTC CCTGTCTGAG GCTAAGACAG AWGCAAATCT 
OTITANGAAA AATGCCACCC ACACAACAGG AANTTIATCC AAAACAAAAC AAAAGCAGTT ATAGANCCCC T 

SEQ ID NO: 1725: (Length of Sequence = 317 Nucleotides) 

GTGCAGGCTA GGCTACATAT GGCTCTGTCA GAAGAATACC ATGATTTAAG GGAAGAAACT ACACAAQCTA CATGGAGGCT 
ACACAGGGAA ACTACAT. . A TAAACAT3GA OCTGTGCAAA TAGGAAAGAC ATGACTCAGC ATGCTAGACA AATTGCACAT 
• GCCTACCCAA ACADGCT .. A GGGCAGACCC ATGACCAIGA GAQGGGCACA CGTAGCTGTG AATGCAGGGC ACCOGAGAGC 
ACA3CTKACT KAACATGAAG AAAGCATAOG GGAAAAGCGT GTKTACACAT GNGCATGTTC AGTGGGGCAC ACGCAGG 

SEP ID NO:1726-. (Length of Sequence - 282 Nucleotides) 

CTCTTGAACC AGATGAGCAG CCACCGGAAA CAGAAGCAGA GAGAGCOGGA GTCCTGGGAA TCCAGGAAGT CGCAGAGCAG 
GGGGTCCAGC ACTCTCAGGA GCAGCAGCAG TCGCCCGAKT TCCCGCTTCA TGGTCTCCTG GCTCTCTTCA AACTTCCCTT 
GCAOGAGCTC CATGAAGCCA CAGAAACACC AGAAAGCATC CACCTCGTTC TCAATCACGT AGAGGATCGG GGAGAGAAGA 
TCACTCATGC CCTGGACGTA GCCGAGGTCG AAGTGATACA TT 

SEQ ID NO: 172 7; (Length of Sequence ~ 285 Nucleotides) 

GAGTA3TGAT TTCAGGCAGG ACCCAGCTCC CAAAATGTTA GAAACAGITA TCCTITITCC CICTGAGTTC CTXAITCTCT 
GGGGCCOCAG TATCCGTGGC 1TAACAACCC GGCTGGATAG AAGGCACCTC TFTCCCCAOG TTCCAACAAG ATCCCAGAGC 
TGCTTCTCAT TGGCTCGTCC CT3AGTTCAGT CACACTGGAC CGGAAGGTGA AAGGCCCTCA TTQGCCAGNC CCGAGTCATG 
TGCCCACCCC TGGGGATCCA GCICTGGGNC TOCTITAACA GCftTT 

SEQ ID NO: 1728: (Length of Sequence = 394 Nucleotides) 

TTTTTTTGAT GAGGAGATAT AGCAAAGGGT CATTTGCCCC TCCTTCAGAA AACTTTTCTC CAAATCTCCT TTAAACATAC 
TGCCITATCT TKTCTCCAT AACTCCACCA GK7TCTCCAC ATCCCCCTCC AAATCTCTGT ATACATAGGC AAGAGAGGGC 
GA3TCCCAGC ACAAGTCTAG TCCTGGGOGA AACTTCCATC TCTTICCTCG CATACCTCCT CTCTGGCTAT GGGGATAAGG 
GAGAGTATGG GATTTTGTITC TCCATTACAT GCTITITCAA AATTTCPGTA AXA3CTGGCA CTTATAAAAT CAGAACAGAC 
AAAATGATAT CGGGTAAAAC ATGCAACTGA GAGCAATTTG GGGAAAAATC CTCAGGNCAC AAAATCTATT ACTS 
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SEP ID NO: 1729: (Length of Sequence = 301 Nucleotides) 

GGAAGTTAAA CTATTCATTG ATGTCTTTAA ACICTGIACA TTCTCCACAG ATCA.TATTAA GGNCjnTKTA GGKGAAGTTT 
AATCPGTGCA TAGTGGGTAG YGACATGAWT AGGGTCAAAG GGGAGGYAAA AGGAAAAAAA CAAAACAAAA ACAGTCACAG 
GAAAWTAAAA ATACACCMCA GGTIACCAGA ACCITCAGGT TIAAAATAAA ANGNAAGNAA AAGCAGAAGC AfTTGAGCATC 
GGCATCAACC 1CTACAAGCA TTACAAAAGG CTCCTOTGAC GGAAACACAA TICTTCAAAG G 

SEP ID NO: 1730: {Length of Sequence = 312 Nucleotides) 

GAOGRACGCT CTIGCCACGC CCTGAGCCT3 TACACATGAT GTOTTCIATG CATTCACCCT GCCCCCCAGC CCGCCCK3CA 
GAGGACAAGA TGGGTGGCCC OGGCTCeClT TOXCTAACC GCCCCTGCCC GCICT3CAGC CGTCPGCGTT GGCGTGTGTT 
TCTOICTCAC TO3CCT3TCA CGTGATOIAG CXX3T3TTTGC TGACAIGAGC CCCTGCCCCC TTCTCIX5TTT CTCCGTIGGT 
TTCTAGAGCT CTCTCCCTCC CCTTCTCAGA GGGGACAGGA CTCCIGGGGT CTGGCTOGGG CCCAGAGCCA GG 

SEQ ID NO: 1731: (Length of Sequence = 392 Nucleotides) 

ATCGGCTATG GGTTCCGGTG CGTGACAGAG GAGTGCCCGC TGGCACTCAT CXCTCTGGTG GTTCAGTCCA TCGTGGGCTG 
CXTTCAXCGAC TCCTTCATGA TTGGCACCAT CATGGCCAAG ATKGCGCGGC CCAAGAAGCG GGOGCAGAOG TTGCTCTTCA 
GCCACCACGC GCTIATTTCG GTCOGCGAOG GCAAGCTCTG CCTCATGTGG OGOGTGGGCA ACCTGCGCAA GAGCCACATT 
GTGGAGGCCC ACGTGCX3GGC CCAGCTCATC AAGCCCTACA TGACCCAGGA GGGCGAGTAC CTKNCCCIGG ACCAGCGGGA 
CCTCAACXTPG GGCTATGACA TCGGCCITCA COGCATCTTC CTGGTGTCGC CCATCATCAT TTTNCACGAG AT 

SEQ ID NO: 1732: (Length of Sequence = 352 Nucleotides) 

GTACCTAGTA CCTIAGATAA AGGGAAATGT GIGATTCTTA ATCAGCTITA AAAGGAAACA A CniTXT.1T TTTITTTTTT 
TTTITCAGAC GGAGICTCAT TTITGTCCCC CAGGCIGGAG TCCAGTX3GOG CGATCTCV3C TCACTGCAAG CTCCGCCTCC 
CGGGTCCACG CCATTCTCCT GCCTCAGCCT CCOGAGTAGC TCGGACTACA GGCTCCCACC ACCACGNTCG GCTAATITTT 
ICTATTTTWA CTAGAGACGG GGTITCACCG TGGTTAGCCA GGATGGTGTC GATCTCCTGA CCTCGGTGAT CCACCCACCT 
OGGNCTCCAA AAGTGCTGGG GATTACAGGC GT 

SEQ ID NO: 1733: (Length of Sequence = 321 Nucleotides) 

TlTlTIUnT GTTTGTTTGT TTGTTTGCAG AGTCTTGCTC TTGATCTATC TCCCAGGCTG AAGTACAGTA GTGTGATCTC 
GGCTTGCTGC ACCCTCTACC TCCCAGGTTC AAGCAATTCT CATACCTCAG CCTCCTGAGT AGCIAGAACC ATAGGCACAC 
GCCACCATAC CTGCTAACIT TNCTATITIT AGCAGAGACT GGATTTTGCC ATGTTGGCCA GGCTGGtTCTC GAACTCCTGG 
CCGCAACTGG ATOTGCCCAA CTCAGCCITC CAAAGTGCIG GGATTACAGG CATAAGCCAT TCATCIGCGG TOOTCAACT 
G 

SEP ID NO: 1734: (Length of Sequence = 208 Nucleotides) 

AAGTCAAOGT ATCTATTTIT ATTATGAAAC ATIAAATTCT GACACATTGC CTCATTTCCT Ti'i'iTAAAAT CTATTATCIG 
ACITAAACCT ATTCAGCAAA AATGCCAATA AATTATATIA ATCATACTTT GGGTCTTTIT AAAACTAGGA ACATAATATG 
TTTTATX3ATA AACAATAATA CTAAATCT3A GTICTATGAA CTGOTAAC 

SEP ID NO:1735: (Length of Sequence = 347 Nucleotides) 

TCTATTACCT GTACACTATG GITTATADGT TGGTGAGTIT CTAAGGGGGA AGCCGGCCAG GGAGCGAGCC CAGAACGGAC 
CGGACGCCTG TOCACCCCCA GCCCTGCCCC TTCGCCGCAG AGGCCTCAGC CCTGGGGAGG GAGGGGGCAC TGGTGCCCCC 
AGCCTCTCCA ACCCCCAAAC TGCIGCTCCG GGGAACCCCC CCCACCCCGC CTTCAGAGCC CTCCCCCTTG GACTAGAGCG 
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GCTGGGCAGA. GCTCTAAACA GGGGCAQGGG CTCCTCK3CC AGCCICTGGG CATGGCAGTC ATTCCTGGAA GQGGCAGGAC 
CTCOGGCCIT GTCCATTTCG GGGGGAA 

SEP ID NO:1736: (Length of Sequence - 356 Nucleotides) 

GACACAGGGA GGGGAACAAC ACACACTGGG GCCTGTTGGG GAATGGGGGG TGAOGGGAOG GAGAGCATCA GGACAAATAG 
CTAATGCAT3 TOQGGCTTRA. AACCIAGATG ATGGGCTGGG OGTQGTX3GIT CACGCCTATA ATCCCAGCAC TTTGGGAGGG 
TGAGGCGGGC GGWTCAOGAG GTCAGGAGAT CAAGACCATC CTQGCCAACA TGGTGAAACC COGCCTCIAC TAAAAATACA 
AAAATTAGCC AGGCATGCTG CTGOGTGOGT GTAATCCCAG CTACTCAAGA GCCTNAGGCA GGAGAATCAC GTGAACCTGG 
GAATOGGAGG TTCCACTGAG CCAAGATCAT GCCACT 

SEP ID ND:1737: (Length of Sequence = 324 Nucleotides) 
TCrrrrcxAA tgatttteaa titttcagag gaaaataatt tcaagaaata aaacttaatt cccctgagtc 

1AAAXATTGA AAAACAATGA ATGAATGATG CATICTEATT AATGGACTGT AAGAAACTGA TATAATCGAC 
AATTCGGTIT CITA'l'lCTCT TACACATGCT CCTCGAACTT AAACATXTEA GGACCTTAAC ACCATTTCCC 
ACIAAAAGAA AGCTTTGGAT AATATAATAT CAGQGAAGAT AGTACAACAT AGTGAAGGAT GACATAGGGN 
AGCA 

SEP ID NO:173S: (Length of Sequence = 316 Nucleotides) 

GGCACCCIGG GCAT3TCCAG CCTGGAGCAG CTOGAGCAGA ACTTGGCAGC AACAGAGGAA QQQCCCCTGG 
CGTCGATGCC TTTAATCAAG CCIGGCATTT GGTIGCTCAC GAATGTCCCA ACTACTTCOG CIAGGCCCAT CATGGCTCAG 
GCIGCCCAAG GCTITIWTGT CACCTCTTIT GTTCTCTCAC ACTGACCAGT CTTGGCCITA AGCTGACITA GAAGQGTTTT 
TCTGAATTGT CTAGATCCAT GCA3TATITT TCEAGCTTCC TGCCTTGCTC CCTATTCACT TIACACTGTG AAAGCT 

SEP ID NO: 1739: (Length of Sequence » 398 Nucleotides) 

CAAAAACCAT CTCAGGATAC TGAGAAGCCT CT3GAACCTG TGAGTEACICT TCAGGTAGAG CCTCCAGTTA AGACT3TAAA 
CCAACAGACT ATGGCAGCAC CAGTAGTCAA AGAAGAAAAA CAACCTGAGA AAGTCATCAG CAAAGACCTT GTTATAGAGA 
GGCCTCGACC AGATTCAAGA CCAGCAGTTA AAAAAGAATC AACTTTGCCT CCCAGGACCT ATTGGAAAGA AGCTAGAGAG 
AGAGATTCGT TTCCAGATCA AGGATACAGA GCTOGAGGCC GAGGTGAATA TTACTCCAGA GGGTCGAAGC TATAGAGGTT 
CTITAIGGGA GGQGOGTGGC AGNGGGTTSG TAGGGGGACA CACTTCGAGA TTATCCTCAG TATANGGGGC AATAAGCC 

SEP ID NQjl740: (Length of Sequence = 376 Nucleotides) 

GAAIAAATTC GCAAACTATG CATCTGACAG AGGACEAATA CCCAGAATCT ATAAGGAACT CAAAAAATCA GGAAGAAAAA 
AAATCCCATC AAAACTGGGC TAAGGACAT3 ANTAGACAAT TTTCAAAAGA AGATATGCAA A1GGCCAGAA AGCATATGAA 
AAAATACTCA ACATCCCTAA TTA3TGGGGA AATGCAAATC GAAACCACAA TGCAATACCA CITIACTCCT GCAAGAA3GG 
CCATAATTTA AAAHTCAAAA AATAATAGAT GTTGGOCTGG GAT3TGTTGA AAAGGGAACC ACTTITACAC TGCTAGIQGG 
GATGtTIAAAC TACTTCGGCT ACTATAGNAA ANCAGGAT3G (3JGGATTCCT TAAAAG 

SEP ID NO: 1741: (Length of Sequence = 322 Nucleotides) 

CAAAEGCAAA AATCAAGACT TGTCATAAAN TCTATCTCCA TAGCCTATAC TCTTTAAATT ACTOTAACIN TATAGTAAGT 
CTTGATGrrr AATACAGCAA ATGTTAAACC AAGCTCTCAC TACAGAAATA AACAGAAATT TATAGG0C3CT CATTATCCIT 
TEAGACAAAG ITCEATTTGC Tl'lUJlATTR TTTTIGTITA GGNTTTKIGC AACTATTTCA CAAACAGGNA CAAWRATATT 



CTTA1T3AAT 
TTCAITCTAC 
TAGTACAATT 
AGATGTGAGG 
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TAAATTCTTA ATAGAARTTT OCAbYlTlCT TTAGTCTCTG GCTACTCCAA GTACTGGTIG CIGTGAATGA CCTTTTCATG 
AG 

SEP ID NO: 1742: (Length of Sequence = 322 Nucleotides) 

CCCCCCAGCC AGGAAAAAAA AAAAAAGdT TGAGGAATGA GAGAGGCTGA GATGGGTCGA AGAAGCTGCT GGGCAGCCAC 
GGGCGCCAOG CCTCAOT3GC CCCAAITGOC GAAGCOGATC TCCTSCITCT A7CTSTTACT GAGGATCTTC GCITFSOGCG 
TOAGTITCGA GAGCACACTG TGCAGCCOGC GCAGGTOGIA GTGGAACTNC TCTTCCAGCT CTTCTTCGCC GGCGTCCGAA 
CCCTCCAAGTT GGCOCAGGTC CACCAGGATC TCCITGGGAC TTCCAGGCAC TGCCCTNCTC GNTCCCAAGC CGGTNGGAGG 
CG 

SEQ ID NO: 1743: (Length of Sequence = 250 Nucleotides) 

ATGGCTAGGG GGCCAAOGCA GTCACCGCCG TCOGCAGTCA CAGTCCAGCC ACIGACOGCA GCAGCGCCCT TGCCTAGAGC 
CGCTIGCAGC GAGAACACTG AATTGCCAAC GAGCAGGAGA GTCTCAAGGC GCAAGAGGAG GCCAGGGCTC GACCCACAGA 
GCACCdNAG CCATCGOGAG TTTCOGGGQG CCAAAGCCAG GAGAAGCCGG CCATCCCGCA GGNCCC23GTC TTTCAGCGAG 
AOGNGAGTFT 

SEP ID NO:_1744_: (Length of Sequence = 247 Nucleotides) 

GATGATIGAG TOlU'l'lA AAAATAAAAA CCCCACAAAA AAGCCAGAAC ACCCTACCCA ACCCAGCCCA GTGTAACAGG 
TIAGCCATTA ACACAGNATA AAGAWGGTCC CAGCCACACA OGTCATTACT OGGCAGAGGG TGTCCAGKCT GCTOGKCOGA 
CCTCACACTG GATGGCCCTG CGTGGCIGGG RCACAGACAG GGNGCAGGCA TCGCACCTIT CGNCAOGCAG AGCAAGCATA 
GGCTGTA 

SEP ID NO .-1745: (Length of Sequence = 379 Nucleotides) 

TTCTAAACCA GTTAATAAAT TCATTCCACA AGTATTTACT GATTACCTGC TTGTGCCAGG GACTATTCTC AGGCTGAAGA 
AGGTGGGAGG GGAGGGCGGA ACCIGAGGAG CCACCTGAGC CAGCTITATA TTTCAACCAT GGC7TGGCCCA TCTGAGAGCA 
TCTCCCCACT CTCGCCAACC XATCGGGGCA TAGCCCAGGG ATGCCCCCAG GCGGCCCAGG TTAGATGCCT CCCJTVGGCT 
TGTCAGTGAT GACATACACC TTAGCTGCTT AGCTGGTGCT NNGCCIGAGG GCAGGGCAGG AAAATCAGAA TAGCATITGC 
TTIUICTGGG GCAAAAATGG GAAAGTTCAG CGGGNNGCAG CAGGAATCAA GTGGGCATT 

SEP ID NO: 1746: (Length of Sequence = 472 Nucleotides) 

TTCATGCTGT CCCTTCATT3 AATTCTAGAA TGAT1GAAGA TACTGGGAAA AGAGGAAATA CCATGGCAGA AAGAAGACAG 
CTGTTIGCAG AGATGAGGGC TCAAGATCTG GNTCGCATCC GACTCTCCAC CTACAGAACA GCATGCAAGC TTAGGTITGT 
TCAGAAGAAA TGCAATTIGC ACCTGCTGGA CATATGGAAT GTCATAGAAG CATTGCGGGA AAATGCTCIG AACAACCTGG 
ACCCAAACAC TGAACTCAAC GICTCCCGCT TAGAGGCICT GCTCTCCACT ATTTTTTACC CAGCTCAACA AAOGGGNTGN 
CAACCACTTC ACCAAAAICC ATGTGGAGCA GTCCATCAGN CINCINCTTA ACTINCIGCr TGCAGCGTTT TGAINCCGGA 
AGGCCATGGT AAAAT3TTCA GTATTTGCTT GTCAAAAANG GGnTTAGGC NCCATT1CTG TGGGAGGGGA AG 

SBP ID NO: 1747: (Length of Sequence = 351 Nucleotides) 

AGGATCAGAA TACITTAATA AGATACCAGT GTCAAAATAC ATTTCCTTAT AAAGITAAGC TCCCATACAG TTATAATGTT 
GTCAGTAGGA ATTOGACAAT ATAATAACGT TCATGAAATC GTEACGTTGA CAGCTAGGGT TAATATGAAG CTTGGAATAT 
TTTCCAGTGT TTTAGTAAAA OTGCAAGGGT AAAATGCCCT TAATGCCAGG GCAACACACA CAGGNAATCA AATACCAGCA 
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TITACACGNC AGTAACCCTT CAAC7TTCTGC CAOCCIGTGT GGGGGTAATC COGTGCAGCT AAAAATA1GG CTITIAOGNA 
ACANOCATGG CCEAAGGGGA TTTCTCA.TAG G 

SEP ID NO: 1748: (Length of Sequence = 428 Nucleotides) 

AATAGCTTCA GCTGAJTCGG TGAGTCCEAT TCATOTTATA AAAGCTACTC TCCTETCCIT AACATTCCAT AAATiTTAAT 
CACMCTCCA AATACCTTCA CAGCAACATC TAGACEAGTG TTIGACCCAA CAACTGGGCA CAATAGTITA GCCAk VITIA 
CACATAAAAC ATCATCACAC TATGCTICTC TTCICTGTTC TTTGTTACCA CGTATCTGTT CXATCTGTTT TOC3TTGTAT 
ATATCCTATC CTCTCATATC TCTCCTATGG TTTTCTGGA^ ACTATAAGCC TTCTGGQQGG TAAAACACTA TATCTTTGTT 
CAATTGTTAA TACATCGNAT AGCATATCAT GCCT3GGGGC AITOGTIAAA CCCCCCATTT AAATACAGCT NGGCAGCAGG 
AT3TTAGGCA TTCOGTCATC GTCTGCCA 

SBO ID NO: 1749: (Length of Sequence = 478 Nucleotides) 

GGUT1CACCA TGTT3GOCAG GTIGGTCTCA AACTCCTGAC CTCAGGTGAT CCACCTCAGC CTCCEAAAGT GCTGGGATTA 
AAGGCGTGAG CACNCACA.:": CACACCTGGC CCTCAACCAT CTCOTTCACC TTCT3CTCAT GACAGTTEAC TAGAA31TIT 
TICCCITGAG ACTGAATGT'J AAGTCAAAAA CAATAAAAAA TTGCTAATCA TIACTATGAC TCCAGAGCTA CTTGCTTCIT 
TAT^ATTCC TC3AANTTATA AAATATAAAG CCAAAGCAAT GAAITTCTAA TGCTQGAATT GTAGRCACTG TGQGCCCCCT 
GGT^. : VICTTA TnTCAGATG GGGCAAGGGG ATATTCCTAA QCTATrriTA AAATCAT3CC AGCCIAGATA ACEA1CTGAA 
Ak. /i&ATQG GGTGCTrAGC AAAACTATTA CCIAGCACOC CTTTGGCAGT TTTACATTAA AAATCCCTTT ATEAGGTT 

SEP ID NO: 1750: (Length of Sequence = 439 Nucleotides) 
GACATTTTAT TTCCAGGTTG GCACGT3TAT AAQGCACAGG GGCAAATGGC TITGGQCTCC 
GGIGTGTCTC AGGTGTCCCT GCCTCCACCA CCCCCTAAGT GCACITGAGA CAGGACCAGT 
GTCCTCAAGG GINCCACIGG CICTAGGGGA GAGCCATO3G GACAGCTCCC CAGGCGGGAC 
AQGAGGGACC CIOTCCTCCT AGGGGGOGAG GCCAGCTCCA AAGTGCITOG TOGCTCCCCA 
CAGGGAGGGC TOGGNTCANA GAGAGAATAG TAAGATNAGA OGAGGAGAAG CACCCCACIA 
TNTOGGCGGT ACTCGTCATG TC3GGTAATTT GCCAANTTC 

SEP ID ND:1751: (Length of Sequence - 347 Nucleotides) 
CTCDOTACT TATGATTACA CCAT3GCAAX AITCCnTTT CACCAGGAGC TTTGGACCTG 
CACCOGGAGC ATGTAGTCAT CIX3TAGAAAT CACAGGCACA CTCATCnTG CTCIGGAAGG 
TCOCCCCAGC TAATGTEACAC ACTGGCATTT TGCAIGCCTT CX7TCACACAT GGGGCACCAG 
AACTCCACAG AGGCCCITAA ATATGGGCTA GGGACAGA3T TICITTAAGA AAGAGTTAAG 
AAGGCAAATT CCACAAGTCA GGCAGCA 



CATACT3AGC CATTCATTTG 
TGGCAT3ACT CCAGGGCTNC 
AAGGAAAAAG GGAGGAGGGG 



SEP ID NO: 1753: (Length of Sequence = 402 Nucleotides) 



TGGAACTGGA AATGGAGACA 
GGtlQGTGGTT CCAGCCCAGG 
CCTCTACTCT CCAGCTACCC 
GGCTIAAGGG ACCAGNCIGC 
GCAOGGCGAT TGGANAACAC 



CGCAGGTICT GGCATOTAAT 

AATcrcrrrrr ccacaatgac 

CCTIGCTTCA GAACCACCCA 
GANGCAGCIT ACAAAGGGAC 



SEQ ID NQ:1752: (Length of Sequence = 297 Nucleotides) 
GGATA1TCTA GCCATACAGA TTCAATGGAA CAGAGAAGAG AAAGGAGGTT CCATTGGCAC 
CCCAGGGAAG NNGGTGGGGG CTAAGGGGCT AGGTTTGGTC CCATGGCTAC ATTAAAIGCT 
TCTAGITAGrr GGCTCCAGCA CACTAIGAGT TAGGTGAGTT AGGIGTAGGA GTITGQGGAC 
TCCCTAGAGG OTsIGGTIGCCC AXTACATAGA CTCAAATTCG TCAATGCGCT GCl'lTAG 
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AAATTTAACT TCAACAAGCT GCTGATGCCC AACTACCCAT TCATCAACAT TCGGTCAAGT GGTCTGGTTC CTCAGAGTGC 
ACCACCAGTS CCAACAGCCT CTTCCCGGTT CCATTTCCCA CCTCT3GACA CCCATTCTCC AACCAATGAT GTGCAGCCGG 
GAOGGITCTC TGCTAGCTCC CTAACTGCTT CTOGCCAGGA GTCCAGTAAT GGTACTGATA GAAAGACTGA GCTTTCAGAG 
CTGGAGGATG GCTCAGCTGC TGACTGGCGC CGGGGT3TGG ATCCOGTOTC CTCCAGGAAT GCCATTGGTC GAGGAGQGAT 
TGGCCATCAG AAAOGCAAGC CTGACATAAT GCTTCCTCTG TTTGCTN3GC CAGGGATGTA CCCTSACCCC ACAGTCCTTC 
GT 

SEQ ID NO: 1754: (Length of Sequence = 397 Nucleotides) 

CAGTO3CATC TAT3GCTCTA AAA1GGAAAG GAGGAGTCCT GGATTCAGGC TACTGACTTA CTCIX3TGAAT 1TACACATAA 
CTTCCTTTGA GCCACAGATT TAGCATTCTA CCAGTCACCT GATATTTCTG AGCAGCCACA ATATTTTAAA ACTATATTTA 
AATCTGAATT TGGATTTAGC AGAATTTTAT TTnTCCATT TCTA'lTi'lCT ATGGTCACTA AATTGAAATT ACAACCATTG 
TAAAATTTGA TATCATTAAA TATGTAQGAC TTTATCCAGT TTCAAAGTAA AGATGTCICT AATGTAATTA ATTGTNATTT 
TCACTGATGA GACIGAAATA CAATCAGTCT C7TATTGTCTG GTGCGTATGT ATCAGTGGTA AGAGGCTATG ATTAGAC 

SEQ ID NO: 1755: (Length of Sequence = 353 Nucleotides) 

GAATTACTCT GTTGTTCACC TTTTCCITTT TGCACTGTTT GTOCTCTTAT CTGTATTTTG AGCTTAGTGC TAGGACTSAG 
AGGCTGCACC ATAGGGAATG TATGGGAGAT GCTGAGGGGT GCCAGTNAGG GGTGCGTGGA GGAGAGGCCT GGGCTCCTCT 
ACTGGATCTA CACTCICTCC CAGCTTTTTA GATCCCACTG AGCCCAGCTG ACTGAAAACA AGGACAGTCA GGGTGAAACT 
TCmrcOCA GAAGTGTCGC CTGACTIGAA TTTCK3GGAG GATCAOGCAG ATCICT3CB3 CAGAGCTCGG CTGAGAGTTC 
TOCAATCTAG CTOTGACITA GGTCAAGGGG CCT 

SEP XD NO: 1756: {length of Sequence - 184 Nucleotides) 

TOQGCTCGGA GCATOGAGCT GGACATGCGC ACCATPGCCA CTGCACTGGA ATATGTCTAC AAAGGGCAGC TGCAGTCTGC 
CCCTTCCTAG CCCCTGTITCC CTCCCCCAAC CCTATCCCTC CTACCTCACC CGCAGGGGNA AGGAGGGAGG CTGACAAGCT 
TTGAATAAAA CACAAGCCTC CGIT 

SEP ID NO: 1757 : (Length of Sequence « 425 Nucleotides) 

ATTACAGGCG TGANCACCAC ACCTGAGCTA ACTTCCTGGC TTTTCAATCA AACCATCTTT GTCACTTCCr GICCCCACCT 
GAACTCAGAA AGCCTGAAGA GAAGAOGGCT CTATTGCCNC AGCTGGAGTC TGCTGGCACA ATNTCAGCTC ACT3CAACCT 
CIGCCTCCTG GGTTCAGGCG ATTCTCCTGT CTCAGTCTCC TGAGXAGCTG GGATTACAGG TATGCACCAC CACGCCCTGC 

TAcrnrrcG tatttitagt agtagagatg gggtttcacc aictiggcca cgciggtctc iatctcctga cctcgtgatc 

CACCIGCCTC AGCCTCCCAA AGCGCIAGGA TTACAGGCGT GTAAGCCACC ATGCCCCGCC AATTTTGCCA GTTnTATTG 

GGCTATTCCT tattgagatc taqgg 

SEP ID NO: 1758 : (Length of Sequence = 407 Nucleotides) 

AGGAAGGCAT AAGCTAAGCA TCCTICTAAC CAGTITCCCAA ACTCCCATCT GCCTCCATGT ACCAGCTGAT OGCAGAGCTG 
GACTGGGGCA GGCTGGGCTT CCAGGAAATT CCTGAAGTTC TGAAACAGCT TCCCCTCTAG AGAAGCCCAC CCAATGTGTT 
TTTTAGTGAC AGGAAGAAAG GAGGGAAGAG CIGATGTGGT GTGGCCTGCC CATATCATAC AACCCCACCA GGAGCAGGGC 
AGTTCCCAAG GTGGGT3CCC CTAGATCTGG GADGCCAGGC TGGCATGATT CCTGTGAAGA ACTOTSCCTG 1NTCGTCAGG 
GAGAGGCCTG AGCCCTCTCA GAAGCAGQGA CAGCCACAAC TGAAGAGCAC GCCAAGCTGA GGCAGCAGCA GCAGCTQGGG 
GAGCAGT 
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SEP ID NO: 1759; (Length of Sequence = 386 Nucleotides) 

ATATAimT TITCTEAAAT TTCITICTAT TITITrCCTG CAAGACTTGG TCTTGGGGGC ACTGTTGTAG TTTAACTTCA 
ATCCCAAA3T CCATGAAAXA GAAATCAGAA GTAAAGGTTC AGAGGGGAGG AAGGAGGGAG GCAAGCCAAG GAATAAACAA 
GAGTTTGACT AGAAAAAAAG AAGAGGCTAT CTGTGCTGGG CATTCCTGGG CAAGGCCATT CCITGAGGGA GGGGGTIGGC 
AGGCA£3£lTG CCTCTGCCTC ATGCAGGGGA GGGAGGAAAG ATCCCCTGGG GACCCTGCAG TCCCCTCTTC CTAGGGCTTC 
CTCCTCCCAG GGGAAAAACT AATACCAGAG AGGGATCAGC CACAACdNA AACAGGGCTC TTCACC 



SEP ID NO: 1760: {Length of Sequence = 395 
CITCATGCCT CTGGCCGGGT CCAAGCTGGC CAAGAAGAGG 
AAGCCCGAGA GGAGOGAGAG GNGAGAAGGA GAAGGAGAAG 
GGCGGCIAAG GCGTCCAGCT CAGCGCATGA AGGTCGCCTC 
CCTTCGAGCC ACCACCAACC ACCATTGCTG CIGTGCCCCC 
GAGTAOGCCC GGCCCCACGT CATGTOGCCC ACCAACCGNA 



Nucleotides) 

GAGGAGGCCA TTGAGAAGGC CAAGCGCGAG GCTGAGCAGA 
GAGGQGGAGG AGAGCAAGAG CGAGAGCNTG AGGCAGAGOG 
ANT3ACCCAC AGCTCACTQG TCCTGGCCAC ATGOGGCCAT 
CTACATCGGG CCCGACACAC CTGCCCTTOG GACTCTGAGC 
ACCAACCCTT CTACATGCCC TTAACCCACG GACCC 



SEP ID NO: 1761: (Length of Sequence = 378 Nucleotides) 

CCCACCAGAG CAXITCAACA . AGGCTEACCA CACAGGCCCC AGTACCTCTC TACTCTACAA TGAGGCTCAG AAGCTCAGTG 
TACCACCCCA TCCCCAGGAG GCCCACTTAG ACCAGAAATC CCAAGTCCAT TAGCTACAGG CTGATATTCA GGGACATCGG 
TGTAAACAAA GAAGTGGGAT ATSAACXAXA TCCCTGATTT TTTXTTCTXT TlTTl'lTi'lT TTTTIGAGAC TAAGTCTCAC 
TCITCTCCCC CAGGCTGGAG TGCAATCGCG CX3ATCTTGGC TCACTGCAAC CTCCX5ACTCT CAGGTTTCAAG AGATTCTCTT 
GCCTCAGCCT CCTAACTGGG GTAACAGACA CCTGCIACCA TCCCCX3GCTC ATTTTTIT 



SEP IP NO: 1762: (Length of Sequence = 351 
TGATAAATAA AGAAGTTCAA AAAAATdTT TAATAGAAGC 
CATTTGTCAT TTGAATGCGT GCATTGTGGC CTGITACnT 
CTAGATTGTG ATGXACACTA ACTGGGTITGA TCCYGAGATC 
AATAAATAAT CXTTCATATC TGTIAAACnT GGTATAATTG 
TKjIMTCTC ATCTOGGGAC ATIATGAATC T 

SEP ID NO: 1763 : (Length of Sequence = 157 
GK7IWTACIT AGTGTGTAAA GTGAACAAGA AAAGCAGCAT 
GAGITnTAC ATAACTTGAT GCCITCACTo CAACTTPGAA 



Nucleotides) 

TATAAAATAG CAGATAAGCT AAGTCAXTCT CATAAAACAC 
TAACEAGrlCr CACTAATTIA TAGTTATATA TGATGTAGAT 
AAGCTATGAT TGCIGCITGC GTAAAGTGTT CCVTITGQGA 
GTTATT33VIG CAATGTATTC TTGTQGTTGT CAACTCAAGA 

Nucleotides) 

AATAAAGGAG CICTGTTTIT ATCAGAGGAG CCTTCCITCr 
TACAGTSCIT TGAATOTTGA AACACITGAA TAAAATG 



SEP ID NO:1764: (Length of Sequence = 321 Nucleotides) 

GCTOCTCTGC CITCAACTCC TCCAGCITCT NACCACTK3G CAACGCACCA CTGCCAGTTC CTCTGGGGCT CTCAGAATCA 
CTGGAGTACT TCTGCAGCTC TCTTGGATGA CCIAGGGCTG CAGCAACAGG CACAAAGCTC TCCTCCAGGT CCIGGATTTC 

TTEArrrcrr cccrrccrrc tccttoctgt atitntccto tga£2K3Tctg actciatcac titcaaagct gtgctgtgga 

TITGGCTCTT TAGAIGAGGC TTCATGCCCT GGNATAAGCA AAGGAGCCTG ATACAGAGTT GGCCTGCAGG GAGCAGCTTT 
.T 



SEP ID NO:1765: (Length of Sequence = 420 Nucleotides) 

TCACGCCTGT NATCCTAGCA CTTPGGGAGG COGAGCTAGG CAGATCACCT GAGGTTGGGA GTTOGGGACC 
GCGCGGAGAA AACCOGTCTC TACAAAAAAT TTTAAAACTT AGCCAGGGGT GGTGGCGCAT GCTGCAGTTC 



AGCCTGCCCA 
CAGCTACTCG 
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GGAGGCCAAG GCTGCACTGG GCTGTGATTG TNCCACTX3CA CTCCAGCCCA AGTPSACAGAG CAAGACTCTA TCTCAAAAAT 
CAAACAACAA CAACAACAAA ACACCACATA CACACACACA ATGAGGGTAA ACAAAATAAG TATGTGTCGG TCACACTTCA 
GCAGGGGTIG CTGGTITGCC AGAGGAAAGT GCAATTATTT TATCTATGGG TGTTTATTGT CTCCACTCTA AACTCTCAGT 
TACAGATGGC AAGACTGTTT 

SEP ID MP: 1766: {Length of Sequence = 373 Nucleotides) 

GTAAAATACT AAGACACTAA ATGCCTATIT TAAATITGCC CATTAAGTTT TGGGCTGCGT AAGAAATTAG TAAAAAATAT 
TTCCAAATAA CAT3CAGAAG TICTTTTTAA ACTTAAAATC TCATATJL'iTA GCTACACCCA CAGCGATGCT ATAGAGAGGA 
GCTGGAirrC GTH3TA.TCTS AATSGCTCAG A7TATCTTCC TTCCAAAAAA GTTATTTTAT GTAOGATCAT TTTTTATATC 
ANGCATATGA AAAATCACCC AGAATCTACC ACGTAITTAC CACATACACA AATCTCCATC TTTAGATCIG TCATTCAACA 
CCATCTTATT CTTTITATGC AACAGAATGC AGTGTTCTGA GAAGTACATC AAG 

SEQ ID NO: 1767: (Length of Sequence = 330 Nucleotides) 

GCTGACAGTG GCGGCANAGC AGCAGCAT3G TGGCAGCCAC CACTGGGCCT GGGGCCCCCG GGGGAGAGQA TGCCCCAGAG 
GTGCATGAGC AGACCTCGTA ACCCTCCTCC GAGOGGCTCT GGTCATCTTG TCCTQGAGGG GCGOGGGGCC CCTCTGCOGC 
GTCCACX3CCC GCAGCCACAG ATCCATOGGC CTGTCAGTCT CCACACACCA GCCAGTCCOG GGCCCTGGAC TGTGGCTACC 
CGGCJTGCCAC CTCCAGCTCG CCATCCAGCA dTTCCAGIA CTCCTGGCCA CGGAAGAAGT AGGAGGCACC GTNGGACCAG 
CGCATGGCGT 

SEQ ID NO: 1768 : (Length of Sequence = 361 Nucleotides) 

AACIX3GAAAA CCAAGACTGG TAGACTCTCT TTTTCITCAG ACAATAGGCA GGAGCCAGGC GGAGTCGAGG GATTCITGGA 
ACACCTATCT TTK7ITCGGA GGACACTAAG TTCXATTTGA AGACAAAGTT CAATATGGCA ACAGGACT3A TGGGACACGA 
AGGAGTCGCT ACCGTGATIT GGTGACAGTT CTTCAAAAOG ACAGTOTCTC AAGGAAAGGT GGACCTAGGA ACTCCTGAAC 
TTITGGGTIG CCTTAAGTGA GAAATCAGCA TOGCTCAGGC AAGTCTCCTG GCTTCTGAAG GCCTAGCAGG TGTGAGTITG 
GTTCCCACTG CAGCCAGCAA GAAGATGATG CTGAGCCAGA T 

SEQ ID NO -.1769: (Length of Sequence - 389 Nucleotides) 

CAACTACCGC AGOGCCAACT TCAGAGAGCA CATCCAGOGC CGGCACCGGT TTTCITATGA CACTTTTGTG GA3TATGATG 
TTCATGAAGA GGACATGATG AATCAGGICT TGCAGCX5CTC CATCATCGAC CACTGAGCAG AGTCCCTGCT TGCTATCTGT 
CTCATGTrAC AGAGCTTCCA TTACATATTA AACGTGAAAT CTATGACTCC TGTACCITAC CTGTTCAACA GACCTCAAAA 
TGAGCCATGG CATTGGGACA GGGTCACTTC TGACAGGGGA AGTGGGTCCC O^GGTCAGCC CTICIOTICC CTITQQGCTC 
TTGCCAAAGN TGTCITCCCC TACKHTAAN CTICTTICTC ACAOGGTCGA GTTCGTATTG GGTTCTOGG 

SEP ID NO: 1770: (Length of Sequence = 394 Nucleotides) 

GCAGTTTAGA GQAAGCTCCT TCT3GGCAAG (JTCAGGCGGT CCTCCTTCCC TCTCTCCITC CCCTTTGTCC CAGCCTCAAC 
TGACTCTGGC TGTQGGAGCT CTGGAGGGTC CTTAQGCTTC CCICCCCAAC CTQGCCTCCA CCAACACCCC TAACAGGAGG 
CCCGTCGAAG GCTCAGCCTC TCCTCOGCAT CCCTCCTCCT TCCTGCCTAT CGGAGGGAGC CAQQGTCCCC TAGGCTGACC 
CTGAATCCTC TTCCTCCCTT CATGGGAGGG GGGCAGGAAT CCAGAGGAGG ATGAAGCCAG CGGGACCACA TOGCTINGTG 
GCTINGACAA ACAAGCTCAG GGAGGAAATG AGGAGGOGNC' GGCTTCAGAG GA1TGCAACC CTOTTGGGCA CAGA 

SEP ID N0:1771: (Length of Sequence = 373 Nucleotides) 
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CAGAAAAGGC AAAGTTEA.TT CCAGTCTIGA CAGAGAGAGG GTGAGCdTG CACAGCAA1T CTAAAAACAT GTCATCTOCT 
TCACCTAAGA GGTAAGANCC GGCTGTAAGT CATGGGGTCA CTAAACOGGC CGCACTTACA CTAAGCAGAA GAQGTCAOGG 
OTCAGGCCTT CTCAGACTIT CCCIX3GGACA CACGGCTCTC TQGGGGGGCC OGGCGAAACC ACTOGGACCA GGAGCCATCG 
TACACGGCCA CATCAGGCTT NCCGCAGAGG TAGGCAGCCA AGGNCACGTG GCAGGCGGTG ACTCCCITGC GGCACCTGGC 
AATGAGAGGC TTCGAGAGAT CCACCTTCTr GGGCTTGAAC AGAGCADGGA GCT 

SEP ID ND:1772: (Length of Sequence = 281 Nucleotides) 

AAACTGCPGG GACIATAGGC GTGAGCACTT GCATCCGGCC TAGGTGGGGT THCTCCCOG TICTGCAGGA GGGAGACTGA 
GGCTCX3GAGG TTCAGGGCCT GCTTGGCTGT ACCCAGCCCC AGTATGTGCC TTQGCCACAC TACTCAGATC CITCCCCTCC 
CACTCOTGCC ACCCTGCTCC TGCCCTGTCC CATAATCCAG GITGAAT3QG GGTGGGGATT TTNGGGAGCA AGGAGGGCTC 
AAAGAGATGG AGATAGGNCT GttTGTCAGGC CAAAAGTCCA A 

SEQ ID NO: 1773: (Length of Sequence - 401 Nucleotides) 

CTCTCTGCCA TGCTAACCAA CGTAGAAGAG AATAAGATAA AGCAATGAAA AGGAGAGTGG CACTCPGATA TATAAGATTC 
TCTAAGAAAT ATAGAGTGAA TTITGCCCAA AGGCOCTCAC TGAACTAATT CCTGAACCAA AAGAGTATTT CTTAATCCAA 
AAC3TTACAG TATTAGACCT AOGAATTCTG ATGATGCCIG ATCAGATGCT ACTICTTCTC GACAATCCAT GO^GITITCC 
AGIATGAAGG AAAGTAACAA ATATACCATG GITAITCTITA TTTCTTVCTG AAAAATATCT AGGATATITT ATACTGTCAT 
GTGGTAAAAT ATTCA3TIGA CANTCACAAT GAAGTATAAT CAGAAGTATT AGCAATTTTA CTITCITIAT CCTGTTAATC 
C 

SEQ ID NO: 1774: (Length of Sequence = 230 Nucleotides) 

TCTGTTAAAA AAAAGXAAAA ATGTTACACA TAGGNAATAA ATGTAAAAAG CXATACTITG CCAAAA3AAA GTTTCAGCTG 
AAGGTAATGC TAGTTATAAA TIAAATACAA TTCTATTAAG NNCTTGCAAA AGTCAAAGGA AGACGC3SIAAA CTCCCTCTIT 
TGGCAATTCA AAQGCAAAGA CCTGTTCATT TATTCTTAAT TTTNCITEAT ACAATCATTA TCCCCCACAG 

SEP ID NO: 1775: (Length of Sequence - 359 Nucleotides) 

ATTCAGGACA TAGGCAT3GG CAAGGACTTC ATGACTAAAA CACCAAAAGC AATGGCAACA AAAGCCGAAA TTGACAAATG 
GGATCTAATT CAACTAAAGA GCCTCTGCAC ATTAAAAGAA ATIACCATCA GAGTGAACAG GCAAACIACA GAAAATCTAC 
CCATCIGACA AAGGGCIAAT ATCCAGAA1G CIACCTAATT TTTAAAGACT TTTTCCGGCA TCTTGAAAAA AACCACCATT 
ATTTGACATA GGTAAAACT3 AAAAAACAAA CTATTCATAA TIACAATTTG TGACACATTA TGTAGTAGCT AGGTTCATCA 
CAXAAATTAC ATGNTACCCC AC7TTCAAGTT AAATTTCAG 

SEP ID NO: 1776: (Length of Sequence - 375 Nucleotides) 
. GGCAGAGGCT GCACTGAGTC CAGATQGTTNC CACTNCACTC CAGCCTGAGT GACAAAGTGA CACKXATCT CAAAACCCCA 
ACTCCCCCCA AAATTTTTAA TTT3GTTIGC ATTTCTITGA TTATGnTGN GGTCGATTGA GACITGAGGC TGGCACTGGA 
GCAGGOGTTC CCACCTGTCC CGTGAGGCAA AGGTCGTGGG GACTGACCAA GTGCATCAGG GGGIGCAGAT GCCCIATTCT 
GGCTCnTCA CGCTCAGCCA TCTTAGCATA NGTGAATATA CCATGAGCTG TITCTCAGCT TCITITATTT TCCTGC3JGAG 
ATAGA1CTCA CIGGAATGGN CTTINTCCAA GTGAAAGGCC ATCTTGTGCT ATGAC 

SEP ID NO: 1777: (Length of Sequence = 387 Nucleotides) 

GATAAGGGAG GAAAGGCAGG AGGAGATGAG GCCAGCCCCA CTGATGACAC CTTGGGCCAG GCCTCACAGC TGCAGGCATC 
AGCCGGAAAC TCCAGGCTGC TCATGGTCAC TGGOGGTGCT GAACICTCTC TCCACTTINT TTTGGTOCTT GATCITGAGT 
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CCAATGTCCA CTCICTTCTC AAAGAAGTTC ACCAGCACGG ACTCOGTCAG GATGGAGGCC AGGTTCTGCT CAAAGGAGAT 
GCACCAGTCG (7TGTCGACGG TGCOGCOGAT GQGCGCICTG GGGCTGCAGG CCINCCOGCC CACCAGCACC GTCTOGTCT3 
CAAGGTCITC ACATPGCAGG GAGCCOGTNC TGACCACOGA GTAGGAGGAC ATGGACATGT CGTCTIT 

SEP ID NO;1778: (Length of Sequence = 297 Nucleotides) 

CCCCCCAACT AGAAGAATAC AATTAAAAAA AGAGGCAGTA CACATGGTTA ATAAACAGAT GAAAAAATTA AAATTCACTT 
GTACTATAAG ACAGGCAGAT TAAATTA1TT TTACCTATCA AAITAACCAG AACAAAGGCA TCCACTTTAG TGAGGATGAG 
GAACATACAG ATTCACIGGT GAAAGTAAAT GTACACACAA CCTITCAACT TGATACTTTG GCAGAAGTTG CTAAAAACAT 
TTAAAGCTIT CATACTTTTG ATAAGGdTT TTATTTIAGA AAACATATAA ATAAAAA 

SEP ID NO: 1779: (Length of Sequence = 353 Nucleotides) 

CAGAAGTAAA AGATTITWAT TGTYCEATAG ACACTTCTGA AAAGAGATCT AATTCAGAAA ATATACAAAG CATITAAGAG 
TTTCATCCCC AGAGACTGAC TGAAGGCGTT ACAGCCCTCC TCTCCAAGGC TCAGGGCTGA GAA33GTTAG CATATCGAWT 
GATCAGTAAA AACATGCAAA AGTGAGAAGG AAAGGGAAAA AGCTGCATTC CCCTAAGCTG AGGGGGATGG AATTTCAGAA 
CAGAGGAGGC AGGGTGGACA AGTACCAGGT GGCTCTCCCT TTCCCTCIGT GITATCTITC AAAACAGTTC CCAAGCTTNG 
- NGGAAAGCAA TGAGCTCCAC CCTAYTCAGC AGA 

SEP ID NO: 17 80 : (Length of Sequence = 428 Nucleotides) 

CGGCITCCCC GGAGCAGCOG ACAGGGCCAC AGGAGAATGG TATGCTGCTC GGCATGGAGT GAAGACCACC CCX7IGTGCAA 
TCICTTCACC 1CTGGGTTTG ACCGGCAAGC CATTGGTTGG AACATCAACA TCCCTGCATT GCIACAAGAA AAATAAGGAC 
ACCGGCAGCC CTTACTTTCA CICTTTGCCA GCACAGAOCT TTGATGGGTG CAGGCITTTC TGCGTATTAA TCAGCCATTT 
TICT3AGACT TTGACCCTGG AAAGGGTCCT TTGTATATCT TCTTETCACA TACTGCCCAG CITCCATGAA ATCTACAGAG 
AAATGTGTGG TCGTATTTTT TAL'l'ITiCTC TTGTATATGT ATGGATAATT NGGCTCCCTT GGGCAGTAGA GGCAAAGCTC 
ACCTCCCATG TAGCACATGA AAATGCTT 

SEQ ID NO: 1781: (Length of Sequence = 459 Nucleotides) 

ACCTCAGATT GTGAAGGGCT CTGTAGGCTA TGTTAAGGAC ACXAGAAATC TATTGAAAGG TTTTAAGCAG AGAATTGACT 
TGCTCATATT TTINCITCAA AAAGCTCAAT AGCEACAAAA CGGTCAATAG ATGGrTAGdT TGTGGGGCTG GGGTGAATGC 
AATGATAITG CAAAACAAGA TATAGGGAGA CAAGAACTIT TAATAACCIA AACCAGTGGT TCTCAAACTT TCCATGCATC 
AGAATCACCT GGATGACTTG CGAAAACACA AATAATCAGA CTIAATCCCT ACATTTTCTG ATTTAGCAGG TATAGAATGA 
GGTTTAAGAA TTTCTAACAA GTTCCCAGAT GGCGTAAGCJT GTCTCTCAGG GTTTTTACIT GAGCAACTGG CTGGATCCNG 
TGGATCTIAT CTCCCTOOGA GTAAGGGGTC AGGTACAGCA TTCTCCGCTC AGATTGfTIT 

SEQ ID NO:1781: (Length of Sequence = 420 Nucleotides) 

GAAAGCACAG GAGCCTGCTT CCAAAGAGGG ACTGTCCCGT AATTNAGAGA TGCTCCAAGG CTGACCATCC TCCTTCTCCT 
GCIGCACACC CAGCAGCCAT CTATGGCTGG ATTPGGAGAA TTTCTGGTCA AACOGGTGAG TATGAGGAGA GCAGGGCAGT 
TGGGGAGAGA GGTCCCAGCC CAATTCTGCC CAGAGAAGCT CCCAAAAGAG AGGGAAGTGT CCTGATGAAG AGCCCATGAA 
AGGGGTGAGA CCCAGGAGGC TGTGGAGATT GCTGCGGGCT CCTCTGGTCA GTAAGGAACC CTGACAAGAT CCCIAGGATG 
GGGGTCCCTT AGTCTCACTG AAGITCITGT AAdlNGGAT TGGGGCCAGG TCANCCTCCT CTGATAOCCG AGCTACAMAT 
CTQGCITCCC AMTTCTAGAG 

SEP ID NO:l783: (Length of Sequence = 427 Nucleotides) 
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AGAGCTTO3C ATGCTGTTQG TTCATCTTTT TATGTGTTTA TTTCACATTG AdTTTGCCG TGAGCTITGA GGGAGACAAC 
ACCATCACAT AICTGTAAAT TOIAAAAGAA TTGGGAGAGA ATAGOTIGG GAGATCATIT TCTTACT3GC CATGATGAAG 
AAAGCTGTAT CGTAGGAAAA TIACTAGCTA AT1TIACICA CTTGATAAAG TTAATTIGCA AGGTATCATT CGATIGGTAG 
AGTIACCAAA ATGAGAGTTA AAGAAACAGA AATATX3GTTT CAGTTIATGG TGCATTCTTA TCITTITCAC TGAGTCEATT 
TCICTCTOGT TGCTTCACIT AGIACTCCAA CCAGACAAGA GGAAGACAAC TATGCTAGTG TTITAQGAAA TGGGACAGAA 
TGGGCTGATT TAAGTAGGAG CCNGGCT 

SEQ ID MP: 1784: {Length of Sequence = 428 Nucleotides) 

ATGGGATACT AATGCAAGCA TTCACTGAAA AAAGIAGATT ACCAAACIAT ACGATCCTCA TTTATTTIAA 
CACCCAGAAA AAAATAAGAA AGATAAAAGA TGITGGTAAA ATAACTAAAG AATAAAAAXA TAGGGGAAAA 
GGA3AGATAT TGATATTCAT TTTCTTITIA CAAOTTATT AAGTTGTAAT TTGTGIGCAA O^GATTGCAT 
TATATAACIT GACTAATTTT GACAAATATA TACACCCATO AAACTACCAG TTATAATTIT AAACATTTTC 
AAAGnTCCT TGTGTCCTTT T3CAATACAC GCAAACACAC ACACCCCACA CACAGTATOT AGGGCAACCA 
TTCTGTTACA ATAGGGTAGG TITGCATC 

SEP ID NO: 1785: (Length of Sequence = 414 Nucleotides) 
GTAAACAGAT TACATTTGAA CACCTAAATA AGTAITIUIT TCATAATCAT TACATO2TTG TTTATGATTT ACAAAGATTT 
GGTAGAGAAA AGTACAGTCC TTAAGGCATA TATATGCCAA TGCATTAAAC TACTCAGCTT TTGTGCGAGC TCAGGTGITC 
ATAGGAACAG GAATCTGGAA TACCAGCTTT TTACTITAAT TATACTITrA TGCTGAATTT TTCTTCCAGT TAAACuriTA 
ATTACACEAG 1ATGTAAAGT AGTTACTGAG AAAAATAAGT TTTIGATITC CCTIXTTCTFG GATCTGTAAC ATTTITAAAT 
GGAGCTATTT AACACAIGAC ATGCTAATST TACTIAATGG GTCTCTGCAT TTTAATIT1A NGAAACACAA ACXTTGGGTCA 
CAAAACATCT TCAG 

SEP ID NO: 1786: (Length of Sequence = 397 Nucleotides) 

GTEATTCCAA CCAAAA1TTC CTAAGATTCA AATGCAGAAA CITACAGAAT TGAGTAAAAA GACAAAAAOG TAAATACTAA 
ATATTGAAAA GATGCAAGTO CTCCCCAAAT ACACTCA1AG ATTTAATAAA ATTCAAATTT AAAQGCAATT AATTAGGGAT 
GAGGCAAGAA TCTGGGAAGA AAATTAAICT GAAGITTCTC TGGAAAAATC AATGGGTTGAA ACGAAAATAT TTTAGGATAA 
GATTAATGAG AAGTAAAATT ATTTCAATIA TAAANGTAAA ATGATAAAAT AGTCAGACCT ATATGGTACT GATGCCAGGN 
ATGTTATACA AAGCTACGTC AAGGCTTGAG GATAATTTTN TTGAAGATAT TCGTGGGTAT CICATTGGCT ATAAAAG 

SEP ID NO: 1787: (Length of Sequence = 408 Nucleotides) 

TCCCACAATT GACAATATAT ATGCATGTGT TTAAACCAAA TCCAGAAAGC TTAAACAATA GAGCTGCATA ATAGTATITA 
TTAAAGAATC ACAACTToTAA ACATGAGAAT AACTTAAGGN TTCTAGTTTA GTITITTGTA ATTGCAAATT ATATTTITNC 
TGCTGA1ATA 1TAGAATAAT TTTEAAATGT CATCTTGAAA TAGAAATATG TATTTTAAGC ACTCADGCAA AGCTAAATGC 
ACACGTTTTA AATCICTGTG TTGCTAATTT TTTCCAIAAG AOTTGTAAAC ATTGAACTSA ACAAATTACC TATAATGGAT 
TTGGGTTAAT GACTTA3PGAG CAAAGCTGGT TT3GCCAGAC AGTATACCCA ANCTTTXATA TAATATCCAG ANGGCTATCA 
CACTTGTG 

SEP ID NO:1788: (Length of Sequence = 391 Nucleotides) 

CAACITCGAA CAAACTTTrA TTTTGAATGC TGGTCTSATC AGTCCACGGC CAGGGGTAGG T3GTAACTAG AAACAGCIGG 
AAGGAGGGAA GGAGAGGGGA CCAGCAGTCC GCAAGCAGGA GGAAAGGAAA GGGITGGGGA CAGGAGGAGG CAAGGCTGAG 
GAAGGACCCA GCCAGCTGGG TGTCTGCCCC GGCTAGAGAA CGAACCACCC CCACCCACCA GGCTACCCTC CATCTGTGGC 



AAAGTCATAT 
GGTAGCCAAG 
ATATTTGANG 
ATGGCCCTCC 
TTGATCTGCC 
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TTCACTGCAG AAGTCAGTCC AGCTGGGTTC AGGCCCATGC CACCITCTCr GGCCTGCACA GTCCCACCCC AGGCAAGGGG 
TICTTTCCAG AAAGGCTAAA TGCTCIGTCC TAANCCTNGG AAGTGTCCCT TTCAACTAAA CCCCTGGCCT T 

SEP ID NO: 1789: (Length of Sequence * 312 Nucleotides) 

CAGGCTGAAG TGAGCCTCIG TGGGAAATGA GTCTAGTGTC AGGAGGCCIG GCPGCTATAA TGATATTTAT CICACAGTTT 
ATATITCATT CATTTATATT A'i'l'lTlTl'AA AAGGTTTCTT TATCAGCTAC TAAACATCTC AGCAATTT3G T3TGCATAGC 
TCTAGATTAA GCAACAAAGA ATICTACTGA TAACAAACCA CAGGGGAAAT GCTGCTTAGT AAGAGTCAGC CTTATAAAAT 
1TACATCCAC ACT3TTTCAC AGCAAGATTG CTCTCTCCAA AAOGTAGCCA TCAAAAGCAG CAAACAAACC CT 

SBQ ID NO: 1790: (Length of Sequence = 281 Nucleotides) 

TCTITCCYTC ATTAGCTGTA GACTATCCCC TCTCCTCCCA CCACAWTGTT TCOTTGATGA KTTACAAACA GAAAGGAAAT 
CACATITTCA 1ACTAAAAAC AAAATGWTCA GAGCCTTCAT TTYTCCACTA GAWACTACAC GTIACAGTTAA GAGTCCACAT 
GGAACACCTT AAWTCAGAGA CIGAGACCTC ACA1TYTGAC CTCGAGNTTC CTCCCCTTCC CCAGCCTTGG GCTAGCTITC 
GCCI7V3GCTC AKGTAATACT GACACCCACA GGCGCTGCTC T 

SBQ ID NO:1791: (Length of Sequence = 261 Nucleotides) 

AGGCAAAGCA GAAAGGTGTG TTTGCCAGAC CAGCATGQGC AGCTCAGAGG GAGCAAAGCA TCCACCAGAA GAGGCTCTCC 
ATTTTTITCT AGGGCCTCAC AGTTCAGATT TGAGGCT3AG TTAACAWTGG GACCACTGAA CTTITTTCCA ATGGAAAAYT 
CAOGGCCCAG TCCCACAGGA. ACTTTGCCGC ATACCAAACA ACAWTGAGGA AGGAAGGGCC GGCTGGCTCT ACCAAACAKT 
TCAGGTCCAC TGQGTGAWTG A 

SEP ID NO: 1792: (Length of Sequence = 324 Nucleotides) 

ciccatctit atcggcicta taaacatctc tcctctgtac atacattica tacat03tag gct3ggaagc gagggccaaa 
gggaggccca gcagcacaac agctcaccog ctttccctac agccctaccc gctcictgca aaccaaggcc aacagctcct 
gctgcctcit cctccctgga aaactcacig ttatggggag ggggccaggg gtttgaaggat tagaaggaga tagagggctt 
ggtcgggagg ccacatntaa gtcctagatt caaacactga agcgaaacag gcaactggca caagcagcaa gcttaggcat 

GGGC 

SEQ XD NO: 1793 : (Length of Sequence - 386 Nucleotides) 

ACTCTTGGGG ACCCAAAGAT GTCAGGTCCC CATACICTGA GGAATCAGGA CACAGCCCfiG T3CCTGACAC 
GGCAGCCCIT CGGGTGAGGG CCTGGGCCTC GAGGGATGGC AGCCACCACT GCCTAGGCAA ACGCACCTGG 
OGCGCCCGGC ACTTTNAGGA CGCCAGCACC ACTGGGCACT CGGAAGTGCC AGTTCTGGCC CAAATTTGOT 
AGAAGGACCT TTCAGAATGA NTTCTTCCCG TCAGCAGATA COGTTCAAGAC ACGGCTGGCT CTGAGAGGGG 
GITITGCCTG TATTCTCCTG GGGGCCAGCA OGTOTCAGAG GGTGTCCCTG TGGGTCCCOG QGGTCA 

SBQ ID NO: 1794: (Length of Sequence = 308 Nucleotides) 
GGATOCTCTT TAAAACATCC AAATTCGGCC GGGCACAGTG GCTCATGCCT GTAATCCCAG CACTTTGGGA GGCCGAAGTG 
GGTGGCTCAC CTGAQGTCAG GAGTTCAAGA CCAGCCTQGC CAGCATGCTG AAACCTCATC TCTGCTGAAA ATACAAAAAT 
TGGCCAGGCG TGGTGGCATG 1GCCTCIAAT TCCAGCTACT CGGGAGOTIX3 AGGCGGGAGA GlTGmTGAA CCCGGGAGCT 
GGAGGTPGCA GTGAGCCGAG ATTGCACCAT TGCACTCCAG CCTGGGGTGA CAGAGCGAGA CTCTGTCT 



CACAGACTGA 
GGCTGAACTT 
GACCTGGGTC 
CIQGGTGCCC 



SEQ ID NO: 1795: (Length of Sequence = 418 Nucleotides) 
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GAAAOGCTAA GGTTTTGACA GCCTEACACT GAATICTCOG GdCTAGAGA TTGGAGGAAG TOGGGAGAAA TTOGTCTCTA 
AGTICTAAGG TGGAACAGCA TTCATTITCT TACTGOCAAT QGAGGTTTTT CATGAATTTA CTAACTCAGT AAAAAGATTC 

GGcrrmTr tittaatctt aaaggatcac gctttaaacc tctgtaacaa agtaattatt toiaccrctc TCTACCCCAC 

CCTCCAACAA AATAACCTAT CGGNTCTCAG AAAATAATAA CCCTITGCCT GCCITTCAAA TAGTTATCCT TTITAGTATG 
ACAGTGTTCA AAAATTCTCT TCTTAGACTT GTAGCAGAAC ATAGCTATGA TGATCTGAAT TITICTCTTT CAGCTTGTTC 
TAAGACGAGG GGGACTCC 

SEP ID NO:1796: (Length of Sequence 416 Nucleotides) 

CTTTATTACA TATGCAACCT TGCCATGCCT GCCAG1TAAC TCCCCTCCOG CCAATGTTAT CCTCATGATA TCAGCTCCCT 
CTTGGGGCCA CTGAGCTGCC CCCCITTCCT TCIGGGCTGG AGTAGTGCTG CCCCTCAAGC AGGCAATGGG CAGGGGGAGA 
TCCACAATTA ATCGTCGCAG TTCTCTTAAA AGTATTAACA CTTAAATAAG CACTCITGGG GAGTCGCAAA GGATATTCAG 
GATCGGATGC ACTGGGAGGC TACCCCTCAT CCAAGGIACA GGCTGGAATG AGCTACAGCT GGGTCTATCG TQGGCCTCAG 
AAGGTGAAGA GGGACCCTAT TCK3GGGCTT AGTGTGGGTG GGGCATATCC TCCCCAAACT TGITCTGTGG GCGATGTTCT 
TCACATCTAG GAGAGC 

SEQ ID ND:1797: (Length of Sequence - 298 Nucleotides) 

AGGAGGGAAA CCAGAATCAA ACXACTACIT CTAGATGAAC ACAGGCTCIT GAGAGTCCCC AAGAGAGGAG GCTGTTGATC 
CAATCCTGAC TCAGACTACC TACCTGGCTT CCTGGCCCTA GGAGGTAATA ATGATAGTNT CAQGGGGTCC ATGTAGCAAT 
CCAAGCAATT CCTGAGGTGA GAGCAAGCAA AGAGGATAGG ATGAAGGGAA GGCAGGCAAA GAATCTGCTC CTACTAAGAA 
GCAACTCINT TCCACTCACT TCXTTTTTGCT CTNTGGCAGG CAAGTCAACT GGGTTCTC 

SEQ ID N0:1798: (Length of Sequence = 245 Nucleotides) 

CIGGTCCATT TTTACAACAN ATACATCCAA AACACTATAT AATANNTTCT TTTACAACAT TTCCAAATGA GAAGATTGCT 

ttinocccca ctactgctat tcacmacag tacttccacg GCACAATACA TTAGGAGATC TAAAANTGCT CACCCTGTAC 

TCTAGGCTGC TTAGGAAATG TGAAAACTAG NAACATTTAT AATGGCATTA GCTCCTTTCA ATACAAGGCA ACATTTTAGN 
AAOCT 

SEQ ID NO: 1799: (Length of Sequence = 312 Nucleotides) 

GAAATGTTAG GCIAGTTAGA AGGACACGGC AATAGCdTG AGATTYTCAA CCAGGGTACT GTATTAGAWG TAAAAAGGAG 
AGGAAAGATT TGAGACTTAT CTCAGAAACA GAACCATCIA ATHTITIOG ACTGATTTGA CTGCTCTTTC ACrCATTTTT 
TIATTCACTC AACAACTATT TTTGAKIGNT TIGGATGGGT CAGACATTGC GCTAACTGAA AAATAGGAAG GTAAGAAAAA 
GAAGACTCTG AAGATGAATT CCCTCCCCAA AACTGAGCTA CTAGCTATTA CTCACTGGGG CTGAAGTGAC AC 

SEQ ID NO: 1800: (Length of Sequence = 309 Nucleotides) 

GGCAICTGAC ACTAGGCCAC AAGOGKEAAG CACAGGCACC TGACTTTTTAA GTTTITGTIT GTITCTTGTT TCCCAAAGTG 
CTGATAACAA TAACAACAAC AATAGGATTC CAACCAGOTa CCTCAAGTGA CAGCCAGGNA GAGACCTGAA GGTTGGGGCC 
ACCACAATGC CAAATCGTTT CTAAAGGAAG CTGAAAAATG GGACICTCIT TTGCCCACTT OCTTGTOTTA AAAGGGGACA 
1TIGINCAAA CTNCCCAACC GAGTTCTAGA AGNTCCTGAC AAGGAGGCAG CATCCAGCCT TGACCAGGC 
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SEP ID NO: 1801: (Length of Sequence = 166 Nucleotides) 

CAAAANTTAC TCTGCAAAAT TAATATATGA TTTACCTGCT GTTNTCATAA GATTTCCAAA TAGACAAACT CGGTATGCIT 
NGGATTTGCT TTACATTCTA AGTGGATTK3 GAGGTTCAGG CAGGOGCCAA GGAGTNAGCC GAAGTTTCAT CANGCGGAGA 
TCTIGG 

SEP ID NO:1802: (Length of Sequence = 281 Nucleotides) 

GCT3GATGTC TTTGGGCGCA GGATGGAGCC CAGACXXAGTT GGTTACAGTG TGGAGCTCTC TCCCTCTCCC CTGkCTCTCG 
CCAAGGAAGT GAATGCAAAG CAGCAGGGAG GAGGCAGGGT GGGGAOGGCC CTCIGAGCTC TCCGCGATGG CTGGCGTGAG 
GTSCCTCTAA GACITCTNGG CAGCCCTGCC TTCOCTACTC AGTCITCCCG ATCTINTTGC CACCITK7P3 TCTGGGCCAG 
NCTCCCGCCA GGTACTCAGA GGCCGCTCAG AQGGCAGGCT T 

SEP ID NO: 1803: (Length of Sequence = 429 Nucleotides) 

TOZACAGTTA TAGOTGGGGA CATTAACAAC CCTTTCTCAA TAATTGATAG ACIACTAAAT AAAAAACCAT GAAGGATATA 
CAAGAACTGT ACAACACTGG CCGGGICTGG TGNCTCATGC CTGTAATCCC AGCACTTTGG GAGGCTGAGG OGGGTGGNTC 
ACITGAGGTC AGGAGITCGA GACCAGCCTA GCCAACATGG CGAAACCACA TCTCTACTAA AAATACAAAA AAATTAGGCT 
GGCTGTGGTTT GGCTXAATCC CTGTAATCCC AGCACTTTCG GAGGCCAAGG TCGGCATATC ACCTGAGGTC AGGACTTTGA 
GACGAGCCTG AAAAACATGG TGGAAACCCA TCTCTACTAA. AAATACAAAA ATTAGCTGGG TGTNCTGCGT CTGAAAAAAT 
TAGGTAAACT COGTCTCAAA AAATAATAA 

SEP ID NO: 1804: (Length of Sequence = 278 Nucleotides) 

GACCTCAAGC TCAAAGTCTC TCTCCTTACA CAACCAGCGN CAACAGGGCC AAGCTACTGG CTAAGAACAG ACAAACTTTC 
CIGCITCAGA CCACAAAGCT GACCCG1NTT GCCAGACGCA TCTGCAGGGN CCTNTTACAG CCAAGGAGGG COGCCOGAOG 
GJCTTATGCT CCTATCAATG CCAATGNCAT CAAAGCAGAG TGCTCCATTC GNCTTCCTAA GGNCGNCAAG ACTCCATTNA 
AGAITCACCC TCCTGGTGOG GCTGNCCCTG GGAACTAT 

SEP ID NO:I80S: (Length of Sequence = 349 Nucleotides) 

GCATCCATGG CGGAGGGCGG CAGCACGACG GGOGGGCAGG GCOGGGCTCC GCAGGTCGTA ATCPGAAGGA GTGGCTGAGG 
GAGCAATTTT NTGATCATCC GCTGGAGCAC TCTGAGGACA CGAGGCTCCA TGATGCAGCT TACGTCGGG3 ACCTCCAGAC 
CCTCAGGAGC CTATTGCAAG AGGAGAGCTA CCGGAGCOGC ATCAAOGAGA AGTCTGTCTC GTGCTGTGGC TGGCTCCCCT 
GCACACCGTT NCGAATCGCG GCCACTGCAG GCCATGGGAG CICTNTGGAC TTCCTCATCC GGAAGGGGGC CGAGCTGGAT 
CIN3TGGACG TAAAAGGACA GACGGCCCT 

SEP ID NO:1806: (Length of Sequence = 403 Nucleotides) 

GTGCAGTGTG GCCAGATCIT TTCTAGTAAA ATCTGTGTTA CTGATGGGCA GACAGCTCTC A1TCAAGCAG TGACAGATGT 
AAGCNCTTCC CATTTTTCTG GCCCCATTGT ATTCAGCCT3 TGGCITCCAA GTFGCCTGGG ATCATCTCCA CCCAGACTAA 
GGAAGAGGAA AGAGCTTGGA CAACTGCACT TGGCTGGTTT TNATGGATCA GGCAAGGAAT TGGCTCCAAC ACATTAGCTC 
ACATTCCATT GGTTAGAACT GGGTTTCTCA ACTA1TAGTA CAGGGTGAGT GTAGGCjl'l'lT GGCACCATGG GCATTTGAGC 
TGGCCAAAGG CTAATCAGAG TIAGAACAAA GCCACAAAGC CTGTGAATGG TGTTTATTGT TGTGAGGAGC TGTCTICTGC 
ATT 



SEP ID NO:1B07: (Length of Sequence = 426 Nucleotides) 
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GTCCTCAGCT TCACTCTGGC ACCACTGTCGA GCACCGGGAA ACCIACCAGA AGTTGCTGGA GGACATCGCT GTCCTGCACC 
GCCVGQCTGC CCGCCTCTCC AGCGGAGCIG AGGTGCTAGG CGCOGTCCGC CAGGAAAAGC GCATGTOGAA AGCAAOGGAA 
GIGATGATGC AGTATGOGGA GAATCIAAAG AGGACGTATG AGAAGGACCA TGCGGAGTCA TQGAGITIAA AAAGCTTGCA 
AATCAGAATT CAAGCCGCAG CTGTGGCCCC TCTGATGGGG TCCCTCGCAC GGCACGCTCC ATCTCCCTCA CGCTGGGAAA 
GAATATGCCT OGCCGGAGQG TCAGCGTTGC TGT3GTTCCT AAGTTIAATG CCCTGAATCT GCCTGGGCAA ACTNCCAGCT 
CATCATCCAT TCCTOCTXAC CAGCTT 

SEP ID ND:1808: (Length of Sequence = 431 Nucleotides) 

GGTAcrrrrc catttagatt caaatggagc taaaattaag agthtatga gctcttaaga ATGAGGTAGT TTCTCCXAGG 

ACCCCCCAAA GACACT3CAA GTAATGACCG TTTGGNTCTC ATTCXJTCGAT CTTTGATACT ATGINCTGGA GTCTACTCCC 
CAGGAGCCAG GACAGGCGTG AAGATGGACT CXTTTCTCGCA GCTGGAGCCT TGCCEAGCTG GTGATCACAC AGCCTGGNCT 
GTACCXGCAC CCCACTGGAT GGTSGTACAT GGTGGCAGGG ACAGGACCAC ACCCAGTTAA GGCCAGACCA GGCTGAGTGT 
GACCCCTGAG GTAAACACIT CACTAAGCIX3 TGTCITGITC ATGCCCCCTG CTCAGTGAAA GGTGAGTCCC GAGACCAGTT 
GGCTACCrCT CITATOOGAA CCAGAGACAT T 

■ SEP ID NO: 1809 : (Length of Sequence = 401 Nucleotides) 

GGIGAGGCCT TGAGCACAAG TGCAAGCGGG ACATCCTGCT OGGCOGGCTC OGGAGCTCGG AGGACCAGAC CTGGAAGCGG 
ATCCGGCCCC GGCCCACTAA GACCAGCITC GTGGGCTOCT ACIACCK7TG CAAAGGAGGA GATCGACGTG TGGACCGAGG 
AGCGGAAGGG CACCXTTCAAC OGOGACCTGC TCTTCGACCC GCTGGGGGGT GTTAAGCGCG GCAGCTCACC ATCGCCAAGC 
TCCIGAAGGA GCACCAGGGC ATCTTCACCT TCCTCTGCGA GATCTGdTT GACAGTAAAC CCCGGATCAT CAGCAAAGGC 
ACCAAGGACT CTCCGTCTGT NTGCTTCAAC CTGGGCTGCC AAGAACAGCT TNTTACAACA ACAACTGCCT GGTGCACATC 
G 

SEP ID NO: 1810: (Length of Sequence = 233 Nucleotides) 

AAGTGCTATA TTCA1TGTAT TATAGAGAAG GTTGGGGAGC ACAGAAGAGG ATCAACCCAG CTTTAGAAGG ATTAGAGAAA 
GC1TCCAGAG GGGTGGACAT TTGAGCTAGC AAGAAAGCAC AAGGGAAAAG GCATTTAGAC AGAGGAGACA ATTTGTCCTG 
ACCCAGAAGC ATTCGGGTAX GCTATGCAIG GATAGNCAAA GAATTTTIGC AAAAGGGGGG CCAGCAAGGC ATT 

SEP ID NO:1811: (Length of Sequence = 423 Nucleotides) 

CAAAGAAAGA GTPGAACTAT GTACATTGAA AAAAGGAAAG ACAITTTTTC ATACCAACCT TTCCCIAGTT CGCACTITCT 
GAATAGTAGA AACAAAACAC ATITI'IAAAT CTITCIATCA ATTTAATTTA GGACGAAGTA ACACAACTTT TATAATTAAC 
CACTGAAGTT GTCT1TAAGG ACAAAACTTA AATITTAAAA TCGGIGTTAC CATATTTOAT GACTGGACTG ACTCCAAGGT 
TGCCTPGCTC CAAGNNTGGG CATCGTGACA TTGCOGTGAT GOCCAGAAGA AAGITAATGG CAATGAT3TC CAGTCAGAGG 
GCAGACATCC TACACATCAC AATGATGAGA GCTGCGGGAT TCTGCCCTCT TCAACTTCCA AGTAGNAAAT TATTATTITC 
CATTCAAACT AACTGGGAGT GAG 

SEP K) NO: 1812: (Length of Sequence = 394 Nucleotides) 

GACCAGCOTG GCAACTTACT GAGACTCTGT TTCAGGAAAA AAAAAAAAAA GTGTATTTGG CTGTTCTGAA GCAGGCCATC 
ATCACCCITC ACCTCACCCA CAGGTGGCTC TCGGGGGCK3 GTCCATGGGC GGCTGTQGCG 1NAGGATGGA GTCCTAGCTG 
TGACCTGT3C CCAGGAGGGC GTGATCCGAG TGAAGCCCCA GGTCTCAGAG AGCAAGCTCT AGCCAGAGGT ACCAGCITCG 
CCIGGGGCIT CAAGAACCTC CCATCIATCC CCATTCCTGA GACAGGAGTT ACAGTCCCTT TTGGNCCINA CATCCAATAA 
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AGAGACTGAT ACCACTGGAG TGGCTGGCTT TTAATTCCCC TGGGCCAGAC CIGCAGCCIT GCCTTAATCC TEAA 
SEP XD NO: 1813: (Length of Sequence = 344 Nucleotides) 

CATCAGOGAC AGGICTCCCT CCCAGAACCC CATCAGGACA GGAGAAAAGG CAGCAAGAGA GCTGGGGTGG TCCTGGCACG 
TGGGCCACCA GTOTTCIGAA TGAAGAGTGA GTCCCGGGTC AGGAGTCCAC ATCAGGTGTG GGCTGCTTCC AATCTGTAGG 
TICTCCT3GA GATTNTCACA ATCK3CCAGC TCTCTCGGAA TCACAGAACC ATCATCTCCC CTTAGGATGG CAGAAGATGT 
GGCACAGCCT CAATCTCCAA CACTGAAACA CINAGAGAGC ITCATACGIT CCTTAGGCAG GGCAGAAACA TCACAGCACT 
TCACOTTAGG AACCAOGAAA GACT 

SEQ ID NO: 1814 : (Length of Sequence - 442 Nucleotides) 

GACACAGCAG GCCCCTGCCC CTGAAGGAGA CTGCATTGGA ATi'lTlGCCA GGIGGCCCIG ACACATAGGA ATGCCCAACT 
ACTGTGACTA CCCTCTGAGA TAAAAAGCTG TCCTACTGAT TTTAGAAGGC CAAAATTAGA GGTCATTTIG GAGGTCATGC 
CAGTGGACAT ATAACAGTTT GAAATCOTC TTCCCCGGTG CCGTAAAGAA ATAGTACTTG AACTTAAATT TATTCAGCAA 
GGCCATITTT ATTTTCTGCA GAAAGGGTAC ACTTGGCAGC AGT1T1NCCA OGAGAGOACC CCGAACAAAG GAGACAGGGT 
CAXTTATAAC CTGACGCGTC CACCCTTCTG CIGICTCOGG TITCCATTGG CTGGAACAGG ACCTCACATT CTGTATTTGT 
CCCGATTGGC TAGCAACTTA GGACTIMTA AAAGAGGCAA AG 

SEP ID NO: 1815 : (Length of Sequence = 299 Nucleotides) 

GCAGAGAATC CCTTGAACCT GGNAGGCGGA GCTINCAGTG AGCCGAGATC ACGCCACIGG ACTCCAGCCT GGACAACAAG 
AAGGAAACTC CATCTCAAAA AAAATTGAAA AAAAATTCAN GANATACAGA ATGCAAAANG GGACCAAAAA AGTACCAAAA 
A1TTCAAAAT TITGTTAAAC TGTACGAAAT CTGGNTACGA AGCGTEATIT TTGCCCACAG GGCAdTCCC TOGAAAGNOG 
TTACAATAGC TNAGGCTTCC TCTTCAGATA GANTTAGAGT GGCAGTAGGA TAGGCTCTT 

SEP ID NO: 1816: (Length of Sequence = 286 Nucleotides) 

AOCCCGGCTC CCAGCTATGC TCCCACCTCC ACCTGCCCCA CTCACCACCT CTGCTAGTTC CAGACACCTC CACGCCCACC 
TCGTCCICTC CCATCGCCCA CAAAAGGGGG GGCAOGAGGG AOGAGCTTAG CTGAGCTGGG AGGAGCAGGG TGAGGGTCGG 
CGACCCAGGA TTCCCCCTCC CCTTCCCAAA TAAAGATGAG GGTACTAAAG TTGTCITGGT TTTTATTTTA TTATTATTTT 

Tircrrrrrc cagtatacta gcttgictit taagaaaggg gatatt 

SEP ID NO: 1817: (Length of Sequence = 320 Nucleotides) 

gaaaggaagg ccagggiggg aggaaggatc agctaaatct gagggaagaa gaaggaaagg agagggacta ttgcatagca 
gatgcaaatg aagggactgt cttattatac abtxtlatca tcigtxaata ctcataatct tgtttctitt tcaactttta 

TATAATTTTA TdTTACATT AGTIAAATCA AAAATCTTAA AACACATTTT AAAOGTGGTC ATAGGITACT TTTATATATT 
ATTGAATTTA TAATAAACAT GTTTCTTINC TCGAAACTGG GATGGNACCN CGAT3GTGTT TCTTGAATAT AAGAGTCTCC 

SEP XD NO: 1818: (Length of Sequence - 356 Nucleotides) 

CCCAGGAGGC TGAGGCAGGA GAATCGCCTG AACCCGQGAG GCAGAGGTTG CAGTGAGCCG GGATTGTGCC ACTGCACTCC 
AGCOT3CTGA CAGAGOGAGA GTTCATCCAG ACACACACAT ATATATATAA 1TNCCAAACA GGCTITACTA AACCCCCTGA 
GGTCTCATGA CACAGTAGAA AATCATGAIT TAGTAGAAAG AGCATCGTCX3 TAGGAATCCA GTAGATCAGT AGACCIGAGT 
TAGAGTCCCA AATCTGCCAC TITCAATCIG TATGGCCTCA GGCAAGTTAC TTAANCTITC TGTICTCTCTG TTXTCTTTAT 
AAAATCGGGG ATAATAATAG TAAdTCTTC ATAGGG 
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SEP ID NO: 1819: {Length of Sequence = 328 Nucleotides) 

CCACTCCTCT AACCTGOTGG ATGACTCTGC ACTGCCCTTC TTCAICCTCA CCAGTGfTCCT GGGTATCCTA GCTAGCAGCA 
CToTCCTCIT CATCCTTTIN AGACCTCTCT TCCGCT3GCA GCTCTGCCCT GGCTQGCCTG TCCIGGCACA GCTQGCICTG 
GGCAGTGCCC TdTCAGCAT TGTGCTGCCC GTTTTGGCCC CAGGGCTAGG TAGCACTOGC AGCTCTGCCC TOTGTAGCCT 
GGGCTACTGT GTCTGGTA.TG GCTCRGCCIT TGNCCAGGCT TTGCTGCTAA GGCTGCCATG CCTCCCTGGG NCACAGACPG 
GGTGCAGG 



SEP ID NO: 1820: {Length of Sequence = 359 Nucleotides) 

ccaccatgct ctgcactcgc nctggtacca ggccogcgac ctcatgctca tgagccactt gcaqgacaac attcagcatg 

CAGACCCGCC AGTGCAGATC CTTTACAACC GCACCATGGT GCAGCTGGGC ATCTGTGCCT TCCGCCAAGG CCTGACCAAG 
GAOGCACACA AOGCCCTGCT GGACATCCAG TCGAGTGGCC GAGCCAAGGA G C ' ITX ' XN GGC CAQGGCCTGC TGCT3CGCAG 
CTTGCAGGAG CGCAACCAGG AGCAGGAGAA GGT1X5SAGCGG CGCOTTCAAG TCCCCTTCCA ACTGCACATC AACCTNGAGC 
TGCITGGACT TTCTTTTANC TGGTGTCTGC CATGTTCCT 

SEP ID NQ:1821: (Length of Sequence = 208 Nucleotides) 

CCTGGCTCTG TGACCCAGAG TTCCAACACA AAGACALT1T GTACTGGAAC GCTGGAGCCA TTCCAACATG AACAGCAAGA 
ATAGAACCTG TGCTGGCTGG TCTAAGATCA AACCTQGNGA TGGTQGTTTG AAGTNCTTCT TCAAAGAAAG CTTGAAAATG 
AAATCTCAGT TAGGCAAGNC AGATAAAAGC AGAGTTATTC TGGTQGCG 

SEP ID NO:1822: {Length of Sequence 314 Nucleotides) 

GGATOINTTG AGCCAGAGTT TAAGCCTGAC ACACAGGCTT T3GTCCTCAC TGAGCTCTCT CCAAGACTGG AACTACTTAG 
TGACTCGGCA AATTTTCTGC CCCCCACCCC TCATCAAAGC TGCTAGTTCA. GAToTTGACA GTCITITCAr GAATGTTGGA 
ATCTTACTAG TCCAGACTTA CTTAGGATCT TGTTGGGGAA GGCACTTGGG ATTTTCTGTG TCTTGCATTC ACAGAGGGAG 
GCCATTTCAG ATTCAAGAGC ATTKGATTAG GGGATCGTGA GGCAGGGATG CTACTGOGKA TTTCTCTCTT CAGG 

SEP ID NO: 1823: {Length of Sequence = 344 Nucleotides) 

AACAATTTTG TdTTACTAC ATCTTAAAGA ATTAGAACTT GGGTTGGTGT AACTGACTTA CTTCCAGGGN ATCATGCTCT 
ATTTCXACCA GCAGGTCATA CCCNAAK7TC ACACTATCTA TIOTIAACCA TGAATGNTAT TCAGATCTAT TAdTITCGT 
GAAAACTGGA ACATGTTACT TCCAACCATG GCCTGTCACC GTGAGTGTGA TCANCITTNT CCAAAACCAC AT3GCTCGCA 
GGAGCTAAGG GCTC3GTA.CCC MAATCTTTAGG GACACTGTTA GGGAAGGGCA AGGGAAAAGA AGTGACTNGA TGTCTTATGA 
GRAACCCGTA AATGGCTTAA AAAA 



SBO ID NO: 1824: {Length of Sequence = 340 Nucleotides) 

CTGAGTGGCA GGTATCATCA ACCACATICT GGACCTGGAG TTGCEAGGAC CTTTTCTGCC ATIACACAGA AAAATCCTCC 
CTGAGAACAC AGCCATTNGA GGMCACATCG CAGAGGAAGA TAAGACAATA AACAGAGNCA CAXAATTATG GCCAGCGTGG 
GGGCTOACGG OCTAATCCC AAAACTTTNG GAGGCX3GAGG TGGGCAGATC ACCTAAGGTC AGGAGTTCGA GGCCAMCCTG 
GGCAACATGG TGAAACCCGT CTCTACIAAA AATACAAAAA TTAGCCSGGC GTGCTGGCAC GQGCCTGTAG TOCTAGCTAC 
TCAGAGGGTT AGGCAGGAGA 



SEP ID NO:1825: {Length of Sequence = 357 
AATITGGTTG TGGCCAAATT CTCAGTCCAA TCACCCTGGC 
1TCTGGGGTT CCTGGTCTOG AGGAGTCTCC CCAACAGOGC 



Nucleotides) 

CCAGGGCCTG GOGTGGGAGG ATGTGGCAGG 
CAAAGCTGGC TGTTTTCCGC CCAAAGCCCC 



CICTGICTCC 
AGAACTTTGA 
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ATGAGAGGCA AATCTACCCT GAATGCACCT CCCTCCTAGG CTGGGTGAGG TCACGCAGAC ACAGAAGGGC AGGACAGAAC 
TCCCCATCIT CTGGGGGCCA ATTCGTCTGG ACACTGTGCG GTCANCTTCC TTTTTAAAGT GCCAGTATCG GTGGGGCAGG 
AAGGGACTCr CAGGGCT3AG CAGAGCCTTC TTCAGCG 

SEQ ID NO: 1826: (Length of Sequence = 207 Nucleotides) 

CCGGCCCCTT CAGTCCCCAG CCCCTGCCCC AACTCCGACT CCTGCACCCA GCCCGGCTTC AGCCCOGATT COGACTCCCA 
CCCOGGCACC AGCCCCTGCC CCAGCTGCAG CCCCAGCCGG CAGCACAGGG ACTGGGGGGC CCGGGCJTAGG AAGTGGGGGG 
GCCGGGAGGG GGGGGGATCC GGCTCGACCT GGCCTTAGCC AGCAGCA 



SEQ ID NO:1827: (Length of Sequence = 309 Nucleotides) 

GflCTGCGCCT GTAGTCCCAG CTACTCCGCA GGCIGAGACA GGAGAATCGC TTGAACCCTC GAGGCGGAGG TTGCATTGAA 
CCGAGATCGC ACCACIGTAC TCCAGCCTGG GTGACAGAGC GAGACTCCAT CTATAAAATA AAATAAAATA AAATAAAATA 
' AAATAAATAA AATAAAATAA AATAAAATAA AATAAAATAA AATAAAATAA TAAAATAAAA TAAAATAAAA TAAAATATAA 
AATAAAATAA AATAAAANTA GAACCACCAT ATGANCCAGC AATCTCATTA GTGAGTATAT ATCCGAGGG 

SEQ ID NO:lB28: (Length of Sequence - 382 Nucleotides) 

ATCTCIGACC ACCCCCTCCT CCCCATCCCA CCCTITGGTA ACTCCCCCGC CCAGGNCACT GCCCAGATAT ATTCTTCTCC 
TTGGGCAAGA ACTTCICTGC ATGCAGGTCA AATCTGAAAG GGNCATTTCT TTCTTIAATG AGTOTCAGGG AT5GGGGATG 
TGGCTGATGA TATAAGGGGC CCTCCAATCA GACITICTAA TCTAACIGAA AAGNTAATTA CAATSTTGAT GCTAAAAAAG 
AAGGTTCT3G CAAAATAGAA CTTCTGAAGC ATCATAAATC AGATGACTAA TATTTGTGAT CCCCNTTTAA ATTITCATGT 
GAAGAAGAAT AGGGGATGTA ACTGAAGRAA TC23ACTAAAA GTICTTCTAT GTATIGATAA CC 

SEQ ID NO: 1829: (Length of Sequence ~ 361 Nucleotides) 

GGOGOGCGCT CTGGAGCTGG ATGTCCAGGC TGOGGGCGCT GCTGGGCC7TC GGGCTGCTGG TTCCGGGCTC GCGCCTGCCG 
CGGATCAAAA GCCAGACCAT CGCCTGTTGC TNGGGACCCA CCTGCTGGGG ACCNCAGOGG CTGAACTCGG GTGGCOGCTG 
GGACTCAAAG GTCATGGCGA GCACGGTGGT GAAGTACCTN AGCCAGGAGG AGGCCCAGGC OGTGGACCAG GAGCTATTTA 
ACGAATACCA GTTCAGCGTG GACCAACTTA TGGAACTKGC CGGGCTGAGC TTTGCTACAG CCATCGCCAA GGCATATCCC 
CCCACCTCCA TGTCCAGGAG CCCCCCTACT GTCCTGCTCA T 

SEQ id NO:1830: (Length of Sequence = 180 Nucleotides) 

AAGAACGTTG GCTGCCTGCA GGAGGCGCIG CAGCTGGCCA CTICCTTCGN CCANCIGCGN CTCGGGGATG TAAAGAACTG 
AGTSGGGAAG GAGGAGGCIC CCACR3GATC CATCCGTCCh GCCAAGAGCT CTTCATCTCC TACAAGAACA TTTGAATCTT 
GGGACCTTTA AAGAGCCCCT 

SEP. ID NO: 1831: (Length of Sequence = 335 Nucleotides) 

AGATCTTCTA TATTCCGACT ACIGATTCAA ATGCTAATCC TGGACGGGCA TGCTGGCTCA CACCTCTAAT CCCAGCACTT 
TGGGAGGCTG AGGCTGGTGG NTCGCCTGAG GTCOGGAGTT TGAGATCAGC CTGGCCAACA TGCTGAAACC CTGTCrCTAC 
TAAAAATACA AAAATTTGCT GGGGGTGGTG ACATGCGCCT GTAATCCCAG CTACTOGGGA GGCTGAGGCA GGACAATCAC 
TTGAACCCGG GAGGCAGAGG TTGCAGTGAG TTATTGCACC ATTACACTCC AGCCTGGGIG ACAAGAGCGN AATTCCATCC 
CCCCACCAAA AAGCG 
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SEP TP NO:1832: (Length of Sequence = 337 Nucleotides) 

GTATTIGGAG ATGGGACCTT TGGAAATGCT 1TCATTAGGA. AGAAGGAGCT TTCATGAAOG GGATTAGTGC CCTTATAAAA 
GAGGAOGCAG AGAGCTCTCT CACACCTTCC ACIGTCTGAG GNCACAGGGA GAAGGCCCTG TCTATGAACC AGGNAATGAT 
CCCCAACCAG AACACCTPGA TCITGGACIN CCCAGATGCT CCANATCTNT GAGAAGCAAA TTFCICTGCT TTATAAGCTA 
TCCAATGTAT GGAATITING TACAGCAGCC CCAACAGACT AAGNTATTAA TAAAATAAAG ATGTAAGATC TCTGnETCAAA 
ATGCACAAAT AATATCT 

SEQ ID NO:1833: (Length of Sequence = 244 Nucleotides) 

TCTCTCATTG TAAGCACAAA TTC1TC0GTG TCP3GTTATT AAAATCGdT TGGCJTCTATA ACAGCCACTC TICTCCCCCC 
TFTTAATAGA AAA1TGTCAT TCTAGCCTSG ATTTCTCCCC ACTGGAGGTG GAQGGTGGGA AGAGAAGGGA GTCAGCTCTG 
ACAGCTTACA AACTGGGAAG ITCTGTGCAT CTCCAGGGAT TCCAGAC7ITC AAGATCTGGT TOTTGGAAGC T3GGCGCCCA 
GTGC 

SEQ ID NQ:1834: (Length of Sequence = 322 Nucleotides) 

TCCPGTACTA CACCTTTGCC AACATGGCCA TGITCAACCA CCTGCGCAQG CCCCCGTCCT GCAGTACCTG TACTACCTGG 
CCX3\GATCGG CATCGCCATG TCTCCGCTCA GCAACAACAG CCTCTTCCTC AGCIATCACC GGAATCCGCT ACCGGAGTAC 
CTCTCCCGCG GCCTCATCGT CTCCCTGTCC ACTCATGATC CCITGCAGIT CCACITOACC AAGGAGCCGC TGATGGAGGA 
GTACAGCATT GCCACCCAGG TGTGGAAGCT TCAGCTCCT3 CGATATGTCT GAGCTGGCCC GCAACAC2JGT GCTCATGAGC 
06 

SEQ ID NO:1835: (Length of Sequence = 178 Nucleotides) 

ATGAAAGCAC AAAAGAAGTC TATCAAAAIT ACAAAAACIT AAAACQGACT AAACAAAACT TCAGAAAGAA TGAAAACAAT 
TGGAAAATAA CITCAAGAAA AAAATGTAAA ATGGAAACAA TACAAGANCA ATITCIGCCC TCTGAAAAAC AGAGGTIAAA 
GTCAGAATTT nTiUlNC 

SEQ ID NO; 1836: (Length of Sequence = 377 Nucleotides) 

CGCCTGGNAC CACACCCAGC TAATTITTCT ACTGTTAGCA GAAACAGGGT TTCATCAOGT TGGCCAGGCT GGTCTOGAAC 
TCCTGACCTC AAGTCACCCA CCT3CCTTGG CCTCCCAAAG TCCTGGGATT ACAGGGATGA GCCACTCTGC CCGGCCITEA 
TGCPGAGTTT TAAGGGCTGT ATCAGACACC AGCTGGTGGG AGGGAGCTGT TITCAGAGCA GGGAATTTAG GATACTEAGG 
AAATTAGAAA ATTAGAGAAG TCATAGGATC TTGGAACTAA GGGAGAACCT TAGACTCCTG TGGAGCAGAA CCCAGCATIT 
GTATCTGGAG GAAAOGGAGG GCCCAGAGAA GITCTGACIT A1NCOGQGGT CAATCTT 

SEQ ID NO: 1837: (Length of Sequence = 388 Nucleotides) 

GGAGAGAACA AACCCTCITA CTQGCCITGG GCCCATCCCT CTITCTCCCA CACTGCTACT TTTGAGTTAT CTCATTTTGC 
TCCCAATAGT CAGCCTDGAC TTTTCTGGGC TTACCTGGGC ATCAGGGACC CATGTTGCAC ATTCAGITGT CCOGATTATG 
TCIX3CCTTAG AGCGTCTCCT AGGGCAGCCA GTCTGGAACA GTCAGTCACC TAGGGTCCT3 GAGCTCCTGC AGTCTGCCAC 
TOGCINCTTC TGCCTGATAA CAAAXACTAT TCClTlTATC CTTGCAACTC GACCCAGAAA GAGGTGGCTG TCAATCTCCA 
AGGCCCCTGG GAAAOGAAGG ACTGGAAATN TGAAACCACT GGGCACAGGG GGAATGGGTG GGTCTGAG 

SEP ID NO: 1838: (Length of Sequence = 369 Nucleotides) 

TCIUrrrATG CCAACAATTA ACTGGGAGCT AGGTEAAATT A1TTGGCTAG ATAAAACTAC CAGCTAGATG GATTEATITG 
CTGOCCTCAT ACAGAATCCT GTTAGAAAATG TAAAGAAGAG AAAGCTCCTT CCAGCTAGAA GCACATGGGA CTK3CITCTAG 
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GA1GGAAACA AGTCCTGCTA TTTTCACAAT CCCTAAGNGT TCTCCAGGCC TCTGGAGAAC AAAGTAAAGT TGTAAGATCC 
CCAAAGACAC GGAAAATCCT GGACGAACAG ATTAGAAATA ACTACAAAAA ACAAGTTTTT TACTTTCGAA AAGGGTACT3 
CACTGAAACC AAGTTCGACT TTTGGTCCAC CCCCAGGGCC CICTTCAGG 

SEP ID KO:1839: (Length of Sequence = 359 Nucleotides) 

CNNCTAGGGA AGAGGACITT ATTGGGATCT TAGTAGGGAA ACATGAGAGG GTGAATTCCA GGGAATAGAC ACIAGGACCA 
AGGTO3CGGT CACCTTAAAG AGCCATAAAT AAACTTAAAA AATTAAGGTG AGGAGCTGCC ACGTGGGGAG GCIGCTGQGA 
CTATCTGGGA ATICTTAGGG AT3GAATTIT GGAATIGGAA AGGGGAAATA AGAATTTCCA GCOGTNTCAC AAAAGGCTGT 
GAAATGATCA CTTCAAGACT CCCTGCPGCC CTAGGCTGGG AGTTGGGGTT CIGGGGCTCC AGGAAGAGGG GAGGTCTGGG 
CTCGGCTTNA AGGGGTGAAG AGGGCCOGGT CAAGGTCGT 

SEP ID NO: 1840: (Length of Sequence = 360 Nucleotides) 

CCAATGAGCC CAGOCTSACA CATATGGACT GCTCGACAGG TCCACTGTCC CACGAGCAGA AGCICTCACA AAGCITOGAA 
ATK3CCTTGG CATCCACCCT T3GCTCEATG CCXTCCITCA OGGCACGGCT GACCAGGGGA CAGCTCCAGC ACCITGGCAC 
AAGAGGGAGC AACACTTCCT GGAGGCCTGG CACCGGCTCG GAGCAGCCTG GGAGCATCCT GGGCCCCGAA TGTIGCCTCCT 
GCAAAANAGT ATTTTNTCCC TACTTCAAAA AGGAGCCGGT GTACCAGCIG CCCTGCGGCC ACCTCCTGTG CCGNCCCTGC 
CTGGGTNAGA AGCAACGGTC CCTGCCCA7G AOGTGCACAG 

SEQ ID NO: 1841: (Length of Sequence = 332 Nucleotides) 

GTICTGATTCC ATTIATAIGA AATGTCCAGA ACAGGGAAAA CCIMTINAG ACAACAGAGA CACAAAGTCG ATCAGCACTT 
GCCAGGGGAG GAGGAAGACG GGAGGGGAAA TGATTCCITC ACGGGGTGAT GACAGAATCT TCCAGAAOGT GACAGAGCTG 
CTGCCTACAC AACnTCTGG ATGTACTAAA TGCCGCTGAT TGITCACTIT CAAGTDGATTG ATTITIAGGT TATTTGAATT 
TCATCTCAAT TAAAAAACCC AAACACGCAA ACTGCTCCCG CCAGCTTCAG CCCOGAGGCA GAOGGOGCAN CCGTGGGAGG 
GATCCTGAGC CA 

SEP ID NG:1842: (Length of Sequence = 246 Nucleotides) 

GCTGGTCAAG GCAGAG1TIA CTGAACINTN AGTTTCCTCC TGCACACACC GGGCATGACA CCITCAAGTC TGNCCAGCAG 
TGGGTCCAGA AAGTACCCTG TGTGCCTTGG ACGCAGAGGC TACAGTTCTN ACTGTCIGGC ATGGGAGCCT TCANAGTGCC 
CTCGGGAGCT GCCCCTGGTC TITCTCTGNA AAGCTGACTG GGAGGNTAGA AAAAGCAGCG GGCTGGCATT GTITCGGGGG 
TQGGGT 

SEQ ID NO: 1843 : (Length of Sequence = 313 Nucleotides) 

ATTTATTCCA AACAAAATTG AGCTAAAAGA AGCTGACCCA GAACCCACGC CCGTCCAGGC TGGGGAAGTC TCTACTCGCC 
CCACACCAGG CCCCGAGCAC CGCGGGCCCG AAGCAGCCCC CAGAGGACAG AOGGGCCCTG CGCACTGAGG TAGCIGCATC 
TTAAGCCCCC ATGAGTACAA CTGCCCAGGG CTGCCCAAIT CCCAGAGGGG AGGAGGAGAG AGAGGCAGGC AGGGGGAGCC 
CCX3GCTTCAG GTGGGGCACA CCCCANACCC TCAACAAACC TTCCAGCCTC TTOGGGCTGG GGCACTTCCT GCC 

SEP ID NO: 1844 : (Length of Sequence ~ 274 Nucleotides) 

CTTCGCITCT NAAAACCAAA CTCCAGCOGC TGCCAGTOGG GACTTOGTCX3 CCCGNQGCTC CCAGAATGCT CCACTGCCAG 
CCGGCCCCCC TGCCTCGGTT TCCCITCTGT TEACTGGCGA CACAGGCACC CAGCTTK3GG GTGGTGCTGA CGCTCCCAGG 
GCTGCCAGGA GCCACTGGGA CAGGGTGAGG CTCCCAGACG CTCCTCGAGG TGCCCAGCTC TCCAGGGAGC TIX7IGGNCCA 
AGGNOGTCTG AGGGATCTGC TCCTTAACCN CCCA 
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SEP ID NO: 184 5: (Length of Sequence = 441 Nucleotides) 

GGGGAGGGGC GCACACACGA AGGGAGGTCT CAGCCGGGAC CGGAAATCCA ACACQGCAAA GGAAAAAAAA CACMCCCGT 
TTCCCAAAGG GAGGAGCAGC AGGAGAOGAT GAAGAGAAGG AACAGAACTC TCTCGGCAAT TCTGATCTAC ACCCAGGTAC 
AGTGGGGATC TCTTCACITG ATCCCCCAAA AAAGGGAXAA ACAAA.CAAAA AAOGTGAGCA GCCAGCTTCA TTCTCTTCTC 
TGCnTGTCT CTTGCCAGTG ACTITGGGTT TTOllaTlUAA GCTCTCTIAA TTCTTTGACC TIX3AAGTTCC TCAACATCTA 
TCCCAGTAGC CTCAGTTTCC AdTTGClTC AACTAACATC TTGGACTITT TTCAGTCTTG AACAAGGCTA' AACCTITGAG 
ATCTTGAACT OQGACTTCAG CCTACITAGC TTGAIACEAC C 

SEP ID NO:1846: (Length of Sequence = 255 Nucleotides) 

ATGAATTCAT TGTGTATTTA TTATTCACAG TTAATCACTA CdACCAAAT GCIATCCGCA GAGTTAAAGG ATTAAGTACA 
TAGGTCTTTA TTTAAACACT GATITTTITr TITAAATATA TACACACAAA ACTIAGTTCA GCAAGGCTTC ATGATATACA 
CCAATTCCAA AATAAAACAA TCAAATGGTC CNGGNGIAGA ATGCCAGATT CCTTTTATCA TCTGOGAGGA AAAGAGAAGC 
AGGATCAGGA AGAGT 



SEP ID ND:1B47: (Length of Sequence = 3: 
CAGGGCACAC GCAGGACCAC TGTGGATTAG AAACCCACT 
GGAGCCAAAT CTCATTTGTN ACCCTCAGTC ACCACOCC; 
TGCACAGGGA GAGAA1TIOT CCCOGGATAC CCCTGAGGr 
GTGCAAGAAA CCAAGGAGGA TGGAGCATCC AAAGGAAG^l 



Peptides) 

3TCACTCG CAACATTCCT CCCACATCCA CATCCAOGAC 
jATGGAGC cnctggttac gncatggatc ACAGGTCTCA 
•iGGNCCAC CCCCAGGCTA GGGTGGGAGG ATTTAGAGCA 
AGGCAGGC TNGGGGATTG AGGGCAGGAA GGGCT 



SEP ID NO: 1848: (Length of Sequence = 311 Nucleotides) 

CCACTGGCCT ACA1TATAGA AGIGCTGXAT GCGGACCCTG CCATICTCAT CATCGACGCA GGCCATGACC ATCATCACCA 
CCCATITINT TGTCTGAAGA GAATCGAACT GCTACCCAAC CATCTGTCTC TGCACTCAGC TCAAATTCIA CATCAGCCCC 
TATCATCCGG TAGCTGAGGA AAXAGTCACA GGTdCTGCA TTACAGCCTG GTTIGCCAXA TCTAAAGCAT COCTTAGTTr 
TTCCACAGTC GTCCACTITG ATTTTCGCAA ATCGNTCCAC AGGAGAAGCA GCAGGGCTNN GTGTOGGGTG T 

SEP ID NO: 1849: (Length of Sequence = 318 Nucleotides) 

CTGAGTCOCC CAAGAGGGGC CTCACTCAOG AATCTOGATO ACCACTGQGC ACAGGTQGAG TGACTGCTTG ATGCCCATGG 
TGAAAGCAGG GATGT3GGGC TTGTGCACAG TSANCTGCTG GACCT0GTG3G GAGCOGGGGC CAGGCOGTGG OGTGAGGTCC 
AGAGGGTAGG OGAAGGCTTG GCCATCCICT AACTAGGGCT GOGCTICTNA XAGATGGATC GCTCAGCTOG GGCCTACCTG 
CTAGGTCCAG GGCCTCCTGC CACATCCTCC TICTAGANCC AGTTCITCTC CCTTCGAGGCC AGACIOTAGC AGGGAGCA 

SEP ID NO: 1850: (Length of Sequence = 406 Nucleotides) 

GGAAGCCACT GArrriCCCT CCAGTATGAT GA^^rAC^^ , AAAAATCAAC CCAGAGGGAC GGGCATGGTG GCTTATGCCT 
CTAATCCCAG CACTTCAGGA GGCTGAGGCA GGCAGA3CAC CTGAGGTCAG GAGTTOGAGA CCAGCCTQGC CAATATGGTG 
AAAOGCCTGT NTCTACTGAA AAXATAAAAA TTAGCCX3GGT CTGGTQGTGT GCACCTGEAG TCCCAGCTAC TCAQGAGGCT 
GAGGCAGGAG ACTCACINAA CCCTCGTTGGT GGAGCTCGCA ATGAGCCGAG ATTNCACCAC TCACTNCAGC TITOGCAACA 
GAGCAAAGAC TNOGTCTTCA AAAAAAAATA ANAAGGGAAA AAAAACCCNG NAAAAGCTTT TITATTGTIA AAAACAAGTG 
GGTCAC 



SEP ID NO;1851: (Length of Sequence = 



328 Nucleotides) 
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CTGAGGGGCA 'ITmTATTA TAAATTTAAT ATGGTTGATT AATGAAAAAT GACAATGAAG TACCAAGAAA ATGTTTGTCA 
ATATAAAAAT TTTAGCAGCA TTTCCATAGT TTCAGGCTCC AACATTAGTC GflACTTCCTC CCTCCCGCTA TCAAAAAAAG 
AAGAGACTCC AATGGGATGG AGTAGAGCCT GGGGCTCJTCC AGCTTICTGT GGGCCTCAGA GAAATACICC ATCCAGCATC 
CAQGATTCTC CCTCCCTCTC ATCCCTGAAG TGCTAGAATG TCAAAGCACA GAAAAAGCCT CCTTTGTGCT GACATTGGAG 
ACAAGGAT 

SEP IP NO: 1852: (Length of Sequence = 174 Nucleotides) 

GGGCAGGACG GCTCTNGGCC CITCCTGGCT GACTTCAACG GCTTCTCCCA CCTGGAGCTG AGAGGCCTGC ACACdTTGC 
ACGGGACCTG GGGGAGAAGA TGGNGCIX3GA GGTTCGTOIT CCTGGCACGA GGCCCCAGCG GCCINCIGCT CITACNAAOG 
GAGCAGTAAG GAOG 

SEQ ID NO: 1853 : (Length of Sequence « 252 Nucleotides) 

GAGCCATGCA CACACAOGGC CGCATAGTCA CACACGCATA TCTACATGTC CCCCCCACAT ATACACACAC ACA1ATACAT 
GGACCCATGC ACACACACAG CTGGATATTC ACACACACTT GCACATCCAC TCCATATACA TAGACACGCA CAGACACAGC 
TCCATCTITCA CACACGNGGA CS7GCACA0G GACACAGACA TGCATCCATA T30GCACAGG TCTGTACAGC CICAGTOGTG 
GGGGITC3GCT GT 

SEQ ID NO: 1854: (Length of Sequence = 288 Nucleotides) 

GGAAGGAGGG CTAAACAATG GTCIGCAGCT CAGTTACTCC TCATCCTCGC CTGGGCCGGG CCAGCATCCA CTCCCCTTCC 
1CTAAAGCAT TTGGATITCC TO3GGGAAAC AGCCCIGCCC TCTCTCCTCEA TCCATCTGTT TTCAGATC7IC ACACTAGCAA 
CTGACTCATG TIGCTTCAGT GATTCCCAGA GGCTGATTCA AGGATGTCCC CAGCTAGACC CAGGATGCT3 GACTCCAGAT 
TGGGGCACTG GGCAGTITCA CATCCTCAAG GCTTGGCCAT CATCGGGG 

SEQ ID NQ:1855: (Length of Sequence = 293 Nucleotides) 

AAAATGCTTG 1TGATA3TTT AGTTATTAAT TCATATTAAC TTTGGCIGAA AdTITAAAT TCTATICTSA ATACTCAAGT 
AAAATTTAGA TTGTTACATT CTGGGTTACT A1TAGATTCT TTTTAAGATT GTTTTAAACA AGATGTTTTT AAGATGAGTIT 
TTAAATAGTT CTCTTAACAC AAATAAAGCT TAATATGAGT ATTTGAAGQA AATTATCCCA AACCATTCCA GTTCCTGGCT 
GTGAAAGGCT TTTCCAGGGC TAATAAGTITr TCCACTTCAG CCGTAAGTAG CTG 

SEQ ID NO: 1856: (Length of Sequence = 308 Nucleotides) 

ATdTAGCAG AATCITCAAA AGCCCAGAGA TCCAAAGAGC CCITCGAGCA CCACGCAAGA AGATCCATCG CAGAGTCCIA 
AAGAAGAACC CACIGAAAAA CTTGAGAATC ATGTTCAAGC TAAACCCATA TGCAAAGACC ATGCGCCGGA ACACCATTCT 
TCGCCAGGCC AGGAATCACA AGCTCCGGGT GGATAAGGCA GCINCTGCAG CAGCGGGCAC TTACAAGCCA AATCAGATGA 
GAAGGOGGCG GTTCCAGGCA AGAAGCCICT GGTAGSTAAG AAAGGAAAGA AGGCTCCICT TGGTCTTA 

SEQ ID NO: 1857: (Length of Sequence = 299 Nucleotides) 

GGGGAAAGCT AATTGGCAAT AATCCTTGCG GGAAGGTCAG ACTCCTCTCT TACAGATCTA GGGAAGGCCT GGTAAAATGA 
TGGCTCTTTG GAAAATGCCA AGCTCCITCA GATTCCATAC CCTCTOGGGC CCTCAAGCAT AGGCAACGAA CITCTTCOTG 
GCTTCAOGNT TTCTCATTGA ATCAAAGCTC TCATGCATSG CCTGGAITIG TAAACACATG CTQGCTGCCA GCAGTGGCAA 
GTTAGCCTCC TGACCCACTT CTCTCCIGCT TTCACTCTGG TGTATGAAGG GGGATGAGG 

SEQ ID NO:l858: (Length of Sequence = 295 Nucleotides) 
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TAAGACTPCC TGTTAGTAAA AGCTACCTCA TGAAAACTAT TGATCFIATT TGCCAACATT TAGACTAGCT TTTGriTACOG 
TTTCAGTIAT TCAATTTAGT CAGCACATGT TTGACTGICT TACTGCAGGT GAATAATCCA TGATITCT3C CCCAGAGTAG 
TTCATAAGAC TGGTAGGAIA CATAGATITG TAAATAAATA ATTATAATTC TGGGCAGTAA GTGCTGCTAT AGAAGTTCTCT 
ATAAAGCAAT CTGCAAACAC AAGAAAAGGA GCCCTTAATT CXTTATAGGG AAAGG 

SEP ID NO: 1859: (Length of Sequence = 326 Nucleotides) 

CTTTATTTAG TGCTGGGGCT TTGGAAGCAA ATGTACCTGA CTTTGAATCT CAGGGATAAC CTTTTGACTG TGGCCCTGGG 
TAAGTTACrC ACTGTCTCTG AAACITCAAG TTCCTGATAA ATAACCXAAG ATGGACAATC ATAACTCTCT CTTGGATIGA 
GGTAGGAGAA TATGGTGGAG GCAGGGAACC GAAGGCCA.1T TCACTCCAAC TTCCIAGAAC TAAATTAAAA GGAAAACCCT 
AATTTTCCAT GCCTAAGTAA CAAAAGGACC AAAGGttTACT CCCTITGCAA ACTCCCACCT ITTCTGCATG GCAGATOGGA 
AGTITGG 

SEQ ID NO: 1860: (Length of Sequence = 294 Nucleotides) 

(XfcCCCCTAA AAGCACCTGG CCCCGCIACA GCAAACCAGG TCICTCCATG CGGCTGCTGG AATCAAAAAA AGGCCICICC 
ITCTITGCGT TTGAGCACAG TGAGGAGTAC CAGCAGGCTC AGCACAAGTT CCK3GTGGCC GTGGAGTCTA TGGAGCCGAA 
CAACATCGTG GTTCTGCTQC AGAQGAGCCC TTAOCAOGTT GACTCACTCC TGCAGCTCAG CX3ATGCCTGC CGCTTTCAAG 
AGGATCAGGA GATGGCTOGA GACCTOGTAG AGAGAGOGCT GTACAGCATG GAAT 

SEQ ID NO: 1861: (Length of Sequence = 183 Nucleotides) 

TGAAGACTCC TAATCTAGTG CCTCGAGAAA AGCAGGCAAC AGAGGCCIGA TGTCTGACAT TGACTCTTTG GAAGATTAAA 
CTTCCTCACA GATTTTNATA ATNACTITGG AAATNATGAC TGATCGCCAG GCTGTTCCTT GGGTGGACAG TTTGTCl'lTr 

TrrnrnTT tivltitit" ttt 

SEQ ID NO: 1862: (I ~.h of Sequence = 296 Nucleotides) 

TTCGGCTTCT TAAAGTTC _ CCCATCCCTC CTAAGGTCTA AGATGATGCA TIAAACACAG AGGATGCCCA ACAGTGGCTG 
ATGGAATTAC CAAGTAAAAT CTAAGAGCTA GAAAAATGTG GTAGTTnTA AA'lTi'iATTT TATTAGTATG CAGGTGGGAT 
TCAGAGAOGT AAGATCITAG CXTTTXATTTT CAACATCTCC CATGCATGTC AACAAAGATT ATCAAACACA GGAAGTGAAT 
AAAATACTAT GTAGACACTG ACCCTCTTTA TATAAAATGT GATTGATCAG GTCT3G 

SEQ ID NO: 1863: (Length of Sequence = 259 Nucleotides) 
CAAAACAAAA AQGQGCTCAA ACCAACAGGA AGTCAGCCCC ACOGCAAGCC GGACEACAAC 
CAGGOGPGGA AGCCAAGGCT CT3CCAGGCC TGGCCAGGCC AAGCAGGATG ACAGCAAACG 
CAGGTCCCCT CTAATGTCCT TGGAGAGTNT GGACAAGGGC CGAGATGACG AGCTATGAGC 
GCAGAAGGGC ACAAACAGA 

SEQ ID NO: 1864 : (Length of Sequence = 290 Nucleotides) 
ATCCTIACCA ACAATGCITC CCAACTGCCT CAAAGCTCTC CTAAATGAGA ACATAGTTTCT TTCTGAGCAA GGTCCTGTGG 
ACCA1GAAGA ATGTTCACCAA GCTCCCCTCA GAGTCAGCGG GAGCTCAGCC AAAGCACAAG TGCACTGCCC AGCTCCTCCC 
ACTCIGCACC TGCTGCCTCA NACTCCCCAC GCIGAGCCCA GGCCCCEACC CTCTGAAGCT GTITCCCATG TGATTCTGAC 
ACACACACCC CACAAGAACC AGATGAXCTA TGNCATACAG CATTTAGCTA 

SEP ID NO:1865: (Length of Sequence = 236 Nucleotides) 



TAACTOGTGC TCTCCACGCT 
CATTCTGAAC CTNTAGCAAT 
TCTGGAAGGG AATGGGGGAA 
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cATTicrcrrr acatigagac ttcagtcacc aacatctggt ggcagagata caggigtatg aaacatttct atttacccaa 

ATATGCCAGTT TCCCAAATAG GATGACIGCA TTTACTGTTA AACTGGCTTT TCTCATTAGA TAC7TCTAATT GAGGAATATT 
TAGCTTCTTG AATAGAAACC ATCCAAATGA TGTrnTTTT TIGATATGTC TGTAACTATA AAAATCAGCA AATAAG 

SEQ ID NO: 1866: (Length of Sequence = 424 Nucleotides) 

TAOSGGAAGG CGGTCTITGG AGGCIX3GAGC OOT3GCAACG TCATIGAGAA AATGCTCACA GACOGGOGCT CTACAGACCT 
TAATGAGAGC CGCOGTGCAG ACGTGCTTGC CTTCCCAAGC TCTCGCTTCA CTSACTIX3GC AGAGATTGTO TCCCGGATTG 
AGCCCCCCAC GAGCTATCTC TCINATGGCT GTGCTCAOQG AGAGGAGTCA GATTGTCTCA CAGAGTATGA GGAGGACGCC 
QGACCCGACT GCTCGAGGGA TGAAGGGGGG TNCCCOGAGG GCGCAACCCA GCACTGCCTC CGAGATGGAG GAGGAGAAGT 
CGATTCTCCG GCAACGACGC TCTCTGCCCC AGGAGCOGCC CGGCTCAGCC ACAGATGCCT NAGGACCTCG ACAAGGCTCA 
CCCCTCCTCC ACCCTGGACT GGCT 

SEQ ID NO.-1B67: (Length of Sequence - 256 Nucleotides) 

AAACAATTGA AATCCACAAG AAATTACTAA CAGCACGTGT TTACUITITA TCCTGAATCA TACATTTTAA CAATTCACAG 
CTACAGGAAA TCTAGAACAA AATCAAATAT TCATCACGTT GGGTTGAAAA GTTGGAAGAT TTTGCATCTT ATTCAAAAGA 

ATirrrcAAA aatctttcig tacaaatcaa tcgaatigca ccaggctocc catcgacacc aggtgtcgcc gcttcccaac 

GCTCACCCAC CAGCIT 

SEQ ID NO: 1868 : (Length of Sequence = 297 Nucleotides) 

CAAGGTCTTT TTTTATITGT AGCTATAGCT ACAACTIGGC AGCATGGGGG AGGGTGGGAA TGTCCTGGAG GGTCTCCCAG 
CCCTCCGCAA GCAGAGTACA AAGGCTGCIC GGGGGGCCGG CCGAGGGOGC GGNTGCAGCA GTGNAAGCAG CAGCACTAAA 
CCTGGTGCCC CCCTCAGGTG GGCTGTCIGG AAGAOGGIGG GCAATCCCTG CAGGATGGGC GAGGACCAGA CCCCAGGGOG 
GGGATCCTGC ATCCCTAGAC CATCTTGGGT CCTGGGTCAN GGCACCINGG NATGCTA 

SEP ID ND:1869: (Length of Sequence = 470 Nucleotides) 

CAGACATCTG GAGCATGGGA CICTCTCT3G TAGAGATGGC GGTTGGGAGG TATCCCATCC CTCCTCCAGA TGCCAAGGAG 
CTGGAGCTGA TGTITGGCTG CCAGGTGGAA GGAGATGCGG CTGAGACCCC ACCCAGGCCA AGGACCCCCG GGAGGCCCCT 
TAGCTCATAC GGAATGGACA GCCGACCTCC CATGGCAATT TTTGAGTTGT TGGATTACAT AGTCAAOGAG CCTCCTCCAA 
ACTGCCCAGT GGAGTNTTCA OTCT3GAATT TCAAGATTTT NTCAATAAAT GdTAATAAA AAAOCOCOGC AGAGAGAGCA 
GNVITINAAG CAACTCATGG TTCATGCTIT TTATCAAGGG GATCTNGATG CTGAGGAAGT NNGATI'ITIT CAAGCTK3GN 
TCTGCTOCAC OVTNGGGCIT TAACCAGNCC CGGNACAACC AACCCATCGN TGNPGGNGTT TAAGNGTITT 

SEP ID NO: 1870: (Length of Sequence = 344 Nucleotides) 

AGAGATTAGA 1TTGTTAAAC ATCTAGGTTA AAATGGTTAA AAQGATTITC ATACAATTTT AGGCACTATA CACGTICTIT 
ACAACAGCAT TGGTACTTGG ATATSGGGAA AGATAAATCC GACATTTTAA TATCTTGATC AATTTGTPSAC ATTCAAAATA 
ATTCCATTTA AGAAACATTA ATCAAAACTT AAAGAGACAT ACCACTAAGT ATCCCACACA GTATACTSAA AATAAATATA 
GNAATACAAC CAGAAGTCTA CAGOTCACCA CAGTAGACAG ACTGGTGAAG NCCCAGCTTT TCATGGGCAG TOAAGGGCTC 
TGGGCTAGAT TTGGGTGTCA ACTG 

SEP ID NO: 1871: (Length of Sequence = 278 Nucleotides) 

GGATTTATTG TCATTCCTCC AAGCTCAGCA GGGGAAGGGG ACACCAGCCA CACTTCACCA CAGGCATAGG TGGCACIGAG 
CCACCTGGCA CTATCTCCAC GTGCTCCACA OGGAGGGCTG CCTTCVCACT GGCAGCAGCT GCACTTCTCT GCTTCTGCCT 
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CAGCTGCCTC TCCGCCTTTG CACACACAGT CCTK3GCACA CITCTCACAC TNCGCAGGCA GCAGGAGCAG CAGCTCTICT 
TGCAGGAGGT GCATTTGCAT CCCTCGCACT TGCAGGAG 

SEP ID NQ:1872: (Length of Sequence = 271 Nucleotides) 

CITCCCATCT TCACAGCCAG AAGCITCCTr GCTTCATGOG CAGACCCTOG TGACTCCCCT TCCCTTATAA GGGCCCCCAT 
GAJTACTCAG GGCCCACCTC AACCATCCAC GGTCATCTCC CCACCAOGAA ATCCIGAACT GAAGCACAQG CGCXX3GGTCC 

crnrcccAc gcaaggtaac acittcccac gtcctggggt tccaaacctg cacatctctg qgggctgtta tencacccac 

03TCATCAGT GAQGOGCCET NAGGAGGGGC T 

SEP ID NO: 1873: (Length of Sequence = 332 Nucleotides) 

CAGQGTATAG TCCAGTGGOG CAATCTOGGC CCACCACAGT CTOGACCTCA TGGGCTCAAG TCATCCTCCC ACCTCAGCCT 
CCCAACTAGC TGGGACTACA GGCATCCTCC ACCATGCCCA GCCAATTTTT TGCATITITC ATAGAGAAGG GGCTTCACCA 
TGCTGCCCAG ACTQCTCT03 AACTCCIGGG CTCAAGCCAT GGAATTGCCT TGGCCTCCCA AACTCTTAGG ATCACAGCCX3 
CGAGCCCCTG GACCOGGCCT ATAGTrmTC TTrCGCTITG TTTTTCJITTT TTGAGATGGA CTCTCACCCT GTCANCCAGA 
TGQGAGTGCA GC 

SEP ID NO: 1874: (Length of Sequence = 317 Nucleotides) 

CTCTCCACCT CAACCTCCAG CCCACCTCCA GGOTGGGGAA QGGGCTGACT CITCCCCTCC CATACAXACC TCACCCGGCC 
CCCAGCCCAC AGAGAGGCK3 AGGGAGGGGC TCIGQGTCCT CCTCCATCCC TGTACCTGCT TCTTCCCTCr TCATTTCCAC 
CTPCTAGATC TTTCCCOCCA CCCAGCCCAC CTCCAGGCTG GGGAAGGTGA GGAATTCTTT CCTCCCACAC CCIACCCCAC 
CTCACCIGCA GCCTGTGCCC TQGGCCAGGA GAGGCA3X3GG TGAACAACCA GACCCACAAC CCCCGACCCT GCAGGCT 



SEP ID ND:1875: (Length of Sequence = 185 Nucleotides) 

GTCITCCACC CACCTQGGCC TCCCAAAGTG CTGGGA3TCC TGGCCTGAGC ACGCTGOGCC TGGACAGTCT GCCCCTAGAT 
GAGTTGCCCA GCACGGTACA GCTACIGCCT GCCCCGACCC CAGCCCCTGA TTCTACCGCC GCKX3GCAGG GGGAOGGCCA 
GGGAGAGCTC CAGCCGCGCG GCAAG 

SEP ID NO: 1876: (Length of Sequence - 214 Nucleotides) 

CCTGGGGACA AAATAGTCAG CAAATTCTCA AGGGGAGAAA ATAAAGTACT TCCCTTCTGT TAAAAAAAAG TCAAGAGACA 
AATCTITCCT cccccattct cactaatact TATTGAAGQG GAAAAAAAAA AACCCCACAA CTTTTTAAAC TAAAGATAAA 
AACAAATGAA AATGAATAAG ATCCAAAGAA 'lUlOTl'lGT TACTCTGCCT TATG 



SEP ID NO: 1877: (Length of Sequence = 340 Nucleotides) 

TTTGAAGAAG AAGAACITGA ATTTATCAGT CTGCCTGTCC CAGAGTTIX3C AGATAGTGAT CCIGCCAACA TTOITCATGA 
CTTTAACAAG AAAdTACAG CCTATTTAGA TCTTAACCTG GNTAAGTGCT ATGTGATCCC TCTGAACACT TCCATTGTTA 
TGCCACCCAG AAACCTACTG GAGTTACITA TIAACATCAA GGCTGGAACC TATTIGCCTC AGTCCTATCT GATTCATGAG 
CACATGGTTA TIACIGATCG CATTGAAAAC ATTGATCACC TGGGTITCIT TATITATOGA CTGTGTCATG ACAAGGAAAC 
TTACAAACTG CAAOQGGAGG 



SEP ID NO: 1878: (Length of Sequence = 



326 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



410 

GAAAAACAAG GAAAATAGGC AACAACCTGC AATGGACACT TTTCTCIACA GAACdTFTC AACCCTGAAT TGAATIXTTIT 
CCTATIUVIT TMCTAATAAA AAGTTACTCT GCAAGATATA AGGAAATACT GTCCCAAAGA TITTCACTAG TCATTCAATC 
CATTAATAGG ATTTGAAAAG GCATCA1TAC ACAGGGTTGA AAATACTCTG GAATGAGACT GCTTTACACT CAGAATGCCT 
GAGTITTGAG GCACTGTTAC TTCTAAACAT CTCTAAGTTT CTATTINCTC ATCTAAAGGA GTAATATTAC TITCdTAAA 
AGGTTG 

SEP ID NO: 1879: (Length of Sequence - 222 Nucleotides) 

GAAAGGGAGA GGTCTGCAGOG AGCCAAGATC CTGCCACTCC ACTCCCACCT GGCT3ACAGG GCAAGACTCC ATCITAAAAA 
AGAAAACCCA GGAGTCTTIG GTTAATGIAG TGCAGGACTC TGAGCTCCCG GGAGGACCCT TCCCTCCCAG ATGAACIGTG 
ATGGACCAGC CCAAAGGAGG GGAGAGAGCA CTINGGCCAT AGTGGTGGTG GATCTTTCIA AC 

SEP ID NO: 1880: (Length of Sequence - 244 Nucleotides) 

GACATSAAT3 CTATCCTCCT GGGGTATGAG ATCCGCTACT GGAAAGCTGG GGACAAAGAA GCAGCTGCGG ACCGAGTGAG 
GACAGCAGGG CTGGACACCA GTGCCCGAGT CAGCGGCCTG CATCCCAACA CCAACJTACCA TGTGACCGTG AGGGCCTACA 
ACCNGGCTGG CAC7TNGGCCT GCCAGCCCTT CTGCCAACGN CAOGACCATG TAAGCCCCCT CCGCGGCGAC CTCCT3GGCA 
ACAT 

SEQ ID NO:1881; (Length of Sequence = 156 Nucleotides) 

GTACAGGGGA GAGTTGAGCT GTGACAAAGT CAAACACAGG CCITGGCCAC CCACAG3AGC TCTGCAGCTG GGCTGGTOIT 
GAAAGTTGTC TCAGTGAAGG CAAGCTGCK3 AGCTTATTAC CCCAGCAGTC ATTCTATTTA GGCTCCGTGT GGTACC 

SEP ID NO: 1882: (Length of Sequence = 210 Nucleotides) 

TrmTlT GA AACGAAGTCT CAGTCIGTCA CCCAGGCTGG ACTGCACTGG CACGATCCCG GCTCACTGCA ACCTCTCINX 
CCCAGGCTCA AGCTAGTCTC CTGCCTCAGC TGCCCGAGCA GACGGGACTA CAGGCACCCC CACCAOGCCC GGCCAATCTC 
CAAATGGTTC TlTlTi'iCCG GACTAGTAAG TTACAATATG GGAGATTA1T 

SEQ ID NO: 1883: (Length of Sequence = 214 Nucleotides) 

CTGATGAATA CATCCAGTTT TCCAACCACA TTCCACCAGG TGGGTGTTIG GCICTGGGAC GCATTATGTA ATCTTCGTTG 
CCAGGAAATT TACCTTCCTA ATTACAITIT GCAAATGTTC ATTCGAAGCC GCCTTCTTGG AGCTCACAGT AACTAGGAGG 
TGGCTGCTGG AAGCCCCAGG GCACOGT3GG AGGGACAGGG GAACGTCCCA GACC 

SEQ ID NO: 1884: (Length of Sequence = 211 Nucleotides) 

ATCTITCGCr CTAT3TGCCA TCACCIGGAC ACTCTAGGTA ATACCCCCTG TTGGGCAGGG GTGAGCTCCC AAGGCCTCAG 
GCAACCCAGC TCCCATGACT TIGCIGGGCT CAGCCCACAT AACTCTTCTC ACAGGATAGA GTIGTACACT GGTGCITACA 
GCTTTCCTGG GCCAGTGTTG CATGCTGCCA GTGGCTGCAG CAGCAGCCCC A 

SEQ id NO: 1885: (Length of Sequence = 212 Nucleotides) 

ATTAGCIGAA TTCGOGTGTG GCGGTITGGG TAGGCAAAGG AGACATCTTG GAACTGGACA AGGCCCTCCA ACTGTAAGGG 
AGTCAACAGA CCACIGGGTG GGCAGGGAGG GGTGCGGTCC AGCTEACTCAA ATATTTTCTC TGAGGAGCCC ACAGCCTTCT 
CTACTCTGGG CTAGATGGAG AGCAGTACCT CCACAGCCIG GGTGAACIGC AT 

SEQ ID NO:l886: (Length of Sequence = 208 Nucleotides) 
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CATCCGCATA CTATTTACAT CATGGGTATA GGCAAGINCT ACAAATCAGG NCITINOC1T GGGGAT3GAT GTTTGGAGCT 
AGTTTACCAG CACACCAGTG GGTAAAACTG AACAAATACT TnTTGATCC CACAGAATCT TAAAAAATAC TTTACITCGA 
AAATGTCTCT ACTAAGTAAT CATATATATA TATATATNTG TATATATA 

SEP ID NO: 1887: (Length of Sequence = 332 Nucleotides) 

CTCGTTCACT GCCOGCCAAC TCCCATTCCA ACTTCCTTTT TACACIGGAT GTTTCTATCA CATCCTGAGG AOCACTAACC 
CACCAGCAAG TCTCCCCCIG ACACACATTC ACGTAGGTTCC ATACCCTTCA GACTCCTAAA GGGTTAATGA GAAGCCACCT 
CAGCTITGCT GAATGGAGCC OT\GCCCCAA ATCCCCTCCC CTTGCAAATA TGGGACAAGT AGGGAGAGTC TCATGGAGGC 
ACCAQGACAA CTACAACAAC CTCITACCCC TCAGCTATAG ACACCTAGAT CAGGACAGAG GGATGCATAT GCCCXCTCCA 
CCITAACACC AA 

SEP ID NO: 1888: (Length of Sequence = 224 Nucleotides) 

AAGAGCTGAT TGAGGCTGCC AAGAGGAACG ACTTCTGTAA GCTCCAGGAG CTGCACCGAG CTGGGQGOGA CCTCATGCAC 
CGAGACGAGC AGAGTCGCAC GCTCCTGCAC CACGCAGTCA GCACTGGCAG CAAGGATGTG GTCOGCTACC TGCTGGACCA 
CGCCCCCCCA GAGATCCTTG ATGCGCTGGA GGAAAACGGG GAGACCTGTT TOCACCAAGC AGCG 

SEP ID NO:1889: (Length of Sequence - 261 Nucleotides) 

CACTTEACTG AGTCACACCC AGCTGTAAAC ATGTCACCGT GAGANTCCOG CCCCCCACCC CCAGGCOGCA CAGTCCGOGA 
TGAAATGACA GGGGAGCGGG GAGGCTCGCC GGAGCGGCTG CCAAGCAAGG CAGGGCAGGC AAGTGCAGCA GGCGCTGAGT 
TTCCGGGAGG AAGCCCGGAG GAGGTGGQGT GGGGCAGGAG CGNGGGCTGG GGACCCGGCC GAAGACCAGG GGGCCCAGGA 

AGccrcrrrr ccgaaggnct t 

SEP 3D NO: 1890: (Length of Sequence « 312 Nucleotides) 

CTGOGAGACT ACGAGAQGGT GGTCAAGGTG AAGCCCCATG ACAAGGATGC CAAAATGAAA TACCAGGAGT GCAACAAGAT 
OGIGAAGCAG AAGGCCTITG AGCGGGCCAT CGCGGGOGAC GAGCACAAGC GCTCCCTGGT GGACTCGCTG GACATCGAGA 
GCATGACCAT TGAGGAH3AG TACAGCGGAC CCAAGCTTGA AGACGGCAAA GTGACAATCA GTITCOTGAA GGAGCTCATG 
CAGTCGTACA AGGNCCAGAA GAAACTGCAC CGGAAATGIG CCTACCAGAC AGAGAAGATT ACAGXATGTC GG 

SBO ID NO: 1891: (Length of Sequence - 298 Nucleotides) 

CCTAAAGGCC AGGCAAGGCT GATTCTCCAC TTCCACATGA GACAGAGCTG ATTCTGCAGG GAAAOGGCTG GGGAGGCTCC 
ACCTCTITCC TCCCCACAAC CATTIACTGG GAACTICTGT ATACITGGCA G1NTGGGAGG AAGGTACTTG GAAGACCCTG 
CO&CCATCT CCCACCCAGA CTICTTCTCA CCAGCACAGT CHTCAAGGCT TGCTGGGAAA GGTGTCTGGG ACTGGAGAAA 
GACAAAGGGC CCTTCTINAA GAGAGGAGCT GCAGAGAGGG GCAAAGGGGT TCCTAGCC 

SBO ID NO: 1892: (Length of Sequence = 333 Nucleotides) 

CTCCAAGGTC ATCCAGTCOG TOGCTAATTA TGCAAAGGGT GACCT3GACA TATCTTACAT CACATCCAGA ATIGCAGTCA 
TGTCATTCCC AGCAGAAGGT GTGGAGTCAG CGCTCAAAAA CAACATCGAA GATTGCGGTT GTTCCTGGAC TCCAAGCACC 
CAGGGCACTA TGCCGTCTAC AACCTGTCCC CGAGGACCTA CCGGCCCTCC AGGTTCCACA ACQGGGTCTC CGAGTGTGGC 
TQGGCAGCAC GGCGGGCCCC ACACCTGCAC ACCCTGTACA ACATCIGCAG GAACATGCAC GNCTGGCTGC GGCAGGACCA 
CAAGAAOGTC TTC 



SEP ID NO:1893 : (Length of Sequence = 487 Nucleotides) 
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CCAGATAGAG TITCToITIT TNAGTTTTAC ACGTGCCACA TCAGGGAAAG TTAGGTTATG ATTAAAGCAA GAGATGATAG 
ATGAACAAAC AAAGAAACAA CAACAAAAAG CCCATGCAAG AGGCAGGAAA AGAGGCTSAC TGGTTAAAGA ACAGGCCAGA 
TTGGACAATA CTGATCAAGA GGGGTTCACA TETGAAAGAA CAGTGCmA TTCCTCTACT GACTAGAACT AAAGGGATTT 
TGGCCGGGTA CGGTGGCTCA CACCIGTAAT CCCAACACTC TGGGAAGCCA AGGTCGGOGG GTCACQAGCT CAGGAGTTOS 
AGACCAGCCT NACCAACATG GCTGAAACCC CATCTCIACC CAAAATACAA AAACITITOC CGAGOGTGGG CCCGGOGITC 
GTTGGCTCAT ACATTTNATN CCCCCNCTIT NGGGGGCCCA NCCGGGCGGT TCACCITAGG GTCAAAGGGT NCGGGGNCCT 
TCTTGGC 



SBQ ID NO; 1894 r (Length of Sequence - 283 Nucleotides) 

GGTGGTGAAG TGGGCICT3G AGAAGCTGGA GCIGACCAAG TACGCAGACA AGCCGGCTGG CACCTACAGC GGCGGCAACA 
AGCGGAAGCT CTCCACGGCC ATCGCCCTCA TTGGGTACCC AGCCTTCATC TTCCTGGACG AGCCCACCAC AGGCATGGAC 
CCCAAGGCCC GGCGCTTCCT CTGGAACCTC ATCCTCGACC TCATCAAGAC AGGGCGTTCA GK3GTGCTGA CATCACACAG 
CATGGAGGAG TGOGAGGCGC TGTGCAQGCG GCTGGCCATC ATG 

SBQ ID NO: 1895: (Length of Sequence = 234 Nucleotides) 

ATCTCCATTA GCCTCATTTG TCATCIGAGG GAGCTGGTCA GAACAGCCTT GGOGTGAAGG CATCCCTGGT AGAAGTCGGG 
GGAGATAGAT AGTCACAGTT CCCCAGTTGG TCGAAATNGG ATOGGAGTAG GGAGAGGCIN GAACAGACCC TTCCOCATTC 
ACCTGGNGAA TTTrCTCCTC CCACTGCCCT AAACACTCTA TTTCCATCAC AGGGGAGAAA TOCTGCTGAG AAGG 



SEQ ID NO: 1896: (Length of Sequence = 285 Nucleotides) 

CTTIAAACTS TAATAATATG ArriTiTAAA AGAAATTTAT TACTTGTTGC AAAGGTCTTT TTAAACCAGT TTAGATTTCA 
AGAAAAAATA AATGGAAATC ATCGAAAATT CATTTCACAT TAATGGTCTA AAAATAAACC AAAGGACATT ATGTGTGCAT 
GTCTSTATAA GT3CACACAG AAATATATAT NCATATGTNG ACTATATACA TGTGTGTATA TAIGTGTATA TATACATNCA 
CTIXJTATAAA TGTATATACA CATATACCTA TAATGTOTGT ATGIG 

SEQ ID NO: 1897: (Length of Sequence • = 288 Nucleotides) 

GCAGCTTTAT GTITTTATIT ATGIA.TTTNA ACTGACTTAT TTGTGTATCC CACTAGAACA ATACATTCAC AATATACTTG 
CAGAACTGTG CCTOGSGSAT CATGGGAGCA GAGAACTTGT CCAGTGAATA GnTCTTCAAG AAAGGAGTAA AAWCICCCCC 
AAACCCTAAA GGCATCCTTT T0GTAGTCTC3 TGTCCCAYAG CTATGGCIGC TGAGCACCAG GGGCTGCTCA CCATGNTCCC 
AAGAAGCAGA GTCANGGAGG CAGACAGCAG GGKITATTAA GCTGCACA 



SBQ ID HQ: 1898: (Length of Sequence = 398 Nucleotides) 

CAGAAGTAAA AGATTTITAT TGTTCTATAG ACACTTCTGA AAAGAGATCT AATTGAGAAA ATATACAAAG CATTTAAGAG 
TTTCATCCCC AGAGACTGAC TGAAGGCGTT ACAGCCCTCC TCTCCAAGGC TCAGGGCTGA GAACGGTTAG CATATCGAAT 
GATCACTAAA AACATGCAAA AGTGAGAAGG AAAGGGAAAA AGGTGCATTC CCCTAAGCIG AGGGGGATGG AATTTCAGAA 
CAGAGGAGGC AGGGTCGACA AGTACCAGGT GGCICTCCCT TTCCCTCTCT GITATCTITC AAAACAGTTC CAAGCTTTGA 
GAAAGCAATG AGCTCCAOCT ACTCAGCAGA CCCA03GGTC GTCCCCCTGG ACGTGACTTA GCACTGACCT TGCCTGCC 

SEQ ID NO; 1899: (Length of Sequence = 227 Nucleotides) 

CATGGGGACC CGGGTITATT TTATTAGGAA GGAAACAACC AAGCACCCCA TGITCCTGCC CGG4ACTCCC GGGGGGAACA 
TGCCAAAMAG CCQGGGATCG AACCCAGCCC ACCTGTCGTG GRGGKCCCTT CCTTCTCAGG CCACAGAAAT AAACCOGIGT 
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AcmrmTT gtcagcacaa catiaccaga aaaogkiaac ggcagccaag caggacagac agttaag 



SBQ ID NO: 1900: (Length of Sequence = 405 Nucleotides) 

GGGATGCACT GGGTTTCACA TCAAGTTCIT GAGAQGWTCC CGAACGACTT CTCTGCCCCA GGGGAGTCCG AGCCACA£7IT 
TTCTGATCAA CTGATGATTC TRACCCGCTT CITlCTCTCr QGGGQfflAAG ACACTIGTTC TTQAGCTCTG GGGATGAIQG 
AGAACGACTC CTO3GCCTAG GAGTCTGAGG CAAAGCTTTC GGTICIX3GQG AAGAATCACA TTCGCTTCTC CCTCXAGAIX3 
GOGTTCTAGG TATATCTTTC ATTCCAGGAG AGGACCCAGA CAGGCTGTGC CTCGAGGGAG TCCCAGACCC ATCTCTAAGT 
CCTQGAGAAG ACCCAGACCT GCTTCTCCTT GATGGAGITC TGGTAAACCA TCTTTCATTT CAGGAGAAGA TGCAGACTAC 
TTCTT 

SEP ID NO: 1901: (Length of Sequence - 244 Nucleotides) 

ATRATTCATA TGCTAGTTTA TTTATCTTAT TATTGAGAGA TAATTTCATG ATGACAGTTA TCAATAATCA ATTACAATAT 
CAAGAAATTC AAAGAACAAA ATCTTGCAGA GACIATGCTT TTGTATTTGG ATTTAAAAAG TATGTCATCT CATTTTCACA 
TACCAAGCTG AGAGGCCATT TAGACIATCT CTTPGCTAAT TITTGCTTAC TGCTCTAQGG AAGAAGATTT CCAATGAMCT 
TTAG 



SEP ID NO: 1902: (Length of Sequence = 329 
TAAAAATAAA AAAATAAAIA AAATTTIAAA AATAATAAAA 
AloTTGCAGCT ATTIGTCAAA ATTAA1ATCC ATITCTWTTW 
AACCACTTAA TGAAGCGGCA ACACCAGGTG TTTTAAQCTG 
TTATTTAATC TTGCAAAAAT GCTTCTGATO CACTTGGGAT 
CITGGCTGT 



Nucleotides) 

A1TCACEATA TACACATATA AAGAAATAAA AAGAAGTCTC 
ATATAOGCTG AA1ATIGCGC AA2TATAGAT CTGGAU'l'l'lA 
TTGGCATTCT TCGCTGATTT GGCTGTTCCC AATGTTTAGA 
GTGAAA2GCT GTCCOLTlTi'I' ATTTITTTAA TGTTGTIATC 



SBQ ID NO: 1903: (Length of Sequence = 421 
A1TITATATT CCACACTCAG GTGGGTTCTGC GATASTCATT 
CCAGGGGCTT TTCTICTCTT CTCCTTCGTC ATCATCATCA 
GGCTGGCTGC TGGCTCCGAG GGGGCATCOG CAGTCOGTCT 
CrCCGACTOG acccctccaa CAAGCATCGC AGGGCACTCT 
CTGriTCCACG HZATCCAGGG TACACGAGCT GCCTGTAGGC 
TK3GA0GGGC GGGIAAA2TC T 



Nucleotides) 

lAATGTIAAA CGCCATCAGG GGCCTCTCCT CCCGTTICTG 
TCGTCTTCCT CTTCCTCGTG GGCAGATCTT CTCTGGTGGG 
GGTCGTCTCC TCCTGCAGGC TOGGCAGCT3 GCCACCACIT 
CCTOGGQGGT ACAGACCGTG GTCCCACATT CGCTACCACT 
CGTGCICTCT TGGGGCTCGA GGCTCTTTCT GCTGCTGCTC 



SBQ ID NO:1904: (length of Sequence - 423 Nucleotides) 

GTdCTOGGC CCTGTCTGAA CTGACGCTGC AGCCAGGCTG CTCCCTGCCC AGCAACCCCG AAGCCATTGT GCTGGACCTC 
GACIACAAGT NTGGGACCCC GATGCAGAGT GCTGCAAAAG CCCCATATCT GGCCAAGTTC AAGGTGAAGC GATGTGGAGT 
TAGTGAACTT GAAAAAGAAG GTCTGCGCTG CXX3CTCAGAC TCTGAGGATG AGTGCAGCAC GCAGGAGGCC GACGGCAGAA 
GATCTCCTGG CAGGCAGCCA TCTTCAAACT GGGAGACGAC TTCCGGCAGG ACATOCTGGC CCTGCAGATC ATCGACCICT 
TTCAAGAACA TCTTCCAGCT TCTCGGCCTG GACCTCTETTG TITTTCOCIA CCGCXJTQGTG GCCACTGCCC CTGGCTTCGG 
GCTGATCGAG TGCATCCCCG ACT 



SEP ID NO: 1905: (Length of Sequence = 370 Nucleotides) 

CAGAACCAGA ACATITITAC TXTTTIGGGCT CTGGGAAGGG CCAGGCAGAG TGCAAGCTGT CCACAGGAGG GGTAAGCAGA 
GAGGAGCIAC AGGGGGCTGC AGTCCTACTA CCCTGTIX3GG GAGGACTGAG GGATGGTGAG TITGGTCTCC GGAGGGGGCT 



WO 93/16178 



PCT/US93/01294 



414 

CCACTCCTGG TGCCCAGTTC TNACANCT3C CCCTCCTGAG TTCACACTGG AGTCCTTGCA GTCCTGAAAC CACAAGGCCT 
NCCTGAACCC TGGCTCAGGA GAGAAANACT TGGGGAGGGG AAAGGACGGC GTGGGCTACC CATKACGGCT CTGAGTIOT 
CCTGGGGCIT GTCTCTTITC CTIGGCAGAA GAGGGCACAG CCAAAGGCAA 

SEP ID NO: 1906: {Length of Sequence « 415 Nucleotides) 

CTCACACCTT CATTCAGTGA GGAAGAAATG CTTTCACTCI GGGAATTCAC AGCATCCCAA TCTGACGTITG TACCCGTGTG 
ACACTGTTTG TGAGCCCCAA GTTTCAACGA GCICTIGCAA GTAAACGGAC ATTQGTCACA TTTGTAGACA GCTGTCTTTC 
CAGATAAGTG GATGTTTTCT ATCTGACGAG AGATGCTAOG TOGATGCATG CTGAGGAAAG GACAAAAGGG GCACT3GAAC 
CTATTCATGA ATCINCTAAA TGGAATCCCC TTGGTCTCCA ATAATTICTT GCCA1CTGAG OCCATCAGCT GCTCIGCAGA 
CAGGCCTGAT CTCK3CTGAT CCACAGCACT TAAACCATTC TCACTICTCT ATTTCATITA ACTCTTCATC AGAACIAGAG 
TCATTAGCAT GCTGT 

SEQ ID NO: 1907: {Length of Sequence ~ 214 Nucleotides) 

TGAAATCCTG TACGTGTCAA CTTIXSAAATG TAIGTCTGnT GGTTGGGTO3 IGGTGAIGTG ATACX3GTTTG GATCTCICTC 
CCCTCCAAAT CTCATGTTGA ACTATAATCC CCAATGITCC AGTTGACGTG GTGmTGGIT CCATGGOGGG GTACCCTAGG 
GATTCATCTG TnTCITCAC TTCCdTIGC ATCT3AGATC CTGCTGGAAA CCAC 

SEC ID NO:1908: (Length of Sequence = 410 Nucleotides) 

CAGGAGAGCT GGGCACATGT CCCAAGCCTG INACTGGCCC TCCCTGGTCC ACTCTOCCOG AAACCCCTGC 1TOQGAAGGG 
AAGCTOTCGG GTCGGCTAGG ACIGACCCTT GT3GTGTTTT TITCGCTGGr GGCTGGAAAC AGCCCICTCC CA0GK3GCAG 
AGGCTCAGCC TGGCTCCCTT CCCTGGAGOG GCAGGGCGTG ACGGCCACAG GGTCTGCCCG CIGCACGTTC TGCCAAGGTG 
GTGGTGGOGG GCGGGIAGGG GTGTGGGGGC CGTCTTCCTC CTGINTdTT CCTTTGACCC TAGCCTGACT GGAAGCAGAA 
AATGACCAAA TCAGTA1TIT TTCTAATGAA ATATTATTGC TGGAGGCGTN CCAGGCAAAG CCTGGCICTA GTAGOGAGTG 
ATCTGCGGGG 

SEQ ID NO: 1909: (Length of Sequence - 339 Nucleotides) 

AAAATTAAAT CCAAATTITA TTAAGGATTT CAGGfTTACAT ACTTCAAATT TCIAGAATGG AATGGAATCA TTTIGGAACT 
GGAAAAATGG CATAAACACT GAOGT0OCTT AAAACTTCAA TITTATAAAG AAAATTCTTC IGCAAACCAC ATCCCCTTTA 
TGTAACAAGA CTAGGTATTA TCTACACCIT CACHTCGCA ATAGCTATTT CCIAAAGAAT GAAAAAGATG ATTTINCIAC 
TTCAGTTCAT TAAAAAT3GG ATTCIATCTT TGAAGTTCAG AAAAAGCTGC ATTTCGATGA ACTATGGCTT AAAAAAAAAA 
GCACATACTG TCTAATCAA 

SEQ ID NO: 1910: (Length of Sequence = 439 Nucleotides) 

GGCCCAGGGA GCACCAATCA CAGCAGGGGC TCTGGCCCAG CTGTOGGCAG CCCAGGCCTC CATTIGCTAA TGATTAATAC 
ACTGTTICGG CIGGCCAGTT TTTCATGCAT GCAGCITGAC GATTGAGCAC AGTCAGGCCT TTGTATTAAA AATGAAAAAT 
GAAAAAACAA AITCAAAACC TATTCAAATG GCTICTAGTT CAATTTGTTT AGTATAAATT CTCATAGCTG OITIACTGAA 
AACAAACACA TTTAAAATTG GTTTACCTCA GGATGACGTG CAGAAAAATG GGTGAAGGAT AAACCGTTGA GACGTGGCCC 
CACTGGTAGG ATGGTCdCT TCTACTTCGT GTGCTCCGAC CCATOGTGAC GATGACACAC CCTGGTOGGC ATGOCCGTGT 
ATGTT3GTTT AGCX3TICTCT GCATICTCTA GGACTGAAC 



SEQ IP NO: 1911: (Length of Sequence = 342 Nucleotides) 
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AATOCACCCA TITCGCIGCC AAGAGCITCT CACTGCCTIG CTAGCAGCCT GCCACTCTNC CCTGGCAAAT TGAAACCACC 
CAOGCAAACA CTCAAAACCC CAATCTCCIT GCTAATAAGA TACAACCAGT TAACACCGTG AAAAATGCAC ATCTCCAGCC 
TTCATTTCAA AAAAGAGCTC TGTACTAAAT GCAATAIGCT TTTAAAGGGG GT1TTACAGG GACCAATCTC AATGCAAAGA 
CCAGIACCAG ATGTCTGAGT TTTGCTITACA GGTTTATAAT TAGACACAAA ATTCACTCCA CACTQGAGTT TTACTITCAA 
GCTGGAGTTA GCATTAGTTC TA 



SEQ ID NO: 1912: (Length of Sequence = 380 Nucleotides) 

TCATCCinT AATACAAACT TAAAAAAATC TC3GAACAATA GAAACTGTAC AGATTTCATC AATCTTITIX3 TmifXTlUT 
AAACTAAAAT CTCTAAACAC ACCAATGTCC CATTCCAAAA TATTGCACAA CATTCTGAAT ACAAAACCCT TGATIGTATT 
CCTCCINCAC TAAAGAAAAA AGTTCATGAC CCTSCTCCCC GGGCTCCTCT CCAGGCTTGC CTCAATGCCC CCTTCCCATC 
CCTAGGGAGA AAACTAGAGA ATCTATAACT CACTGCATTC AGAAAAACAC ATCATTCTGG ACTAACAC7IT TTCCATTCTT 
CAGANGGNTA ATCCACCITT TGGATTIXjIT CCTGGGGAAA GAGGGGTAGA TAGAGGGATG 



SEQ ID NO: 1913: (Length of Sequence = 361 Nucleotides) 

GAGACAGAGT TTTCCTOGTT GCCCAGGCTG GACTGCAATG GOGTGATCTC AGCTCACCAC AACCTCCACC TCCGGGGTTC 
AAGCCATTCT CCTGCCTCOG ACTCCCGAGT AGCTSAGATT ACAGGCATGT GCEACCAOGC CCAGCTAAGG CTTTGTATTT 
TOAGCAGAGA TGGGGTITCA CCATX7TTGGC COQGCTGGTC TCAAACTCCT GACATCACAT GATCCCCCCG NCTCAGCCTC 
CCCAAGTCCT GGGATIACCG GTGTGAGCXZA CTGCCCTQGG CTCTCCAGTA CATITITAGG GGGAOGATCA ATGAGGATTC 
TCTTCTCTGA GTTACTGCAT GTCTTACAGT TTATAATCCT T 



SEP ID ND : 1-914 : (Length of Sequence = 409 
GGGGGCCTIA CAACTAGGTA TOGTGGATAT TCCCCGACAG 
GAGACCTITA TCITCCCACC ATTGAAGACA TTAAAGAOGA 
ACAGTAGTAA CCCGCTCTCC AGACAGCAAT AATGTAGCCA 
AGGGATGCTG AAAACCTTTG GGCTTCATOG P&TCGTCTTA 
ACCTCCGCAG TGAAGGTGTG CTGCTGOGAT ACTTGGTATC 
AARGGAdT 



Nucleotides) 

ACGGTIGAAT TTCTCTACGA AGAGAAT3GT GGCATCCCAA 
AGCAAACAAG 1TCACAATTG ATAAAGTTCG AAAAGGTCTC 
GCAGTCCICT TGGAACTGCT CTGCCAAAAT TTGCCATCOG 
GATGTTGATT CAGTGAATGA ACTGGTGCAG GTTAGAAAOGT 
CTATTTGACA TCITGGGAAA GGGCCCCCAG CAGGCTACCG 



SEQ ID NO: 1915: (Length of Sequence = 402 Nucleotides) 

ATGGITIATA GCAGGAATAC TICTICTGAA TGACTT3GAG GGAAAGICTG TGTCXATATG TCTGTGTGTG IGTTTGTTAG 
TITrrGTGAG CTAGGGGAGA ClA'lTlTlUr GGrrCAGTCA CTCCAArrAT TGCCACAATC CACI'llCCTT CATAACTGCC 
CCACCAAAGG TCTTAAAAGC CATTETrGGA GCCTATTGCA CTGTCITCTC CTACTGCAAA TATTITCATA TGGGAGGATG 

Grmrcrcrr catctaagtc ctit3gaatit3 aitctaagct gatcitcita gcacittaat tcctgtcaaa titi ' itu ggt 

CTCCCCTICT GCCATCTTAA ATGGTAAGCT GAAACCT3GG NCTACPGTOG CTCTAGGGGG TAAGCCCAAA AGGCCAAAAA 
AA 



SEQ ID NO: 1916 1 (Length of Sequence » 382 Nucleotides) 

GAAATGAGAC TTTATTCTGA AATTATIAAA AAGAACAGAG ATCCTCCATT TCGCTGCATG CAGGGGGGGC GGTTGGGGGG 
ACAGAGGGGA GGACAGGGGC TCAGCCAGGG GGACCCTGTC TCTTTCCCAC GCAGGACACT CTGCATGGGG CTCTGGCTGC 
ATCTGCCCAT CTGTCTATGG GCCTOTC3TGT GIGTNAGAQG CCAAACACAG AGAGCTCCGT GQGTCTGTGT GTATCGAAGT 
GCTAAAAGGC AGGCTGGCIT TCTGGGGCCC ACAGCTGGCG GGCTAGTATC CTGGAAGGTT TCACTTGGTC GCTTGGCCTA 
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GGGACCAGCA AGGGCTTGGN GTTGGAAGGG GTGGCTCAAG GAAGCCTCTT TCTCCACTCA CA 
SEP ID NO: 1917: (Length of Sequence = 375 Nucleotides) 

GAGATTAAAA TAAACAACAC AAAATGTATT TAAATGAGAA ATTGAAATAT TAAAAATAAT ATTAGGTGAC ATTAAAACTG 
TCATAGAAAT AAACICTATA TACAACAAAT AAATCAATGA TTGTTAACIT TTTTAGACAG TTPGAATATC AGATTATAAT 
GAATAGCATT ATTAGCCAGTT AAAAAGAGCA TATAAATTAT TTTAAAATTC CAAATAAAAA TATTTAAAAT TTTGAAATTT 
TGGACCCAAA ATTATGTTCAG TAATTTCATG AAAGTAGATC TCCAATAGGT CCTATATTCT AGACACTATG AAATCACATC 
AGAAACOGTC AATTAAAGTG TACCCCACAA GTGATAACTA GCTACCATAC AAGTT 



SEP ID NO: 1918 : (Length of Sequence = 315 Nucleotides) 

AATATACACT ATGATACACT GATGTGCAGA ATGTGATTAG TTTATTAATC ATATGTGAAA ATATTAGTAG CTACATATGG 
CCAGAATAGA TITIYCTCTC TACAAATGTA AGTTAGTGTT GATAGAATTT GTTATGCGAT ATXTGGTTCr TTGGTTTCAG 
TCTCAATGCT TTCTICITGG CATITCATTG ACTCTGTAAA TTAACCTCAG CATCAATTTT CTTTTAAATT CAACAGTTAT 
TCAAATTGAT CGGAAATTAA ACTTGTATCT AGCTAGTTAT CALTi'lGGGG GTACACTTTA ATT3ACGGGG TTCTC 

SEP ID NO: 1919: (Length of Sequence = 285 Nucleotides) 

CAGAAGTAAA AGATTTITAT TdTCTATAG ACACTTCIGA AAAGAGATCT AATPGAGAAA ATATACAAAG CATTTAAGAG 
TTTCATCCCC AGAGACTGAC TGAAGGOGTT ACAGCCCTCC TCTCCAAGGC TCAGGGCTGA GAACGGTTAG CATATCGAAT 
GATCAGTAAA AACATGCAAA AGTGNGAAGG AAAGGGAAAA AGGIGCATTC CCCTAAGCTG AGGGGGNTGG AATTPCAGAA 
CAGAGGWGGC AGGGTGGACA ACTACCAGCT GGCTCTCCCT 1TCCC 

SEP ID NO:1920: (Length of Sequence = 181 Nucleotides) 

GCAGGTITAT TTTTTTATIT A1CTATTTNA ACTGACTTAT TTKTGTATCC CACTAGAACA ATACATTCAC AATATACITC 
CAGAACTKTG CCTCGSGCAT CAGGGGAGCA GAGAACTTTT CCAGTGAATA GTITITTGAAG AAAGGAGTAA AATCTCCCCC 
AAACCCTAAA GGCATCdTT T 

SEP ID NO: 1921: (Length of Sequence = 351 Nucleotides) 

AGAOGGGCTC TCACTCTKTC GCCCAGGCTG GAGTGCAGTG GCGCAATCTC AGCTCACCGC AACCTCCGCC TCCCAGGTTA 
AAAOGACICT MATCCCTCAG GCTCCCGAGC AGCPGGGACC ACAGGCACAT GCCATCATGC CCGGCCAACC TTCTGXACTT 
TTWAGTAGAG ACGGGCJTTTT ACTGTGCCAC ACAGGCTGGT CCCGAACTCC OGACCICAGG OGATCAGCTR CCTCAGCCTC 
TCAAAGTGCT GGGATCACAG ACGTAAACCA CCATGCGGGG CCCCAGTCTT TICTTCAGAG GGCTCCTNAG CACCCCCAAC 
CCCAAACCTG AGGCCTGTGA GAGTCTATCC G 

SEP ID NO: 1922: (Length of Sequence * 19$ Nucleotides) 

CCTCATCTGG ACACAGATGA TTTGCCAAAG AAGCGGCCTG CCCAGATCTG CAAACCTTGC AACCCAGCAC TCTTGCATAT 
CTCGCTTAGC GTGTCCACAA CTGGGATGCT AGCTGGCGTA AAGATGCTCA CGCAGCCACC AGTCCCTCTG CCGTCGATAA 
GTCCACTGTG ACITACCCTC TGAGACTGGC ATCTGCTG 

SEP ID NO: 1923: (Length of Sequence = 303' Nucleotides) 

TTGATTTGCC TATGGTGTGA AATCC7TXTGT TATTTTTCTA AAAAAATAAA ATTTAAAAAG AAAGAAAACT AAGGAAGAAC 
AAGANGCTAT TTACCCAAAG TCAGCTINCA GTITTAGITT TGCATGGCTO TTIGACTCCC TITCCGCCCT ATSAAAATCA 
AGAAAATCTT TTTTAAAAAT GGAGTCCTGC TATTTTCCAC TCCTTGCAGA TAATACAAAT TCAGTTFGTC AGGTTGGATG 
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CTGACTTGGG AGCICTGATG GATCTGTTGG CGGGTTTPGG ATGTGTAAAG AATGATOIAT ATA 
SEP ID NO: 1924: (Length of Sequence = 231 Nucleotides) 

GTCCTOCCTG ATTCTCAACC TTTGCAACCT GCCTTCCGTC ACTCCTAGGT CCAOCTAGGC TTAACCTIGA TCTTATATGT 
AGGACCGCTC TTCACCTTAA GCAAGAGAAA TCTAAGAACT (33TTTCCCAA CXCAGITGCT GGCCCAGCIT TGGCCTOGTG 

TKrcnrcr gaggacigac crrroGTArr gctctggagt ctcatatccc citiggccct aactgaccac g 

SEP ID NO: 1925: (Length of Sequence = 249 Nucleotides) 

GTITITIACTT AACCATTCIA TT3TTGGGAA TIQGGTITCC ACITITI'INT TATAGATAGT GGTCCAGTGA ACATITTTAA 
ATAGCnTIT NCTTCACTC?r AATEAXTTCe NTAGAGAAAG TEACCAAGAG TOGTTTTACT AGTTCAGAGG GCTTCAGGAT 
TTINA3GGCT C11NCTAG0G GIGCTCTATT ATCCTNNAGA AGACITGTAT TACTTCCAGT GTCAAGAAGG TTGCNCTTCC 
MQC3AA3X3G 

SEP ID NO: 1926: (Length of Sequence = 367 Nucleotides) 

TITTTCTCAG CZAAGGAACAG TCATGAGAAA GAGAATGOGT TCCTAGGGGG AGGTCTCTAA AATGGCCACT CTGGGACTGT 
CICTCTCATA TGGTTGTGGA TAAGGGATGA AATAAACCCC GCTCTCCCTT AGCGCTCCCA GGCCTATTAG GACGAGGAAA 
TTCOOGOCTA CTAAATITI'A GTCAGACTGG TTCTCTSITC TCAAACCCTG TCTCCTGATA AGATGTTATC GATGACAATG 
CA1GCCIGAA ACCTCATTAG CAATTTTAAT TTOQCCCCGT GCTCIGCCAT TIGCCTICTG ATOTTTTATT GCCTTCTGAA 
GTATGIGATC TCTGTGACCA CAACCTATTC GTACANTTCC TCCCCTT 

SEP ID NO:1927: (Length of Sequence = 231 Nucleotides) 

CITITA TTCG GGGCGGATAC CGCAAGGGCC CX3C0CACGGT CAQCnTAGTG TTCTGCTCIT QCAGAGGCGC KACAGCCTGA 
CACCTCCACC TCCCACCCGC CCGGGGTTAG TGGAACATGC AAAGCTCAGA GGCTGGAGGC AGGGGTCGTC GCIGCIGAGA 
CCAGGGCTGN GTGCAACAGG AGGCTCAGCA CAGAGCCTGG CTQGTCTCCC TGGGCCCAAA GGGGGCTGGG G 

SEP ID NO: 1928: (Length of Sequence = 283 Nucleotides) 

ocecriGcrr ccccigpgcc caggtatota attcceacac acacigatqg agcitgtntg tgigtgtata tgtgtgtgtg 

TGIGTGINTT AATGTGACAT GCATGTACTS ATCCNGAGAA GCCTTEATAC CAAGAATAGA GCTGGGATCT CAAGCCCACC 
CTCCCAAGAT CAGACAGCAG AGTGAACCAG GAGGCCACGA CAGGCCTTGT GTCARATGGC AGAOGNTGCA GCAGGAAGCA 
GAACCACGGG ACGGGGRNCA TGGGATGCTA TKGGCAGCCA GCT 

SEP ID NO: 1929: (Length of Sequence = 287 Nucleotides) 

CXAGGAAGTA GGGAGAGAAT TTACTAAOEA AGGAGAGAAA GGAAAAAGAA CAAACATGGA ATATOTTCAA GCAAATAACT 
TCCAACAGAA ACAAGANGAT ATGTTTIAAA ATATATTTCC CCTGCCCAAT AGTAAAACTT ATTTCAGGCA CAATGCATTA 
CIGAGGTGAA AITAAAGTTA CATAAAATIG AAAACATCAC ACIGGANAAC ATTTCATGGG GCTCAACTGA AGGTGGCATA 
GTCCAGGAAG GCATITGGAC ATCIATOGGG TGTTTICTTG TIGCCCC 

SEP ID NO: 1930: (Length of Sequence = 357 Nucleotides) 

ATGGAACACT ACTGCARCAG CTCCACAGAC CGGCGGGITC TGCTCATGTT CCTGGACATC TGTTCAGAGC TGAATAAGCT 
CTSCCAGCAC TTTGAGG003 TCCACICTGG CACCCCAGTC ACCAACAACC TCCTGGAGAA ATCCAAAACC CTOGTTAGCC 
AAAGCAAOGA CTTAAGCAGC CTCAGAGCAA AATACCCTCA TGATCTGCTG AACCACCTCA GCTCTKACGA GGCCCGGAAC 
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CACIACGGOG GCGVGGTCAG CCICATOCOC CTCATCCTAG ACTTAATX3AA AGAATGGWTC GCCCACITCG AGAAGTTGCC 
GCGCAAGGTG CTGCAGGGCA OGCGGGCTGC CTGCACT 

SEP ID NO:1931: {Length of Sequence = 343 Nucleotides) 

ATCACTTCCC c&cctcacag gatcigcccc agagaaactc ctcgctcgtc accagcaagc tigcgggvgg ccaagtitcaa 

TCATGCTGCC CGGGGCTCTS CCAGATCCTG AGACGCITCC CCTCCCTGOC CCACCOGGGT CCICT3CT3G NTCCTGCCCC 
TTCCTGCITr TGCAGCCAGG GGTCAGGAGG TGGCTCGGGT GTGGGCIX3GA GAGGCAGAAG CXCTTTCCTG TIOGICTCCC 
AGCACATGGA GCCCCTTCGG CTGAGCACCA AGACCTTGAA CCTTTTITGT TTTACCTTIT TTCCAAATAA CAGTTTGGAG 
AAATATCAAT GAAATCTGGG GGT 

SEP ID NQ:1932: (Length of Sequence - 314 Nucleotides) 

TTTCATGGGrr TTTTGOTITC TTTATTTCGA ATACTCAAAA ACTCCTTTGG GCTC7IXJPGGG GTTTCCCCAOG CTCACGGCTC 
CTTTCTCCCA CACTCACTGC CCTTCTTCCC ACAGCAAATC TATTTCAAGG ACAGTAdTT TTAAAATCAT TAATGTTGAG 
TTCTCAACTA GCICTGCAGA ACTAGAGGAG CTCTTTGCAT CICTCICTGC GGATGGAGTT TCTTITATCT GACACCAGGT 
CIXXIAACCAC ACTGATGCAA GGCATTTTAX CTACAGAGCT CAACTAGAAC CCCTTnTCA TTAGGCTACT CCAA 

SEP ID NO: 1933: {Length of Sequence = 378 Nucleotides) 

AGCTTCCTGC GGGACCACAG CTATGTGACT GAAGCTCACA TCATCTCTAC CGTTGAGTTC AACCACACGG GAGAGCTGCT 
GGCCACAGGT GACAAGGGCG GCCGGCTCGT CATCTTCCAG CGGGAACCAG AGACTAAAAA TGCGCCCCAC AGCCAGGGOG 
AATACGAOGT GTACAGCACT TTCCAGAGCC ACGAGCCGGA GTTrGACTAT CTCAAGAGCC TGGAGATAGA GGAGAAGATC 
AACAAGATCA ACTGGCTCCC ACAGCAGAAC GCCGCCCACT CACTCCTGTT CCACCAAOGA TAAAACIATC AAATTATCGA 
AGATiaCCGA AOGAGATAAA AGGCCCGAAG GATACAACCT GAAGGATGAA GAGGGGAA 

SEQ ID NO: 1934 : (Length of Sequence = 239 Nucleotides) 

ATTTAAATTG ACAGCCTTCC ATTTTTCGAG AAAGTACAAA CAGAACIGCT TTAGCACCCA TCGAGCCCCA AACGGGTAAG 
GTAAGCCAAG GTITTAATGA CCAGCCCAGT ATCIAAGCTT CCAAACGGAT GCCAGCCCAT CACATACTYA CCCTGGGAGG 
CTGCTGCACG GGCATTCTCC YGATGCTCAC GGCACTTCGK GTAGGTTTCA RGATCGCCTC TTTCAGGAAG GACTICAGG 

SEQ ID NO: 1935: (Length of Sequence - 319 Nucleotides) 

TTAATTITTT TOTCCCATAG AGGAATAGCA TTACAGTCTA ACAATCAGAA TTCTGTTACA CACATACACA GGCATGCCAC 
ATGACCCACT TGAGGTGGTT GTNTCCTTGA CTCTGTT3AC AQGTCACATG GTCAAAGTCT CCTCATTTCA GCCAGTCTCA 
ACACAAAACA CCCAACAGGG ATGCACTCAA CTIGTTGGTT CCATGTGGAA CIAGGTGGCA GGGOGAGAGG GAAAGTAGTA 
GAAGGGGGCT AT3CT3TICTC TCCATTCAGT CCCCTCACAT AAAGCCACAT GGATCTAGGG GGGGTATCCA AGAGCTCTG 

SEQ ID NO: 1936: (Length of Sequence = 415 Nucleotides) 

CTATTITTAC AAATTATACC TAATGAGTAA AATTACTGTA AAGTGATAAC ATGdTCTAC CTCTAITTCT AGTGACCCTT 
TAGOGGCAGG TATTTATACC TGGTATTTAT GATGCAGTAT ATAAGTGGTC AACAATAACT GACAGTAITC TGCTPGCTGT 
ACATGTCTGG TCTTTTCAAA CAGATTTTAG TAAGCATTTT CCAGAGGTAA AACICT3TCC TTATTCIAAT TTVATTCCVA 
GGGCAAAGTA GACAGGGATT ATITCCTTGA ATCTATTTCC AAATTAAXAT TnTTTCTIT GCJTATITCrA CAdTTAAGG 
CXATTTGGTG CAATITAGAA AC7TGTTGGCC TCCCITCCGC TAGCCACATT CAAAATTAAC TTCCAAAACC TCAGGAACAG 
TACAAGGAAT TTGAA 
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SEP ID NO:1937: (Length of Sequence = 393 Nucleotides) 

TCACTCTTCT CACCCAGGCT AGAATGCAAT GGCACAATCT CGGCTCACT3 CAACCTCCGC CTCCCAGGTT CAAGTGA3TC 
TCCTGICTCA GCCGCCCAAG TAGCTGGGAX TACAAGCACT TACCATCACX3 CCCAGCTAAT TITTGTATTT TTACTAGAGA 
TOGGGTITCA CCATGTTCGC CAGGCTAGTC TCAAACTCCT GACCAGCGCT GATCCAOTCA CCTCX3GCCTC CCAAAGTGCT 
GGAATTACAG GCCTGAGCAC CGOGCCCAGC CIGTNTTTCA TCTTAGATCA TAAXATGATC TCACCAGATC CTTACTGAAA 
AlCTAOCTIA TEACAAGTAG CTAAATTTOC ACATAGAGGG NTAAAAAGAT TGGGGAATCA GG1TAHGACT TTT 

SEP XD NP:1938: (Length of Sequence = 407 Nucleotides) 

GGCCTCCCTG TCGGGIGCAA TGCACTGGCT CAGATCATAG CTCACTGCAG TCTOGAACTC CTGAGCTCAG GCACTCTACC 
TACCTCANCC TCCCAAACT3 CTOGGATEAC AGGCGTGAGC ACOGCGCCCA GCCAGAACAT C lbTXTlTA C ACCCAGAGAG 
CGCCCCTOGT TAGGACAGAA C£ACGCTGCC CAGAGCCAGG AAGCCGCCCT CCK3GOGCCC AGCATCTGAG CITCTACACG 
TSATCGGOGG GCTCAGGAGA GGACAGGGAG TCCTSCTGGA AGTTCCACAG CTGGCOGCGT GGGGGGGCCC TTGCACCGCA 
CTTGCCGCCT CCTGACTGCC CCG&TCCCOG CAGCCCCTCT GCCGGATTGC AXTIYCCTCC OTTCIYCCAG GGTACTGGCC 
CCAGCAA 

SEP ID ND;1939: (Length of Sequence = 412 Nucleotides) 

GACATGCCAC CACACCAGTT AATTTTTTCT ATTTTCAGTA GAGATQGGGT CTCAQGATGC TGTCCTGGGT GGTCITGAAC 
TCCTGAGCTC AGCTGATCCA CACTTOGGCC TACCAAAGTG CTGGGATTAC AGGCCTGAGC ACOGOGCCCG GCTAAAAGAA 
AGGAGATTCT AATGCATGCT ACAACACCGA TGAACCTTGA GGACATGACG TTACGTGAAA TAAGCCAGGA ACAAAAGACG 
AAGGCTATAT GAATCCACTC ATATGAAGTA CCTCGATIAG CCAAATCCAT ACAGAAAGTA GAACACTGGT TGCCGCGGGG 
AGGGGGAAAT GGAAAGCCTA TATTEAATGA CTCCAGAAGC TITITITIGG TITlfcTmT TAGACGGAGT CTCGCItOTG 
TTGCCCAGGC TT 

SEP ID KO:1940: (Length of Sequence = 421 Nucleotides) 

ATCCATCCCC TTSCCGAGGG CCTCACATGC COGGCTCCCC CAACCQGTCC TTCCCdTGG GCTGCOGCTG CAGCTGTGGG 

cccaggctit ggcaggocca gcttcaagac agtcggacac agaaaacact ttgcagcatc gcctctccct CCGCCACACC 

CAGGTCAGCA GAGATGGGCC CCCCACOGAG AGATCACAGC TCIGGTACAG GGAGCT3GGC AGGGTTGGAG AGGAATGGAG 
AGACATXJTCA CCTCIATAGA AACGCGIXXA AAGTACAAGC TAAGCAGGGG GAAGGAGGAG GGCCAGAGAG CAGCOGGAAA 
GAAGAAAAGA GGAACAOGGC AGGGGGTTCT KGGGGAGGAG GGCCTCACAM CSCCCCGCAG AIGAGOGTCT TCACCAOGAA 
GGTCITCITC GAAGTKGCGG T 

SEP ID NO:1941: (Length of Sequence = 377 Nucleotides) 

CTCAGCTCTA GAGGCACCCT GCATCATGCC CACCAGGCTG ATCCCCCTGG GATNGACCAT CTOGGGATAT GAGGCCTCGG 
AGGCTGGGCT TGAGAITTGG TCCTCAAGAG CITATAGCCA GATTGCCACA TTCAAGT3TA AGTCCAGGAA AGGGGCAGGC 
GGCAGTGCAC AGGGATTTAT CAGTTCCAGA ACCTCACAGT GAXAAGAGGC TTEAGAGAGC ATCTAATCGA GACCTTTAAT 
TTTTOQQGGA GAGCAQCTGA GGCOCTGTGG AAAATTACTG GAGAGCTGAC AAGICTCITG GCTCCTGGCC CAGGGCTCCG 
TGCTCCANCA CXTTICTOGIT CAGTTGGAAG CAAAGGGCTT GCCCGTGATT ACCITOC 

SEP ID NO:1942: (Length of Sequence «= 401 Nucleotides) 

TGAGAACATT AAGAAGGACA ACAAAATTAA ACAXTCTTTA ATAAAATTCC TATAGAAAGC TCAGTCAXAG 
CA3TICTCTT TCCCATATCA CCGAGGATIG AGAGCTCCCA ATATIdTP3 GAGAATAAGC AGTAGTTTIG 
CCAGGACTCA GAGAGATCAC CCATTTACAC ATTCAAACCA CTAGITCCTA 1TGCACAXAT TAACATEACT 



GGCAAATACT 
CTGGATGTTG 
TGCCCCTAGC 
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ACCCTAAATA TATGGTACCT CAACAAATAA CTTAAAQATT TCCX7ICTGGC GTGAACCATT TCAATTTGAA CTAATATCCT 
7GAAAAAAAT CACATIATTA CAAGTTCTAA TAAATACAGT AGAGAGCTGG CATTITTCTA AATACTCGAT TTCAGATCTG 
G 

SEP ID NO: 1943: (Length of Sequence = 351 Nucleotides) 

CAACTCAGGT TAGCAACTGC AGGAAAACTT TCTTCATTIT CACTGAATTT TAAAGAGAGA ATCCTGTCTC TATTTCTCAG 
AGAAACITAG CTSAAAAGTA AAAGAGAGGC AAAATCTCTT TCCTTCATX3A GATACTTTTA TTTTIATCTC TTTCTCTACT 
CAICTGCTTA ACTGGTGAAA TGATTCTGTA GAAATAGATC CTTCIGATTC TGCATCTCAT TTCCTTATGG CAACTACAAC 
AGGAGGAATC CAGCTGGAAA TGCCACTAAC CCCACATCCA GCACCIGAGA GAGGAAGCCA GTOGGAGCGC CX3TGCTGGGC 
TCACTCACTC TGGCCTGCGC ACTGGGGTIG T 

SEP ID NP:1944 : (Length of Sequence = 406 Nucleotides) 

GCCCAGGCTG TCTCAGAATC TTGATGGGCT GGTCATTGAG CTCCTCITCC GCCAGAGCAA GATCAGTGAA GTCCPGGGAG 
GCACTGGCTA CAACTCGGAC OGGCTCTGCC TGCCCTACAT TCCTCAGCTG ACAGATGAGG ATOGTITATC CAAGAGGAGG 
AGCATTGGAG AGAACATCTT CCCIGAGGAT CCCGAGGATG CTCTGGTGAA GACCAACATC GAGAAGCTGA CCITCTATGC 
CCTCTTAGCT TCAGAAAAAC TTGATOGTAT TGGCGCCTAC CTCTTTGAGA GGCTCATCCG TGACGTGGGT CGNCATOGAT 
AIX3GGTAOGT GTGCATTGCT AT3GAGGCIT TGGACCAGCT GCTCATGGCC TGCCACTGCC AGAGCATCAA CCTCTTOGTG 
GAGAGC 

SBO IP NO-.1945 r (Length of Sequence = 362 Nucleotides) 

TCAAATTGTG AAATINAGAA TTCTGCTA3G ACAACTGGAA AATCGAGAAA AGACGCAGAG CCAL'mTlG TNATOGTGTA 
GGIGACAAGG AGTCTCCCAA GTATATCCTG CTAATAGGAG TAGCTCTCAA AAGTIAATCT CAATAAAGCC TCCTAAAGTC 
TCTGGCAAAG AAAACIGCTG CAATCCCTTG TGCAATTCTC CAGACIAAGC TGTATGGGGG AAGCCTACCT TTTTTCAGCC 
CGAAGTTCAG GAGACTGAGG ATGTAACTGG GGACATGATC ATTCNTTCAA AGGTGATTGC TTAAGTATCT TAAAAATGTA 
TAGAGCTAAT CTGAGIACOG CTTAAATTCA AGAGCCCTGG CT 

SEP ID NO: 1946: (Length of Sequence = 408 Nucleotides) 

AACCTCIKAC CCCCAGCTTC AAGCAGTCCT CCCACCTCAG COTCCOGGGT AACTGTTC7IT TCTAACTCTC TCATCATCGA 
GGCTAXATAT TAATAGACAT GCTATTAAGC CCACACGAAA CATTCAGAAT TAGAATTGGA TTAAGAAGAC GCGTTITGGC 
ATCACGCTGA CTACTCCTCA TCTCCGTCCT OGGGGAGGGT GATCCCAGC3 TGGGACTCIT TOGAAGGCCT ATCAATCACA 
GGTGCGCTAA AATCAAAAGG TGGCTCAGTA GGTTAGGGAG GGJGGOGCGA AAGGAGATGC CAGCGGGTGT TAAGAAGGAT 
ATOGTCAGAA GAGCTCTTTG TCTCCATCCA OQGGGCCICT GCTCAGCCCG TGTTGTCTOG GTGAGTAATT CGGGAGCAGT 
GCAOGGCT 

SEP ID NO: 1947: (Length of Sequence = 426 Nucleotides) 

CCATTTGACA CTXTTTACIAT CTGCAACAGT TCTIGCAGTA GAGGATGCAC TTCAAAGTGC ACTGCTTTAC TGTCTCACTG 
GAATTCTAAA AATCTAAGCT TTATLTiTIT AACATTAAGC TGTGTQGGAA TGTTAGCAACC TCCTGGGTGG TGGGCTGGGG 
GGCATCITCA ATTAITTAGG TCTCACTGGA AAGTTTGAGA TCAGAGTITG GTAGGTGGTG TAAGGGGACA ATGAGTAAGG 
GAGAGAAAAT ACAGGACTGA CTT3GGGCAA AAAAOGCCIG ATAATAATTT CTGAAGCACA TTTTCAAACT CATTTATTCC 
TTACAAGGAT CCTAAGAGGC GGGTATTATG TCCNGGTTAT ACCTGGAGGC TTAAATTGAA GGAACATCTN CAAGGGCACA 
CAGTTTAATG AATGGCTGAG GTAGGA 
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SEP ID NO: 1948: (Length of Sequence = 349 Nucleotides) 

TTACAATCIG GCTGGAAACA GATAATTAGA ACATATCACG AGAAACAGAA CAGTTAACTG OCAAQCTCrG GTGGAGGTTC 
TAACTGCCAG AGCTCAGGAT ATATITTTAA GTGCTTCTGC TTCCAAACAT CACICTTTCA AAACAAAACA CAAAGATCCC 
CAACCAGCAT TTCTGCCCCC TGAGGCACCA GCAAGGTATA TAAACX3GGCT TGCAAAGTIT GATATAOGGT CTCCAGCCIG 
GCTITCTTrA GTCTGGGCTC AAAAGCCAGA AACCTCTCGG GGCCAGAGAA GCGCTCTITC TTTGCCAAAC AGCA3TCTCG 
CACATCCTGT TCTACAGCAC CCTCAGITT 

SEQ ID NO: 1949: (Length of Sequence = 376 Nucleotides) 

TTCATTCCTG ATFITATCCC AGCTGTCGGG GATATTGATG CATIdTAAA GGTTCCCACGT CCTGAT3GAA AGCCTGACAA 
CCTTGGCCTA TK3GXATTGG ATGAACCTTC TACAAAGCAG TCAGACCCEA CGGTGCTCTC ACTCTGGTTA ACAGAGAATT 
CTAAGCAGCA CAACATCACA CAACATATGA AACTAAAAAG CCTAGAAGAT GCAGAAAAGA ATCCCAAAGC CATTGACAOG 
TGGATTGAGA GCATCICTGA A3TACACCGT TCEAAGCCXT CT30GACICT QCACTACACC AGGGCCATGC CCGACATIGA 
CACGCTGATG CAGGAATGCT NCCCGGAGTT TGAAGAGCTT TTGGGCAAGG TAAGCCIX3 

SEQ ID NO: 1950: (Length of Sequence = 357 Nucleotides) 

TCACEAACTT TACGAATGAA AGAAAACAAT TCCATCCCTC TCACAAAAAG GACATL'ITIT AAGCTTTCCT CCCAATCTAA 
CX7TCCATCGG ATCTCAGAAA TTCCAAJTCT TMAACTCAA ATCCCCACAG TGGTCTAGAT GCATTAACTC CCCGGGGACA 
GCAATCTGAG GCAGGCAGGT TCATTAAACA AACATGTTCT GTGCCCICTG GCAGAGAGGG CAGCAGGACA TGCRCTGCCC 
CTGAGCCAAG CTGTGGCATG GGCAAGGACA TCAACTAGCT GACAAOGGTC TGTCCATCTC AGCIGGGGCA GAGGGGCCAG 
TTCAGCCITG AAACAGCAGT TNQGGAGTGT CTCAGCT 

SEQ ID NO: 1951: (Length of Sequence = 336 Nucleotides) 

CEATCTCCCC AAATCTACGT TTCACCATIT CTACTSITAT ITITTTAGCC CAAGCCACCT TIOTGTCACT CCTGGAACAT 
AATAACTGCT TTCTCACTCA TCTCCTACAT TTTNACCTCr TATAATACAG TCCACCTTGT ACQGAGCAAC AAGAG1TATC 
TTTCTGAAAT GCATAXTAGA TCATGTCACA TCICTACTIG AAGCTCTCTA AAGAUTTCTC ACTAAAAGCG AAGTCTAAAA 
TTTCCACCCA GACCTATAAG GNCCTTAAAT GA3OTTACCX CTCTACCTAC CTCTNOGATC TTTVCCTATCr TC1AACCT0GG 
TICXATTTTC TATATC 

SEQ ID NO: 1952: (Length of Sequence = 413 Nucleotides) 

CAGTAT3TAA TTEAATCAGC AAATGCCCCA TTTCCATCTC TACOGGAAAG CTTTCAGACG CATTCCCAGA TCAGACAGAG 
GACTAGGCTT AAGGCTGGGA ATGAAACACC AGCTAGTATC CCACTGAGCT TTCCCAAACA CACATACACA GCAAGTCAGA 
CTAAACAAOG TCCAAOTSAA GACTCACCTC AAATACTEAG ACCTAAGATT CAOGTCXZAGG CTCTTTCAGA TACAOCAGCT 
AAGTAAGCAC TTGGCATTCC TATCTCAGCC A1TCACTTCA CAGAATdTT TGGGTGCCTA dCTGTGCCC AATACICTGC 
. TEACTGGTAC TTSCXXTTCAG CAGGAAAAAA AATTAAAAST CTTAAATCIT ATGAAGGAAC AGATTGC33AT AGGAATCACA 
AGGCATTCAG GTC 

SEP ID NO:1953: (Length of Sequence - 382 Nucleotides) 

GirrcAcrcr tgttgcccag gctagaaigc agtcgcgatc ttogctcact GmzccrcvG cctccogggt tcaactgatt 

CTCCTGCCTC AGCCTCCCTA GTAGCTGGGA CTATAGCTGC ATGCIGCCAC ACCCAGCTAA 'i'i'l'lTi'lWA TTTTTAGTAG 
AGACAGGGTT TOGACATATT GGOCAGGCTG GTCTTGAACT CCTGATCTCA ACTGATCTGC CCACCTAGGT CTCCCAAAGT 
GCTGGGA3TC CTGGCCTGAG CCACOGCACC CTGCCTAGAA CATGCTTTIN AATAGTGTCT CXAACCATCA IXJITTAGGGC 
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CTTAGTGdT ACCTCTTAAA GAAGGGCTGC TGTPGAGGAT TCCNTGAGAT AGTGTITGAA AA 
SEP IP NO: 1954: (Length of Sequence = 389 Nucleotides) 

GGAAAAGCGG GACCCAAACA GTGGTGCT3G GQAAATITCT TCCTGTTCCC TTTGGAAGGC TGAGTGGCTG ATGCAGCACA 
GGAACAAGGC TTGGACGTCA GAGGTCTCAT CTTCACJX7IG ACAAAGCATA AAGGACTTOG GGTTCAGCGT GTCTNTCGGC 
TCAAGTGACC ATGCAAGTOC TGTCACCTCC TTCCTAAGAC CCCATCCTTC TCCCAAGTCC TCCACAAGAG CTACCTTCIT 
CAAAACAATA ACAGAAACAC ATCAAGNTTN GQGTCACIQA AATTGAAGTT CTGAATICTG CCGTCACCCC AGCAACAGTG 
CCAGTTATGA TGAGACACTT GACCCAGCAC TTCGGTTGAT GTCITrGGCT CTTACCGTGG CACCTAGGT 

SEP ID NO:1955: (Length of Sequence = 277 Nucleotides) 

GCCTCTAACr CCACGGCTCA AGTAATCCTC CIGCCTCAGC CTCCTAAGTA GCTAGGACTA CAGGTGCACA CCACCACACC 
CAGCTAATTT TTTTNCTTIT TGATi'ITiGG TAGAGATAAG GTCCTACTAT GITCCCCAGG CTGGTCIGAA ACTCCTGGCC 
TCAAGTGATC TCTCTTAGCC TTCTGAGTAG CTAGAACTAG TTCTAATGAC CNAAAGAATT ATGTGTTCAC CNCTGATTIT 

ATGndTTTG ttaagacatt cagaaottag agaaatg 

SEQ ID NO: 1956 : (Length of Sequence = 380 Nucleotides) 

GTGTAATGTT CT3AGGGTGG CGAATGCAGG GGCGCGTTCC TCCCGCICTC GATCTGGAAC ATCTTCTCGC CAACAAAGAG 
CAGGGTGAAG ATGAGGGCAA GCTGGTAGAC AGCATGGCCC AGGATCTTCT TCATCATGCT CCTGGAGATG AGCGGCTTGT 
T3CGGOCCTA OGCjnTCCTC AGCAGCAGGG TCTCQCTGGG CGGCTCAGTG GCCAGTGCCA GCNAGGCAAA CGTCTCCATG 
ATGAGGTTCA CCCAGAGCAT CTGCACGGCC TTCAGAGGGG AGTCCTGCCT GATGCAGGCG CCTNTAAAGC CACAATCAOG 
GCCACCACGT TGACGGTGAA GCTGGAAC1T CAAGAATTTN GAGATGCICT CATAGACGTT 

SEP XD NO: 1957: (Length of Sequence = 328 Nucleotides) 

TGTGATCTTT CTTTTTTAGC CTGTIGATGT QGTCAATTGT ACTGATT3AT ATTTGAATAT TAAACTGGCT TTGCATCCCT 
AGAATATACC TCACCAGGTC ACTGTGTACT AGGTTGGTGC AAAAGTGCTT GCCATCTPGG ACCATGAATT TTGAATCATT 
AAAACTAGGC TCAAACACAT CTGTATTAAT CAAAGTAAGA ACCATTACAA TCAACACAAT TTTGCCAACA AGAAATAAGT 
T1CTITACTC CTGTAGCATA AAAATCCGTG CITPGAGATT CGAGGAACTT ITGGNAAGCA CITTCTGCAT CCTGCTGGTT 
GTGGAAGC 

SEQ ID NO: 1958: (Length of Sequence = 254 Nucleotides) 

CTAGAAAGTA TCTTCTCTIT ATTTAAGTTA AACAATTITC AAGGATOJTT TCCATCIATA AAATGGACAA AGTACAAGCT 
CTGTACAGCA GTrCTTTFTA AAAATCAACT GGAAAAAAAA ATTACCAAAC TATATTITGA ATTTGCAAAA CATACTCACA 
GATACCATCA TCTGAGCTIT TATGAGGNCA TAAGAAAGGN CCACCACAGA GAAGACAACT AACTTCGGCA CGCTTTGCTC 
GAAGGGCTCT TAGG 

SEP ID NO: 1959: (Length of Sequence = 259 Nucleotides) 

GTAATACGAG AAAAATCACA ACAGAGTAAT AAAGATATAA AACTTTCACA ATTAACACTC ATCAGTGTGA TAAACTAAGC 
CCATCTAAAA GTAAAAATCT CTCACAGTTA ACAAACGTCT TIACTITCAC TAAGAAGGAA CTGAAATTAA AGTCCTTAGT 
CACTTTGGAG CTGGCTGCAA AAGCTCACAA CATAGTTCAT' CCTTAAAATA ATTATCAATC GCAACCAGTC CTGOCTTTCT 
GTACTCAACC ATGCAACTG 



SEQ ID NO: 1960: (Length of Sequence = 329 Nucleotides) 



WO 93/16178 



PCI7US93/01294 



423 

GACIACAGGT CTGCCCCACG ATGCCTGGCT AATTCTTAAG GTiTllCTAG AGATGGGGTC TTCCTATCTT GCACAGACTG 
GUCTGGAATT CCTAGCTCAA GCAATTITCC TGTCTCAGCC TCACAAAGTG CTGCTATTAC CCCTGTGAGC CACOGTGCTC 
AGCXXSVGnTCA TGTATTTCTA ATTA1TGTAT TTGTGAACIA ATCTATGAAC AACAAAAACA AACAAACAAA CAAAAAGGCT 
GGCATTTCTG GGCCACCAGG GAAGCTGGGA TIGGGGTTGC AGCTATTTTC AAATTATAIT AAAAGCAGGA TCCCAGTTAG 
AGQGCTATC 

SBQ ID NO; 1961: (Length of Sequence = 282 Nucleotides) 

ATCCTCCCAC CTCAGCTTCC CAAACTGGTG AGATTACAQG NTOGAGCCAT CGCACCCGGC CCAATTATTC TTTCTAAACC 
ATTTCCTCIT CTGTGTTCAT GCCTnAAAA ATAAAATTAA AAAAAAAAAA AAAAAAAATC CTTAAAATTT CTCAGGTGITr 
TItXa.TA.TCA TTTTATTATC AAGAATATGG CTAATCAGAA GTCACAGCCA GCCCCCGAAC TACAACTACA AAACATGCAT 
A3TATAGGCT ACACTGAGGG ATTTCTGAGG TTAGCAGATG CA 

SEP ID NO: 1962: (Length of Sequence = 328 Nucleotides) 

TCCTGCTGTC CCTGCICTCA TCCTCAGGAG GCCAAATCAG TCCCAGCCTC TCOCAOCATC TTCCCTGCAG CGATTTCTrC 
GAGCTCGAAA CATCTCIGGC GITGTTCTGG CTGACCACTC TGGTGCCTTC CATAACAAAT ATTACCAGAG TATTIACGAC 
ACTGCTGAGA ACATTAATGT GAGCIATCCC GAAT3GCTGA GCCCTCAAGA GGACCTGAAC TTTCTAACAG ACACTGCCAA 
QGCCCTSGCA GATCT3GCCA CGGTGCTGGG ACGTGCTCTG TATGAGCTTG CAGGAGGAAC CAACITCAGC GACACAGTTC 
AGGCTGAT 

SEQ ID NO: 1963: (Length of Sequence = 277 Nucleotides) 

CCAAGAGACA CTCCCCGCAC TCCTGTGCCC GAGCTGTCTC ATCTGTGA1T CACAGTCTGC TCTTTCTGGC 
GAGAACTGAT TITNAACCCC GAGGTTAGAA AGGGAGCTAT TTITGAGCTG CrnTTCTTA AAAGGCAAAT 
GGACTGGCJT XACCCCGTCT ACCTAAATCA TITCTTACTG CCTCCTGTAA CAGTCGCCTT TTCTGTTCTG 
TTTGAACACA GTCCACAGGT TCACTGGTTN CATCTCT 

SEQ ID NO: 1964: (Length of Sequence = 230 Nucleotides) 
CAATGCAACC 1T1TAATTCC AAGCAGAGTC CCCCTCCCCC AGCATGGTCA CACACACAGT GGAAAGGGAT GTCAGGCTCT 
GGGCAGGAGC AATACCCAGA CCTGGGCAAA AATATAGATA TCATTATATA CACACCTGGA CT3GAAAGAA CTCAAGCTGG 
GGCTGTTAAGG TAGGGCAGGG GCAGGTGAGG AAAGCAGCT3 GGQGGGCCCC AATAAATTAC ATIdTGAGA 

SEQ ID NO: 1965: (Length of Sequence = 299 Nucleotides) 

CGCCCTGGAT CCOGAGAAGG CACAGCAGAT GCGCTTCCAG CTGCATACCC ACCITCAACT GA1TGAGGAG AGGGTGAATC 
AGAGCCTGGG CCTGCITGAC CAGAACCCCC ACCTGGCTCA GGAGCTGOQG CCCCAAATCC AGGAACTCCT CCACTCTGAA 
CACCIGGGTC CCAGTGAATT GGAAGCCCCT GCCCCTGQQG GCAGCAGCGA GGACAAGGGT GGGCTGCAGC CTCCAGATTC 
CAAGGATSCA GACACCCCCA TGACCCITCC AAAAGGGTCC ACAGAACAAG ATGCINCAT 

SEQ ID NO:1966: (Length of Sequence = 320 Nucleotides) 

GTCCCTGCAC ATCCGTCTGG CAAGACGGGT CAGCTTIX3TC GTCTGAAGCA GGAAAGTTTG TCTGINCTTA GCCAGTAGCT 
TGGCCCTGTT GGCGCTGGTT GTGTAAGGAG AGAGACTCTC AGCTTCAGCT CTGGATAAAT NACCCCTPGA CTGTGGCTCC 
• CTGGTGCCOC GACTGGCCCC CTCAAGCTGA GTTGGGGTCT TCAGTCCCCC ATACTTCTTC CAGTAGATCC AACAGGAAGC 
ACAGAGGCGG CAOT3CATGT TAGGTGGGCC CCAGGCATAC CACTGAGCAG ACTCTGTGGT GTGGCAACTC TCACAAGTCA 



TGCTTGTCGT 
TTTCTGCTGG 
CK3GNATTTG 
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SEP ID NO:1967: (Length of Sequence = 296 Nucleotides) 

GCTCTCCTGG CCGTGCAGAA GCTCATGGTG CACAACK3GG AATACCTTCG CAAGCAGCTC CAGTCCGAGC AGCCCCAGAC 
CGCTGCCGCC CGAAGCTAAG CCVGCCTCVG GCCTTCCCCT COSCCTCAAT GCAGAACCAG TAGTGGGAGC ACTGTGTTTA 
GAGTTAAGAG TGAACACPGT TTGATTTTAC TTCGAATTTC CTCTGTTATA IAGCTTTTCC CAATGCTAAT TTCCAAACAA 
CAACAACAAA ATAACATGTT TGCCTGTTAA CTICTATAAA AGTAGGTGAT TCTGTA 

SEP ID MO: 1968: (Length of Sequence = 311 Nucleotides) 

ACCCCCITCA CTCCCTCCCA CCAGCICTGC AGCCAGCCTA TGGCAATTAT ATTTTAAGAG GTCTTCCCAG GACTTTTGGG 
ACCTACTAAA ACAATGATQG TTAITITAGA TGTGATGATT TATATTTAT3 TAGAGATATT TCTGGACCAC TCAAGCTCTT 
OGATACCAAA ATCAGGAGCA TCTTGGGATT TATTAAATTA TGTAAGAAGA TAGCACAGAT ATOGGGATAT TATTGTGTGA 
AAATGCTGCT TITACTITGA V7TGATCTCA TTGATCTACA CAACCAAG1T CCAATAAACT GCTAGAATGT G 

SBQ ID NO: 1969: (Length of Sequence = 266 Nucleotides) 

CAATAATAAA AAQGATTATA TTCCTGATAC ATGCAATATG GGTCAACCGT AAAAATATCA TGCTGAGCAA GAGAAGCCAA 
ACACAAGAGA ACATGTTGTT ATGATITCAC GTACATGAAA CTTTAGTAAA GACAACTCTA ATCCATAGTG ACAGAAAGCA 
AATCAGTAAC TGCTGACAGG GGCAAATGAG GNGATGATCT CAAGGGNACC TTCTGGGGTA AGACGCTGTT CTGTATCTCG 
ATCGNATTGG TGGTCACACA AGTGAA 

SEP ID NO: 1970: (Length of Sequence = 317 Nucleotides) 

CTCGGGAGGC TGAGGCAGAA GAATGGGTTG AGGCCAGGAG GQGGAGGTTG CAGTCAGCCA AGATTGOGCC ATTGTACTOC 
AGCCTGGGCC ACAAGATTGA AACTICATCT CGGGGAAAAA AAAAATGAGC TAAATACAAG AGATCGTAAT GCAGGAAATG 
AGAGAGAAAG AAGCTATAGA ATGCACCATC AGTCTTTGCT GAGAGGAGAA GCTAGGACAC TTATGCGCAT GTNCCTGTCT 
GCX7ITCCITC CXXZTCCCGCG GATGGTTCGA GCAGGTCTTr CTITGCTGCA GAGCATGCCA TGTCATCCTC CTTGTCT 

SBQ ID NO: 1971: (Length of Sequence 263 Nucleotides) 

CT3CATACTG CTZN3GCGGC TACGCTO3CA GGGTAAGCAA AAGAAGCACC CCAGOCTAAG TTTACAGAGA ACCAGGACAT 
CATTTTGAAT ATAACTTAGT TCTAATAGTC AAATGGCCAC TCAAGGTPGAC AAATAGGAAC TTCACTGGTC ACCCCTOGGA 
AGCAAGCITT CAATGTCCCC CACCIGTAGA AGGCTGAAAA ACATCCTCCA AAGATAACAG GTTTCCAATCA CTGGAACCTG 
TATIACTTAT TACCATTAAA TAT 

SEO ID NO:1972: (Length of Sequence = 295 Nucleotides) 

GACAAAGAAA GCAGAATAAT TTTACCTGAG AAGAAACCAG GAGGdTCIT CITCrTCITC TCTCTCTITT TTTTTTTTTT 
TTCTOGACTA TACAGAAGAA AACTATCAGA GITAGGITAG AGAGTTGGGT TTGGGCTCAG GTTGTAGCAT GTGTTATATT 
ATGGCTT AAA TTGTGTCCTC CCCAAAATTA ATATGITGAA GTCTTAACTC CCTGTACCTC AGAATCTGAC CNCATGGGGA 
AATAAGGTCA TTGCAATATA ATTAGGTAAA ATAAGGTCAT ACTAGAAGAG GGTAG 

SEQ ID NO: 1973: (Length of Sequence = 243 Nucleotides) 

AGACOGCAGT CATCCTCAGC ACTACAOGCA GGCCATNTNC AAGCTGACGG CAATGCTCAT TAGCAGTAAA GATTGTNACC 
CX3CAGCICCT TGATCATCTC INCTGGGCTC CCCTCCGGAT GTTCAA2GAG CATOGCATO3 AGACGGCCCT GGCCTGCTGG 
GACTGGCTGC TGGCTGGCAA GGATGGAGTG GAAGTGCCGT TNATGCGGGA GATGGCAGGG GCCTGGCACA TGACGGTGGN 
GCA 
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SEP ID NO: 1974: (Length of Sequence = 304 Nucleotides) 

GGATCAGATG ATCGAOGPCA TCGGGGTGAC CAAGGGCAAA GGCTACAAAG GGGTCACCAG TOGTTQGCAC ACCAAGAAGC 
TCCCCCGCAA GACCCACCGA GGCCT3CGCA AGGTCGCCTG TATTCGGGCA T3GCA.TCCTG CTOGTGTAGC CTICTCTSI U 
GCACGCGCTG GGCAGAAAGG CTACCATCAC CGCACTGAGA TCAACAAGAA GATTTATAAG ATTGGCCAGG GCTACCTTAT 
CAAGGAOGGC AAGCTGATCA AGAACAATGC CTCCACTSAC TATGACCTAT CT3ACAAGAG CATC 



SEP ID NP:1975: (Length of Sequence = 233 

ccttctccat cacccttgga ccctctctga gtggtctctc 
acatocacct cccccagcac ccatgggcca aggaggcctg 
ccgtiuitig aacacaiggt taagctccit ocagcatqgc 



Nucleotides) 

AAGGCACATT TATTTICTCT GCTGCAACCT ACCAGATCTG 
GGGCAGCCAA GGGGAGTTCC AGGACCAAGC AAGCAAGAAA 
CCIAATTCCC CTACCTGCCT AAGCCAGGGG ACT 



SBQ ID NO: 1976: (Length of Sequence = 162 Nucleotides) 

AAGTGflTACA AGCCCCAGAA TGCIGCCOGG CCTGCCCTGC TGGGCGGACT GTCTCICTGTT CTGTINTCTCT GGCCTTCCAC 
CTCCAAGCCT ATACCAGCTG TGTACAGCGC CATCTCTCTG CXTTCTGTTG CCCCTCACTC ACCAAACACG TGIATTTATA 
GC 



SEP ID NO: 1977: (Length of Sequence = 270 Nucleotides) 

GGCPGAATEA AGAGGATCCA GAAAGCCCAG GCCCTCCATA GGCTGTOGCG GGATGATCTT CACTTTGATC TCTITCCTGG 
CATTAGGTGT TCICTIGAGT GGCTTCTATT TCITCTCTGC AGQQGGAGTG GCATCTCCTG GAGCAGCEAC GTTGCTCTGA 
CGTITGAGGG GGATGGGTIT AAGGTICTAC TICTCAGAAA CXZACCACTGT GCTGGCATTC TTCITCACAG GCACCAAGGA 
TGCTGTCTCC AGCTCTAGTC CACTGGAAOG 

SEP ID NO: 1978: (Length of Sequence = 167 Nucleotides) 

TTGCAGGACT TGCTGATATT TA1TCAAAOG TCATCCATAC AATAAAGAAC TCTNCTITEA AAATTCCATT TACATCAGCA 
GTTAAAAAAA AGTGACAGTG GATGAAACAT GANGCTSTAA AGTGCCTTTA TCGGGAATNC AGCCAGGCCT GCCTCCACIG 
TGCTGGG 



SEP ID NO: 1979: (Length of Sequence - 346 Nucleotides) 

CATCATAGCA ACAAAGGGCT ATCTACTATA CTCAGGAAAA CCATTTATIT GCACTQGAGG CAACTGITCT TCAGAGAGGA 
AABCTAAATT GTCCAAGATG TAACATCTIA TAAATAGCAA AGCAAGGATG AAAATTAXTA TATTTNACIA AATCAGTAT3 
AGAATCCTGA TTCITCA3TA TTATATCCCC AACACTCTAT CAGTTIGITS AACAAATCAA CAAATAAGCT TCAAIAAAGG 
NTCCACATCT CAAITCrCCT CCACCATTCT ATATTGCCCT TCATCCCTAC ATTAAAATGN TTATTTCT3C nTrmviT 
TAACAATTTA TCCCEAAAGT AACTAG 

SEP ID NO: 1980: (Length of Sequence = 174 Nucleotides) 

CACAAACTGA CAGAGGAGAC AGGAGGAATT TAATATIACA TGCTATAATG AXATTTATCT CACAbTlTAT ATTTCA1TCA 
TTTATATEAT T1TITEAAAA GG1TICTTTA TCAGCTACTA AACAICTCAG CAA1TTC3GTG TGCATAGCTC TAGATTAAGC 
AACAAAGAAT TGTA 



SEP ID N0:1981: (Length of Sequence = 276 Nucleotides) 
TQGNTCACTC ATAACTTTTC ACTGGTTAAT TACTACAGTT TAAGAAGAOG TGTGATTTAT 
ATCATACCTN TOCOTTGAAT TACATGGTCT TCTTTTOGCT TCTAAGATGT CACACTOCTC 



TTTTAGATCT GACCCAGCAG 
TCTIAGTOGC CACTGCTCCT 
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CAAGCCCCCT TTGCTAGCTC TICCTCMCT GTCCAGCCCT AACCTCACCG TGCTATGTAA GTC7TTCTCCG TNTTCACCCC 

cmccNGGGrr gaccgttata ctoocaaacc tacagg 

5EQ ID NO: 1982: (Length of Sequence = 288 Nucleotides) 
GCTGCAGAGA GGTTGTOTCC AGGAGCAGGC TYTCCCGCTC GGGATCCAGG TCATCCCCCA 
TCCAGGTTGT GCACAATCTC ATCCGACATC CCTJINICTS TCACTGTCCC CTGOCAACTC 
CTGCTGAGAA ATGGAGCAGG TGATTTGAAG ATCAGGGAAC AAAGGGAOGC CGTK3CTICC 
GGGCAAAATG AGCACTGCCA CTCAGCAGGA TCTGGGGGGC CTCAGGCT 

SEQ ID NO: 1983: (Length of Sequence = 273 Nucleotides) 

CACAAGCCAC TTTCAGCCTC CAGTGGGAAG GCTCCAGCCA CAOGCOGATA TTTCGTCCIG CTTCCCGTCA 
AAAAGTCATG GCTTAAGTTA GGCAATAAAA CCICTGGCTT TAGGCATCIT TAGTAAAAAA GCTGAACAAA 
ATTCCCATTT TCTTGAGAAA TAAACTTCAT AAAACAACAG ACAGCIUTCA TGATTACTGA GTTITCGCnG 
AAT1T1TATG TAAGTATACT GAATAAACAT ACA 

SEQ ID NO.-1984: (Length of Sequence = 221 Nucleotides) 
GAAGAGGCTG CTCTGGCCTG GGACACCCCC ACTGCTCTCA AGGAGCTGGC ATCTCAGTGG CCTCINAGCC. CAGCCTGAGC 
CCTGTCGGAG TNOGGGGGCA GT3ACTGGAA TGTNCTGCTG GGCAGGCTGC AGCAGCOGAG GTGGCCCCAG GGCAGAGGAG 
TGCAGOGCAN CTCATO3GTU COCEAIGCCA CCCCIGGTGC TCACTGGGCT GCTCATGCCG T 

SEQ ID NO: 1985: (Length of Sequence = 197 Nucleotides) 
TTGCTACCAT GAGGGAAGTG CTCGTTGCIT GGCCIACAGC AAGTNATACA GCCTGCGAGG 
CIGCAATTCT ATTGGTGGTT TTCCCCAAAC AGCAATAACA AGATCTTACC TGGAAGCACA 
GGCCTGTCTA GATGTTTAGA TGTCTGGAAA TATATTT 

SEP ID NO: 1986: (Length of Sequence = 268 Nucleotides) 
CACTTGGACA TTCCTCnTA TTGTTCACAT TCCAACCCAG CACAGTCACA TGCACACACG 
CACAGCCCCA GGAGCCCGGC GGGGGGGAGG GOGGGACCGA CAGGGGCGGG GOQGGGCOGT 
CCTCCCAGGC GNTCGGCGTV TCCATAAACA AGAGAGCIX3G AGAGGNIGCC CTCAACAGTC 
ACCTGACAGG CAGGTNTOGG ATAGGGAC 

SEQ ID N0:1987: (Length of Sequence = 282 Nucleotides) 
GTCCTCACTG TAAACAAATG AGGATGGAGG ACACTGAGAG GNTCAAATAT GAAAGGCACT ATGGGGAGTT AGAGCCACTC 
CTCTACTCCT GTAAAGAGCA TGACTACTCA CAGTCTTTCT AGCGGCTAGT CACTCTITCA TTTAACAAAT ACTTAGTCCC 
TGCAATGATC TAGGATAATA ACTCAACAGT GTATATCAAG AGCCITIAAA AAGTTATACC TCGCCGGGCG CAGTGGCTCA 
TGTATGTAAC CCTAGCACIT TGGGAGGCCA AGGCAGGCAG AT 

SEQ IP NO: 1988: (Length of Sequence = 226 Nucleotides) 
CTGAGGGGGT TCGGTCTCTC AGGAAGTIAG GCCATAATTT CTGCAGGTTC ACTGATTAAC 
CTTGAACTCT TCAGGAATGG GAAATTCTCT ATAATCACCA TCCTGAGGGA TAAGTATGTT 
TCACGNTCTC ACAGTCTAAT GCATdTCAC TGAGGTATAT CTGGCAACCT TCTGTCITAT 



CCAGAGAAAT TTCACAGCCA 
TCATCCTTTT 1X3G0CTCCAC 
CTCAAAGTCC ACAGCINGGC 



TCTCATATCT 
TCCCAAATTT 
A7GG0GAAAT 



CACAGTCCCC AAAACTCTAG 
CCAGAGCCAA TCATGACTCA 



GAGATCAGAA ACCITTNGGC 
GGAAGACTCC TCCIACOGAG 
OGCTCGG3AA AGGGGAGGGA 



TTGGATCCAT CCCATGCTGT 
CATTTCAGAT GACTTCGOGC 
TAATGG 
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SEP TP NO:1989: (Length of Sequence = 193 Nucleotides) 

CTCCCTGTAG GTCATCTCCT TGAGAGTTAA AAGATCGGTT GAGTAGGCAG AGGTCTCAGG CACCGGGGAC AGAAGA.CAAG 
GACATTCAGC ACGGGCAGCC ATGCTCTTCC CAGCACCCAG AAAAGGCCCA GGGCCQQGAC TCCTGGGTGT GGTCATGAGA 
AGCGCCTCCG ATTCAGCCTC TTCrCITCTT GIG 

SEP ID NO: 1990; (Length of Sequence = 223 Nucleotides) 

CIGCXTCATT TACCACCACC AGCOGATGGA CCAGTTTATT GGA1TCACCT ATGATACCAG GACTTTTCCA TTCAATTCAA 
TTCAACAAAC TTITAGAGAT CGCCCCTATT CCAAGCTCAT CCAGGTTCTG CTTCATX2AAG GCAGGCTTTG GCATATCAGA 
CATAAAAAGC TGGAGGAACT TGAGGATTCT TTTGTCGOTA. AGTATATAAA GTGCATFCCC ACT 

SEP ID NO: 1991: (Length of Sequence s= 385 Nucleotides) 

GCAGAGAAAG TCCCAGGCAT CAACCCCAGT TTCGT3TTCC TGCAGCTCTA CCATTCCCCC TTCTTIGGCG AOGAGTCAAA 
CAAGCCAATC CTGCTGCCCA ATGAGTCACA GTCCTTTGAG CGGTCGCTGC AGCTCCTCGA CCAGATCCCA TCATAOGACA 
CCCACAAGAT CGCCGTCCTG TATGTTGGA& AAGGCCAGAG CAACAGCGAG CTCGCCATCC TGTCCAATGA GCATGGCTCC 
TACAGGTACA CGGAGTTCCT GACGGGCCTG GGCCGGCTCA TCGAGCTGAA GGACTNCCAG CCGGACAAGG TGfTACCTGGG . 
AQGCCTTGAC GTOTCTNGTT AGGACGGCCA GTTCAACTAC TNCTNGCACG ATGACATCAT GGAAG 

SEP ID NO:1992: (Length of Sequence = 312 Nucleotides) 

GGCTTACAGG ACAGAAAGGT CCCTTCTCAC AGTTTGGGAG GTCCGAACTC TGAAGTGAAG CTGTCAGCAG GGCCACACCC 
CCTCTGGATG CTCCAGQGGA GGGTCCTTTG CCICTTCCAG TTCTGGTGGC TCCAGGCATT CCITGCITIA TCGTGGCATC 
ATTCRTCTCT GCTCCGTCTT CACX3TQGCCT TCICTCTGTT GTCAAATCTC CTTCTCTGTT CTCTTGTAAA AACACTCCTC 
ATTGGGATTT AGGGNCCACC CCAATCTAGA TGGTCTCATC TPGAGCCTCT ACTTTAGTTA CC1CTGCAAA GA 

SEP ID NO: 1993; (Length of Sequence = 429 Nucleotides) 

dCTTTTEAC TOGACGAGGA GAAGACCTIT TCATGTGTAT GGACATACAG CTQGTIGAAG CACICTGTOG CTTCCAGAAG 
CCAATATCTA CTCTTGACAA CCGAACCATC GTCATCACCT CTCATCCAGG TCAGATIGTC AAGCATGGAG ATATCAAGTG 
TGTACTAAAT GAAGGCATOC CAATTTATCG TAGACCATAT GAAAAGGCTC GCCTAATCAT OGAATTTAAG GTAAACTTTC 
CTGAGAATGG CTTTCTCTCT CCTGATAAAC TCTCTTTNCT GGAAAAACTC CTACCCGAGA GGAAGGAAGG GAAGAGACTN 
ATGAGATGGA CCAACTAGAA CTGCTQQGAC TITNGATCCC AATCAGGAAA GACGGCGtfCA CTNCMlTGCG GGAAGCATAT 
GAGGGATGAT GGACCATCAT CCCAGAGGT 

SEP ID NO: 1994: (Length of Sequence = 377 Nucleotides) 

TGGGGTTGCC AAACCAGTTG CCCCIGTCCT GTGTCAGCCA GCTCTGGCAA TTTCACCCTT ATTCCITCGA GAGGCCAGCT 
GCCTGCTGGA AGGAGTCAGA AGTCGGTGGA TGTCATTGAG GCCTTGGAGG CCCCASIOTG GOGGGAGAGA AATCCACACC 
TGTGCCTGGA GTICTCC7ITC CCTGACCCTC TGAACCGGCG CTTAAAATGC TGTCCCGCCT GGAACAGGGA GGCCACATCC 
AGCAGTGCGT CCTCAA1CTG CTGCCCCAGC CTGTGGGAAT CCGTTTITGT GCTTGATTIT TTGCTGGAGA TOTGGAAGCT 
GATCATGCCA TCCCCCATCIA AGATATAAGA AACANCATAA CCATGGTCAT CAGCAGG 

SEP ID NO: 1995: (Length of Sequence - 341 Nucleotides) 

GGACCTATAT GGCCATGCTC TOGCTCTACC CTIGGGAAGC CTGATCCCGG TGTGTIX3GCCC AGCTTGTTCA GGCCCTGGGA 
TGCIGCATCT CCAGGCAACT ATGCACTTTC CCGGGGAGAG AACCAGTATG AGAACTGGGG GCAGGGCACA CATTCATCTT 
TGTACCTGCC TCTTTGGTTT GGACCTGGCC AGTCGGGTCA CTGCCTCCAC GTCTGAGGCC COGCCAGCTG GCOGTCTCTC 
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CTCGCCAGCC TCAGGCTGCT GOGCTCTCTC GGCITTTACG GACCICTGAG GCOGAAACCC CACCTCGAAG TTTCCCCGTC 
ACAGTCCCTC CGAGTCCACA T 

SBO ID NO: 1996: {Length of Sequence = 316 Nucleotides) 

GCATATCGTT GGTCAACAGTT TTTGCAGCCC TAGGCTCCTG TACTGTGCGT GCACCGCCGC CCGGGCAGCC GCTGGCTCCA 
GCTCACGAAA CAGCCCCGGG CGCCX3CX3CCG CTCTGAGTCC AGCCTCCTAC TGAGAACAGT CCCTCCCITC TGOGGGTOGC 
ACGGCTAGCC GCAGGTTCGG CCACGTCAAA TCCATTTTNT AAAAAAGCAG GGAGCAGAGC TCTCTCTTCG CCGCCGACGC 
AGAAAGGAGC TNGGGAGGAA AAAGCTGCTG CCTTTTGCGC TGGAGATTCG TGGGCAAGGC TTCTCATITT CCCAGG 

SEP ID NO: 1997: (Length of Sequence = 320 Nucleotides) 

GCAGGT1TAT GTTTTTATTT ATGTATTITA ACTGACTTAT TTGTGTATCC CACTAGAACA ATACATTCAC AATATACITC 
CAGAACICTG CCTGGNGCAT CATGGGAGCA GAGAACTTGT CCAGTGAATA GTICTTGAAG AAAGGNGTAA AATCTCCCCC 
AAACCCTAAA GGCATCCTTT TCGTAGTGTG TCTCCCATAG GTATGGCTGC TGAGCACCAG GGCTGCTCAC CATGCTCCCA 
AGAAGCAGAG TCAGGGAGGC AGACAGCAGG GTTTATTAAG GTGCACANCC ATGTCTGAGC COCAGCTCTC TCCGNCITCT 

SBO ID NO: 1998: (Length of Sequence = 395 Nucleotides) 

TTTGATGCTA TGGCGCTGGA CCCAGGGCCC TCCCAGGCCA TCTCTGITCC . TCTGGGGTGG TCCAGTTCTA GAGTGGGAGA 
AAGGGAGTCA GGOGCATTGG GMTCCTGGT TCCAGTCTGG TTGCAGAATC TGCACATTTG CCAAGAAATT TTCCCTGTTT 
GGAAAGTTTC CCCCAGCTTT CCCGGGCACA CCACCTTTIG TCCCAAGTCT CTGCCGGTCG ACCAATCTGC CTGCCACACA 
TTGACCAAGC CAGACCCGGT TCACCCAGCT CGAGGATCCC AGGTIGAAGA GTGGCCCCTT GAGGCCCTGG AAAGACCAAT 
CACTGGACTT CTTCCCITGA GAGTCAGAGG TCANCCGTGA TTCTGCCIGC AACTTATCAT TGATCTGCAG TGATT 

SEQ ID NO: 1999: (Length of Sequence = 337 Nucleotides) 

GAAAGTATTT GTGTGATTGA GTCACAOGCT GAATCAATCT TCATATAATG CCATTITIGC TTAAAAGAAT GCCAGACITG 
GGCATTAGGC TGACATTTTC TTGAAAACAG TGAGGCTTTG CTTTAGGGAA AATAGTPGGTA GTATTTATGG TCGATGATAA 
AGTTCCTAGA TTITAAGCAA AAATTTTAGA AAGCTTGTAT CAGCTGCTGT AAGTATATAA TGAAATCTGTT CATTATITSA 
TTATCTGCAT AACTGAGTCA GTATTTCCAA ATGATCAATG CATAGTATTA TAAAAATCAT ACATGGGTAA GAAATCTTTA 
CAAAGTGTCA GCTAGAC 

SEQ ID NO: 2000: (Length of Sequence = 329 Nucleotides) 

ATGTAGCCCC CTGCTGCAAA GGTGCCATCT TTITOCTGCr GCTCACACAG CAGCGTGCTC AGGGCCTGCC TCCATGGCAG 
NNTCATCATG GGGAAGCCCA CAGOCACTGA CATCATGAAG CCCACACGGA GCATCTCCGT CACCAGGTTG GAGGGAAAGT 
GCATGAGCAC GTCTGCOGGC CGTGGCCTCG GTGAAGCTGA CGTAGCCGAA AAACCCCACC ATCACGTAGG AAGGTOGTGA 
CCACATTAAG GGAGGAAGCA AATATGGAGC TCATGGTTIT CACTIGACGG GCTCATCCAG GCICTOGTAG CTGGGCAGCA 
CCTGGGACT 

SEQ ID NO: 2001: (Length of Sequence = 30B Nucleotides) 

AAGTCTGGGG TTTGGTAGGC TCCCAGGATT TCCCTGAGCA GGCATTTGTG CTGCOGCAGG GCCGTCTGGG TGCCCOGCAG 
GTCNTCCIGG ATGCTCTGTA GCCTGCGGTG GAACGACTCC" CTCACTCACT CTCTGGCAAA GCTGAGCTCT GCCCTGACCC 
ATGTOGCATT GGCCAGGATG GGGGCCANGC CCTGTGGGAT GdTTGCTGC CCGTNTCCTG AGGCACCGAC TGCCTCTCCT 
CCCAGTGTCC CCAAGTGCIT CCTCAGAGAC TCAACCIGGN TCCAGAACTC ACCATCCACT AGGACCIT 
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SEP ID NO: 2002: (Length of Sequence = 242 Nucleotides) 

AGCCAGGCCC TCGGCCCAAG CCCCrTGTCC CTTCTCCACT GCCCCTCTTT CCAGACAGTA AAGGCCATGG TCAG1CTGTT 
TITCrCITGT AAACAAACCC CAGCTTCTIT AACAGAAATG CTAATAACCT ACTGGGAAAG ATQGAGCTCT AAATTACCTC 
CAGGGTTTIT CTGGGQGTTT ATCACCAGTG TGGGTCCCTT CTGATACCAC CAGGTTCACT CCAGGCAGAG TGGGGCGGAA 
GG 

SEP ID NO:2003 : (Length of Sequence = 328 Nucleotides) 

ATATTCTCAC TTATAAGTGG GAGCTAAATN ATQGGAACAC ATGGAOGCAT AGAAGGGNAC ACTTTTACAC TNCPGGTGGG 
NCTGTAAACT AATACAACCA CTGTGGAAAA CAGTGTGGCG NTTCCTTAAA GAACTAAAAG TAGATCTCCC GNTTGATCCA 
GCAATCCCAC TACTGGGTAT CTACCCNNAA GAAAATAAGT CATTATACAA AAAAGATACT TGCACACACG TTIATAGCAG 
CACAATTIGC AATTGCAAAA AATATGQGGC CAACCCAAAT GCCCATCAAT CAATGACTGG ATAAAGGAAA TCIGAGATAT 
ATATATAT 

SEP TP NO: 2004: {Length of Sequence = 211 Nucleotides) 

AGCCimTA TTATTGTNTT TlTmTm 1 TAANOGAAGG TCCCTIACTG GTCCTGCTTC CATGAGTAGC CGTGACCAGG 
GGAAAAGGGA GAGGAACCAG CCGGCACAGG GAGGGGTCAT CTCCACAACA TTCCATTTAT ACACAGAACT AAACAGACAA 
GCACAGNGTC ACTATTGGGG TTAGAAGTTG GCAGCATGGG AAGGGGGAGG A 

SEP ID NO: 2005: (Length of Sequence = 241 Nucleotides) 

CCGGGACACC CT3GGGAAGG GGTGCAGGTG GGGTGAIGGC CAGAGGAATG ATGQGCTTTT NITCIGAGGG GTCTCCGAGA 
GGCTGGTGTA TGCACTGCTC ACGGACCOCA TG1TGGATCT TTCTCCCTIT CTCCTCTCCT TXTTCTCTTC ACATCTCCCC 
CATAGCACCC TGCCCTCATG GGACCTGQCC TCCCTCAGCC GTCAGCCATC AGCCATGGCC CTCCCACTGC CTCCTAGCCC 
C 

SEP ID NOi2006: (Length of Sequence - 266 Nucleotides) 

TTCCCCCTAA CCTIGTGAGT GGGCL'lTl'lA AGTAGTAACT AGfEATACACC TAGATATGGA TAGATAGCTA GGTGACCAAA 
CCTAATGGAT TAAGGCCATC CTCGCCTAGG TCACTTACTA AAGATCAGCT CATATGTCAT ATCCTTCCTG TCCTIT1TAG 
AACCTATTTG GGAATGGGTT CCAGATTTIT TTTAAACACA TATTAAAGAT TAITTATATT ATGCTTTGTT TCCGAAAGGT 
TTTAAGCTGG ATTAAAATAT AAGATT 

SEP ID NO:2007: (Length of Sequence = 419 Nucleotides) 

AGAAAGAGGC TICCTICTGC GGAGGCAGGT GGAGCACAGG GAGGGCTCCT GGGAGGCACA GGAGTGGGGT GGGGGCCAGG 
AAGGGGGAGG TGGACAGAGC GACTIQGATA AGGCTGGGCC GGGCCCACGC CCACCTCAAG AGGGGGGCCG CCTCCTCAGG 
AGGNATCAAG GTGCAATCCA GTCITCCITr CTCICCCIGA AGACCIGAGT TCCAGCCITC ACAGAGCCTC ATGCGCA3TC 
TTCTTTCTGG ATGCTAACCC CAAATCCGAC ACTCAATGGT GCACCTCAGG TACXTPGCCAA GGNTCTNTGG GCCCACATGG 
AAGGTTGCAGG GTCTX3GGTCC CTGGATGACG AGGTGAGGGG CAGATGGGTG ACCAGGGAAG GGCATGACCC AGAGCTNCCG 
GGACTCATGG AGGATTNGG 

SEP ID NO:2008: (Length of Sequence = 360 Nucleotides) 

CTnTCTGGA GAAAATAATA CX3CT0GTTCC TCTAATTAGC CCATCCGVTT CAGGTTCATC ACTCTGCTAT CTTCTCCTGG 
AGfTTIACACA AGCCCTTCAG AGTGTAAACA CCGATGTGGA TTCAATCCCA CTCA3TATIT TTTTCAATAA AAAGAGAACT 
GTITCAACAG ACAGGTGTTG TTTCOGACAT CATCAGAGAG GAAGCTGGAT GGTTTCTATAC GGTAAGCATT CTACCCITCA 
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GCTGCCAGGG ACAGATCCAT AAAANTCCAA AAAGGGAAGA GAGAAACAGC TTGAGTACAG CTGAATCATT CACAACAATA 
TTACAAGCAA TTACTTCAAT GGTAAAGTCT CCAGTCTAGA 



SEP ID NO:2009: (Length of Sequence = 411 
ATTACGGGCA CCTGCCACCA CGCCTGGCTA GTTTTTGTAT 
TC7TCGAACTC TTGACCTCAA CTGATCCACT CXOTTCGGCC 
AGCCTCACAG CTGCATCITA ACCTTACCTT TGCCTCTGCC 
ACCA1CTGAC AAGGACT3GA CT3CCMTGG CICTGGACTG 
CAACCAAAGG AGAGAATTAC GTACTTGTIG AGTACAAACT 
ATACAGCTCT G 



Nucleotides) 

TTITAGTAGA GAOGATGTTT CACCATGTTG ACCAGGCTGG 
TCCCAAAGIG CTGGGATTAT AGGCGTGAGC ACCIGTGCCC 
TCTCAAGCIG GTACCTCCTA A1TTACATCC TAAGAGTCGA 
TTCAGGCAGG GAAGTACAAG ACCACVCTTG XA.TTCAGGGG 
GCACCAAGCC CTGGAGACCC ATTACCACCG TTAACCCTCA 



SEQ ID NO:2010: (Length of Sequence = 311 
AAGAAAGATG CCAGCTCTTT ATTACCAGGG AAGCTGTGTG 
ACCTTCTCCT GCTTCTCAGA GGTGAGTCCT GGTACCCAGC 
GCCTCCCAGC TCAGGGCTCC TCCAAGGAAC CTGCGGGGCC 
TCCTCGTGGC CAGTTGACAC ATCATCCATT TATTATCCTT 

SEP ID NO:2011: {Length of Sequence = 192 
TCAGGACATT TCAGTGAGGC CACCTACAAG CAGAAAGGAG 
TGCAGCAATT CTTGTGAGAA AGGGAGGGCA AGCTGCCAGA 
CCCAGTAGAG TGTGTTCAGT GACCTTCTAA AC 



Nucleotides) 

CACGCGCGT3 GAGGGTOCCT NTGGAGCTX3A CCGGGCCCTT 
ACGGTGGCCT CCGGGAGGCT 1TGATAGGTC AGCCITTGCT 
CCATCTGCCC ACAGCCOGAG GAGGGAAGCA CCGACCGCCC 
CAGAGTCTAA AACTTCCTCG TCATACAACG T 

Nucleotides) 

GCCCAGGGCT AGGGACAGAN TGGCCCCAGA GCCAGTCAGG 
GCANTGTNGC CCAATATGAT GCCTACACGA GACAGATGTC 



SEQ ID NO:2012: {Length of Sequence - 367 
GGATCACCTT CGAGGAOGTG TGCOGCTTACT TCACGGACAT 
CACAAGAOGT GGGAGGAGGC CCGGCTSCAT GGCGCCTGGA 
CATCAACCAC AAGGACACCT TCTTCCAGAA CCCACAGTAC 
GCATCCAGCA GCGGCCAAAG CGGTCIACGC GGOGGGAGGG 
CTGGAGGAGA ACCGCCACTA CCGCATGCAC AGCCTTCAGC 



Nucleotides) 

CATCAACTGC CGCGTGATCA ACACATCCCA CCTGAGCATC 
OGCTGCATGA GGACCCGOGA CAGAACCGCG GTGGCGGCTG 
ATCITOGAAG TCAAGAAGCC AGAAGATGAA GTCCTGATCT 
CAAGGGTGAG AACCTGGNCA TTGGCTTTGA CATCTACAAG 
ACAAGGC 



SEQ ID NO: 2013: (Length of Sequence = 213 Nucleotides) 

GAriUTATGG AAAAAAATTT CCATITTNNT TAAGAAATAA GGAGTTTNTG TGTCGAGGGC ATGACTAOGA GAGGCTX3GAA 
GCITCCAACA GAGAATGOTG AACGANTTCC CCCATGCCAT CGCCATGCAG CAOGKCAACC AGCCCGATGA GACCATCTTC 
CAGGCAGAAG CTCAGTATTT GCAGATATAT GCTGTGACTC CCATTCCAGA GAG 

SEP ID NO:2014: (Length of Sequence « 333 Nucleotides) 

GTTAAATAAA ACAGCAAATT C7ITAAATACA TTATGAGTAA AGAAAGATTA AAATAAGGNA ACAGXACTTA CIOTGCAACT 
TTAAATTATA CCAAGTAAAG TACACCACCT ATTCACTGAT AACATTTTCC CTACGTIGAA AACACAAAAC CTACTTATCG 
ATATTTTTGA TATTAAAAAA AAGGACATTC ACTATTGTAG CCCTGACAAC TCJTCCAGIA TTTCTAACCA TTCAGATGTA 
TTATCTGGGN ATATTTATTA ACATAATTTN GTTTAACACA TTTCTTTCTA CACAAACTGA ATTTTAAAAG TGTCTATAAC 
ATTITCAATT ACA 



SEQ ID NO:2015: {Length of Sequence = 179 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



431 

NC&CCACITA TPGTCITCAA ACATTATTGC ALT1TAACIT TCTTAATTTG ACAAAGCATT CAAGAAACAT CTGCAGAC7TA 
GTrTTAACAG ACAAATAACA CCTGTAAGCA GACATGACTG TCCTAAATIG TTTATTAAGA AAGTTAAAGN" GCAATAATGT 
TIUAAGACAA TAAGTGGTG 

SEP ID NO: 2016: (Length of Sequence = 293 Nucleotides) 

ttitccctcc ccagagatgc ttiattacat ggtttcatca gttcatcaatg atcggtccct atccccatgc gaggagacag 
gaacatctct ctggtacatg gcactgttcc cctctcagct acgcagtcag atcggqgcag ggggatgaat ggctgcttgg 
cttccctsct gitcggcagg ctct3agatc tcagcagaca gaaatcaaag cctggcaaat agggaggcag gaatgttcaa 

GCATCGGTGA CCTCCATGTT CT3CAGCCTG TTTTCTAGGG TSACGTCTCT TTG 
SEP ID NO: 2017: (Length of Sequence = 504 Nucleotides) 

0G0GTGCT3G CCX30GCICTG GGCGOGCIGC TNTGCGNCCC CAGNCTCCTC GTOGCCCTGG ATATCTGOTC CAAAAACCCC 
TGCCACAACG GTGGTTTATG CGAGGAGATT TCCCAAGAAG TGCGAGGAGA TGTCITCCCC TOGTACAOCT GCACCTGCCT 
TAAGGGCTAC GCGGGCAACC ACIGTGAGAC GAAATGTGTC GAGCCACIGG GCAT3GAGAA TGGGAACATT GCCAACTCAC 
AGATCGCCGC CTCATCTGTG CGTGTGACCT TCTTNQGNTT GCAGCATIGG GTCCCGGAGC TGGCCCGCCT GAACCGCGCA 
GGCATGGTCA ATGCTGGACA ACCAGCATCA ATGACGATAA (XCCIGGTTC CAGGTGAAAT TOCINCGGAG GGATNTGGGT 
AACANN1OTT GTTAOGAAGG GTGCCANCCG TTTGGCCAGT ATTGGTACCT AAAGGCITIA AAGCTGGCCT ANAGCTTAAT 
TGGNAGGATU CXaNTTTNTCC AT3T 

SEP ID NO:2018: (Length of Sequence = 354 Nucleotides) 

AGANCAGACC CACAGGCATG CAGAAAGGTA GGGCAGTATG TTTAANTCCA GACITCGCAC ATCGCTAGGG ATACTGCTCA 
CIAGCTCTGG AGGTCCTCAG GACTGGAGAG AATGAGTAGG AGGGCAGAAG CTTCCATTIT TTTCCTTCCT AAGACCCTGT 
TATTTCTNTT ATETCCTGCC TTTCCGAGTC CTGCAGTOGG CTSCCCTGTA CCCTGAACCT CATGAGCCTC TAAGGGAAAG 
GAGGAACAAT TAGGAOGTGG CAATGAGACC TGGCAGGGCA GAGTACAAGC CXAGCACCCA GTCTCCCAGN CITACTGGGTT 
CCITANGCTG GGCCAAACAG GGAGGGCTGA TACC 

SBQ ID NO:2019: (Length of Sequence = 295 Nucleotides) 

GACACAACCT TTFGAACEAT TGCTGCTGTT ITCATiTIAA AAAGGAACTT TTAATACTAA AA3TATAGGA AGAACATAAT 
ATOTGAOCTTC AOGTAAATTC AGATTTGAAG GAAATTEACT T1TITNCCIT ArriUiNCTT ATTTTTCCrC ATTnXJITAA 
GAACCAGCGA ACACTITGAA GAAAGCCAAA AGTTEACATC TGGAGCTGGA GGGITCTGTG ACT3CACACC AGGCACTCTG 
CCAGCCCTAC TTCTGCCTGT AGTCCTGCAG GTCACTTGCC AGAGCTGGTA CYTTC 

SEP ID NQ:2020: (Length of Sequence « 217 Nucleotides) 

ATTGGAACIT AAGTTTCACA AGGAAACTGG TCALTiTAGT TCACCACTTT CCTOGTGAAA CTIAAGTTCC AATGGGAGAA 
TGACAGTAAA CAGACAACTA 1TATAATANG TCCATGGAAG ATnTGGTGT AIGTNAGATT TOCAAATCIG TAGAGAAACN 
TNOGCTCATT CAATAAAAAT TTIGAAACCA TTGATTAATG TCTEAATAAC TATATGT 

SEQ ID NO: 2021: (Length of Sequence - 380 Nucleotides) 

TlTmUI ' lA AAACAACAGC AAOGTGATCT TGGCTGTCTG TCATCTCTIG AAGTCCATGG TTSGGTCTTG TGAAGTCTGA 
GGTTTAACAG TTTGTTGTCC TGGNGGGATT TTCTEACAGC GAAGACTTGA GTTCCTCCAA GTttXAGAAC CCCAAGAATO 
GGCAAGAAGG ATCAGCTCAG C£ACTCCCTG GAGACACAGC dTCTGGCTG GGGACTGACT TGGCCATGTT CTCAGCTGAG 
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CCACGCGGCT NGTAGTGCAG CCITCICTGA CCCOGCINK3 GTAAGTCCAG CCTTTCCAGG GCTGCTGAGG GCTGCCTCTT 
GACAGTGCAG TCTTATCGAG ACCCAACGGC TCAATCTGCT CATCCOTAAA GTCGGGGATA 

SEQ IP NO: 2022: (Length of Sequence = 223 Nucleotides) 

GGTCACACAG CTAGTTGGTA GAGGAGCTCT TCCATAAGAT AGCAAGGCCA CATCACCTGC AGGGCAGTGC CIGCNCK3GG 
AGCTGGCACA ATCTGCCAAG TGATGACGAT GACAATAACT ATCAAAGGAT TTTATATTTC CACAGCATTT GGITGCCTSA 
TCTTCGATGA GGAAGAGCTC CTGCCGATGT CTGCTGAATT GTGCAGTAAA ATATTCAGGA TGG 

SEQ ID NO:2023: (Length of Sequence - 294 Nucleotides) 

TATTCTTAAG TITCCACTTT ACAAAACCAC AAGGGAGAAG TCCTTGAAGG GGAGACAGGG GTAGGGGATT AGGGAGTGGG 
GGATGGTAAA GAGGGGAAGA GGAAGACCCA GAAACGAAGT CCCCTCCAAC CCCATCTCGG GGACCAAGCA GAGACTAGGC 
CTCAGGCTAG CCCAGCAGGG TTCCICTGTC CTGGTTCTAC AGAGCTAGGC CAAAAGACCT CAGGGGAAGG GOTVIT3G0CC 
TCTAGAGACT GCCGCCATTT GAGGGACAGC CACAGGCCAA TGTTTCCTGT GCCC 

SEQ ID NO: 2024: (Length of Sequence = 234 Nucleotides). 

ATTTCCTCGC GGTTGCAAAC GTCTTCCTGC CTTGAGCIGG GAGCTTCACC AGGCTTCGGT CTAGOGGAOG TCCACTTCCT 
TCAAATTGGG AAGCTTGGCC TTCAGATCTT OGTAGGICTC AGCIGAGAGC TTNGTGCICT TCATGTTTAA ACTGCAGAGA 
CTCITCATGG AGCTCAGGGC CAGCAGGCCA GCGTCTGTAA CCGGGCTCTC GCACAGCTTC AGCACCTGGA GCAT 

SEQ ID NO: 2025: (Length of Sequence = 327 Nucleotides) 

AGGAACAAAT GTTAAAGGGT AAGATAAITT CCCTGCAAAA GGACACAGAA GGCAGTCTCA AGAAGATGAA TGGATGAGAG 
AAGGGAGAGA ATAAAATGCA ATAAOGAGCC AGCATTTACT ATGTATITNN TCCTCACCIG TCICTCCATA TTTAGGTCAC 
ITACCAGTIT CTGTCCCCTT TTGGAGCITT TNTTGAGGGC TTCATTCTCA CCCTGTATIT CITTAGCCCT AAATTGACAC 
TCTCTCCAAA AATCCATTCC ATTCTCICTG GACCNAGATG TTCTATGTAA TTCAGAAGCA GAACTCTTGG CTAAAGGGCT 
AGTGTGG 

SEQ ID NO .2026: (Length of Sequence = 328 Nucleotides) 

TCACT ATAAA TTTAAAAGAA ACAGCTTAAT GAAATACAAG TCAGTTTATT TGATATTCAG CCTACAGCTT TCCAAAGCAG 
CAGTTGAACA TGTTGTTGAG TTTATACCAT TCATTCATTC ATTTATTTTT NCTZTCTTTC TTTCAGAAAA TACTCGGTCT 
TTGATATTTG TTTCACTGTG CTAGTITCIG GGAATGTGTA AGGAAGAGGC TGGCTGTCTG ' GATGAGAGCA ACTTGCTTTT 
TACAATAA1T ATIT3TTATT GTAAATIAAC AATTIGCTCT TCTGGTATTA TATGGAAGXA T1TGATCCNG TTGATGGCAC 
TGCCTTTG 

SEQ ID NO:2027 : (Length of Sequence = 307 Nucleotides) 

AAGAAAGATG CCAGCTCTIT ATIACCAGGG AAGCICTGTG CACGCGCGTG GAGGGTOCCN TTGGAGCTGA CCGGGCCCTT 
ACCTTCTCCT GCTTGTCAGA GGTGAGTOCT GGTACCCAGC AOGGTGGCCT COGGGAGGCT TTGATAGGTC AGCCTTCGCT 
GCCTCCCAGC TCAGGGCTCC TCCAAGGAAC CIGCGGGGCC CCATGTTGCCC ACAGCCCGAG GAGGGAAGCA CCGACCGNCC 
TCCTCGTGGC CAGTTGACAC ATCATCCATT TATTATCCIT CAGAGTCTAA AACTTTCCTC GTGATAC 

SEP ID NO:2028: (Length of Sequence = 272 Nucleotides) 

ATCCATTTCT GCATTAAOCT AGAGITAAAA AGGAATATTG ITTATTGTTT GGCTCTCCCC ACTAGAAGTT TCACAGGNGC 
ACAGATCATA TCTACCATCT GAACAGCICT CTGCCTGATG GCTAATACAT TiNiTGGCAT ATAGTAGGTA GGIGCTCAAT 
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AAATI'INITA CAGGAAIAAA TGAGATAGGA TTTTCAAGGG TATTINCTAT TAGGATTTAA TAAAACAAAG TGATCITEAG 
AGAAACAAAT CTCCCCATCA ACATCCTAXA CT 

SEP ID NO:2029: (Length of Sequence = 261 Nucleotides) 

ATTTCTACTA AAANTACAAA AAATTAGCCA GGOGIGGTGG TTGTGCACCT AXAATCCCAA CTACTCGGGA GGCTGAAGCA 
GGACAATTGC TIGAACCCAG GAGGTGGAGG CTGCAGTGGG CIGAGATCGC ACCATTCCAC TCCACCTIGG GCAACAAGAG 
GGAAACTCCG TCTCAAAAAA ACAAAACAAA ACAAAACAAA AACAAAAGTC AAGTGCTTAC OTTTIGCCAG AAGCCACAAA 
TGAAGACTGT GCCTIAXAGG C 

SEP ID NO:2030: (Length of Sequence = 384 Nucleotides) 
NNCCNNGGAC CAACAGCAGC CAGAGCAGTT AGCCAGTXAG TCCCCAGGCC TGTGGCACAG 
OGAGAATOGG TAAGTTGTCT GGAGTCAQGT GGGCCCAOGT AGGACAGGGT CACAAAGCCT 
TGCGCCTCTG GGGTCCTAGA GGTGGGGCAT GGTGGCTC3GA. AGTAAAACTG CCAACTCTQG 
AGAAGCCCAA GATGTCTAAT ACCCTOTCCC AGTGCCOGAG AGCIGCOTQG TGTCAGGTAG 
GAATGATCAG ACCCT3GTAG CTAAGAAGGN ACTICTOCCT TIAGTCAGIT TGCAGANCCC 

SEP ID NO:2031: (Length of Sequence = 261 Nucleotides) . 
ATCACAGAGG AGAAGCCACT GTTCCCAGGA CAGAOGCCTG AGGCGGCCAA GGAGGCIGAG 
GGACCAGGGA CAGACTCACT CTGTGGAGAC ACCATACGGC TCTNTCACIT TCACFGTCTA 
GCCCAGOGAX CCTIACCTAC CACGATGTGG GACTCAACTA TAAATCTTGC 1TCCAGCCAC 
CAGGAAATCA TTCAGAACIT T 

SEQ ID NO: 2032: (Length of Sequence = 344 Nucleotides) 
CCCCTGCAOG G0GTCT3GTT CTTCGGGGAA AACGCTCACC C^CCCCTGGT AAAGGGCCTG CAGATOGRGC ATCCCGGGCC 
CCACCTCGAC CAOGCAGCAC CACAAGCCAG GTCACCCCAG CAGAGGAAAA GGATQGACAC AGCCCCATGT CCAAAGGCCT 
AGTTCAATGGA CTCAAGGCAG GACCAATGGC CITGAGITCC AAGGGCAGCT CIGGTGCCCC TGTATATCTG GNTCTCGCCT 
ACATCCCGAA TCATTGCAGT GGCAA6ACTG CTGACCITCA CTTCTTCOGT OGAGTGOGTG CATCCTACTA TGTCGTCAGT 
GGGAATGACC CTGCCAA3X3G CGAG 

SEQ ID ND:2033: (Length of Sequence = 373 Nucleotides) 
GGAAGAAAGA AAGAAAGAAA GAAAGAAAGA AAGAAAATGG CCCCATAGTG CTTAAGTCCT 
QGGGACAGGG CTTCTGACAT TCTCTCAGGT CACTATTTGC AGGTCATCCA CCTTOGACTT 
CTTCCCAAGG CAGCCATCCA CTITGCICTC CCTCOGACGG CCATGGCT3A CCACTGCTGC 
ATCTQGCCIT GGCAGCCTAT GGATITOTGC CATTCTCCTG GCATCAAATC ACTCCTTCTT 
TTCAGTTACC AGCGCAGTT3 AGCATCTTTT CATACACTIA CTGACCA3TT CTA 

SEQ ID ND:2034: (Length of Sequence = 289 Nucleotides) 
CCACCAAAGA ACATCADGCT CTCITATCTC AAATGCTCGA CAATACCTCT CAGTAGGACG TTGTTGCAAG GCTAGCTAAT 
TTTAAATCK5 GTAIGAGTAA TACACTCAAA CCTAGTIAGT ATGCGAGAAA GTCGTTGCEA AOGCAIGCTG AGAGGATGTG 
AOCTCACAGC ATGAGCACTC CCTGGTICTC CCATICTCAG ATAAACGTAG TONAGTEACaJT CCAAGTITCr ATTCCAGCTC 
TCTGAACCCC AAAGCCAGGC CTITCACTTr TGCTGGCTGG CCIGGAAGC 



GOOTITCrGA CCTGCIX3GGC 
GGGTTTGTTT CTGGGTAC7IT 
CCCTCAGAAC TCTCAGGTAT 
AGAGGACACT GTACCTGGGT 

crrr 



TTAGCTGCCC GANTCCTCCT 
TGGCACCCCC AAACCCAAAC 

TCrrrcAGiT cgaggacatg 



CAGACATGTG TCCTGGTGCT 
CAACACATGT GACCAGAAAC 
TCCTGK7TAT CCTCGCTGAC 
GTTCTTTTAA TTTCCATTTC 
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SEP ID NO: 2035: (Length of Sequence = 290 Nucleotides) 

crrrrccrrc atctgaacac agaaggagcc aoggtctgga aagtotgcct gtccttcccg ggactgggga ggcoggigtc 

AGTTTTGATC TTCCAGCTCA GGCAGACACC TTACACAGTG CAAACAAGAG CCGTGTCAAG ATGAGAGQGA AGCGTTAGACC 
GCAGACCCGT GCAGCTAGGC GGCIGGCTGC TCAGGAGTCC AGOGAGGCIG AGGACATGAG QGTCCCCAGA GGACCCATTT 
GCACAOTGGG CTGATGGCGC CATITCCCCA AATNGCCATC GGCACCAGCT 

SEP ID NO: 2036: (Length of Sequence = 241 Nucleotides) 

TTATTTTATA TAAAAAGTGT TTCTGTGATT CTCCAGAGCC CAGGAGTCAG TOCTGCTGGT TGGAGGGACC TGCCCCCACT 
GGTTCATTTA ACCCTCTGTC TCGGTGCCCT NAGAAOCTCA GCCAGAAAGG CAAGGAGGAA ATCAGAGCAN GAGCCTCAIA 
CTCTTGGTQA TCTATTCATT CIOTGACCTC AGGGCTCACA TATAAGGTCA GIXTITTCTCG TCCCCGNOGG ATCIGCACIG 
C 

SEP ID NO: 2037: (Length of Sequence = 270 Nucleotides) 

CIATTATTTT GCATTITTGG TAGAAGGGGT GGTECTCACCA TGTCGCCCAG GCCGGTCTCG AACTCCTGAG CTCAAGCGGT 
CCACCTGCCT CAGCCTCCCA AAGTGCTCOG ATTACAGGCT TGAGCCACTG CACCCTGCCC AACCTIGACT AdTCTAATA 
GGGATGAGTC GAGTAGCACT INQGGGCGTC CICTGCGGCT GGGTCTGCCT GkGGCTCCCC TCGGCCCCGT CCATGGCTIG 
TICTGCATCT GGCCCTGAGT GCCITGGCCC 

SEQ ID NO.-2038: (Length of Sequence = 151 Nucleotides) 

ATTTTAAATT GAGCATTAAG GGAATGCAGC ATTEAAATCA GAACTCTGCC AATGCTTTTN TCTAGAGGOG TCTTGCCATT 
'ITlTiNlTAT ATGAAATINC TCTCCCAAGA AAGGCAGGAT TACATCTCTT Tm ' lTm ' ll TAGCAGITTG G 

SEP ID NO:2039: (Length of Sequence - 166 Nucleotides) 

TITCTCTGTT ACAACCTCCG TATGAOGCCA CGCCACCOGC TGTTCACGTC CCGTOGGCCI CCTGCACAC34 CCACACGCTG 
OGCCCGGAAG GCCCCIGCT3 TGGAGAAGCC GGACCCATCC CCGACCTCCC CAGOGAGGAC ACANACTCCA CGAGAGCAGC 
CCCTCC 

SEQ ID NO: 2040: (Length of Sequence = 362 Nucleotides) 

GAACTAOGGT TAAAATTAGA TTTGACCATA TGGAAGAICT ITTACCACTT GGTCTCCAAG AATGTdTCC TTATTATGTT 
ATTGGTCATr TTIGAGCGTG TGTGTPGCTG GGGTGG'ITIC TGCCITATAT TCCTTAACTA CATTGTATAT TTTTGTTAAGG 
AATTGGGAAT TCATITTAAT GLTlTiTAAC ATCITCACTG GGAACTGGAA TAAAGTTATT CTTGACTCTG TACCTTGAGC 
CATTGTCAAA CTCAGGGGIT ACATTITAGG TATCTAAAAA TIACTCITIA ACITTCACAT TCCCTGGGTT AGGAAGCTGC 
TGTTCAGGAG AAATTITCCN GGTTCITCTG GCAATTGGCT TA 

SBQ ID NO: 2041: (Length of Sequence = 360 Nucleotides) 

CCTAATTGTA AGTNATGAAG TCGAGGAGGT GCCTGATAAT GGGCCAAGTG AGGATGCAAT GCACCAGCT3 TATAAGTAGC 
TGCAGTCACT CCAGCTTCAA TTCCCAGTTC CCAGGCAGAC CTCTCTGGAG CCICTCGAGG ATCINAGGAC ATAGTCTGAG 
GCACATGAAT ATCATGCCCA TGACCATAGT TTGGGTGCAT CCTATGTGGA TGGGCTGGGG GGCGTTCATG T3CC0GCNTT 
GGATGCTGCA TCATCCTCCT CCTTIGAACT TCCATCCTCT GCATCACTTC ATGAGGATGC ACTCICTGIN CTGGAGCTGC 
TCTGGCTGGA ATATGGTGOG AAATTGGCTG GTGTGTAGGA 



SEQ ID N0:2042: (Length of Sequence = 403 Nucleotides) 
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GTTATTGTTC ITltaAGATGG AGTTTCACTT TTNTPGCCCA. GGCTGGAGTG CAGTAGCATG ATCTCAGCTC ACTGCAACCT 
CTGCCTCCCG GGCCCAAGCG ATICTCCTCC CTCRGCCTCC TGAATAGCTG GGACTACAGG TGCCCAACAG CACACCCGGC 
CAA3TGTICT ATTTCTAGTA GAGATCGGGC TTCITCACGT TGGCCAGGCT GCTCTOGAAC TCCTGACCCC AGGCGATIXX 
CCCACCTCAG CCTCCAAAAG CGCTAGGACC ACAGGCCTGA ACCACTGCGC CCAGTOGGAA GTAATAGTTA TTAACCAATG 
TCATGGCCGG GTGTAGGGAC CCTCGCCTGT AATCCCAGCA CTITGGGAGG CCAAGGAGGG AQGACOGCCC GNGACCAAGA 
CTT 

SEP ID NO: 2043 : (Length of Sequence - 331 Nucleotides) 

CCCCGTAQGG TGTGGCTCTC AGCAGCCTCA CCACAGGCAC CGCAGCTTTC CCGCTGTGCA CCCAGCTGGG TGTGTGAATC 
CCCCTGGACT GCGCCCAGGC CACCTTCATC TCCCATGAGA AGATGGTCAT CTCCCTCAAG GGCAGTCAGA TCTACATGCT 
GACCCTCATC ACOGATGGCA TGOGTAGCTT CXX5AGTGTTC CACTTITGAC AAGGCGGCCA CCAGOGTCCT CACCACCAGC 
ATGGTCACCA TGGAGCCTGG GTACCTGTTC CTGACTTCTT GCCTGGGCAA NTCTCPCCTC CTCAAGTACA OTGAGAAGCT 
TCAGGAGCCC C 

SEP ID NO; 2044: (Length of Sequence = 244 Nucleotides) 

ATGGAAGATA CTAAGAGCCT CAGTCIGGAA GCATTIACCT AGGAAGCGCA TATAGACAGA GAAGATCAAG GACTGAGGCC 
TGAGACAGTC AGCACTIAAA GGGTGAGGGG AGAACTGCCA AGGAGACAAG GTGAGAACAG CAGAAGAGTA GCCAAGGCCC 
AGGATGTIGC CACAGAAGCC AGGAGAGCTG AGCATCAAAA CAGAGGAGGA CCP&CTGCTG GGACAGAAGA GCCATATGGA 
ASAG 

SEP ID NO: 2045: (Length of Sequence = 333 Nucleotides) 

GTCAGGGATT TCTCCATTCT GCTCTTGGCC TCTCCTGAGG CCTCATAATG GGAGACCAAA TCAAAAATGT CCCATGTCAC 
TTGAGTGGGT ACACTGCCTA CAGAACdTG AGGTTGACTC CTC3CITCAGT TCTCAGCTGT TTACCACAGC CCTCCAGGGT 
CCAAAGATIG AGGAGCFFTC TCTTTCCTGG GAGGAACTGT CTCANATTTA GCTICTGICT GTnTTGGACA GAGGCTCCAC 
AGOGGTGGCT CTTGAGGAAT CCTCACCACT TTGJNCTCTT CCCTCIGACA AGCAGCACCT GAGCAGATGC TGAGGCAGTT 
CATTAAACCA GGG 

SEP ID NO: 2046 : (Length of Sequence = 274 Nucleotides) 

GCAGCTTTAT CTTTTTATTT ATGTATTTMA ACTGAC7ITAT TToTGTATCC CACTAGAACA ATACATTCAC AATATAdTG 
CAGAACTCTG CCTGGNGCAT CATGGGAGCA GAGAACTICT CCAGTGAATA GITCITGAAG AAAGGAGTAA AATCTCCCCC 
AAACCCTAAA GGCATCCTTT TCGTAGTGTG TGTCCXHATAG GTATGGCIGC TGAGCACCAG GGCTGCTCAC CATGCTCCCA 
AGAAGCAGAG TCAGGGAGGC AGACAGCAGG G1TT 

SEP ID NO:2047: (Length of Sequence = 327 Nucleotides) 

GGCCGCGATG TGCITITNTC CTC1OTTCGC T3CCCGGGAT GCGGAATCTT GAGCCTCGGT CTCGGGTTAC AGAGTTCTCC 
TGGTGACGGG ATGCGGAGGT TTCCTCCITr TTGTIGTGGG GGOGGCTOGT GGCAGGGGCA GCTGGTGGCA GGGTTGCCCA 
CGCTAATCTC CGAGTCTCIA AGGGCACCGT CTTTCCTGGA TCCCTCTTGC GCCTCGTCCA TAAAGGCAGA CCCGCGGGCG 
OGCGCCGGCA ACCTGAAATC AGAGCAGGCG TCOGTGGCGC TCAGGAACCT TGCIGAGCTT CGCCGATCTT TCATTGTIK3C 
TTCATTT 

SEP ID NO:2048: (Length of Sequence = 241 Nucleotides) 
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AcrrroiTGT tctgatttta ggactctggc tggccatgtg ctinnggttg cctctcctgc atttnccact ggatttocac 

TGCATCGTTT GGAGATACAA AGCGAGCAGT TCTTCGTCAG AACCCTCCTC TGCTTTTCAT TGTCTTTGAT AATGGTTACT 
GGGTCCITCT CTCAAGGCTA GCAAGGCCAA GCTGATGGCT GCTTGTTTA6 GAGGCCATCA GTTCCITCCT GTGGAGAAGG 
G 

SEQ ID NO: 2049: (Length of Sequence = 269 Nucleotides) 

A 'lTlTl AGTA GAGACAGGGT TTCACCATCT TGGCCAGGCT GGTCTCAAAC TCCTGGCCTC AAGTGAGCCA CCTCCITTGG 
CCTCCCAAAG TGTTGAGATT ACAGGTTGAGA TATTCTATAT TCATGGATTG AAAGACTCAA TATTGTTAAG ATGTCAG7INC 
TTTCTAAAGN GATTTCTTAG ATGCAACACA ATTCCAATCA AAATCCCAGG KiTlTlTlGT AGCTATCAAT TGATAGATAT 
CAACAGCCAG CTGATTCTCA AATTTACGT 

SEQ ID NO:2050; (Length of Sequence = 170 Nucleotides) 

TTITCAAGAG AACGTCAGTT T AAT AAAGCT AAATGGGGAG AAITGAAGTT TGCATTTCAC ATGGTATTAA ACAAAACCAA 
AGGGCTGAAA CTCATGTTTA GACAACACAG GTCACTAGTC ACTAGGCAAA GAAAACAGTC CACAGCAGGT GGCACAAATA 
A1TCCTATAC 

SEQ ID NO: 2051: (Length of Sequence = 262 Nucleotides) 

CAGGGCACAC GCAGGACCAC TGTGGATTAG AAACCCACAC GTCTCACTCG CAACATTCCT CCCACATCCA CATCCACGAC 
GGAGCCAAAT CTCATTTGTC ACCCTCACTC ACCACCCCAC AAGATGGAGC OGCTGGTIAC GACATGGATG ACAGGTGTCA 
TGCACAGGGA GAGAATTTOT CCCCGGATAC CCCTGAGGAC CAAGGACCAC CCCCAGGCIA GGGTCGGAGG ATTGAGAGCA 
CTGCAAGAAA CCAAGGAGGA TO 

SEQ ID NO: 2052: (Length of Sequence = 325 Nucleotides) 

GAAAAAAGAT TCITITGriA GAAAAAGCAA AAACAAAAAA GCATIAGAAA CTGGGAGCCA CTGCACAGCA GTAGCCTAGA 
GACTGGCTGC GATATGCTAG CVCTGCCTTG ATATCATCTT CGTGTCTTCA GGCATAGAGA AATGGCAGAG GAGCAGTAAG 
ACCCCACAGG AGATGGCCAG AGGNTCCACC ATCAGCCTTC TGGGGACTGA GGAGGTGATC TTAGTCGAAT TATTTTATAC 
TCACCTCCCC CGGGGTTTAG TCC7ITCCTCC AAACACTTAG TTCCAGGGCG CAGGAGACCT GTTACTAGCA CICTATGmT 
CTTTG 

SEQ ID NO: 2053 : (Length of Sequence = 222 Nucleotides) 

TTTCAAAATT AGTCTTAAGA GTATAAGCTG TTTTINAGGG CICTAGCCAG ACTACATAAT GAGCGCTGAA AGOGGCTGCC 
TTCCCCTCTC CTGACACCAG CAAGGGGGAG GCACCATCAC CGGCCCTGCC CCATCATGCA TCCAATGATT ACTAGCACTA 
GANGCCAACG GCAAAGGNCC COGOGOGCIT GCTCGTGTTT AATCGAGGTT AAGCTATACA CG 

SEP ID NO:2054: (Length of Sequence = 341 Nucleotides) 

GTAAATTAAG AATAT3GCCC CAGAGTTTTG TTTATCTGGG GTCTGAGCAT AGATTITATA TTC1UIGTTG CGTTTTITAA 
ATCTAACTTT CTGTCTCCAA TGGAGAGAGA ACAGGGAGGA TACAGAAGTA TIGCAGCCCA GATCCCCTAT CAGGGGGACA 
GCTGGTGGGC AAAGCAGCCA OCCCACAGCC TTGTGGCTAG AGTACAGTGG GCTGGACCCT CCAGCCCCAA TAGCCCTAGT 
ACCCAGCTGG CAGGGTTGCC CACCCCTGCT GTCCACCTGC TCCATCCTCT AGGGGTTCCA CAGGCCCCTG ACCGCACAGG 
GAGGCTGGGG CCAGCCTGGT C 

SEQ ID ND.-2055: (Length of Sequence = 258 Nucleotides) 
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CTGCCTCAGC CTCCCAAGTA GCTGGCATTA CAGGCGCCCA CCACCACACC TGGCEAATTT TT bTAlTl ' lT AGTAGAGACG 
AQGTTTCACT ATCTTGGCCA GGCTGGTCTT GAATTTCTGA CCITCIGATC OGCCTGCCTC GGCCTCCCAA ACTSITGGGG 
A1TACAGGCG TGAGCACCAC GCCOGGCCAA CTTGCinTC TCTAATQGCT GGCGAIGTTA ATTITTTCAC TGGCTTATCT 
ACOGTCTCCT TCTGfTQGA 

SEO ID NO: 2056: (Length of Sequence = 292 Nucleotides) 

CTCTI GACTC CGAAGGCTCG TGACAGACAC ATAAGGCAGC TCAAACTdT GCAACTTCCG TACAAAAGAA AAGGCTCCAT 

ccrcrrrrrc tcgaaciaag aatagactaa agtatccaat caagtcatct ggaagatcca gcttigcagc tacagcctcc 

AGGACATCCT CaGTICTGATC TGAAGTTAGC ACGTTGACCA GAAdTTCTG CCCGITGCTG AGCAGCACIT CCAAGGACAC 
TTCOTOTGnDG GQGACCTGCT GTGTCTCCTG TICTGCOCGA CGCAGGAAAC TG 

SEO ID NO: 2057: (Length of Sequence = 293 Nucleotides) 

CCAAAAAACT TGGCTGCCTG AAGGTGGGGT TTTGATCATG GCCAGGCTTC AAATTTAGGT CAGGCTCT3G TGGIACATCC 
TEAIATGCTT GGTGCTCAGC ACAGGTCAAG ACACACAAIA GACCCTCAAT AAATATTTGC TCAATTIGAA CAAlTCCTGrr 
AAAAATCTCA TTAAGAGACA TCAGCTTGGG ACACAGTTCC TCTCTTACTG TTCCTTCTCC CAGAAGCTCC TGGAATGAGC 
AGGTCTGGCG GCAGGGGGCA CACAGGGCIG CTGCTCAAAT CGGAGAAIGG CAC 

SEO ID NO: 2058 : (Length of Sequence = 172 Nucleotides) 

dTCTACAGT CAAGGAGCTC AAGCTCGCOG GGCGACCCTG CTCCIGCCTC CCACATTAAT GGOGGCATCC TCGGAGGATO 
ATATAGACCG GOGGCCCATC OGGAGACTGC GCTCCAAGAG OSACANGCCG TACCTCGCAG AQGOCAGCTT CTCCTTTAAC 
CTGGGGGCAG CT 

SEO ID NO: 2059: (Length of Sequence - 245 Nucleotides) 

GCAAGANGGC CGAGGGGGCC CAGAADCAGG GCAAGAAGGC OGAGGGIGCT CAGAACCAGG GCAAAAAAGT AGAAGGGGCC 
CAGAACCAGG GCAAGANGGC INAGGGGGCC CAGAADCAGG GCAAGANGGC CGAGGQGTCT CAGAACCAGG GCAAAAAGGC 
CGNGGGAGCC CAGAACCAGG GCCAAAAAGG AGAGGGAGCC CAGANTCAGG CTAAAANGAC AGAAGGQGCT CAGGGCAAAA 
AGGCA 

SEO ID NO:2060: (Length of Sequence *= 318 Nucleotides) 

ATGCCCTGTT AAGGAGCITG GGCTTGATCC TCTAGGCAGG GAGCOGITGG AGGATTTAAG CCAGGGAGIG CTGOGGTTGG 
TCACACTOGC CATTTATOTA GATCGTTTIG GCAGCCAGGG GAAGGATGGA TTTOAGGQGG ATGAGATTAG AAAGCTGGGA 
TATGAGTTAG GAGGCTGAAA GATGGTTGAT AAAAATOATC CTIGQGCAGC CGAGATAACT GACTTCAAGG ACA3ATACTG 
GACITATAGC AGAGCCTGIT GACTCTTGCT TTIGCACACA GTTCAAATAA TCAOTTAGTC ATGTGGTTTA TCTTGCCA 

SEO ID NO: 2061: (Length of Sequence = 331 Nucleotides) 

AAAAATAAAA ATCXATAAAC TAOGGATCAT AAGCAACTCC TGTITCTGIX3 GGTTTCACCA CATICTOCAG AAACIGAACT 
TTTGCTCATA AAAATTACAT AGAATGTAAA CTAATTCATT TTTTAAAGTA AATGCAAAAC TAAGGGTTAC ACAAGCACTG 
AGCATCAACA CTSACAGAAT ATTAATTCTG AAGCCCATTA ACTCTGACAA ACXiTiTATTC ATCTTTGCCT TCTIGAAGCG 
1CTGACTATC CCAGTlTTAC AGGAAAAGCT TAAACAGAAA AAGTTAAATA ATAATCTCAA GGTTAGNAAA CTAAGACA1A 
ATTTCTAGCT C 

SBQ ID NO: 2062 : (Length of Sequence = 316 Nucleotides) 
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CTAAAATCAA CCACATAATT GGACATAAAA GAATCTTCAG CAAATACAAA AGAACCAAAA TCATAACAAA CACACTCTAG 
GGCCACTGCA CAATAAAAAT ACAAGTCAAG ACTAAGAAGA TCACTCAAAA CAATGCAATT ACATOGAAAT TAAGCAACAT 
ACTCTCAAAA TCACITTTGG GTAAATAATA AAATTAAGGC AGAAATAAAG AAGCTCTTTC AAACTAATCA GAAGAAAGAT 
ACAACGTATC AGAAACTCTG GGGTFACAGCT AAGGCAGTGA TAAGAGGAAA ATTCTTAGCA CTAAATGCTC ACATTC 

SBO ID NO: 2 063 : (Length of Sequence = 312 Nucleotides) 

ATCCATGGCT TTAGCAAGAT CCCAGTGTCG GAACTCTCCT AGCAACTTGT NTTCATCCAG TGAT7VCTGGT TCTNTGGGGG 
GCACTTACAG GCAGAAGTCC ATCCCOGAAG TGTK3GAGIT3 AGCCGTAGAT CCCCAGCCTC CACTGACAGG CAGAACACCC 
AGTCAGATAT TGGTGGCAGC GGAAAATCCA CGCCTAGCTG GCAAAGAAGT GAGGATAGCA TIGCTSACCA GATGGCTTAC 
AGTTATAGAG GACCTCAGGA TTTCAATTCT TT1CTCCTCG AGCAGCATGA ATATACAGAG CCAACAT3CC AT 

SBQ ID NO: 2064 : (Length of Sequence = 294 Nucleotides) 

TACCTAAAGA ATCCICAGAT GGGAGACCCA GCCAGTHGG NTCACAAATT AGCAGAAGTC AGCCAAAATA TAGAGAAACT 
GCGAGTAGAG ACCCAGAAAT TIGAGGCCTG GCTGGCTGAG GTTGAAGGCC GGCTCCCAGC ACGCAGOGAG CAGGCGCGCC 
GGCAGAGCGG ACTGTACGAC AGCCAGAACC CACCCACAGT CAACAACTNC GNCCAGGACC GIGAGAGCCC AGATGGCAGT 
TACACAGAGG AGCAGAGTCA GGAGAGTNAG AT3AAGGTCC T3GCCACGGA THT 

SEP ID NO:2065: (Length of Sequence = 331 Nucleotides) 

GAGCTGAGTT TCACCCTGTT GCCCAGGCTG GTCTOGAACT CCOSCTCTCA AGTGATCCTC CTACCTCAGC CTCCCAAAGC 
ACTGGGATTA CAGGTTGTAAA TCACTOIGCC CAACCTGCTC AAACTCITGG AGAGAAGCAA GTCITCTAGC TGAACCTGAT 
AATGGCCTGA AAAGCAGTGT TGACAGCAGA TAATCTTCAC ACAGACAAAT GTCIACAGTT TCTAAATAAG CCAACICTGC 
ATATGGCCTA CAGGCTCTTC AGCATAACCT ACCCAAAGCT CAGGTTCCCT GAAGGCCAGG ACAGTACCTC GGGCCTTCAA 
GCAGCATITG G 

SBO ID NO: 2066: (Length of Sequence = 321 Nucleotides) 

GTCITGANCT CCTGAOCTCA GGTGATCCAC CANCCTOGGC CTCOCAAAGT GCTGGGATTA CAGGCCTGAG CAACCGCACC 
TGGCCTTGAA CCCTITGAAG TATTGATGCA AAAACAAGTG GTCAGCTAXG GCCAAATTOG CAATTCAAAA AGATCCAAGA 
AAGCAAGTTG AACATCCTGA TTGGAGATGG GACACACCCA AACGflCTGTC TTGAGGTGGC TGCAAAGTCC TCOGGTCTGA 
GCCAGTNTAA GCAGGTTTTA CCCCAGCCCA TGATTTAGAG AGATGTTNAG TGCAGATCCT GAGCTCAGCA GAGAGCAACA 
T 

SEP ID NO:2067: (Length of Sequence - 335 Nucleotides) 

CTGGCTCTGT GGCTCAGGCT GGAATGCAGT GGGCOGAGGT TGGCTCACTG CAACCTTCCAC CTCCTGATCT CAAGHCGTCC 
TCCCACCTCA GCCTCTCAAG TAGCTGGAAC TACAGTGGAA CIACAGGTGG ACAACATCAC ACCCAGCTAA TTTTTNTNAT 
TTTTTCTAGA GAOGGGGTTT CACCCTGTTG CCCAGGCTGG TCTCAAACTC CTGAGCTCAA GCAATCTGCC CACCTAAGCC 
TCTCAAAGTG CTGGCATTAC AGGCAT3AGC CACCGTGCCT GGCCVGGGAA GCTCTTTTAA CAGAGGTGAT GTAAAGTAGA 
AAAAGCAGTG GGCTC 

SEP ID NO:206S: (Length of Sequence = 274 Nucleotides) 

GCAACCGAAT GGACAGGGTA AAGAAGGAAT GGGAAGAGGC AGAGCTTCAA GCTAAGAAOC TCCCCAAAGC AGAGAGGCAG 
ACICTGATTC AGCACTTCCA AGCCATGGTT AAAGCTTTAG AGAAGGAAGC AGCCAGTGAG AAGCAGCAGC TNGTGGAGAC 
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CCACCTCGCC CGAGTGGAAG CTAIGCIGAA TGACCGCCGT OGGATGGCTC TNGAGAACTA CCIGGCIGCC TTGCANTATG 
ACCCX3CCAOG GGCINATCC2J ATTCINCAGG GCTT 

SEP ID NO:2069: (Ijength of Sequence = 321 Nucleotides) 

GVGCCKTCTG TTTACITCTC AAATGAAAAA GAATTCAGGT CTGAGICTCC AGGAAAGGGG GTCAATTTCA TAACCGCCTG 
TGACAGCGAT GGGAAGGAGC CACAOCOCTC CAGAGGGTAC CACCCAGCGG ACAAGTGGGG AGGAGGAACT AGCT3GCAT3 
AAGCOGGCCC ACCCAACCTC OGGGAGAGAG GAAAAGGAGA ACACGGGAT3 AGGAGGCTTT AAATAGTATT TCATAAAATA 
AAAATGCCCA GCACTCITAG GAACCTCTCA TTXMCOGCC TAGTTTTTGT TTAAATAATT CTAATGCCAG AGCTGGGGGG 
C 

SEQ ID NO: 2070: (Length of Sequence = 161 Nucleotides) 

AAAGCT3CAT AAAACAAGTT TAATTTCCAA CCAGGGTCAC ACTCATCGCG TTATCCCACA TTTTGAGCAA GGATAGAGAA 
GGTTGAGTTAT TAAACAXATA CAGTCTACAT TCCAGAGGAG GAACTGCAGT TACCACTATA ACACCACAGA CAAACTTTGG 
G 

SEQ ID NO: 2071: (Length of Sequence = 288 Nucleotides) 

GTGGAAGGGC CTTCAXACAT GCTTCCCATC TTCAGGAACA TCAGAGAATT CATACTGGGG AGAAACCATT CAAATGTGAT 
ACATGTGGTA AGAACITCCG TOGTAGATCA GCACTTAATA ATCATTGCAT GGTCCACACA GGAGAGAAAC CATACAAATO 
TGAGGNCTGT GGTIAAGTGTT TCACTTCTAG CTCAAACCTT CGTATCCATC AAAGGGTCCA CACAGGAGAG AAACCITACA 
AGICTGAAGA ATGTGGTAAG TCCTTTATTC AGCCITCACA ATTTCAGG 

SEQ ID ND:2072: (Length of Sequence = 284 Nucleotides) 

TOTCTCTTC AGACCCCTTT GCOGTATTGT CCCTCCIAAC T3GGACCTAA GCIAAGACTC AAGGGCTGCT CCCATGCCCT 
TCAGTATCCC CCATAAAATC TAACIACACA TTAGAAACTC AAAGAATAGC ATAGGCATGA TCCATCACCT GCAACAGAAG 
CAGTGAGGAG ACTTAAGCCA GGGTTCCTNC AAGNGATINC ACCGACCNTT CCTGCATCTC TGNATGCCGG ACTCCTAAGC 
ATTTACTCAG ATTTTAAACA GCACAXAATC CCATGGCGAG GATG 

SEQ ID NO: 2073: (Length of Sequence = 270 Nucleotides) 

GGAGCGATAC GCCCCICTCG CGAAGGACCT GGCGTCTAGA GATGTGGTCT CTOGGTCCAT GACTCTGGAG ATCCGAGAAG 
GAAGAGGCTG TGGCCCTGAG AAAGATCACG TCTACCTGCA GCTGCACCAC CTACCTCCAG AGCAGCTX3GC CACGOGCCTG 
CCIGGCATST NANAGACAGC CATGATCITC GCIGGCGTGG ACCTCACGAA GGAGCOGATC CGICTCCTCC CCACCCTGCA 
TTATAACATG GGCGGCATTC CCACCAACTA 

SEQ ID NO: 2074; (Length of Sequence = 278 Nucleotides) 

GCACATGCCA TCACTCCTGG CTAATTTTTG TATTITTAGT AGAGAOGGGG TTTOGCCATG TTGGCCAGGC TGCTCTOGAT 
CTCCTGACCT CAGCTGATCT GCCCACCTOG GCCTCCCAAA GTGCTGOGAT TATAGACAGG AGCCACCGNC CCOGACCCTC 
TCTCACTICT CAAATCICIT TCCTTTTTCC ACCTTCTAGG TOTCAAAGAC AGTGGATGGT CTCTGAGGTT CAAAACCAAG 
CIGACOGGGT AAGTATTTAC AGCAAAGCAT CCAATGGG 

SEQ ID NO:2075: (Length of Sequence. = 232 Nucleotides) 

GTCTCTAGGA TTCACTCAAA CCCAGGATCA OGGTTOCTA ATGTTATCAA GGCATGATTT TGGATTTCAG AGCTGGCCCA 
GTGAACAACA AGCAATCAAG CATTOCTITC TCT3TCTITC TCTCTCTCAC ATATACACAC ACACTCTTTC TCTCTCACGT 
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TACTtTCACT GTCACTTTCT CTCTACTGGA TAACAGGCCA AAAGTACIGG CACTCATCTT TCACTTTCTT CC 
SEP ID NO: 2076: (Length of Sequence = 223 Nucleotides) 

GTCACGAGCT CAGGAGATCA AGACCATCCT GGCTAACACA GTCAAACCTC ATCTCTGATC TATTCAGGGC TCTNACTTCT 
TCCTGGTT1A GTCITGQGTG GGTGTATGTG TCCAGAAATG TATTSATTTC TTCTAGATTT CTAGTTTATT TGNGTAGAGG 
TGTTTATTCr CTGATGCTAG TTTGTATTTC TATGGGATCA ACGGTGATAT GCTCTTTATC ATT 

SEP ID NO:2077: (Length of Sequence = 323 Nucleotides) 

GTCCCCCTTC CCCTCTICTG AGACCAGGCT CTGTCTCAGG AACAGGCCTG AGGGAGGAGG AGCCACGTTC CTCC7TTCCTT 
GGAGCCCTGA GGTGGCCAGG OT2TTCCCCAC ATAAAGCATG ACATCCAGGT GCCAGCTGGC TAAGAAATGG AGCCTGAGGC 
TGCAGCTCAC CACCTGTACC TCACAGATGT CCATTCAGAG GAAAGAAGGG TGCTCCAAAC GCCAGGCCCC CAAGGAGCAC 
AGACTCAGGG TCCAGGCAGG TTCAGTGCTA GTAGGCAGGT GGGCACTGCT GTCCAGGAAA ACCTGGTGGG CAGCTGTTTT 

ccc 

SEO ID ND:2078: (Length of Sequence = 310 Nucleotides) 

AATTTGCAGT TGTTAAATCA AACCTACTGA CATTTATACT CCCTTACTTT CTCITCTITC TTCCATTCTA AATGTCTGAA 
ATGTCGTACA GTCATACTTC CCACTGTATT TTTAGGTTIT ACTCTCATAC TTCAATAATC ACTACCACCC TTTATTTCAA 
TAAAAGTTCT AAGTCAGTGC TGATjLTITIG GTTAGCTCCCA TTTTC7IGATA TATTIGTCAT GTACATATCC AAGTGTATGT 
AATGTAGCTG TGCATCTATA TATACCCACA TATACATATA TACATATACA TATATATGTC CATATACACG 

SEP ID NO: 2079: (Length of Sequence = 281 Nucleotides) 

GAGACCTGCC AGAAGATTAA AAAAAAGAAT GAGAGAAAAG CCCAGTTACtT GGTGTGCAAA CTTACWCCT TTAAATGTCC 
CATGGATGTA GGACAGTGCC ATGTITCAAG ATGCCTGTGA GCTAGGTCTT CAAGATTTAT AGAATGTTAC TTATGAACAA 
AATATAATTA TTTATGGTAC AATTCTTGTA CTTTAGCAAA TCTGGAGTTA GTTCATAGTC AAAGTCAGTT AATATTTCTT 
AGAGGAAAGT TTTGGCTITT TGTGGCAACA TITITATRGC T 

SEO ID NO; 2080: (Length of Sequence = 311 Nucleotides) 

ATTAAAAAGA ATATTATTTA TTATCTNCIT TATTAATACT CACATCTAAC CnTGCTlTJL 1 TACACAAAAG TCIGCTITAG 
AAGAATCCCT CCNCGGCTTA TCATGCCCAA TGGGGC1T1T TGTTICTGGA CCACTTCCCC TITCTCCACC CCCACCCCCA 
CATCCAAATT ACTCTTAACA TGTTCACAGA TACCAOGNAT ATITICTAAA ' CAAGWITIX3G GTTACTGGAA CTTGATTTCA 
TTAACATCCC ACITCAAAAT GGAAGGCAGG TGGAGGGCAG GGTAAGGNAA TAGGGGGAAA GAGGGCAAGA G 

SEO ID NO: 2081: (Length of Sequence = 207 Nucleotides) 

GGACGCACGC TCGCTGCCAT CACCGCTGGG TGCJITHTIC CCCCTAACIT TTTACITAGC CTITITCGTT TGTNTCCCCA 
CXXCCACCTC CTCACCCCCT TTCCAGrrrcr tcitcaggcc cctcccagac GCACCCCAGC GGCCCCTGCA GCCCCTGCCT 
CCAGCCTCCA GCCTCACCTT TGTGCCCAGA CTCGGATTTG GAAGACT 

SEO ID NO: 2082: (Length of Sequence = 260 Nucleotides) 

TTAAAAGAAA GTGCATACIT ATTP3CAAGG AAAACAAATG GAATAGACAA AAATTTTAGA ATATAAAGAC TTTTTTNCAT 
TTATGTATGT GTTTACAATT CAAAATAATA AAGCTAGTTA AAAGTCAATA CATATTAGAT ATATTCAAAT ATi'i'lNCCAA 
ATAAATTTCG ATCTTATCAG TTAACACCCA TAGCAAAAGA CTAAGGAGTA TTTGTATAAC ATTAGGGTAT TTGACCTCAT 
ATTCTATTCA TTTGGGTTTA 
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SEP ID NO:2083: (Length of Sequence = 257 Nucleotides) 

AGTTTCA2AT GTTTATTAAA CCAAGCATGA GGCCCITCT3 TGCACAGGGC CCICTG1GAC GGCATGGGAG GOCTGCTCAT 
GAGGCIGGGC CTGCCCGCCA GAGACCTITC TAAAATGCAG ATTCAOGACT CTCCTCCTCA AGCCACCCIA CTGGCGftGTC 
GGGTCATTTC GGATCAGAGA TTCCTGGAAT AGATCIAACT AAGATGGTAG ATATTATITr AAAXAATGCC TTTITNAGGA 
ACTAGCTQCT AGGCTCT 



SEX) ID NO:2084: (Length of Sequence = 255 
TATTATACAG CATTGTCAAG ATTATTTGAC AAAAGGCAGT 
CTK3TATCAG AACATACATC AAGGTGAAGA GTITCGGCCC 
ACAATSATGA CATAAGGNCT AATACTCTAT TTATTCAGGN 
AAGTGATCAC AGTTG 



Nucleotides) 

AACAAGCCGA AGGAAAACAC ATCTACAAGA AGCTGAACAA 
TCITGGTATA GGGTATCTAT GTGIACATCT CCAATTITGA 
GACCCCATAA TCAGGATAAT AGTAGGCATT CAGAGTAAIA 



SEP ID NO;2085: (Length of Sequence = 290 Nucleotides) 

GGACGCACGC TCGCTGCCAT CACCGCTGGG TGGTTTTXTC CCCCTAACTT TTTACITAGC CTITTTGGTT TGTGTCCCCA 
CCCCCACCTC CTCACCCCCT TTCCAGTTCT TCTTCAGGCC CCTCCCAGAC GCACCCCAGC GGCCCCTCCA GCCCCTGCCT 
CCAGCCICCA GCCTCACCTT TGT3CCCAGA CTCGCATTTG GAAGACTCCA CCTCCOGOCC AGGCCTGGGC TGTTGGGCGG 
TTGGAGATTC AGGTTTTAAT CCACACAAGC CCCAGTGAGG GGTGAAGCAT 

SEQ ID NO:2086: (Length of Sequence = 342 Nucleotides) 

AGTITCATAT GTITATI'AAA CCAAGCATGA QGGCCTTCTG TGCACAGGGC CCTGOGTGAC GGCATGGGAG GCGTGCTCAT 
GAGGCTGGGC GTGCCCGCCA GAGACCTITC TAAAATGCAG ATTCACGACT CTCCTCCTCA AGCCACCCTA GTGGCCAGTG 
GGGTCATTTC GGATCAGAGA TTCCTGGAAT AGATCTAACT AAGATGGXAG ATATTATTTT AAATAATGCC U'i'lTlGAGGA 
ACTAGCTGCT AGGCTCTCTA TCCTGGGAGA AGAAGGTGAA GGTTCCGCAA TATCAATUT CCCAACTCAG CCAAGATTTT 
CCCAGCATCT NCAGGACAAG TG 

SEP ID NO:2087: (Length of Sequence = 306 Nucleotides) 

TATTATACAG CATTGTCAAG ATTATTTGAC AAAAGGCAGT AACAAGCCGA AGAAAACACA TTTACAAGAA GCTGAACAAC 
TK3TATCAGA ACATACATCA AGGTGAAGAG TTTOGGCCCT CTTGGTATAG GGTATGTATG TOTACATCTC CAATTITGAA 
CAATGATGAC ATAAGGNCTA ATACTTCTATT TATTCAGGAG ACCCCATAAT CAGGATAATA GTAGGCATTC AGAGTAATAA 
ACTGATCACA GTIGAATGAA OGfTGTTCACC AAAAGTCTTA GACCAACCTG ATATCATCTT ACACTT 

SEQ ID ND:2088: {Length of Sequence = 326 Nucleotides) 

ATT3AATAAC TTAGGCAATC TTCCACITIG ACTGAAATGA TTAAGATCAG TTIACOGAAA GTCATITCAT CCITGCCTTG 
CAGGCATCT3 GCTATTCTTG GTGCAGGGCT GATGGGAGCA GGCATOGCCC AAGTCTCCGT GGATAAGGGG CTAAAGACTA 
TACTTAAAGA TGCCACCCTC ACTGCGCTAG ACCGAGGACA GCAACAAGTG TTCAAAGGCT AAGCCTGCTC TCTCTCITTG 
CAAGAGTTAG AATGTCCTTT GTTTdTGCT TAGTTGTTTT TIGTGCTGGC TIGGTGGGTT TITITGTTIG TTTGTTCTTG 
CCATCA 

SEQ ID ND:2089: (Length of Sequence = 291 Nucleotides) 

GGGTTTCCCT TTCCACTCAT CGGAGATTCA GAGGGATGAG CTQGCACCAG CTGGGACAGG GGTGTCCOGT GAGGCTGTAT 
CGGGTCTGCT GATCATGGGA GQGQGCGGAG GCTCCCTCAT CGTCCTCTCC ATGCTGCTCC T3CGCAGGAA GAAGCCCTAC 
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GGGGCTATCA GCCATGGCGT GCTGGAGCTG GACCCCATGC TCACCCTGGA GGAGCAGCAG CTCCGCGAAC TNCAGCGGCA 
CGGCTATGAG AACCCCACTT ACCGCITCCT GGAGGAAOGA CCCTGACCCG G 

SEP ID NO: 2090: (Length of Sequence = 293 Nucleotides) 

TTATCTGGAA TACCACAOGC CCTGGTACAT GGCTGAACTC TTOCCXTTCA TCCTGCTTGG GGTCTTCGGG GGCT1GTGGG 
GAACCCTCTT CATCCGCTGC AACATCGCCT GGTGCAGGAG GCX3CAAGAOC ACCAGGCTGG GGAAGTACCC GGTIGCT3GAG 
GTCMTGTGG TGACIGCCAT CACTGCCATC ATTCCCTACC CCAATCCCTA CACAOGCCAG AGCACCAGCG AGCTCATTTC 
TCAGCTGTITC AATGACTCTG GAGCCCITGA CTCTTCCCAG CTCICTGACT ACA 

SEQ ID NO: 2091: (Length of Sequence = 274 Nucleotides) 

CTITTCGAAT GGTCAAACAA TTTAACTCAA ATGTTTTAAT GGTGCAATTA AAATAAGGGT TCAAACATGT TTTCAATATA 
TTAATTNCTT TAAAGTCATG TTCAGGCAAG GTGCTGTTTA AAAAACCACT ATTAGCTTIG TCCACACATG TAAGTTATCA 
AAAGTTACCA AGCTAATTTT GACGTTGAAT GCAGCTTTAA ACAATAAAAA AATGGTATTA GGTTTACTTC TOGAAGCAAA 
GAGAGCCCCC AACCTTGTAA ACIAAACATT CIGA 

SEP ID NO: 2092: (Length of Sequence = 290 Nucleotides) 

GGTACGTAGG ACGCTGGCCC TGTCCTCCGG CCGGNTCTGG TCAGACACAA TCATQGTCTC CACCACGAGG TGTGCAATGC 
CTGGNAGGGT GGTTTGCTCC AGGTCCAGGA GGGCAGATCC ATGGGCGATG GTCCTCCTGA GCTCCAGAAG GCTACGGAAG 
GAGAGOGAGG CAACATGGGG CITCCCCCAG CXSCTCOGnCT (XTCCTCCAC GTCCTCCTCA AACTTGATCC AGCGGGCCGT 
CTCCCGCCAG TGGGGCTCCT GGCTGCGGTC CAGCATCAGC TCGTTCAGCT 

SEQ ID NO:2093: (Length of Sequence = 323 Nucleotides) 

AGCTACACTG ATACAAGTGG ACCXAAAGAA ACGAGTTCCG CTACTCOGGG ACGAGACTCC AAAACCATCC AAAAGGGATC 
AGAAAGTGGG CX3TGGGAGGC AGAAATCTCC TGCACAGAGT GACAGCACAA CACAGAGAAG AACICTAGGC AAAAAACAAC 
CCAAAAAGGC TGAGAAGGCA GCTGCTGAAG AGCCTCGTGG AGGCCTGAAG ATAGAAAGTG AAACCCCICT AGACTTQGCT 
AGCAGCATGC CCTCCAGCAG ACACAAAGCA GCCACCAAAG GCTCAAGGAA ACCCAATATA AAGAAGGAGT CTAAGTCITC 
CCC 

SEP ID NO: 2094: (Length of Sequence = 255 Nucleotides) 

AAGGATGTIT TGGTTCCCTG CCTCAAGGCC GGCCATGTGG GAGTTGTATC TGTGGAGTTC ATTGCCCCAG CCTTGGAGGG 
AACGTATACT TCCCATTGGC GTCTTTCTCA CAAAGGCCAG CAATTTGGGC CTCGGGTCTG GTC5CAGTATC ATAGTAGATC 
CTITCCCCrC CGAAGAGAGC CCTGATAACA TTGAAAAGGG CATGATCAGC TCAAGCAAAA CTGATGATCT CACCTGCCAG 
CAAGAGGAAA CL'ITV 

SEQ ID NO -.2095: (Length of Sequence = 305 Nucleotides) 

GCACTCCAGC CTGGGCAACA AGAGCGAAAC TCCATCTCAA AAAAACAAAG AAAGAAACIN CTGAACTCGG GGGCIGCTAG 
AGGATTTTCA GGAAGGGTCA ACACAGGCCT CACITCCAGT CCCTCATTTC CX^GCTCACA GAGTCACCAG AGGGTGAGAA 
GCAGAACCTG CCAGCAAAGA GGGAAAAGGC CACAGAACCA CCTINTCCTC AATTACAAAG GGGTGCATTT CAGAGGAGGG 
AATAGGGATG GAGAGGAGGA GAAGACCTGC CCAGGAGCCA GATAAATTCA AAGTCACCAA GATO3 

SEP ID NO:2096: (Length of Sequence = 327 Nucleotides) 
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CIAGATATAA CTACCCTTCT CTATTCCTCA CCTAAATCCT TATACTGCTG ATSACTTIGG AAAATACTAC AGGGTTTTAC 
AGICIAATCA TGACAATACA TCICCAGGNT CCTTGAGCCA AATACATTCC TCAGAATACT TTITITAAAA AACTGAAATT 
GATTACITGT ACTITGTCAT CACCAAAAAT ATCTCTAGCA AGACATACTG TTCTCAGCAT CCACTTCTAC CATCCTCACT 
ATICTAACTC ACAGXAGACT ATCCCTCCTA CTTXACTGAA AAGATACAAA CCA1TACCTA GCAATCATTC TTCCACCTTA 
AACATAT 

SEP ID NO: 2097: (Length of Sequence « 296 Nucleotides) 

CACCCTGCTG AGGTCAATTT CGTCACTGAT GCCTOGGGTC ACAXAGGCCC TGATGACCCA GATTTCACAC AGAGGTCAGT 
ACATCGCTCA ACITTCCTCC CAGGAGGGGC CGGGGCPQGT GGGCCATGCC CACTCCGTGC CACATGCCTA GCATTCAGAG 
CTITCTAAGG AAGCCCICTT CIAAATGCTC AGGTCCCACC CTTCCITCTC AAGAGAAGCC ATGGGCTTCC TGCTCCICTG 
TCACAGTGTG CCACTTGAAG GGTGGCTdT CCCCATTCTT CITCCATGGG GGCCAG 

SEP ID NO:209B: (Length of Sequence = 324 Nucleotides) 

ATIGGTTTTN TTGACTGTTT TCTTCTITIT MlTiOT'lC AACATACTTA CTQCGTATAA AGTCATGCAA AGAAAACAGT 
GCAGACAGTA GATCCEAGTG GATCTGCCAA GGTATTCCAC TCAGAGTCAA TCCCAGGGAA AGAGQGAAAG AGGAAAAGAA 
AGAGAGAATG CX3AACCCGAG GCTGCAGGAT GAGGCATSAA GACTAGAAAT TCCCAGTGCT TIGCTGTGGT CATCAGAOGC 
CAAGGGGAGA GAGGCAATNA AGACACACGC TCAOGGGCCC CCCAGAGGTG GCTGGGGGGT GCTGGGGGGC GGCACACAGA 
TATG 

SEQ ID NO: 2099: (Length of Sequence « 299 Nucleotides) 

GAAACCGTCA GIAAQGAGCT LTl'lMCTTT ACCTTCCCAC TCCAAACCTA CTTGCTAGCT GTTCTTATCA 
TITCTCTGTC ACAAAAATCT 'GITCCATCIT AATGAACACA TTTCATIAAT GTCCTTCTTA ATGAAGGACA 
CTGTGCTCTG AATCCCATAG TAATGACATT AGdTAAGTT TTCTGAGCAC TTGCTATCTG CCAGTTCCTC 
TCTTGCTTAA GCTTTGCAGT ATACCTGTGA AATAGGTGGC AGTEAGITCTC CCACCAXAC 

SEQ ID NO: 2100; (Length of Sequence = 308 Nucleotides) 
GGCAGCTTAT TTTGGATK5G TTCACAATGT GGATCAAACA GGAAAATCTG TTATCATCAA CAAGACCAGC AGCACCAGAA 
TOIKCOGAGT CTTCCAGCAG TGCAGGCTCC TCAGGNTOGC TCTCCCGCAC CCATCCACCT CTCCAGAGCA CACCCCTACT 
CTCAGGTCTG GCAGCTQGCT CTCCAQGCTC TGTGCCITAT CCAGAGAATG GAATAGGGGG CCAGGTTGCT CCCAGCAGCA 
• CCAGCTACAT CCTCCITCCA CTDGAAGCIG CAACAGGCAT CCCGCCTGGG AAGCAATCCT TCTTTAAT 

SEP ID NO: 2101: (Length of Sequence - 291 Nucleotides) 

GATGAIGATT GCATGGGGTT T3ATGCIACA CTGGATCATA GACT3TGGCT TCTITCTTAC ATGTNTTGGT 
CATAGACTGA TCCTGAATCC ACATCAACAG CATGGAATCC AGCACAGGAT CCATAGATCA CTTTCAACCT 
TCAACAGTGA GATCCACCAG TAATGGCTTA TGTACCAATT CTCCAAATCA C1TAAAGGCC ATAAATTIGG 
TIG(3SGCCCA OGCATAGGAC TTCCACAGAA CTTTITCAAA GGCAATCACC C 

SEQ ID NO: 2102: (Length of Sequence = 323 Nucleotides) 
GATCATGATT GCATGGGGTT TGATGCTACA CTGGATCATA GAGTGTGGGT TCTTTCTTAC ATGTGTD3GT AGATAAATGT 
CATAGACTGA TCCTGAATCC ACATCAACAG CATGGAATCC AGCACAGGAT CCATAGATCA CTTTCAACCT CTGGCCTTCC 
TCAACACTGA GATCCACCAG TAATCGCTTA TGTTACCAA1T CTCCAAKFGA CTTAAAGGCC ATAAATTTCT GATATGGCTT 



TTGCCTCCIT 



CCATGAATTA 



AGATAAATGT 
CTQGCCTTCC 
TGATATGGCT 
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TGGIGCCCAC GCATAGACTT CCACAGAACT CTTCAAAGCA ATCACCAGAA ATTTGATTCT TTCATATTTT ACAACTTTAT 
AAT 

SEP ID NO: 2103: (Length of Sequence = 270 Nucleotides) 

cctttcactc ccccgccctg ggcctcigct ctcitgcctg gnitccitct tttttgaggg aaagagggtg gggctgcagg 
cagtctactg gcaggacggg aggctgagtc ctcagggtct cacaccctca gtgctgatgc catgccaact gcctgggaca 
acaccaacac gtaaggacct aattaaacca aaccagagtc ggctgtagac cagccctggg atitccagct ntgactnggc 
cagggcacac gtiggtctcg gcagtggctg 

SEP ID NO:2104: (Length of Sequence = 367 Nucleotides) 

ccrrrcAcrc ccccgccctg ggcctctgct ctcitgcctg gcttccttct tttitgaggg aaagagggtg gggctgcagg 

CAGTCTACTG GCAGGACGGG AGGCIGAGTC CTCAGGGTCT CACACCCTCA GTGCTGATGC CATGCCAACT GCCTGGGACA 
ACACCAACAC GTAAGGACCT AATTAAACCA AACCAGAGTC GGGTGTAGAC CAGCCCTGGG ATITCCAGCT GTGACTGGGC 
CAGGGCACAC GTTGCTCTCG GCAGTGGCTG TAAGGTCACC TTCCTTKCTC TGGATGCTGG TTTCAACCAT CTATATATGG 
CATCCACGCA TGGGATCTGC AAGCTGGAGC CCTCCTACCC GCAGCIT 

SEO ID NO: 2105: (Length of Sequence = 288 Nucleotides) 

GCAAAATTAC TGAAACTACT ACTTTGGGCT CAGAACGAGC TGGACCAGAA GAAAGTAAAA TATCCCAAAA TGACAGACCT 
CAGCAAGGGT GTGATTGAGG AGCCCAAGTA GOGCCTGCNC TK3CNTGGTIG GATCCAACAC CAGCCCTGOG TCGTGGGACT 
TGCCTCANAT CAGCCTGCGA CTGCAAGATT CITACTGCAG TAGAGAACTC TTTITCTCCC TTGTACTTTT TTTT3ACCTG 
GNATCITTTT ATAGGGAAAA ATGGCCTTTG TAGGCACTGG AAAACITG 

SEO IP NO: 2106: (Length of Sequence = 349 Nucleotides) 

GCAAAATTAC TGAAACTACT ACTTTGGGCT CAGAACGAGC TGGACCAGAA GAAAGTAAAA TATCCCAAAA TGACAGACCT 
CAGCAAGGGT GTGATTGAGG AGCCCAAGTA GCGCCTGCNC TTGCNTGGTG GATCCAACAC CAGCCCTGOG TCGTGGGACT 
TGCCTCAGAT CAGCCTGCGA CTGCAAGATT CITACTGCAG TAGAGAACTC TTTITCTCCC TTGTACTTTT TTTTGACCTG 
GCATCTTITr ATAGGGAAAA ATGGCCTITG TAGGCAGTGG AAAACTTGCA AGGAAAGCTG CCGTCTCTTT TGGCAGTCTT 
GATGCAGAGC CTGCACTCIG GCACTOGCT 

SEP ID NO:2107: (Length of Sequence = 329 Nucleotides) 

GTGACAAGCT CCAGAAGCCC GCNTOGCAAC ANCCAGGAGG GCCAGGCCAC TCCAGGCAGG AGGCAGTGGG CTGGCAGCCA 
CCCTGGGCAC AGAAGAGCAG AOGCAGACAG TGCTGGGCAA CGAGGGGCIT TNTTCATGGG OCCGCCTGCC CTGTCCCTCC 
CCCCAGGTCC (XACCITCTA GGGTTAAACT GCAGCTGGGA GGGAGGAGGC AGGCAGAATT NGGGAGCTAG AGAGAGCCCA 
AGTGAACCCT GACTGTCCAC GCAACTCCCA TGTCCTCCTC GTCCTGGAGT TCCTCGAGGT TCAGCGAGCC CATCCCGCCT 
AGGGCCTCT 

SEO ID NO:2108 : (Length of Sequence = 261 Nucleotides) 

T3TTCATGGC AGCCTGAGCA GACTAAGACA GCAGCTAACA CAGCAAGATC ATACCAGTTA ACCITCCTGG TTAGAAGACC 
TGAGCCTCCT GACTTCCGGT CACTGGATAC TCTCTGTTNAG GCTCATGATT TAAACTCTGT AGTCACIGCT GGCTTGGAAA 
CCTCTAACTC TCTCTGCCTC TIGACAGTCT TCOCTCAAGG GAGTCCATTA GCCAGGACTA GGTTACATGC CCCTGTGTTA 
GCTGTGAGGG ACAAGGCAGA G 
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SEP ID NO: 2109: (Length of Sequence = 329 Nucleotides) 

TTTTCATOGC AGCCTGAGCA GACTAAGACA GCAGCTAACA CAGCAAGATC ATACCAGITA ACCITCCTGG TTAGAAGACC 
TGAGCCTCCT GACTTCCGGT CACTGGATAC TCTCTGTIAG GCTCATGATT TAAACTCTGT AGTCACTGCT GGCITGGAAA 
CCTCTAACTC TCTCTGCCTC TTGACAGTGT TCCCTCAAGG GAGTCCATTA GCCAGGACTA GCTTACATGC CCCTGTGITA 
GCTCTGAGGG ACAAGGCAGA GAAATAACTG CCCAAGTTCA GCTFCCCATA ATGTITGGGG GATGCTATGA CTCZAACTTTG 
ATCTATTIT 

SEP ID NO:2110: {Length of Sequence = 271 Nucleotides) 

GGCTTGAGCA GACAGAACGG GGAAGACTCC ACTCICTCCC GAGGGGCCAG COGCAGTTCG CCCAGGGCCA CCCTGCCCTG 
AGGTCCITCT CTGGCOGCCC TGGOTGGCA GCCCTGCCCA CGCTGCCCCC GCAAACAATG GT3T3TGCGT TTTTACAGCC 
CTmTAGGA ACCCAATATG GGCATAAATG TAACACCTGT AGCGGGGGCA GATTCTCICT ATCINCAGTT AACAAATTAT 
TTGTAATGTA 'ITiTi'ITAGA AATCTTAAAA T 

SEP ID NO:2111: (Length of Sequence = 315 Nucleotides) 

GGCTTGAGCA GACAGAACGG GGAAGACTCC ACICTCTCCC GAGGGGCCAG CCGCAOGTNC NCCCAGGGCC ACCCTGCCCT- 
GAGGTCCITG TGTGGCOGCC CTGGCTTGGC AGCCCTGCCC AOGCTGCCCC CGCAAACAAT GGTGTGTGOG TITITACAGC 
CCTimAGG AACCCAATAT GGGCATAAAT OTAACACCTG TAGCGGGGGC AGATTCTCTG TATCTNCAST TAACAAATTA 
TTIGTAATGT ATTTTTFIAG AAATCTTAAA ATTGCCTTTG CACTGAAGTA TTTTCATAGC TCITTATATC TCXTT 

SEP ID NO: 2112: (Length of Sequence = 275 Nucleotides) 

GCAAGANAGA CCAAAACCTA ACCTGAGTTA CAAGAAACAA GACAGTAATG GCTATAAAGG GACTGACCAG GAGCAACTGG 
GACACTCCTT TACCTCCCAT ATCCAATGTA ToINTTTCAC AGAAAAACAA CAAAATIAAC AAATTCACAA AATAC3^ACAG 
CTAGAATTAC AAAATCCATT CATCCAAGGG TCCTAGAAGG CAGGATGGNA AGGT3GAAGG GTAAATNGCA CAGGGAGAAA 
AACAAAGTGT TCCAATCAGT CCAGGCACAG GGACT 

SEP ID NO: 2113: {Length of Sequence = 227 Nucleotides) 

QGG3CATCAG TGGGGGGTGC TGTCAAAATT AGTGAAATCA GATACAGTTG ATGGGCAGGG AGGGTGGGGT AAGAGACAAC 
TCCAGTGCAG TGCCAGGK3G GCAGGCTCCC ACICTTCACT TGAGAOGCTC CTCCCCACTC AGCTGGGGAC AGGGGACACA 
CTCGCAGGGC AGGGCATTCT GGAGCTGTGG CTACAGGTGA GGGGAAATGG GAGGCACAGC CAGGAGT 

SEP ID N0:2114: (Length of Sequence = 339 Nucleotides) 

GGCGCATCAG TGGGGGGTGC TGTCAAAATT AGTGAAATCA GATACAGTTG ATGGGCAGGG AGGGTGGGGT AAGAGACAAC 
TCCAGTGCAG TGCCAGCTGG GCAGGCTCCC ACTGTTCACT TGAGAOGCTC CTCCCCACTC AGGTGGGGAC AGGGGACACA 
CTCGCAGGGC AGGGCATTCT GGAGCTGTGG CTACAGGTGA GGGGAAATGG GAGGCACAGC CAGGACTGQG GCAGGAGGGA 
AGGCCAGTTC GTNGGCAGGC TGAGGAGGGA ATATNACCCC CCTCAAGTCC CCAAAGTGGC AGGCAAGTTA AGGGGCCCTG 
GATGAGCTGG CCCCTCATG 

SBQ ID NO: 2115: {Length of Sequence = 262 Nucleotides) 

TGGAACACAA AATTOCCTGT NTTAACATTG TACATTCGGG GCCTAGCTGC CCTTGAGGAT CTCCTAGITA C^CCCTCTCr 
GATACCTGTG GAGTTTAAGC ACCATTCCTA COGCTGICTC CCTTNGGAGG GGGTGCAGTG GAAGCTCTTA AAGGGGAATG 
CTTGCrCTGC CTCrGTGGCT TITTGTITGG GAAAGGGAGT TNGGATTNGA GGA3TTAGAT TTNAGGTCAT GATGTCAGAG 
CACAOCAGGA ACTCCCAAGG CT 
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SEP ID NO: 2116: (Length of Sequence ~ 153 Nucleotides) 

AAGAAGCGAA GAGGATTOGT GAGCTGGRGC AGCGCAANAC AOGGFGCTGG TGACAGAACT CAAAGCCAAG CTCCATGAGG 
AGAAGATGAA GGAGCTGCAG GCICTGAGGG AGAACCITAT CAAGCAGCAC GNGCAGGAAA TGTCAAGGAC GGT 

SEQ ID NO: 2117: (Length of Sequence = 231 Nucleotides) 

GAATATAATG TGTATCTOCA AGGNTOGATC CACCCTTNCC CATCCIOTGG AGCTCAGAGA TTCITGGGAG CTGAAGGTCT 
TCTTAATGTC AGATCAGCAA CCCCAATCTC AGGCAGCTCG GATTCGCIGC TCTOGATCTN CCGCTGGCCA ATGTAAAACC 
AGACGCAGGC GACCCAGTGC GCGACAGGGC GAACACGGCC ATGAGCAGTG TCAGCACCAC G3CGCTGTAC T 

SEQ ID NO: 2118: (Length of Sequence = 309 Nucleotides) 

CGGGAAAGAA CAAATIGGAA TGGTGGGGGA TATGGGTGTG TGGTGGGGGC GGGGCAGGAG GTCCTCGGGG GTCCAGCATG 
GGTCGGGAGT GGGAGCAGGA CAGAAGGTGG CCACGTCACA GGCGACTGAT GCTCAGCTCA AGGGGAGTGT GAAGAGCTTG 
GCAAAGAGCT GGGGAGCCGG GCAGAGGGAC AACACIGACT NAGGACATTN CAGTTGGGAA TCAGAAAAAA AGGGGCAGCT 
CAGGGGCATC TGATCIGCCT CATTTXTGAA AAAGAAACAG AGTAATGTAC AAAATTCTGG ATATCITCT 

SEQ ID NO: 2119: (Length of Sequence = 308 Nucleotides) 

GGTAATCGTT GAAGATTACC AAAGGTTTAT TTGGAATGAC ACAGCACTGA AAACATAATT GTTACAGATG ATTTCTGGAT 
ACAGCATACA CCATCTATTT TACTTTAGAA CAATCTCTGA AGATCAGTTG CATAAATAGA AAGAGGTGGA AATATAGAGG 

AGcrcrrnrr atactgttct tttgggggta gatgaatatg ccccatcttt ctacccaatc tcataaaggc agaagagaag 

ACIGCTTAGC TGCCCATCCC AACTAGCCTA CCTCCAGCCA CAGCGGCIGG ACAGCTAGAT AAATCAGG 
SEQ ID NO:2120: (Length of Sequence = 237 Nucleotides) 

COGdCTCCT GACGGGAGCC CACTAGGGGG TCCTCTTTCA TCTTTGGTGT GGCCTTACCT CCCACCAAAG AGATCCGAGG 
CTTACrClTC TCTCTCTGGG ACCAGCATGA CCCAGGAGTC CTTCCAGGAG AGCTCTGTCA AGGAGCIGAG GCGGCIGGAG 
GACCAGCIGG COGGCCTGGA GCAGGAGCTG GCGGCTCTGG CACIGAAGCA GAGCTCGCTG GCGGAAGAAG TGGGCCT 

SEP ID NO: 2121: (Length of Sequence = 224 Nucleotides) 

GOGGTCAGAG GCTGAGGCCA GAGAGGTAGC AGCGGAACIN ACAGGGAGGC CAGGGGCAGA GCTGACCC7S GAGAGGGATC 
CINATGTCCT AGACACATGG TTITNTTCTG COTGTTCCC CTTTTNTGCC CTGGGCIGGC CCCAAGAGAC CCCAGACCTT 
GCTCGTTTCT ACCCCCTGIN ANTTITGGAA ACGGGCAGOG ACCTTCTGCT GTTCIGGGTG GGOC 

SEQ ID NO:2122: (Length of Sequence = 202 Nucleotides) 

(^GCTGCAGC TTCCAACCAA GAAAACCTCA AAGCATTAGG GAAGGAGCAG CTGTGGGGCT GGGCTGGGGA GAATCCCCTA 
AGCTCCAGGG CCCAGGCTCT AACCTGAGAG GTCGGGGCTG CAGGAAGCK3 GGGGAGGCTC COGGGGCTGG GGGAAGAGGA 
GCCTGCCCCC AGCAGAAACA GCAGGTCTCA GOGGCTACAT GT 

SEQ ID NO:2123: (Length of Sequence = 359 Nucleotides) 

ATTCTCCTCT GTTCTCITGA TGTGTAGGGA AATTTGAAGA ATGACTCTGA TAAAAATCTA AAAGAGAAAC ATCGAATCCT 
AACTGGCIGT GTGACCCTAA AACCTTACTC CGTCTCTITG AACCTCAGAT TTCTCAGGGC TTGGCACATA GCAAGCATTT 
CATACTCAGA AGCTGGTACT ATTACIGTIG TCTTTTGIGG GGGGAGGTTT GTTTGTTTTG TTTCGAGACA GGATCTGGCT 
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1TCTTGCCCT GGCTGGAGTG AAGTGGOGCC ATCATAGCTC ACTGCAGCNT OGCCCTCXTO GGCTCCAGCG ATCCTCCCGC 
CTX^CTCTCC CGAGTAGCTC GGACCACCTG OGGATCCCG 

SEP ID NO: 2124: (Length of Sequence = 233 Nucleotides) 

GAAAGGCOGT GCATCTCTIG TCTGTTGGCA GCGAGCACAT CGT1TIGGAGA CACGAGTTTC TAAGCAGCTC GCAOGAGGGC 
TCCTGAOGGC A1GGGTCGTG CTTCAGGGTG GCAATACCTC TTAGGAACTT AGGGCAGGAA GCAATACITC AGCATTGAAT 
GTGTCTAAAT AGTTGCTITC AGTPGCAATT GCTATFTNCT TCTCAGTCCC AGCTCAGATC GAATTATATA TCC 

SEP ID NO: 2125: (Length of Sequence = 241 Nucleotides) 

GCCATGGCTT TTCGTCAGGT TCAQGGGGGC TGAGGGGGTG CTCCTCCCCT CCCCCCAGGC ACTGACACAT TGAAAGGAAG 
CAGAGCAACA ATGACACAGC ACGGAICTGG GAAAGGGGAT CCCCCACGCG GGCAQGA3X3G TCCATCTCAC CGGGGTCTCA 
CCAGGACTCC CCGCTCCCAC CCAGGGCCAG CACGAGCACC TCCQGTTTTC TCCCCACTGC AGAGCCTGGG GTGACAGGAG 
T 

SEQ ID NO: 2126: (Length of Sequence = 275 Nucleotides) 

GTGTGCCCTC TTGCTGTGTC TTACTTCATA AGGAGTPGTA TCTTCCCACC TGCATTTCAA TACTGCCGGT TAGGACCTAA 
(7TAGAAGAGC AGTAAAGGCT GATTGACACA CAGGGGGATC GAGTTGGTCC TTGTCCATTC TCTCACCCTT GCTGTGCATG 
TATCAATCCT TATCCCAGAA GGTlACTATTT AGACICTATA GACTGATTTA GATTACATAC TTTAGAGGAT TAAGGAAACC 
ATAGAGTTTG GGCCTTGGAA CP3ITACTGC CTICT 

SEQ ID NQ:2127: (Length of Sequence = 296 Nucleotides) 

TTCAGCCITA TCGAAACACA TGAAGCAAAA CCATTGAAAC TCTATGTCTA CAACACAGAC ACTGATAACT GTCGAGAAGT 
GATTATTACA CCAAATTCTG CATGGGGTGG AGAAGGCAGC CTAGGAT3TG GCATTGGATA TGGETATITG CATCGAAXAC 
CTACACGCCC ATTIGAGGAA GGAAAGAAAA TITOTCrTCC AGGACAAATG GCIGGTACAC CTATTACACC TCTTAAAGAT 
GGGTITACAG AGGTCCAGCI GTCCTCAGTT AATCCCCCGT CTTTCTCACC ACCAGG 

SEP ID NO: 2128: (Length of Sequence = 322 Nucleotides) 

GCATGGGAGG GAGGAAGAGA GGITTGGGCT GCGGTGGCAG GTGATATAGG GAAAGGGCTC ACGITTCAGA ATCTGTGAAC 
AATTCCAITT TTCATCAGAT AGCAGAACAA CTACAACAGC AAAACCTAGA ACATCTCAGA CAGCAGCTCT TGGAGCAGCA 
ACAGCCTCAA AAGGCCACTC CTCMGATAG TCAGGAAGGA ACCTTIGGGT CAGAGCA1TC AGCGTCACCA TCACAAGGGA 
CTAGTCAGCA GCATTTTCTT GAACCTGAAG TCAATTPGGG ATGATTCCAT AGATATTCAG CAACAGGATA TGGATATAGG 
AT 

SEP ID NO:2129: (Length of Sequence = 222 Nucleotides) 
TITAGTGGGT CTGGGGTGGG CGOGGCCCCC GGCTAACGGG GCGGGTCTCC TCCTCTAGGC 
CCAGGCCTCC CCGGCXAGGT GGAGCGTGAC ACOGCAAAGC ACACCGTCCT ACCGAGGOGG 
CTCCCCRGAT GGAAGOGCCC GGCAGACAGC TGCCCAAGAC CTCACAGAAC AAAGATGGAC 

SEP ID NO:2130: (Length of Sequence = 191 Nucleotides) 
GTGGGATGCT TTATTTCACT GTGGOGGGGA GGGAACCTGG ACAGGGGGCG GCAGGOQGGG 
GGGGACTAGG CAGGGGAAGG GCTGCCCCCA GGCCTGTTGA GGAGAAACTN AGGCCAGCCC 
GGQGTAAGGA GGGTGGGGGA AAACTGGGTC T 



GCAGGAGTGC GCGGTGCTCT 
GGCCCAGGCG GCACCAGCCC 
AT 



TGGGNGGCTG GCACTCAGGC 
TGGCGGAGAC CTAGCCCAGC 
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SEP ID NO: 2131: (Length of Sequence = 280 Nucleotides) 

CTGAGTCITG TCGATCCCGA CCAGGAAGAG CAGCTCAGCC AGGAAGAGGT TGATGCACAG GTTCTICTGG ATGGTGTTCC 
GGTCGGTCIG CAGCCCCOGC AGAAGCAGAA GGTCGAGAIG CAGATGGCCA AGCAGACCAG GGAGATCACA ATGCCCACCC 
AGGTGATGAC CGACAGCAGC AGCTCGTTGA TGCGGCCCTG GTAGATCTCA CGGTGAGCCA TGAGCACAGC GAAGTTGGTG 
AGCTGGCTGC AGGCACACGT GGIATGGGTC TTGTTGGACT 

SEP ID NO: 2132: (Length of Sequence = 201 Nucleotides) 

ATCCCCACAC CATTGCCTGC TCCTCCXATS GGGCTTTAGC TCCCCT3ACC ATCTGCTCAT CTTAGCCTCVG ACVGGGCGCA 
CAGT3GTGCA GGAGGAAGGA CCGGGAACCC T3TCTGGCIT TGGGCAAGCT GACAAACCCG TCTGGAACTC AGTTTCCCCA 
GCICTGAAAT GGGGCCACTC CCCATGCCCT GCTGTCCTCC T 



SEO ID NO: 2133: (Length of Sequence = 180 Nucleotides) 

GATGAAAATG TTCTGACCAG AGGCTTGGCA TINCCXAACT CTA'ITIGCCA GAGGAGCAAT AGTTCTCTAT TCGCTAATIT 
T3TGTTCACA GAGAdTTAA GGAACATGAC TCITGGGAAT AACAAGAATT AAAGGTATTT ATTTACTTNC TCTATATGAT 
TGTAATATTA TACCCATACT 

SEO ID NO:2134: (Length of Sequence = 302 Nucleotides) 

ATGAACAAAC GGGACTATAT GAACACTTCG GTACAGGAGC CCCCICITGA CTACTCCTTC AGAAGCATCC AOGTCATTCA 
AGATCTGGTA AATGAGGAGC CAAGGACAGG ACTAOGACCA CTGAAGCCTT CAAAGTCGGG GAAATGACTC ACCCAGTCCC 
TGTQGCT3AA TAACAATGTT CTCAAIGATC TGAGAGACTT CAACCAGGTG GCTTCACAGC TGTTX3GAGCA CCCAGAGAAC 
CTGGCCTGGT TCGACCTGTC CTTTAATGAC CTGACTTCCA TTGACCCICT CCTAACAACT TT 

SEO ID NO: 2135: (Length of Sequence = 291 Nucleotides) 

TCITACCAAT CTGACATTCA CTATCAACCA CITCTTGACA CATGTCATAG AAAAGTGACA TCTCTTTCCC TTCAACCAAT 
ATATCCTCCA ACAACATGAA CCTCAACAGG TAGCTAGCAT TGTCTTCTGT TGAAATTTAG AGCTGGAAGA AAGGATTTCA 
CAATCTCTCT GTGGAGACCC AGGAATCOGT TACCTTCTGG GATTTTAGAG AGTGTGGAGA GAGATGAGCA GGCAGTGAGC 
OGGGGACCAA CTCCGATAAG AATATGAAGT CAGGAACTGA GAGAGGAAAC G 

SEQ ID NO:2136: (Length of Sequence = 282 Nucleotides) 

GCICTACAAG CTCnTTTCT ITCITGTCAT GGTCGATTCT GTACATTTCA GCATTIGCAT CATACAAAGG GGGGAGCAAC 
AGCCATGGCT TITCGTCAGG 1TCAGGGGGG CTGAGQGGCT GCTCCTCCCC TCCCCCCAGG CACIGACACA TTGAAAGGAA 
GCAGAGCAAC AATGACACAG CACGGATGTG GGAAAGGGGA TCCCCCACGC GGGCAGGATG GTCCATCTCA COGGGGTCTC 
ACCAGGACTC CCCGCTCCCA CCCAGGGCCA GCACGAGCAC GT 



SEQ ID NO:2137: (Length of Sequence = 322 Nucleotides) 

GAATTGACAA CATATTGCCA AAATCTTAGT GGATTTTGCC AACACTATTC TGCTGATAGG AAAAAAGAAT CATTCAGCTA 

CTTTCCAATT TAGCCACAAA ataggctctt ttttcttcat tactactita accagtatgt taatacfgaa aataggtata 

AAGAAATCAC AAATAAOCTT CITCPGTTTG AAGGAAATTT AAAATAGCAC ACTTAAATTG AAAGTNAAGG GAACTTTAAT 
TCACTACTGT AATTTITAAA TGTCPGTATC ATGTAGTGTT TGCACAGTTT TAACCTTAGT TTACCATCTC TTACTCCTTA 
GT 
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SEP ZD KD:2138: (Length of Sequence = 305 Nucleotides) 

ATGCTGAGTC GCAGTTCCGA TCnCTEATC CTTCCATCAG CAAATCTCAA TITGTCAAGA TTCATGACAG KTVCTTCCCC 
AGOGTTK3CT TTAATTGGAG GGACTTTATC TCCAGGCCTG CATGACTCTT CJGATGCTCAG GGCACATGCC OGACCAAAGA 
CAACCAGGTC CAAGAGOGAG TTTNCCCCGA GGCGGTTGGC ACCATCTACC GAGGCACAGG CGGCCTCCCC ACAGGOGTAC 
AGGCOGGGCA CAATCK3ATC CIGGCCATTC ACGTGCCTCA GGACCIGCCC GTQGG 

SEP ID NO:2139: {Length of Sequence - 263 Nucleotides) 

CGGCCCCCAG CAACAGCTTC AGCCCIUTCC ACCAAGCTIG CCATCAAGGA GATTGCACCA CTGCACTCCA GCCTGGGTGA 
CAGAGTXAAG ACTCTCATGG GGACACTACT CTTCAAAAGG CCCTGGCCAA ATAACTCCCA AATGAAACAC TCAACCCAAG 
GATGTTTTCA GCCCACTGTT ACTGAAGCTG GC7PGCAGAAT GCAAAGCCTC TAAAAGGAGA GGATACAAAG TCAGGTGAGT 
AGGGGCCATT GGCAAT3CTC AGA 

SEP ID NO: 2140: (Length of Sequence = 255 Nucleotides) 

CIGCTTCANT CTGCGCCCCT CAGCJDGTQGC TTCCCGGCAT GCCCTCTGAC CCCAAGCCGC AGGTACAGGA AAGAAGTTTG 
TGCTGGGGGA CTCAAAGACC CAGAGGTTAA TIAACAGGAA CTAGGGCCAG GOGCCTTCAT CTAGAGGTCA CT3GAGTCTC 
CAGGGCACTC ATCACICTGG CTGGGAGACT ACAGTCTCTC GGCTGCGGAC TTGTGGAAGA AGAGGGGGAA GGATGGGAGA 
AGGGGTGACT GGATG 

SEP ID NO: 2141: (Length of Sequence = 355 Nucleotides) 

TTEAATIAAA TACCACITCA TAATGTTATT TGCACCTAGT ACTTTTITIT 1TITAAATAA GAOTIGCCAT AAGTOGIX3AA 
GTTAACAAAA TATAAGCATC OGCACAGAAT ATATTCTAAG GTGACTTCKT TTACAOOGCT TCTCAGAGAA ACACACAAGT 
ARC CmUCT CTCGCCTATCA GCCAGTGTTG AAACAGdTT GGAATTCACA TGGAAGGCTG CCGGGCTGGT TCCCCAACAC 
TNGCCTGATG GAGTCCIGTA TCOGNACOGT GCCGTCAAAC TGGCTGGTTT CCACTAGAAA AGCAAIGGAG AGTCAGCTCT 
CCCTTCTTIA CCCAGCGTTC AACTCCACAC TGCAA 

SEP ID NO:2142: (Length of Sequence = 391 Nucleotides) 

CIGCTAAGTG CCATGAGACC TTAGCAGAGG CTGTIGGGriGC CCCGCCCCAT TCCCICCACT CACTCTTCCT TGCAGGTCGA 

ccTGcxxrrrc ttcgctgagg rarrciCTG cctccagagc ctgcttggtc ctcaggctgt aagtgcaggc agagctaatg 

TCICTCCATA GCTGCCCTCC ACCAGCCT3C TCCTGAGACA CCIGCTGGCC AGCAGCCTGA AGCAGAATCC TITACTCAGA 
TTCAGCOGCA CAGATGCTCA CTGCAGAGAT CTCCAAGGNC TGTQGTCATC CTTGAGCCCA TCTCAGATTT GTCTGGAXAG 
GGTGTIAGAG AACATGGAAT CAGCTGGATA GAGTGGfTTCA TCCTICTAAT NCCAGCACTT TIGGGAGGCT T 

SEP ID NO: 2143 : (Length of Sequence = 326 Nucleotides) 

GATGCAGAAC AGCITCTTGC AGAAGCACCT GCTOOGGCAT CCAGOGCTGC CTGGAGGCAG GAAGGAGAGG CAGGGCAGGA 
CACGCTGGTC TCAGATOAGG GGGAGCCCCA CGGGCCCCAG GCAGGCTAGA GGAGGCACAG GCCCTGCCAC GGCCAACTCA 
GCTCAGCCAG CCTGAGGCTG TGGCCTCCAA AGGGTCTGGG CX3CACCCCCC AGGTCGCAGG TNTNTGAGGC CMCCAACCT 
GCAGAGCACT CGCGGCGTGG CTGGGCIGAG TGGAGGTGCC TGGGAAGCTG CCTAAATTCA GAAGCCTCCA CITGCCATGG 
AGACTG 

SEP ID NO: 2144 : (Length of Sequence = 357 Nucleotides) 

GCACOGGGCC CCAGGAGCCC ATCAGTGACA GAGTGCTOCA TGATGATCTC CTCCACCCGG GTGATCTACA GCAGCCTCAN 
AGCACCCCCA GGAACTGGGA NAGCAGGATG CCCAGGAGGA TGCCCGCCAT GATGGTOIAG TICTCCATGA ACCAGAIGAT 
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CACGGCGTIG GTCCAGCCCC GCACGTAGAT GACATCCPGC ACACTGAAAC GCTCdTGTC GATAGTTTTM TAGCCACACA 
TGGTGTTGAC AACTTCTGTC GTGTTXXTGA TGCAGCAGGT GTAGGGCACC CCACAGGCCA GGGGTCCAGG GGCACTGCAG 
TCGTGGTACT GATTCTIGCT CCAATCTCGG TAGTCCT 

SEP ID NO: 2145: (Length of Sequence = 420 Nucleotides) 

CGCCAGGAGC TGCTAGCCAA AGCATTGGAG ACCCTACTGC TGAATGGAGTT GCTAAOCCTG GTGCTAGAGG AGGATGGAAC 
TGCAGTGGAC AGTGAGGACT ICTTCCAGCT GCT3GAGGAT GACACCTGCC TGATGGTT7IT GCAGTCTGGT CAGAGCTCGA 
GCCCTACAAG GACTGGACTG CIGTCATATG GCCTGGGACG GGAGAGGCCC AAGCACAGCA AGGACATCGC CCGATTCAAC 
TTTGACGTGT ACAAGCAAAA CCCTCGAGAC CTCTTTGGCA GCCTGAATGT CAAAGCCACA TTCTACGGGC TCTACTCTAT 
GAGTTCTGAC TITCAAGGAC TITGGCCCAA AGAAAGTACT CAGGGAGCTC CTTOGTITGG ACCTCCACAC TTCTCCAAGG 
CCTGGGCCAT ATGTCGCTGG 

SEP ID NO: 2146 : (Length of Sequence = 390 Nucleotides) 

CCCAAATACT GTTTCCCAAA CTATGTOGGG CGGCCGAAGC ACATGOQGGT NATGGCTGGA GCCCTGGAGG GGGACCTCTT 
CATCGGACCA AAAGCAGAGG AGCACOGGGG GCTGCTGACC ATCQGCTACC CCATGGAGCA CGGOGTGGTG CGAGACTNGA 
ACGACATGGA ACGCATCTNG CAGTACGTCT ACTCCAAGGT TCAGCTGCAG ACCTTCTCGG AGGAGCATCC TGTGCTCCTC 
AD3GAGGCCC CGCTCAACCC GAGTAAGAAC CGGGAGAAGG OGGCAGAGGT GTrCTTIGAG ACCTTCAACG TGCCGGCCCT 
GnrCATCTCC ATGCAGGCIG TTCTCACTCT GIACGNAACA GGAOGCACGA CAGGACTGGT TCTAGACTCA 

SEP ID NO: 2147: (Length of Sequence = 219 Nucleotides) 

TTTGTGGTTG GAGAGAAACT GGTGTTCTGC CCGGCICTGC TTOGTCACAG ACAGCICCAG CAAGAGCAGT TGTTAAAAGT 
GCCAAGOGTIG TGTATCACTG TGACAAGCCX3 TTTGCTTACT GCXXT3TTCC CTTNCAGCCA AACCAGCTGA TGAAGAACTG 
CTGCCAGGNG GGTCCTACAG CAGCTCACAA ATGACCTAGT TTCATT1TAA GCAGACAGA 

SEQ ID NO:2l48: (Length of Sequence = 353 Nucleotides) 

GAAATCTTTA TTACAAAAAT ATTTTGCAAG CCAAAAAGTT TAAGTTGCAA CTATATACAA AATGGGGCCT GTTTCCITCC . 
CAGCAGTCTT AAAATAAACT CCTGAAACCA T3CTCCTTCC GCAGGTTGGT TCGACCTCTT CLTiTlCCTG GGGTTCAATA 
CACAAGGTAT CTGGATTCTC CAGGOTCCCA GGCTAAAGCT AAAGCTATAC ATCTTCCITG GCCTTATTCC CTTATTTCCC 
CCTCCAAGAA TTAAAAAATA AAATAAAAT3 AAAATCGCAC CAAGAAAACA TTL'i'l'l'iAAA ATACTGAATG TGTuTGTGCA 
TGOCTGTGCA CAGTATCTCC CTGTTCICTG GGT 

SEQ ID NO:2149: (Length of Sequence = 394 Nucleotides) 

GGGGAGACTT T3GGCITINN TCATGACTGT TTGGGTOGAA GGTAGCTCAA GTGTGTGTGT GICTGIGTGT CTGTGTGTGT 
GICTGrrGTGT GTATGTIGTGT AAACT3CTAA GAACTGTGCA TTCACATCCA AACATITCTT GIACAAAATT TCCCTAGCAA 
AGCAAACCIG CTTTGACTTA ATTTATTICT TAAATCTK3C ACTTTGTTTA TGTATGTFIT GTTTTTGGTG GGGAATAAGG 
AGAGAGAGGA CGACAAATTC TATTGAAGTA TTTATTTIGT GAAGATGGCA ATTTTGCATT TGTTTAAATA TTTTTCATTC 
NNTTAATTTT GTTATCAGTG CCAGCCCAAN ATACCTGCTC TACCATTAAT TTGCGGGCCT GATAAAAAGG GTCC 

SEQ ID NQ:2150: (Length of Sequence = 200 Nucleotides) 

ACCICCCTGG GCCTCGGAGA OGCTGACAGC T3GGACGACA GCAGCTCCGT CAGCAGCGGC ATCAGCGACA CCATAGACAA 
CCTCAGCACT GATGACATCA ACACCAGCTC CTCCATCAGC TCTTATGCCA ACACACCIGC CTCCTCTOGA AAAAACCTGG 
ATGTGCAGAC TGATGCTGAG AAGCACTCAC AGCTGGAGAG 
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SEP ID NO:2151: (Length of Sequence = 369 Nucleotides) 

CTGCGCCCCA GTCTTTCTCA AACCTGTNAT CACACTTCGG GCACICTCCC CTCIACAGTC AATCTGTGTT TTCAGAAGTG 
GCCCCAGGTT CACTOCTCTT ACAGCAGTCC TAAAGAGCOG GCTGCCCTTT CCCTAGGCTT CCTTGCTCTT NAGGGCXAAA 
TTCCAGCCCT CCTACCCCAG TGCCACTTGG GTAAAAATAC TCTGCTCCTC TCAOG1TIGC TAATAAGCCC GGGCTCCGAC 
TACCACCGTT QQGGGGAAGG GAGCCOCTTA CCGTCATTGC TGGGTCOGCT CCGGGAAAAC ATGTGCCGGA CX*K3ACTIGT 
GCGGCGGCAT CTITCCGGAA ATGCCGfTTTT TGTTTCCTTC TAAGGGTGT 

SEC ID NO: 2152: (Length of Sequence - 312 Nucleotides) 

TTCACAAACA AAT1CTGGGA GAAACACACC TTCCCAGCAA TAGAAAATCT CTATAAAGTG CATTTPGCCT GCAACCATCT 

CTTCCCCATC CTIGGCCCriG GGTCAGGATT tgajsgcactg ttccgaggga gccctcaggg ccacctcagc tgggagaagg 

GAGGCATGAA GCCACCATGG AGCTCCAGGC TACTGGACAT ACCCTCTCTA CCCTGCCXTTr CCCTNTTGGC TCCAGGAGTG 
CACTGCCTGA CTCCACTOGC AGGTTGATCT GGGAACGGGC TNGGCATGCT AGGGATGCTG GAGAAGTAGG CG 

SEP ID NO: 2153: (Length of Sequence = 325 Nucleotides) 

CCCAGACCCA GAATGTAAAT NAGGCCAAAA TGGCCACTTC CCAGGCTGAC ATAGAGACCG ACCCAGGTAT CTNTSAACCT 
GACGGTGCAA CTGCACAGAC ATCAGCAGAT GGTTCCCAGG CTCAGAATCT GGACTCCOGG ACAATAATTC GGGGCAAGAG 
GACCCGCAAG ATTAATAACT TGAATCITGA AGAGAACAGC ACTGGGGGAT CAGAGGOGGG CCCCACTGGC TTGCAGQGAC 
CTGGNGCTCT GCACCAGTTC CACTGACCAC TTCAGAACCC ACCTNGG3GC ACCCCCCAAT CTGCTCTGGC AGACGGCATT 
GGCTT 

SEC ID NP:2154: (Length of Sequence - 326 Nucleotides) 

ATCATTTAAT TAACATCTTT AAATGAAACA CAGTTTTCTT CATGICTCTC ACTCAGGCTT CAGGGCAGAG GGAATGGATT 
TTIAGACATA TCAAAGACTC AAAAATTTAA AGAAATATAT ATATCEATAT ATATACTTCT AACATTITAT GGAAATIAAA 
AATCAGAGGC TTTTGCTCTC TCCATTTACT CIAGGTCAAG CTCATITACC CCAGAGGACA AAGAAGGGCT GCCIdTCEA 
GACCCTCCCT TCTCCITTGT CCTINTGrrCCC ACCCAGCAGG GAAACAAGCT CAGAAGGATC CTAACAGGAT AGAGTITCCA 
GTAAAT 

SEP ID NO: 2155: (Length of Sequence = 317 Nucleotides) 

TGGATGAGGA GACCCTGAAC ACACCCTGCT ACTGNCAGCT GGAGCCCAGG GCCICTNACA TCCTGCTGGA CCAGCTGGGC 
ACCIACGTIT TCAOGGGCGA GTCCVKTTCC OGCTCAGCAG TCAAGCGGCT CCAGCTGGCC GIOTTOGCCC CCGCCCICTG 

CAcercccTG gagiacagcc tccggctct a ctgcctggag gacacgcctg tagcactgaa ggaggtcctg gagctggagc 

GGACTCTGGG CX3GATACTTG GIX3GAGGAGC CGAAACCGCT AATGTTTCAAG GACAGTTTACC ACAACCITGC GGGCTCT 
SEP ID NO: 2156: (length of Sequence = 372 Nucleotides) 

CTTCCAGCTG GCAGCCCAGT GGOXACCCA TGTCAAGCAC TTTCCAGTCG GACTCTTCAG TGGCAGCAAG GCCACCTGAG 
GCCCICTNTC CCAGCCACTT TCCCTCCTGG CACTGCCACC AGCCTCACCG AGTGGCGCGA TCTCGGCTCA CTGCAGCCTC 
TGCCTCCOQG GTTCAAGCAA TINTCCTGCC TCAGCCTCCT GAGTAGCTGG GACTATAGCC GOGIGCOGCC ATGCCCAGCT 
AATnTTGTA TITITAGTAG AGACAGGATT TAACTATGTT GGCCAGGCTG GTCTTGATTT CCTGACCTQG TGATCQGTNC 
TCCTCAGGCT TCCAAAAATG CTGQGA3TAT AGGCATGAGC CACCACAACC GG 

SEP ID S$0:2157-. (Length of Sequence - 351 Nucleotides) 
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CTGGCTAACA TGGTGAAATC CCGTCTCTAC TAAAAGIACA AAAAATTAGC TGGGCGTGGT GGTGGGCACC TGTAGCCCCA 
GCTACTIGGG AG3CTGAGGC AGGAGAATGG CCTGAGGCAA CAGIGCAGCC TGGGCAACAG TGCACCTCCT CCATCTCTAC 
CAGCGTCCCC TCCAGTCIGC ACGGGGCAGT CCTCCTGGGC TIGACCTCTC TGTACCCACA GCTGGGGGCC AGGCAGCCCC 
CCTCTATCCC TCCCAGCACC TACTACATO3 NCCINCACAT CCCTCATTCC TCTTCTTATG GAAACINTIG CCAGAGATGG 
AGGTTCTCTC GGAGTATCTG GGAACICTGC C 

SEP ID NO: 2158: (Length of Sequence = 280 Nucleotides) 

CAGCTCCTGA GGACCGCTGC AGTGATGACA CAGGACTATT GCATCAGCAT CGTGCTCACA GGGAATCAGA GCTCAGCCAG 
GAGAGGTCCA AGAATGACAG AACCATGAGC ACTOCTACCA AAACTCAGCT CIGCTCAGCC AAATCAACAA 1TCAACCCAA 
CAGGNCAACT CCTAACACAT CCCATCCAGA CAGACATTAG AGGCGCACAG CAGATGAACC TCCTACTTAC ACTGTCCAAG 
GAAGCTGGAC TATCAATTCC CAGTAAAAGT GGGGGAAAGG 

SEP ID NO: 2159: (Length of Sequence = 342 Nucleotides) 

CTTCTCCCTT TCTCCIACCA GATICTGCAT GCCTCCTGTG GGCAGAGCCT GINCTGACTT GCTCCIGGGT CTCCAGCATC 
ACCCAGTCIG GAGCTCAGGA CCTGGGTACC TACAGATTTC CTTCCACACT GTCAGAATTG AGATGAAGGA AGCCCAGAGA 
AATCAAGTAC CCTCCACCAG GCAGAGCAAA GTCCIGGCTG CCCAAAATCC AGGGAAGGCA AGGGCIGGGG GTACAAGCAG 
AGGATCTGAA GAGGTATATG AGAGTNGCCA GCACAGACCT GGCATAAGCT TGCTGCTCAG TGAAGGTTAC CTGATGVTGC 
TGGGCACCAG GGGTGATGCA GTT 

SEP ID NO: 2160: (Length of Sequence = 376 Nucleotides) 

ATCTTAAGAC ACATATGGAA AACAATAGGG TAGAACITAG TAAACTACAA GAATATAAAT TGGAGCIAGA TGAAAAGGCA 
CTGCAGGCAG TAGAAAAATT AGAAGAAATC CATTTACAGG TTAGTITnT AAATCAGGTA AGTTTATCTG TAATGTGCTT 
TCATTTATTT CACOGCAAAT TATATTTTGG ATATGTATAT ATTATGTTTC CTCIGCCTCT CITGTAGCAA TTTGCnTGT 
AGAGTTCEAG AAAAAAAATG GCATCTCTTT TTCCITTTAA ATATTIACAT TTCCATTAIT ATTATAACAA AATCAATdT 
TCAGAGTAAT GATTCTCACT GIGGACTCAT TTGATGATTA AGATCCAGTT GGCATA 

SEP ID NO: 2161: (Length of Sequence = 404 Nucleotides) 

CCrrCCTTOG GITTCAACIG GACTTCTATC AGGTCIACIT CCK3GCCCIG GCAGCTGATT GGCITCAGGC CCCCTACCTC 
TATAAACTCT ACCAGCATTA CTACTTCCTG GAAGCTCAAA TTGCCATCCT CTATGTCIGT GGCCTTGCCT CTACAGTCCT 
CTTTGGCCTA GTGGCCTCCT CCCITGTOGA TTGGCTGGGT CX3CAAGAATT CTICTGTCCT CTICTCCCTG ACITACTCAC 
TATGCIGCIT AACCAAACTC TCTCAAGACT ACTTICT3CT GCTAGTGGGG OGAGCACTTC GB3GGCTGTC CACAGCCTGG 
CTCTTCTCAG CCTTCGAGGN CTGGTATATC CATGAGCACG T3GAACGGGC ATGACTTTCC CIGCTGAGIG GATCCCAGCT 
AACC 

SEQ ID NO: 2162: (Length of Sequence = 339 Nucleotides) 

cactgcctit ttgtagcttg ggatctaatt tgtaacacct TGCTACCIAT GAAAAGTGGG aatctaaaag ggaaaaagca 

ACTTGGCATT TACTAAACTT AGGCTAACCA AAACCCTCIG TAGAGATCCT TACTAGACAT GGGTCCAACA GCAAGCATCC 
CAGAGGACCC ACCACTGGGG TATOITITAG GCCAATQGAG CAAATTCAAA TTP3GCTAAA AGAAGAAGAA ACTCATTTAG 
TATGGCAATA ATATTTGCGT TCGACACAAA GTGGCAAACC AACACATTIG GCCTAAACAT GCJITCTATAT GTTATAATGA 
TACTTIACAA TTAGACTTC 

SEQ ID NO: 2163: (Length of Sequence = 285 Nucleotides) 
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CCCOGCCACC TCCAGCAGGA GCAGCTCAGT TICT3GCTCT GGGAGCTCCG CTTITGCAAA CCCAAAAAGG CTGTGCATTT 
GG&aOXfcAA CGCICAGCAT GCGGCTGCCG ACyTCXGGTTr TGTGGACAAA GCAAACTGTG GAATGGCTTC TCGGICTCTG 
TATAAAGGGA CAAACGGTTG CATTCACCCT TTGTACTATA ACACCX3CTTC TGCAITOGCC ATATCCGTTT TTIAACCITr 
TICTCTCCGG GGAACTTCTC ATT0GA3TAT NA3CTCTTCT GATGA 

SEP ID NO: 2164: (Length of Sequence = 296 Nucleotides) 

ATGrnrciAA atcacttcct tttcctacaa tatttctaat aagaaagctt ataacagcac ttiattgaca ccctcggacc 

GGGGGCAGGS TCAGCAAGAC TCCCAGCTGG CATCAGACTG 1CTCTGGCCT GCTGTOGCCA TCCCTGAGGG GTGCAGGACA 
GAGCCCCATA GGGCAGAGAG GCCTCCCTGG GACCAGAGGA GGATCCTGTG CAGCCAGGCC CATCCCCAGC ACTCGAGGCC 
TAGGAGGAGA GGTGGGCTCT GGCAGCGGGT GTOAGGTGGC AGTGAGAAGC CAGGCC 

SEP ID HO: 2165 : (Length of Sequence = 310 Nucleotides) 

LrTlTlTiGTA TGTITTITCAA ATAATGTnT TCTGTCTOTG TTTTTTTOCT TTTTITCGAC AGGNTCTCAT TCCCATTGCC 
CAGGGTGGAG TOCAGTGGTC CGATCTCAGC TCACTGCAGC CTTGACTTCC CAGGTTCAGA TGATTCTNCC ATCTCAGCCT 
CCOGAGTACC TGGGATTACA GGCACACACC ATCATGCCOG GCIAATTTTT TGTKITITJLA GCAGAGACGG GCJITTTGCCA 
TGTGACTCAG GCIGGTCTCG AACTCCTGGG CTCAAGAGAT COGCCTGCCT TGGCCTCCCA AAGTGTTGGG 

SEP ID NO:2166: (Length of Sequence = 361 Nucleotides) 

GATGGAAACT GGAAAAAAAA TAATTTGTAA GCAACAATTT TAGATTTITT TATQGAGGAT AGAGACATTT GAATCAGATA 
CCAAGAAATC TATAGTAATC ACTCACATAG AAAGATGTCT AAAATQGATT TTAAATGGGA TCGGGGAAAG CAAGGTGCTG 
AACAACATGC TGIACATACT ACTTATAAAT CAAAGCAAAC CACIAGCAAA CTGATGTCAG TACIAACACA GGTGGAACTG 
QGATTGTTGGC GGAGGGGAGA GGTAGTOAGG GIAGACTCAT TTGIACCATT TINA3TTTTG ATATTTCTTT TATATACAGA 
TACATAAGTC ToIATATACA TGEATCTCCA ATTATCTCCT T 

SEP ID NO: 2167: (Length of Sequence = 325 Nucleotides) 

TCCT3GGCTG TGCTCK3TIT GAAGGGGGCG CCCTGCTCCC CTCAGATCAG TCAGGAGGAA GATOACIAAG GGGAGGGATC 
C1CTGGGTGA TGGCCTCITC CTCCTCAGGG ADCTCT3ACT GCICTGGGCC AAAGAATCTC TXCTTTCTTC TCCX3AGCCCC 
AGGCAGCGGT GATTCAGCCC TGCCCAACCT GATTCTNATG ACTGOGGATG OT3TGACGGA CCCAAGGGGC AAATAGGGTC 
CCAGGGTCCA GGGAGGGGOG CCTCCTGAGC ACTTCCGCCC CICACCCTGN CCAGCCCCTG CCATGAGCTC TGGGCTGGGT 
CTCCG 

SBQ ID NO: 2168: (Length of Sequence - 348 Nucleotides) 

GGAGAACOGT TOGCGGAGGA AAGGOGAACT AGTGTTQQGA TGGCCACCAA CTGGGGGAGC CTCITGCAGG ATAAACAGCA 
GCTAGAGGAG CTGGCAOGGC AGGCCGTGGA CCGGGCCCTG GCTGAGGGAG TATTGCTGAG GACCTCACAG GAGCCCAdT 
CCTCGGAGGT GGTGAGCIAT GCCCCATTCA CGCTCTTCCC CTCACTGGTC CCCAGTGCCC TGCTGGAGCA AGCCTATGCT 
CT3CAGATGG ACTTCAACCT GCTAGTGGAT GCTCTCAGCC AGAACNGNTS CCTTCCTGGA GCAAANTCTT TTNCAGCACC 
ATCAAACAGG ATCACTITTA COGCTCCT 

SEP ID NO:2169: (Length of Sequence = 392" Nucleotides) 

ATTnXjlTCA GCTCCAGTTT GGGTGGCAGA AACIAAGACA CTGAGCTGAT GAGAGAACTT GrTGCTTTTC GCCCTGOGCA 
TTIA3TTATT TATITATTTA TTTATTTTTC TATITITAGT AGAGACAGAG TTTCACCATG TTGGCCAGGC TCGTCTCAAA 
CTCCTGACCT CAAATGATCC ACCCACCTCG GCCTCCCAAA CTGCTCGGAT TACAAGTGTG AGCCACCATG CCCGGCCACC 
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TGTTGCATCT TTAACAGCTG TGTTTGGAAA AGGGTGAGGA ATTGATTCAT CAATATTCAA TACTAAGCTG CAAAATCAGG 
AATGCAGCCA ATTGGTTTAA TTGATCAAGG CTTATAAACT CITAAQGGAC TCTAGTGAAC TGATACAAAC TA 

SEP ID NO: 2170: (Length of Sequence = 273 Nucleotides) 

CTICTTG7ITG ATGCTCITGT TGTTGCTTTC TCTTTGITIT TCTTGCAATG GTCAGGTCCC ACTCTGAACT CCGGGGGGCA 
CCAACCTGAT GCCACTAGGA 1TGCCCTTCT ATAGGCT3TC TCACAACCCC TGTTGAGGGT CTCACCCTGT TGGGTGGCAC 
ATGGAATAGG ACCCATTTAA TGAAGCACTT TOTCCCTTGG T3GAGGTAGT GTGCTTTNCT GGGGAAAAAC CCACTICTCT 
GGGCTCGCTG GATTCCTCAG AACTACCAGG AGG 

SEP ID NO.-2171 : (Length of Sequence = 357 Nucleotides) 

GTGATGTACC CCAGCACTAG GGAATGATGT GAGTAAGACC TAATCCCTGC TCTCAGGGAG CITATAGCCT ATGGCAGCAG 
CAACACTAGT AAAAATTTAC TACTTTGATA GGK3CACATC TTCCTTTGGT CAGCAATTTT CTCAAAACCA CTGTAACATT 
TTACXAAAAT GCTAAGCTTT GATOTTTTTT CAACTACTTC TTCAGAGTTT CTGCATCTAT GATAAGGGCA AGACATTACA 
CTTGAGCTATT GATGCTGAT3 AGCAGCAAGG CTCACTGGCT GGTGAAGGGA TACTGATTAG CACACCAATG TX3CT3CTCTT 
GAACACACAC CTCCACAAAA TTACAAATTA TCTTCCA 

SEP ID NO:2l72: (Length of Sequence = 381 Nucleotides) 

GAAGAAGGCC CATGGAGCTA AGGCCTCAGA ACACCAAAGT CTGGACICTC TGAGGGCACA TGCTAATAAC AGGAGGCTGG 
CAAAGTGGCC AGCTCCCATG CdTTGCATG CATTTNTCIT TACCTCCIGC TGCCTGGGAA CATCCITCCA GGAGCAATOG 
ACTCAACAGC ACCACAGACA CTGCTATTCC GTTGAGAAAA GTITTATRTG GAAACACATA CTGATCATGA ACACAATAAA 
CAGGGAGGGA AGCTCGGGCT CAGCCAGGAA ACCTGCCACA AGGAAGATGT TTGGAACTAT CCAGGAGTAG TGTCAAACAC 
TAACACCATA TTTACAAGTC TAATITGGAA CCTGGGCCCT TTITAAGTGC AGGAGGAACT T 

SEP ID NO: 2173: (Length of Sequence = 351 Nucleotides) 

GAAGTTCCGG GAGCGCCTGA AGGAGCTOGT GGTCCCCAAG CACGTCATGG ATGTTGTFGGA CGAGGAGCTG AGCAAGCTGG 
GCCTGCTGGA CAACCACTCC TCGGAGTTCA A1CTCACCCG CAACTACCTA GACT3GCTCA CXJTCCATCCC TTGGGGCAAG 
TACAGCAACG AGAACCIGGA CCTO30GCGG GCACAGGCAG TGCTGGAGGA AGACCACTAC GGCATOGAGG A03TCAAGAA 
ACGCATCCIG GAGTTCATK3 CCGTTAGCCA GCTCCGCGGC TCCACCCAGG GCAAGATCCT CTGCITCTAT GGGCCCCCCT 
GGOCTGGCTA AGACCAGCAT TGCTCTGGTC C 

SEP ID NO:2174: (Length of Sequence = 308 Nucleotides) 

TCATTAAATA GCTTCTATGC CACACTCTGA TTAAGCOGAC TGAGGTCCCT GGGATCTQGG TCACTGGACC GAGCTGCTCG 
CTCGGTGGCT CCACVGCCAG (JTCCGGGCGC GCTCCCCACA GOGCTCAGTT CTCGCCCAGA CAGGGCCTGA CATCCGCCGC 
CTGCAGTCCC GGGCTGGCOG TCACCGTTCC ACGGCCAGNG ACTCINCCTG CTCGTCCGGG AAGGCGATGT CGAAGATCTC 
CCX5GTAGTNT TCCACGAAGG TAACCTCCAG GGCCCTCGGT GATGAAGGCT TCCAGGTCGT AGAAGTCC 

SEP ID N0:2175: (Length of Sequence = 403 Nucleotides) 

CTTGCCCAAG GGCCTGAGCT GGTGGAGGCA GAGCAGGAGT TGGATCCAGG CCTGINTGAG GCATCCTGCC ACCTCCATCC 
AGACCTCGAG CAATCCCTGA GAAGGCTGGC TACCACCAGA GATCT3GCAG CTCTGGTCTC AGGAAGCATA GCCGGAGGAT 
GTCCCAGGCA ACCAAACAGC CATTCATCAG TAAGGAGCCA GAGTNAGGGC TGCTAGTTCA GCCCCCGGAA GGTGGTCCAG 
GGGCAGCCAG TNCAGAACTC AGCAGGAGCT CAGTTCCAAC TGAGCCTGAT TTCACTCCAG TCTCCACAAG GGACATCCTG 
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ACCTGGAGGT CCTCGGCTAC TCACCCTGGG GCCmCTTGC ACAGCCCAGG AGCTAGCCCA GGGCTGCCIC TAAATGGTTC 
' COG 



SEP ID NO: 2176: (Length of Sequence = 399 Nucleotides) 

AGGCAACTAT TGAGGGAAGA GGCAGAAAAA GGAAAAAGGA ATGTAOGTAA GGCAATITIN CTTAAAAGTA CAATAAGCTT 
AATAGTGT1T TAGGAAGACA AGATAAAAAT TACTCAAGGC TAGCTTGGTT CTCACTGAAT AAAAACAAAG GACTAAATAC 
TGAGCICCTT CIGICTGGAT CIAATAATCA ATGCCITGGT CGCTATATTG GTAATCTCTG GGGTACTCAT CCTGGTACTC 
GCCATGATAC TCATCAGGGT ATTCTGCCTG ATAATCACTA TCACTGATIT CCGAACCATT TCTTCCTGTT CCTTGGCTTC 
CGTTGTGAAT GACAGGTTCT GTAGGAGCAG CACAGTATTT GGGGATCATA TACTTCCCGtf CCAAGGCCAT ACAAACTCA 



SEP ID NO:2177: (Length of Sequence = 302 Nucleotides) 

GGTTTTXATA AAAATCAGAA TTTTTCAAAT GCATTGCTCA TTTTCAGATG CATTGGTCAC ATTTCATTAT 
AAAACTGCAT TTGTTAATGT CACACAAATC TCATT3GAAA GGTCTTCAAG TATTXJTGAAG 1TGTCCAGGT 
AATGCIAGTT TTTCAAAATT C7TACTTTTTA CTTOAATGCT CAAATCTTAT AATTGCTAAC COGGTCAGTT 
TGATAGGCIT ACTGCITTXA TGTCJITGAGA ATACTTCTCT GTGAAACATC CAAATCTGGA AG 

SEQ ID N0:2178: (Length of Sequence = 343 Nucleotides) 

GGITTCACTC TCCTTGCCCA GGCTGGAGGA GCAATGTCAT GATdTGGCT CACTGCAACC TTCTCCCTTC 
CAATTCTCCT GCCTCAGCCT CCXX3AGCAGC TGGGACTACA GGTGOCTPGCC AOCATGGGCA NTAGOTmT 
GACAGGGTTT T3CCATGTIG CCCAQGTTQG TCTCCAACTC CTGAGCTCAA GTTNATCTGCC TSANGTGCTG 
TGTNAGCCAC CACATCCAGC CTCCTTTTAA TGTTITCTTG ATIATITATA GTGAAAGATT TAAATTCCTT 
TGTGGTATAT ATTCTATAGG CTA 

SEQ ID NO:2179: (Length of Sequence = 377 Nucleotides) 
AGATCATCAG GAATTAGATT CTCATAAGGA ACACACAACC TAGACCCCTC AGAGGTGCAG TTCACAGTAG GGTTCATGCT 
CCTATGAGAA CCTAATGTTG CAGCTGATCT GACAGGAGGC AGAGCTCAGC TGGTAATGCT CACTCACCTG CTGCTCACCT 
CITTCICTGT AGCTCGGCTC CTAAXAGACC TGTATCTSTC CATOGTCTGC GAGJTGGQGA CCCCTGCAGG AAGTCTTGTA 
AATGCATGTC AGGAAACTTA CTGTITACAG CCACATAGTT ICTAGT7\GTA AGGAAACTAG GACAATTCAA ATAITCATCA 
NGGGGAAAAC TGGGATAAAT TCTGGCTCAA TTTCATATCT TTCATACAGG AAAAAAG 



TCCATATCAA 
CACAAAGATG 
TTTCTTXAGT 



CAGGCTCAAT 
TnTTGTAGA 
GGATTATAGG 
TCTATTTCCT 



SEQ ID NO: 2180: (Length of Sequence = 195 Nucleotides) 

GATATTIGCT TTTCTCAGAA CCATAATCGA TACAAGATGC AGTGACCAAT TCATTCCTEA AAACACCTGG GCTCCTTAAG 
OGGCTAGAAG ACACAAGTTA CATCCAGCCC ATCAGGGAGC CAGAGGGNGA GGGGTCCCCA GCCAAGCTCT GGNCAGGCCT 
GCCATGGGGC AGNGCCTGAC CGTNCAGCCA GAGGT 



SEP ID NO:2181: (Length of Sequence = 244 
TTGGCTGGGA ACGGGCCCGG AGCGGGAGGA ACGTGACTCC 
AAGGACTK3C TGCCAGCACA GGGTGGGCCT GGACTCCCCT 
GGAGAGCAGG ACOGGCCOGG GCTGIOTNGN AGGCTGCCAG 
CAGC 



Nucleotides) 

CCAGAGGGAA GATGGGCATC ATACTGGGCC CAGAGCTGGG 
OGCCCCIACC CCCAGTTGGTT GTCGCT3TAG CCCTAAGCCT 
GTGCCTCCCA GAGCTCCCAA GQGCCCCCAC CTGCAAGTOC 



SEP 3D NO: 2182: (Length of Sequence = 



287 Nucleotides) 
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CTCCTTGAGT CTGTTGACAC GTCACATGGT CAAAGTCTCC TCATTTCAGC CAGTCTCAAC ACAAAACACC CAACAGGGAT 
GCACTCAACr ICTIGGTTCC ATGTGGAACT AGGTGGCAGG GCGAGAGGGA AAGTAGTAGA AGGGGGCTAT GGTGTGTCTG 
CATTCAGTCC CCTCACATAA AGCCACATCG ATCTAGGGGG GTATCCAAGA GCTCTGGTGG GGTCCGTGTT GCACCTAAGA 
CATTATAGGT CAGAGCAAGT TGCTCAGAGG GTTCCAGGCA QGGGGCT 

SEP ID NO-.2183: (Length of Sequence = 389 Nucleotides) 

GATCCAGAGA GGGCTCCAGG TGGAGTCCCT TTTTCTGCAT AAGGGGCTGT GACCGAAGCA CAGAGGGGAA AAAAAAAAGT 
GCTGGGAGCC TCCTCTGGTT TCACCTGAAG AGGGAGGIGG AAGGGCCIGA AAATTAGATT TIOTTTATAA ATAATAGATA 
TTATAGGTAT ATTTNCATAT TITTACATAA TGATGCCAAC CACAAACAAT GGACCATAAA GCACTGACCT CAGAATGATC 
AATTCCAAAA TCTTTAAACC CTGGGAAGCT TTTGCTTAGG AGGGCGGATA TTCTGTGTTG ATCTTATTCT ATAGCCATAA 
ACTTCCCTGA ATTTNCT3CT AATGTATCCA AGTCCAGGGA AGTCACTTAA AACTCTTCAA ATGCAGCIT 

SEP ID NO; 2184 : (Length of Sequence = 383 Nucleotides) 

GCAAGAGAAG OQGTTPGGGT CTCTGAAGGA AAGGCCAAAA CCCAGAACAA AGAAGAATCC TATGACITCT CTAAATCCTA 
TCAATATAAG TCAAACCCCT CTGCCGTTGC TCCTAA1GAA ACTCCTGGGG CATCTACGAA AGGXTATCCT CCTCCTOITC 
CAGCAAAACC TACCTCTGGG OGCTCTATAC TGAAGCCCTC CACTCCCATC CCTCCTCAAG AGGCTGAGGA GGTGGGAGAG , 
AGCAGTGAGG AGCAAGATAA TGCTCCCAAA TCAATCCTGG GGCAAAGTCA AAATATTTCA GGAAGATGGN TCCACAAGGC 
CAGGTTACAG AGGAATGCAA GGAGCITCCA GGGAAGCACA GAATTCCAAG TTTTCGGAAA TIT 

SEP ID NO: 2185: {Length of Sequence = 359 Nucleotides) 

CTTIAATTCA CATCACAGCA CTCAAGGAAG TGGGGAAAGG GGAAAAAAAT CAAGTGGCAG ATATTTACAT CTAAAATTCA 
CATIACITGT TGGATTTTSA ACATGCTACC ACAATATATA CAGTAAAATA CCTCTTQGGA CAATGGIACA AATTTTGITr 
(XTiTAACTT TGC7TTTTCTG GTACAGGTAA GATCATTTTT AAATCACTIT TTTNCTTTAA ACATGAATAC ACAAAAGAAA 
TGGTIAGAAG TTTCCTTGTT TTAAATAAGC ACAGAATGOG GGAGGTTAAA AACACATTTA TACT3CIGAA TACCAATTGG 
NCATCACACT CmTACATTT TITGCTCAAA TTCCTGTAC 

SEP ID NO: 2186 : (Length of Sequence = 337 Nucleotides) 

ATAGTTATAC TCAGTCAAAT TAAGAAGACC CAAAGGTGGT ATTCTCTAGG AATAAAAGGG ATAATTTFIG TTCTTCACAA 
AAGTAACTIG TCTAGCACCA CACATCAGAA AAACACAAAA ATAGCACACT CTAGTTCXAA ACAGCTATCT CTAAAATAGA 
TTATATAGTA AAACCGGTAT TATACAGCAT ATICTGGATT TGATAAACAG ATAAATATTT GCNCTGAGTA GGCTb'lTlAT 
AATAXAACAT TINCTTATCT ATACAGAATG AAAGCCAAAA AGnTAACICT ATAGAGATGT GCAGAACAAC AlTAAATATT 
ATGGCTCAAA AGCAGGG 

SEP ID NO: 2187: (Length of Sequence = 329 Nucleotides) 
. GCATTINTCA GCACAGATAG AGCCCTGTCC CTCCACCTAG TGCCCACTCC ATGACTGTTA ATAATAACAA TAATAATAAA 
ACIACIGGCC AAGCACGGTG GCTCATGCCT GTAATCCCAT CACTITGGGA GGTOGAGGTG GGCAGATCAC CTGGCCCAAC 
GCCACOGQCT CTAGCTCOGG GCTCCCTGAG GTCCCCAGTG CCCINNCOGG TCCCACGGCT CCCACGNTGC CACCCTGTCC 
TGACTCGCCA CCIGGTCTIG T3GGCAGACT GCIGATOGAG TTCACCTCAC CCATGCCCCT GGAGGCGGGT GCAGAGGGAG 
AACCCAGGC 



SEP ID NO:2188: (Length of Sequence = 335 Nucleotides) 
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GGCCCCAGCT CCTCTTCCTG CCTCINTNAT GGCITX3QGCT 
GTCCCTGCGT CTCCTGCCCA CICINACOGG GCTTCCTCCC 
TGGGATCTTA CCCACITCCC TGCAAGGTOC ACCPGCCCCA 
AGGGCIGGGC GCCTCTTTCC T3GCCCGGAA GOOGCAGGGG 

CGCTGcrcrr ccagg 



GGAGTOGGCT CTCTGGACCT GACCGGGGGT CAGACICTGG 
TCCACGCTTA GGGTCTGTCC CGGCTACTCA GTCAGCCCAG 
GGCTCAGGCT GCCCAGCGGC TCTTCCIQGA CAGTAAGAGC 
CCCCTCCTCC AGAGCCTNGG OGCAAGGAAC ACAAGGCTGC 



SEP ID NO: 2189: (Length of Sequence = 366 
AACTGGOGGA TCAGATCGAN TTCTACTITT CTOATGAAAA 
AACAAGCTGG GATATGTGAG CNTTAAGCTA CTCACATCCT 
AGCACATGCT TTGAAGTATT CAGTGGTCCT TGAGTTGAAT 
CICTTCCCCA AOGAGAACCT CCCCAGCAAG ATGCTCCTGG 
CACCCCCCAG AAGGAATGGA AGGGTGCAAG AGAAGGTCAT 



Nucleotides ) 

CCTGGAGAAG GACGCCVTTT TGCTAAAACA CGTGAGGAGG 
TCAAAAAGCT GAAACATCJT ACACGGGACT GGAGAACCAC 
GAGGACCACC GGAAGGTGAG GGAGGACCAC CCCCGTCCCA 
TCTATGATCT CTACITCTCr CCTAAGCTGT GGGCTCTQGC 
GGAACA 



SEP ID NO: 2190: (Length of Sequence = 333 Nucleotides) 

CTGOGATCCA GCCTAGGCAA CAGAGTTGAG ACCCTATCTC AAAACAAACA AAACAGCCAG GCACGCTGGC TCATGCCTGT 
AATCCCAGCA dTPGGGAGG TCGAGGTQGG GGGATCACCT GAQGTCCGGA GTTCGAGACC AGACTGACCA ACATGGAGAA 
AGCCCATCTC TACTAAAAAT ACAATATTAG QGGGCX3TGCT GGTGCATGCC TGTAATCCCA GCTATTTGGG AGGCTGAGGC 
AGGAGAATCG CTTGAACCTG GGAGGCGGAG GTTCCAGTGA GCCATGATTG AGCCATTGCA CTACAGCCTG GGCAAGAGCA 
AAACTCCGTC TTC 



SEP ID NO: 2191: (Length of Sequence = 284 Nucleotides) 

AACTTEATAA MU1T1UATT ACTGGAAAAG TTCGATCTAA TPCAGAAATT TCAGGCCAAA TGAAACAGCC CC7TTCAAGCA 
AACATCCCTT CAAJICTCTOG AGGCAGGACA AIGATTCATA TTOCAGGNGT TCGAAATAGC TCCTCAAGTA CAAGTCCICT 
TTCTAAAAAA GGCCCACCCC TEAAGACTCC AGCCTCCAAA AGCCCTAGTG AAGGTCAAAC AGCCACCANT TCTCCTAGAG 
GRGCCAAGCC ATCTGTGAAA TCAGAATIAA GCCCTGTTGC CAGG 

SEP ID NO:2192: (Length of Sequence = 260 Nucleotides) 

ATSACGACGG CIACCTCGAG CTCMTGGCT TCACCATGAC GTOGTPGGCC GCGCTGCAGG TGGGCGGACA OGGOGAGOGG" 
CTGACGCAGT CTCGCGAGGT GCTGCTCACC ACATCCAAGG CCATCCCGCT GCAGGTGGAT GGCGAGCCCT GCAAGCTTTC 
AGCC7TCACGC ATCCGCATCG CCCTGOGCAA CCAGC2JCACC ATGGTGCAGA AGGCCAAGNG GCGGAGOGCC OTCCCCCTTG 
CACAGOGAOC AGCAGCCGGT 



SEP ID NO: 2193: {Length of Sequence = 247 Nucleotides) 

GGTCTCAGCA CTCGCIX3QGT GACC030GGG AGCAGGCAAA GGAGGGCTCC CAAGTCCGTT CTGCAGCACT GGGGCAGGGA 
ACAGACCCAG GNTCCTGGGA ATCCTCTTCT GCCTAGCTIT GCCTGCCIGC CAGAGCAGGG CCTGOGGTTT GGGnENCIGIN 
ACCNTCCGGG GGCGGQGGAA GQGCAAGGNA GGCGGATCTC TGAAGTCCCG CCCAACITOS CINCIGATCC CCCAAGGTCA 
GAGAGGG 



SEP ID NO: 2194: (Length of Sequence = 399 Nucleotides) 

CXTCCATCTC CCGGGTTCAA GCGATTCTCG TACCTCAGCC TCACAACTAG CTGGGATTAT AGGTGTCOGC CACCACACCT 
AGCTAATTTT TGCATTGTTA GCAGAGATGA GGTTTCX30CA GGTCX3GCCAG GCTGGTCTTG AACTCCTGAC CTCAAGTCAT 
CCACCCACCT TTGTETGGCCT CCCAAAGIGC TGGAATIACA GGCAACATCT AGCCTTIGAG TCTAGCTTCT TCCACTAGCC 
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TAATTCATTT GAGATTCCAC TCGATTCTAC TTGAGATTCA TCCACATTGT TGAATGCACA TTCTTTTTTA TTTGriTCTGT 
AGCATTCTGT TGTGCAGCTG TGCCCCAGTT TGTTTANCTA TTCACTCTCA GTTGTTTCCA GTTTTAATGA CAACTTCAG 

SEP ID NO: 2195; (Length of Sequence = 172 Nucleotides) 

TCAAAGTCAG CTTCTTGACC TGCAGGGCTT CAATTICTGG CTGACAGTTT TAACTCAGAA AATCCCIGAC TTGATTGGCT 
ACATAAATNA TATGTNATAT AGCCATTAAG ATCATGGTTT TGGAAAGTAT TTTAATGATA CAGGAAICTG CTCTCAAATA 
ATAAGTGGGA CT 

SEP ID NO: 2196 : (Length of Sequence = 398 Nucleotides) 

GCAAAAAAAA AAATTATTAT CTCCAdTTA CCACTGCTGA CACTTCACCA ATGTAGGGCT CTCAGTGACT AGCCCAGGGT 
CATGCACAGC CTGTTTCAGC AGCTACCTTG GACTTGAACC CAGCTCGGTC TGTCTGACTC AATGCCTATA GTCTTAACCT 
TTCCAGCAGC TGCTICTITC TCAAACAGGT CCTCCCGCAG GTTTTCACAG CCCAGCCCCT TACTCAACAA GTATTTATTG 
ACAGGCCTCA GGAACACTAG GCAAGTAGGA TAGCAATCAA CAAGA'TCCIG ACCTTCACCT TGACCCTGCA TCCATAGTAT 
GAGCAIOTTA ACTGGGGGAG GGTCTGCAAA GTTCTCITAA ACAGTCTACT ACATGCTCTG TAAGCATTIT CTTATGGG 

SEX) ID NO; 2197: (Length of Sequence = 313 Nucleotides) 

GTCCCTTGTG CATTCAGTGC ATCCCOGCTG CTGACTAAGC TCGCAGCAAG CGGCTACCCC CCGATCTGCA AAAGGGCCTC 
TCCCTTIGTG TTCTATACAT TGTGAATCTT CCCGTCTGAA GAACGCCCAG CCIGCCCAGA CAAAGCCCOG CCTTNCCCAA 
AGCAGAGGGG CTGTCTGTGT CTCCAGAAAG GGGACATCGG GGGGGAGGGG GGCTCAGAAA GGAGAAGGGC TGTCATCTCC 
GGTCCC3TCC CCCATCATCC TTCCTTAGAC TGATGCITTG ACTGAATCAT CACTAGCTAT GGGCATTAAA AGG 

SEP ID NO: 2198: (Length of Sequence - 360 Nucleotides) 

GGTCTCACTA TGTTGCCCAG GCTGGTCTCA AACTCCICTT CTCAAGCGAT CCTCCTGCCT CGGNCIACCA AGGTGCPGAG 
GTTACAGGCG TGAGCACTGC ACCTGGCTAG GAAACINACT TITTTCAGTG GTAGAGGCTC CTAGCCAGTG GCCAAGGGAA 
AGAGAGAGTT CTGGCTTCAG GGGCTGGCAG GAAGTCAGCA AGACACCAGG GACTCGGCTC CACTOGCTGG ATCTCAGGGA 
AGAGCAACTG CCACACTGGG GACCTGGAAC ACAAAGGGAA ACTGAGGCAG CAGCIGCACC ACAGTTTACA AGTAGAAAGA 
CCATGCTTGA GGACAACAGA AGITTCACTA AGGATGCACG 

SEO IP NO:2199: (Length of Sequence - 374 Nucleotides) 

TTTTGGCTAG TACCCTTCCC CTCTTCATGG CCACTTCAAA CTGAAGCCAG CAAAGTGATA ATACITTATC ATTTAGTATT 
ATCATAAAGT ATTAATACTT TGTCATAAAG TCCTCCITGA GCCCAGGGAC CATGGAAGTC AGCTAGAAGA GCCCTGAGCA 
AGGAGCAAGG ACTTGGGCTT CTCCACGCIT TGCTCCTGGC TPGTITGACC TTGACTCATT CCCCATATGT CTTTGAGGAG 
GCTCACAAAA TACTAAAGCT GGGAGGAAAC ITOGAGATCT ATAGGTCAAA CCTCCCCATT GGGCTGATGA GAAAATACAC 
GCAGGCCTAG CATGGTGCCT GCCACCATGG TGGGATCCAG TATGGTTTTA TAAA 

SEO ID NO:2200: (Length of Sequence = 416 Nucleotides) 

CTACTAAAAA TACAAAAATT AGCCAGGOGT GGTGCTGGGC ACCTGAAATC CCTACTCAGG AGGCTGAGGC AGAGAATOGC. 
TTGAACCTGG GAGGCAGAGG TTGCACTGAG CCGAGATOGT GCCACTGCAC TTCAGCCTGG GTGACAGAGC GAGACTCCAT 
CTCAAAACAA AACAAGCAAA CAAACAACAA CAACAAAAAA TACCTCITGA CTTCTAAAGA CGCAAAAGTG GCCAAAAGTG 
CAATACAGTA TTGTGTTTAT TTACATCTAT TTTAAATCCA TCTGTATCTG TAAATNCAAA GTGATTCGTG ACTCATICTC 
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TCCTCAGTCT ATAGCATTAT TAACnTCTA GGAGCAGCAG TGGACTAGAG TGGTACTGAA TIGGTCACAG ACTTCATCOG 
ATTATCAGGA TCCTGG 

SBQ ID NO: 2201: (Length of Sequence = 315 Nucleotides) 

GAAACCAATA TAAATTTCAA AATAAACCAG CATACAGACC AA1TGCAATT TATAGAAAAA ATAAAAATCT AGAAACATCA 

ccrccrcTCc ccgaccccag tacigawot atacttcctc agacatactg ccccatcact gggaaggctg cggacagatt 

GGGTACATTT ATAGANTATT AAATAATTAA GTAACAGAGG CACOGTTTTT GCATCTATGG TCCCAAAGAC TITTCAACTT 

NTrnrcAAc attacagttg ttaagaatgg aaattgaagg aatictacat attitcactg gcagtxtcit acaga 
SEP ID NO:2202: (Length of Sequence = 328 Nucleotides) 

GCTCTGTCAC TCAGCCPGGA GIGCAGTGGT GT3ATCTCQ3 CTCACIGCAA CCTCTGTGTC GCAGCTTCAA GCAA3TCTCA 
TGCCTCAGGC TCCTGAGXAG CTGGGATTAC AAGCATGOGC CACCATCCCC AGCTAATTTT ICTA'lTITl'A GTAGAIACAG 
GGTITCGCCT TCCTGACCTC AAGCTATCCA CTCGTCTTGG TCTCTCTCAG TTCTGGGATT ACAGGTATGA GCCACCATGC 
CTGGCCGGAA TATAT7VTATT TTTTACCACT CTATTTCCAG TGCCTAGACT AAAACCCAGC ACATGGXACA CGTCATACAT 
AAGGAAGG 

SEP ID NO:2203: (Length of Sequence = 268 Nucleotides) 

ATTTTGTCGT CGTOGCTCAT GCCACCACTG GGACCNACGG GCTI OGGG AGTK3GTTTTT CTG3CTTGTIT TCAGCCTTIT 
CAGGCTCTCT TCCATCTTCT TCACAGAGTT TAATACATCT GACAOGGTTT CATAGTACTT ATGAGTGCTT TCACTGAGAG 
TGCCTTCTAG CCACIGCIGA ATTATTGCTT GTTK3AGCTT ATCCTIGTCT CGGCICTGAA GCTGGAATAA GGGCITCANA 
GCACTGTCCA CATAGGAGGA AGCTTTGG 

SEQ ID NO: 2204: (Length of Sequence - 353 Nucleotides) 

CTAAATCTNA GGTCAAGGAT CTCCCATCAT GGATQATGAC TGANATGGAC GGAAGTTTGG TTTGAAGCGG TGGCATTGGT 
GCAGGCTQGC AGRGGGGGCA GTTCTQGATA GAGTICTCCTG ATGAATGGGG ATACTCATGG GAGGTGATCC AGATGAGGAT 
TCTNTGCTTC TMAAGGAGGA GCCAGGCATT TAGAATGGCA CTGGAGAGCA AGGACTGACT GANCCCCTTC ACTCTGTCCC 
CAAGAGGCCA GGAAGGGAAG ATTGGAGGAG ACAAAGTTGA AGIGAGTinT CCAGGGAACG ACTCAG1TAA GAGATGGTAG 
GATCTTAAGG GAAGATGGCT AAGATCTIAA GGG 

SEP ID N0:2205: (Length of Sequence = 265 Nucleotides) 

GTITCACCAT GTTGGCCAGG CIX3GTCTCAA ATTTCINACC TCAGGTGATC CACCCCTCCT CAGCCTCCCA AACTGTTGGG 
ACTACAGGCG TGAGTCACTG CX3CCCAGC0G TGGll'lU'i'lT '1T1T1AGAAA CAGICTTITG CCATGCIGCC CAGGCTGGTC 
TCAAATCCAT AGGTTCAAGT GATCTCCCCA CCTCAGCCTC CCAAAGTGTC GGGACCACAG GCA1GAGCCA CCATGCTTGG 
CCAGAAAGAA GTIUTTAACA AAATG 

SEP ID NO: 2206: (Length of Sequence = 340 Nucleotides) 

GCAAAGCTTA TTnTTCAGT T3TGGGCTCT AGTTTGGTIG GGAAACTATT TCCTTAGACC TGGGTCACCC CTOGGGCTCC 
CTTAATCTCC CGCCATATGT TCTCCAGAAT CAGGGCATGG TCTTCTGCCC TQGTGOGACT CAGCCCGGTT GCTTTGCACA 
GACTCTGGGC CAGGGCAGGA TGTCGGTGTT TGCCGGGTCT* TCGCCGGGTG TTATCICTQG CGCTCAGTAT GC?IGCATAGT 
GTAGACACGT GCCCTAGCTG GTGTTTAAIT GATCIGGGTA AGACTCAGNC AAGGCAGGGC ACRCTGGCTC ACX3TCTATAA 
TCCCAGCACT TTGGGAGGCT 
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SEP ID NO: 2207: (Length of Sequence « 348 Nucleotides) 

Gi umuriT crcrrrccAC cataaitgta agcttcctaa ggcctcccca gccctgtgga atictggatc aattaaacct 

CTGTCCTTTA TAAATAACCC ACTCTGAGGC AGTCdTTAT AGCAGCGTGA GAAT3GACTA ATACACCTCC CTTCTTGAGTr 
CTGGAAGAAT ATGTGAAGGG AGATTGCTAA GGACTTATTr ACAGAATGGT TCTTAAAGTG dTGGGCAAG AACTATGTAT 
TIOTGGAGGC TGCTACTGTT TCACTGAATC TGAAAACCTT TGTGACATGT GAGAAAGGTA 1GCICTCICT GAAAGCTAAG 
TGTTATTATGA AGGATCTATA AAGGGCCA 

SEP ID NO: 2208: (Length of Sequence = 154 Nucleotides) 

GAATCCTGCT GTGCACATTG CTTCAGATGG CTAATEATAT CTTVGGACTG TTTGTACAAC CATTGACAAA TATACTTACT 
TICATTTCTG CTAATGCAAC TCAAAAGAGC ATTCTGTAAA TTGAAGAAAA ACAAATAAAC AGNAATTAAC AACC 

SEP ID NO: 2209: (Length of Sequence = 352 Nucleotides) 

GAGGTTCAGA ATCCTCCATC CAGCATCTTC CCTGGTCACA TGGTCCCAAC LTi'i'lGCTCC ACCCCCTTCT CTGTTCCCCC 
CGCAGTCCAT GCTCCAGCCA TCCTGACTCT GTCCCTGGAT TICTGGCITA CTGACACCTC AGCCIGTGCA CAGGNCCTCC 
CITCTGTATA GAGCACGCTT CCCATCITGT GGACTFGCTT CCGATCITGT GGACTCGGAG GGTTCCGAGC AGCCGTTGAG 
GTGANGCTCC TATGACACCT CCNCCGTGAA GCXTTNCCTCA CiTlTCCATT ACCAGTGAG3 CCTGCCACAG CCTGATTTGrr 
ACTCTGATCC TCGCACGCAT GGAAGCCATC TT 

SEQ ID NO: 2210: (Length of Sequence = 338 Nucleotides) 

GTCTTTCCAT CAAGAGTCAA ICTATATGCA AATATAGACT TAAGAACATA AGCATCCIGG TITAATGTTG TTGTGAGCCC 
TGTGGAAATA AAATTAAACT CAGTGAATGT TTACAAATCA ATACATAGTA ATCCTATATA TGAAAGCTAA GATGTATAAG 
ATCTTTTATAA ATTTNCTATT AGAAAATACT GCTITCrtAA AGGTGATTIT AAAAAGCTAG CTGATATCTG ATGGCTCAAG 
CATCCAGAAA ATGTATGCAA TCATAAGNCA TTCACIAGGA TCAACAGAAA AGGGATACAG GAAAACT003 AACACATCAA 
ATTCTAAATT AACCAAGA 

SEP ID NO: 2211: (Length of Sequence = 353 Nucleotides) 

CTTCCTGGAG TACCCTCTTC CCCCAACCCC AGACCTGCTT TCAGAGCAAA ACTCAAGTCC CTC3TCCTCC CTGAAGCITC 
TCCCTCAGCT GAGCAGTGAT CACTTACTCA CTCITAACCC CAATCOGCTG ACTO3CT3GG GACAGCAOGT CCAGCCTTCC 
CACCTCTCCT GCAGGCTTCT AGACGGAGTT TCAAAAACIG ATGAGCCTCG ATCCAGGGCT TGAAAGAAGC CAGGCTGTAA 
TCTTCTTCAT GCATGCNTCC CCAGAGNCTC GCCCACTGCC TGGMACATAG TAGGCACTCA ATAAATGCTG AATGGGTGAA 
TAGTTGAATG ATAGGTGCTC AATAAATGAA TGA 

SEP ID NO; 2212: (Length of Sequence = 253 Nucleotides) 

GAGAAAGGAG GCAATCTCAG TCTCGGTCTC CAAAAAGGGA TACIACTAGG GAAAGCAGAA GATCTGAATC ACTGTCCCCA 
AGAAGAGAAA CITCTAGAGA GAACAAAAGA TCTCAGCCAA GAGTGAAAGA TTCITCCCCA GGAGAAAAAT CCAGGTCCCA 
GAGCAGAGAA OGAGAAACTG ATAGAGATGG GCAGAGGAGA GAGAGAGAAA GGAGANCCAG AAAGTGGTCT AGGTCCAGAT 
CICATTCTAG GTCCCCCTCA AGATGTAGAC CAAAAAGTAA GAGTTCATCA TTT 

SEQ ID NP:2213: (Length of Sequence = 423 Nucleotides) 

NATTAACACC ACACTGATAA ACAACTITAA GCTTATGTIT CTTTATAGAT CACPGGCTCA CACATAATTC AAAACCCACA 
CAGAAGCTAA GAGTCTTTAC ATTAAATATA TTCITCCTAA AAATCCITAC TCTATGCATC TGTCCTCAAG CAGTAAAATT 
TGATTATGCA CGATTITATA ATTAATATGT CACATTTACA TAGCAAAATA ATGAAGGCAC AGCTAATACA AGCAAACTTA 
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AACccirrcr acttctgagc tggggctagg ggcacacact tgggattggt tcttcaagta tatattttoi ccaaacatta 

GCITCAGTCA AGAGTTCTGG ATGATTTKIA CAGCIACACC CCTAAAAGCT ACATGGACAG AAAGACGTCA CAAGGCGCAA 
GGTACATAAC GGTGGGTACA TAT 



SBO ID NO: 2214: (Length of Sequence = 259 
GICATGGAGA TCCACAGCAA GmCTNGOGC TGCCTGCAGG 
ACTTTCGAGA ACGAAGAAGC OGAGA03GTC ACCGCCATGG 
AGATGAGGAG CCCATGGAAG AGGAGCCGCC CCTNTAGCAC 
TTIAAGCTCA GCCAAGAAA 



Nucleotides) 

ANCAACCTCC ACAGCGGGGC GITCTCTGAT CX5AGGCTCAG 
CCTOGCIOTC CGTGGGOGTN AAGCCCGCCG AAAAGAGACC 
TNCCTCGAAG NTGCTGTTCT CTICTCICTC TCTCTCICTC 



SEP ID NO: 2215: (Length of Sequence = 378 Nucleotides) 

CaCACATCCT caccccacag aaactgcdgg acacactgaa gaaactgaat AAAACAGATG AAGAAATAAG CACTTAAAAA 

AATAACTCGC CCCTCCAAAA CAOGNCOCCA TCCCACAGCG CTCOGCAGCT TCCCACCACC GCCOGCCTCA GTTCCTITGC 
GrrCTGITGCC TCCCCAGCCC TGCAOGCCCT GGCTQGCACT GTIGCCGCTG CATTCTCGTG TTCACTGATG (XCTCTTCIT 
GTTIGAANCA AAAGAAAATA ATGGATTCTG TITITITAAA AAGAGGTATC TTAATACATO GIATCCTAAA AAGAGGAGCT 
CATCTGGCAA TTGCTGCACA GCAGGAGGAA ATTICTIGGG ACITOTTTAG GOTGAATT 

SEP ID NO: 2216: (Length of Sequence = 428 Nucleotides) 

GAACCCACAC 1GGGGAGAAA CCATATGAAT GTAAGGAATG TGGGAAAGCC TTCAATTATT CCAACTCATT TCAGATACAT 
GGAAGAACTC ACACTGGAGA GAAACCCTAT CTATCTAAGG AAICT3GGAA AGCCTTCACT CAffTACTOQG GCCTTAGTAT 
GCATGTACGA TCTCACAGTG GAGACAAGCC CTATGAATGT AAGGAAT3TG GGAAATCCTT CCTTACATOC TCACGCCTTA 
TTCAACATAT AAGAACTCAC ACTGGAGAGA AGCCT3TTCT ATGTGTPGAA TCTGGGAAAG CCTTIGCAGT TTCCTCAAAT 
CTEAGTGGGC ATTTNAGGNA CTCACACTGN AGGAGGAAGG CCTCTGAACT NTMAGATATG TGGGGNAAGT A'lTl'l GGGQfl 
ATCCCCCCAT GTCTTTAATA ATCCCCAT 

SBO ID ND:2217: (Length of Sequence = 408 Nucleotides) 

GTCATCAGAG TTCATOGTGA ACACCCTGAA TGCCGGCTCG GGGGCCTTGT CTGTCACCAT TGATGGCCCC TCCAAGGTGC 
AGCTGGACTG TCGGGAGTOT CCTGAGGGCC ATGTGCTCAC TTATACTCCC ATGGCCCCTG GCAACTACCT CATTGCCATC 
AAGTACGGTG GCCCCCAGCA CATCCTGGGC AGCCCCTTCA AGGCCAAGGT CACTGGTCCG AGGCTTTTCC GGAGGNCACA 
GCTTINACGN NACATCCAOG CJI'IUITIXSIG GGAGACTNIN TACCAACTCC TICdTAAAG COGGGGGCIT TCAGGTTACA 

agnttccatt ccccaaagtt tnttcctcaa aainnccagc aaaagctggg itgactogng ggccccingg GmrncecA 

GGGCTTTC 

SBO ID ND:2218: (Length of Sequence = 316 Nucleotides) 

TITACAGAAT ATAGCTITAT TTATAGAATC TTACAAAXAA AACATTTACA GTCCACATAA GTTIAATTTNC TTTTCEAATT 
TCTICTCATA CACCTGAGTT ATITAAAAAA ATACTGTGAT GGAACTGCAG AACTCTAAAG GGAAATAAGA ACAATAAAAT 
CXTAACCTCT CTIGCAAAAA TCAGACAACT TK3TITXAAA CTAGATGCCC AGCATATTGC CATCTCTTTG GAAGAGGACT 
TACTATACTC AGCTCTTACG NTACCCAAAC AGAGAAGCCT TCmTTAAA ACCCAAGGTT AAGGGCCCAG TGAAGG 



SEP 3D NO: 2219: (Length of Sequence = 319 Nucleotides) 

GGcrrociCT cccACAAcrr tctcacggtg gcgcctggac acagcagcca ccacagtcca GGCCTGCAGG 

ACCCTGCCOG GGCAGCCACC CCTCCCTGAG AAGAAGOGGG CCTCGGAGGG GGATOGTTCT TTGGGCTCAG 



GCAGGGTGTG 
TCTCTCCCTC 
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CTCCACTGGC TICTCCAGCC CGCACAGCGG GGAGCACCAT CAGTATCCCC TTCCCAAATN TCX7TTCCCGA CITTTCCAAG 
GCITCAGAAG CGGCCTCACC TCTNGCCAGA TAGTCCAGGT GATAAACITT GTGATCCTGA AATTTPGTTC AAGACACTT 

SEP ID NO:222Q: (Length of Sequence = 343 Nucleotides) 

CTGGCXAACA TGCTGAAATC CCGTCTCTAC TAAAAGTACA AAAAATTAGC TGGGCGTGGT GCTGGGCACC TGTAGCCCCA 
GCTACTTGGG AGGCTGAGGC AGGAGAATGG OGTCAGGCAA CAGTTGCAGCC TGGGCAACAG HGCACCTCCT CCATCTCTAC 
CAGCGTCCCC TCCAGTCTGC ACGGGGCAGT CCTCCTQGGC TTGACCTCTC TGTACCCACA. GCTGGGGGCC AGGCAGCCCC 

CXTTCTATCCC TCCCAGCACC tactacatog ncctocacat ccctgattcc tgttcttatg ggaaactntt nccagagatg 

GAGCTTCTCT CGGAGTATCT Q3G 

SBO 3D NO: 2221: (Length of Sequence = 373 Nucleotides) 

CTCICTCTCC CAGCCCGGAG TGCAGTAGCG CAATCTTAGC TCACTCCAGT TTTGACCTCC CAGGCTCAAA TAATCCTCOC 
GCCTCAGCCT CCTAAGTAGC CGAGACCACA GCTGTGCGCC ACGACATCTA GCCAATTATT TCTTTTTTCT AGAGATGAGG 
TCTCACTGTG TTGCTCAGGC TGGC7TAGCTG TCTAACTCCT AGGCTCAAGT GATCCTCCCA CCCCAGNCTC CCAAAGTGCT 
GGGACTACAG GCGTGAGTCA CCGCGCCTGG LT1TUT1TAA GGCATTCTTT TTCCGCAGCA TCTGTTACGA GCAGCCTGAA 
GNCATITCTA TAAACAATTA TCANGGAAGA CACATCGGNC AGAGACCCIA AAT 

SEP ID NO: 2222: (Length of Sequence = 197 Nucleotides) 

GTCTCCICTA ATTCCCCCAA AOOGGITCIT GAGGATCTGA AACCAACTTA TTGGGCTCAA TCCCATTTGG TCACAGGATA 
CTOEACX3XAT CTNCCTITCC AGAGATTTGA TATCACCCAG ACACCGCCAG CATACATAAA CGTGTTACCA GCTITGCCCC 
AGTACACCAG CATATATACA CCCTTGGCCA GCCTCTC 

SEP ID NO:2223: (Length of Sequence - 280 Nucleotides) 

TTTTTTITTT GCATTTITAG TAGAGAOGGG CTTTCACTGT GTTAGCCAGG ATGGTCTCAA TCIXTCTGACC TCGTGATCCA 
CCTGCCTCAG CCTCCCAAAG TGCTGGGATT ACAGGCATGA GCCACTCCGC CCGGCCAACT TTITGCATGT TTTCTITAAA 
ATTTCTCTAC TTTrAATTCT ACTTCTAATA CAGACACTTC TCAAATCAGT TTTCACATTG CIGCAGCCTT ACCAATTTCT 
AGANACTGTT TATGTGATGT TTTGATTCTT CATTTATATA 

.SBO ZD KK>:2224: (Length of Sequence = 388 Nucleotides) 

GATTGCAGGC ATGAACCACT GCGCCCAGTC GACTGGXAAT ATTITCAAAG GAAACdTTT TCTGAGCAGG TCTCAAAAGA 
GAQGTTAAAA TACTGAGTAG ACCATGCTGT AAACAGATGT GCT3TTATTC GGGCITTGAT ATTCCATTTA TAAAGCACAG 
GCAGAGCTCA GACTAGATET AATGTAACTC TGAAGGGCAC TAGGATTTOJ AGAATGGTAA ATAAGCATIG GCTTCAACTT 
AAATTCAAAT CIGCATK3GC TICTAATAAG AGACTAGCTT GTCACTGAAG CT37INAAGCC AGTTGITTITC TCCTATCTAG 
CTAGGAAAGT CCTAGATGGT ATCTACITCC AATAAAAGGC TGTTCTGGCC AGGOGCQCTG GCTCACGC 

SEP ID NO: 2225: (Length of Sequence = 420 Nucleotides) 

GGTCGAGGAG CCTGGGCCGG GCCGGGCGGG GACIACTCCG GACTCAGGAG GCAGCAGNGG OGGAGGAOGA GGATCTCTGG 
CAGTCAGCGC CGCT0G3ACG COGCOGGCAC CATGGGCTGC TGCACCGGAC GCTGCTCGCT CATCPGCCTC TGCGCGCTGC 
ACTTGGTCTC AGCATTAGAG AGGCAGATCT TT5ACITCCT TGCTTTTCCAG TSGGCGOCTA TICITCGAAA TITTCVACAC 
ATAATAGTTG TCATATTGGG TTICTITGGG ACCATTCAGT ACAGACCTCG ATACATAATG GTGGACACCG ATCTAATGAC 
ATTCAATATC TCTGTACATC GGTCATGGTG GAGAGAACAT GGGGCCTGGT TGTOTCAAGA AGAGTGCTGC CTTCCCTCAA 
GCCCCATGGC ANNGATGGAC 
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SEP ID NO:2226: (Length of Sequence = 264 Nucleotides) 

GmCCTGCTC CCTGCOQGCA (XTTINTTGG TGGATATTTA GCTGCCCTCT ACAGTGGTTA TAACATTSAA CAGATCATGT 
ACCTAQGCTC GGGTITGTNC TCIGTOGCTG CCTTQGCIQG CCTCTCCACC CAGGGAACAG CAOCTCTIGG CAATGCACTG 
GGCATGATTG GGCTTGCTGG AGGACTGGCA GCCACCCTCG GAGTCCTAAA ACCGGGCCCA GAATIACTAG CTCAGA7GTC 
TGGAGCGATG GCTTP3GGTG GTAC 



SEQ ID ND:2227: (Length of Sequence = 402 
AGAGGATK3G GGCACTGQQG CAGGGGCGCT GGCACATTCC 
GCTACTGCCA CAGACGCAGG TTCCCGTCCC ACGAACTGCT 
ACACAGGCCT TGTIQGTTCCTr CAGCTTCTTC ACAATGTCGC 
GCCACTGTAG ATGAACTGCT GGCCACTGCT ATGAATGGGG 
CCCGGTAGGT CATCAAGGAG CTGTOCCCTG GGAGCTTCAG 
GT 



Nucleotides) 

TCAGA1TCTG GCATGTCATC CT3GAAGTAC TCAGOCT3GC 
GACAAIdTC TCTTCAAAGG GGTGCCAACT GACGTCACGC 
CACTXAGAAG GTOGTACACA ACCAdTTGC CAGTGGAGCA 
GAGAAOCX3GC AGCGGATGAG GGTICTGCAGC ACTCOGTGGC 
TITCCGCCAG GCTTTTTTNG GGCAdTTCT GCCACOGATA. 



SEP ID NO:222_8: (Length of Sequence = 394 Nucleotides) 

TTEAAACTGG AAACAATGTT TTEAAGAGGT GATAXAAAGA AATGCCCCCA CTGTAATCCC TACCATATGT XGATTCTATG 
TGGTGGGAGG GAGGGGAGAA TGATTCCITT TTCTAGAATC AGAGAAHTG GAAACTATCA AGAAAGATAA TAACAGAAAG 
CATC3AAATAG AGTTCTGCTT TGAAGATGAA TTGGATSAAA TTNITA1CTG AAGAGGAGTT TTCCAAAGTT GCAGACCCAG 
GATTCCTQGC CAGAAGCATG AAAACGTTTC TTTCITACIG TTTCEAGGAC CTAGGCAGCA TTTCITCCAT GTCT3CAACA 
ACATAAGAAA CAACAGCCCA AACAGCAGCA GCAACAITCA TCT3CTTTGG ATCCCATCGA CAGTCATGGT CTCT 



SEP ID ND:2229: (Length of Sequence = 342 Nucleotides) 

TTrrmTAG gatgattgag tctttctita aaaataaaaa ccccacaaaa aagccagaac accctaccca acccagccca 

CTGTAACAGG TTAGCCJOTA ACACAGAATA AAGAAGGTCC CAGCCACACA CGTCATTACT OGGCAGAGGG TX3TCCAGCCT 
GGTCGGCCGA CGTCACAGTG GATGGCCCTG CCTGGCTGQG ACACAGACAG GGAGCAGGCA TGGCACCTGC GCCACGCAGA 
GCAGCAAGGC TGAGCATGAC CACTQGAAAT AAATAAACAT GGTGCCGACA GCATCTITGA ATTAGTAAGA CGTTAGCACA 
AAACAAAAAA GCACAACGAC TG 

SEP ID NO: 2230: (Length of Sequence = 357 Nucleotides) 

GTGGAATGCA GCCATCACAC AGTAGTTTCT GAGATTGCIT COGTCTAGGT TITATGGGAA GATATTTCCT TTTCTACCAT 
AGGCITCAAG GOGCTCXAAT ATCCGCITGG AAATACTACA AAAACAGTGT TTCAAAACTG CTCTATCAAA AGGAAGGATC 
CACACTGTGA GTTCAA3TCA CACATCACAA AGAAATCICT GAGAATTCTT CTGTCTQQGT TTATAGGAAG AAATCCCGIT 
TCCAACGAAG GCCTCAAAGC GGTCCATATA TCCACTTGCA GATTCIACAG AAACAATGTT TCCAAACTGC TCTATCAAGA 
GGAATGTTGC ACTOGGTGAG TTGAATGCAC ACATCAC 



SEP ID NO: 2231: (Length of Sequence = 304 Nucleotides) 

AAGAGAOGAG GTCTCACTTT NINGGCCAGG TIGGTCTCAA ACCCCTGCTC ACAAACAATC CTCCAGCCTC ANCCTCCCAA 
AGTGCTGGCA TTAGAAGCAT GAGCCACCAT GCCCAGCITA AGGGQGATAT TTTTATAGAG CATCITGCCC TGGTTCTGGA 
ATTCICTGTIA GATAATACAG TTAACAGATA TTCCCCTAAG TGATTAAGAA CCTTTCCKrT TGACTGATTT TNCAGAAAAG 
TTTACCTATG TAACCTGAGT GGGTAGCACA AT3CCTGACA CATCTTTGNA GCTCAAATGT CTCT 



SEP ID NP:2232: (Length of Sequence = 



354 Nucleotides) 
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CCTGCCACTG AGGCAGGTGC GGCCCCAGGA CCATCACCAG GAATGCNAGG CCACCCTGGA CCAGAGGTAG GAGCCCAAGG 
TCCGGCCCTT GCTCTITGAT TCTGGGCAGC CTCCTGCCCT C7TCTGGGTCT CAGTTGCCCC ATCTGCAGAG CGAGGAGGCC 
CGGGCTGGTT GGTCTTGAAG GCCCITITCC ATGCCGACAT CATCTCACTC TAGGCCTGGG GITCAGTTTC CICTGGCTGG 
TGATGCTCTG GTTAAGTITG CTTGACCCCA GCAGOCCGAG GGACTGTCTG AGTCACAGCA CAGCCOCTAT TSOGTGGCIG 
CTGGTCTGTG GGCTCAATTC CAGCAGATGA ATGT 

SEP ID NO:2233: (Length of Sequence = 414 Nucleotides) 

CCCAAAGCCC GCACGATGCA GGCCACINCG ATTCCACCAA GATGGACTGT CTGTGGAGCA ACTGGAAAAG TCAGGCTATT 
GACCTOTTCT ATTGGOGGGA CATCAAGCAG AOGGGCATOG TGTTIGGGAG TTTCCIGCIG CTGCTCTVCT CCCTGACCCA 
GTTCAGCGTG CTGAGCGTCG TGGCCTACCT GGCCCTGGCC GCACTCTCAG CCACCATCAG TTTCCGCATC TACAAGTCTG 
TTTTACAAGC ACTGCAGAAA ACCGACGAAG GCCACCCTTT CAAGGCCTAC TTGGAGCITC AGATCANCCT TTCTCAGGAG 
CAGATTCAGA AGTACACGGA CTTGCCTGCA GTTCTACGTG AACAGCACAC TTAAGGAACT NAGGAGGCTC TICCTICTCC 
AGGACCTGGT GGAT 

SEP ID NO: 2234 : (Length of Sequence = 394 Nucleotides) 

ATAATCCGAG TGCTCCATCT TCACTGCCAT CTGGACTCCC ACCAAGTGCA ACACCCTNCA NTGTTGCCTTT TGGACCAGGA 
GCAACAGGAA TCTATCCCTC CX5TGCCTCCC ACCGGACCAC CTCCAGGACC CCCAGCACCC TITCCTCCTT CCGGACCATC 
AToICCCCCA NCTGGTGGTC CTTATCCAGC CCCAACTGTG CCX3GGCCCTG GCCCCACAGG GCATATCCTA CACCAAATAT 
GCCCTTTNCA GAGCTACCCA GACCATATGG TGCACCCACA GATCCAGCTG CAGNT5NTCC TTTAGGTCCA TGGGGATCCA 
TCITriNTGG ACCCITGGGC GNCAGGAATN GGAGGGCAGT ATCCTACCCN GTAATATGGC NATATNCATO TNCA 

SEP TP NO:2235: (Length of Sequence - 376 Nucleotides) 

CF3ATATCAT GACAATAAAG GAGTATCCT3 CTGCICTTCC GdTTGOSTC CTCGCTACAA ACGCCTGGTG GACAACATAT 
TCCCTCAAGA TCCAAAAGAT GGCCITGTGA AAACTGATAT GGAGAAATTG ACATTCTATG CAGTATCTGC TCCAGAGAAA 
CTGGATCGAA TTGGTTCITA CCTGGCAGAA AGGTTGAGCA GGGATGTPGT CAGACATCGT TCTGGGTATG TTTTCATTGC 
TATGGAGGCA CTGGACCAAC TTCTCATGGC TTOCCATTCT CAAAGCATTA AGCCATTICT AGAAAGCTTT CTTCATATGG 
TGGCAAAGCT GCTGGAATCG GGGGAACCAA AGCTTCAACT TCTIGGAACA AATTCT 

SEP ID NO: 2236: (Length of Sequence = 399 Nucleotides) 

TGGCAAGAAC ACTGAAACCC AGCCAACTTC TCCTCAGCTA GGGACCAAAA CCTTTTICTC TGTAGTCCTT CCGAGCTTGG 
AGAcrcrrcr GCAGCCAAGG AAAAGGTOGC GGAGACATGC GGAGACTCCG AGGTGGAGGA ggagtcccca ggaaagcgcc 
TGGACGCAGG TCTCACCAAC GGCTTTGGGG OTGCGAGGAG CGAGCAGGAG CCGGGCGGCG GCCTNGGGAG GAAGGCCACA 
CCCCGACGAC GCTGTGCCTC OGAGTCCAGC ATCTOCITCA GCAACAGCCC GCTCT30GAC TCGAGCTTTA ATGOGCCCAA 
ATNTGGGCGG GGGCAAACOG GCTCITCTGC GACGGCACAC GCTTGGAGGA CCNCAGTNAG CTGATCTTCT GCATOGAGA 

SEQ ID NO: 223 7: (Length of Sequence = 234 Nucleotides) 

AAANTACTAA CATTTTTAAT ACAGTCTGAT CAGATCAATT CACATCACAA GGTCAACCtfG GGCITGCTCA CATGTGNCAC 
AACTGAGGNA CACAATGTCC CTACCTGCOG GCICTCCCAC CITCCTGGTT CCCAACAGGA TTGAAACCCC CTACTTCCCT 
GACCAGACTG GCATTTITTA AAATTTTGCA TAAAACIATT TCTTCCATAG NCTTCAAACA ATCAACTAGC CAAG 



SEQ ID NO:223B: (Length of Sequence = 



369 Nucleotides) 
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ATTTAAGGCT GTACTTAACT AATTTGGGCT GAGGATGAAT ATATCAGCCA CAGCACATTA AAGAATGAGC CAAGGATTTG 
TCATGGTTGG TCACTTTTTA AAGTATTTGA TTACPGCAAC TCGAGAATGA AAAGTGTATA TTCCTGACGC CAACCTCAGT 
TTCTGAGCAC TCCK3CTCTG TGGTGAGAAT CAGACAAAAA TTCATCGGGG TGAAAAAAAA AAGGCATTAC CT3ATTCACA 
CCCTIGTCTT GCTAGCCCTC TTCCATTCAT TTCTCACACA GCAdTTGCT CTGTTAAATC CTCTCTCTCT CTCAGACCAT 
TGCITSCCCC TTCAAAGGGT ATGGTTCAGG CTCCTITCAA GACATTTGG 

SEP ID NO:2239: (Length of Sequence = 399 Nucleotides) 

TTAATATAAT ATTCAAGTCT AGCATTTGCT A3TTACAACA AATAAATATT GCCCC7ICCCC AATCAGTAAA CAAACA'lTl'I' 
TTnTTCTTT TTGCTTITTA TACAAATA1T CAATCACCCC ACCCCCACCC CAAATCCTCC TTCCTCACTA ACCCCOGTCT 
TGCATGGTCT CGTAAAGCCC AGGACGCACT GCTGAATGGC ACTIGCACTG GCATGAGATT CAACATCGAT GGGACTCAGC 
TGGGACTGTC CTCACTCACC GGCTGCAGAG TCTGGTCCAT GAAGAGGGNT TC1NTCTCTG CTCCCAGGGG AGQGCIGGGG 
TAAGCGGTGG GTGAGACTCC CTCACTCTCA GTTGGNCCIG ATGATGGAAT CTITO3TGCA GCCTGAGAAA GGCTAGAGT 

SEP ID ND;224Q; (Length of Sequence = 388 Nucleotides) 

TTTTCAGAAT TCATCTCTGA CTTTAATGGC TTAAGCAAGA ACATGGTTTC CGTGGCTCCC CCTGGACTGA ATGCTGGAGG 
ATATATACTT CACAGTCTGA GGOCTGGTCC CAGGAACTGC AATCTAACAG GATCGCAAGT GGTTTTGAAA CATATAGATT 
TTCAGGATGG AAGTTTGATT CITCAGA3TG TGACICATCC GTGGAAAATA AAT3GTITAG CACCTAAATC TGTATATTCC 
CATCAGTGGC TTGGCTGACT CACTICTAAA TAGGCTACCC TCCATCTGTC TCCCACCCAT ATGCTCCACT GTCCCCAGGG 
CCTCAGTGCC TGANCCCTAG GGGGATTCGA GTTCGCTGCT GGATTCATTT CCTGCAAGCA GGCCTGCA 

SEO ID NO: 2241: (length of Sequence = 377 Nucleotides) 

CTCCATTTTG TCCTAGTTAC TT1TOAGGTA TAAGCTGAAG TCATT3ATTT GAGATGITTC TOCTTTTCTA ATATftQGICT 
TTAATCGTAC ATATTTCTCC CTAAGTACTG CTTTAGTGGC ATCCIX3CAAA TTCTGACATA CT3TGGTTCA TTTTAATTCA 
TTACAAAATA CITCTTAATT TCCCTTTTGA TTTCCTCTTT AATTCATGGG ITACTIAGAA TICT3TTATT TAATTTOCAA 
GTACTTGGOG ATITATCTCT CK7IX3TTATT CATGTCTAAT TTAATCCCAG TCTQGTCTGA GAATATATTT NGATATCAAT 
AAAGCXACTC CAGCTACCIT TTGATTAATG TTATCACAGT ATATCTTTIT CTATCCT 

SEP XD NO: 2242: (length of Sequence = 381 Nucleotides) 

CCCACATTAA CXAAACACAC ACACACAT3A CAAACTCTAA GTCTCCAGAC AGACACCCTC AAATAGGCAC TTGGIGTTTY 
CAGCTGGGGG CTQGAGAGAT CTGG3GCTIT GGCCTCCAAA GGNAGGAGCT QCTGTCCCCA GAGAGGAGAC AACAGCTTCT 
GGAGGCTCTG GGGACTCATT GGATGGCTAC TGGCTAGGTA GATGQGAAGG GGGCCTGTTT AAAGAAGACC CCCCACCCCC 
ACIX3CCCAIT TCACCACAAC ACTGACITGC TGGAAGTITT GTGCCCTGGG GATTTCTGAA TATACT3GAC AGGCATTTCT 
AAAGAGCGCA TCACTGAAGG GGCAGAGGCT NGCCITTAAA TGTQGGCT1T GCATCXTITC G 

SEP ID NO: 2243: (Length of Sequence = 359 Nucleotides) 

ACCATTIMT AAATCAGACT GTEATTCTIA ACAGTTATGT AAG7ITACATG TftTCTTTAAG TCAGACTATT TCACATOGAA 
AAGTCTITAA CTCCTATAGG CAAGCAAAAT CATATCACAC AATATATAAG TGGGAAGGGG ATACTGCTAA ACA1TCAAAT 
AAGGCAAGTA TATAAAACCA AXAAAACAKT AATGAAAAAA TTCAAGCAXT CCTTTAAGAG AATTCAACAC TACAAGCTAA 
ATCTACnTC TGAGTCXATT CGTATAATCA AGGCAGTGTT TCTO LT1T1A AAACATCAQG AAATGGAATA AGGCTCA3TA 
GTAGATACAG CIGCCCTCAA GATTTCAATT TCACTTIGC 



SEP ID NO: 2244: (Length of Sequence = 362 Nucleotides) 
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ATATGTACTA CATTTGCTGG AATAOGCATG TACAATTCTT CAAAAATAGT AAAGAGCAAA ACAAACAAAA AATAGTAGAA 
GCACTGGAGA AATACACIAT GGCATAAACT AGTTACGGCT GGGATGTCAC ATGGACCATA TCTACACTCT CT3GCAACCT 
TCTTACCTGA CTCCAAAGGA TCAGATAATC AAACAGGAAA 1TATGGTAGG AAATCAGAAA ATTGAAGTAT GCATTCATAT 
CXTTAAGGATT TTA'l'l'lTAGC TCAAAATATA AAATATTCAT CAGTTAGCCA AGCTTTGGGA TCAGAGATCA TAGCCTCCTC 
TTTGATAGGN GTITCTK7IT TTCITGATIT CATGTTTCAG AG 

SEX) ID NO:2245: (Length of Sequence = 333 Nucleotides) 

AAGGATCTGA GCGAGTTCAG TCTCATICTG GGCAAOQGGG AGATTAAGCT GCCAGTGGAG ATCAGTGGGG CCATCGAGGA 
GGAGTTCACT GTOGCCOGAC TCTACATXZAG CAAAATGAAA TCAGAAGTCA ACTCTGTGGT CAAGOGCTGC CGGCAGCTGG 
AGAACCTCCA GGTGGAGTOT CACCGCAAGA TGGAAGTNAC CGGGCGGGAG CTCTCATCCT NCCAGCTCCT CATCTCTCAG 
CATCAGGCCA AGATCCGCTC GCTTAOGGAA TACATGCAGA GCGTGGAGCT AAAGAAGOGG CACCTGGAAG AGTCCTATGA 
CTCCITGAGC GAT 

SEQ ID NO: 2246: (Length of Sequence = 347 Nucleotides) 

AAACTAGCTT TGGTGGGAAC TCCCTCACCC CTGCTCCCCA CAGGAAGGCA TIAATCTATT XATGAGGGAT CTACCTGCTA 
TAACCCAAAC ACCCCACCAG CCCCCATCTC CCAACACCAC CACACIGGGG ATTAAATTTC AA1CT3GGAT TTGGAGAGGA 
CAAATATCCA AACCATAGCA GTCTTAAAGT ATTTAAATTA GAATTTAAAT TAAAATTTAA ATTACAGTAT TTAAA1TAGA 
ATCATTTGTG GACTTTCTAA AAGGTATGCA TTCCTAGGCC CCTCTCAAGT TAGATTTATC GACACTGATC CCCAGTCTGG 
AATTTTAAAA CAGCAAAATC TCATACT 

SEQ ID NOi2247: (Length of Sequence =t 357 Nucleotides) 

CACAGGACAT GCTCCOTCAG CACAAGCACT CCCAACTCAA TCTGAAAAGC AGGCAGCAGC ATTGCAGGGG ACAGGTCCTC 
CCCTGATCTC GCTGGTGGTC TTCICCCACT TAAAGCACTA TATACAGGGG GAGGTCCCAG GCTGGACATC TITACCAGGG 
GCTGGGAGAA AGCAGGCCGT GCTCTGTGGT CTCAGAGTCT TCCTGGCGCT CTCTGGAACC TGACAGAACA TGACCTCAGT 
CCCAGCCAGC GAGTGGCAGA GAGGACTITG TACITOGCTG CAATAAAACA TGCCCTlt'iT OGCAGAGACA CGAACAATCT 
CXJTCVCTACC AGAGGCCTGT GAGACATCAG CTCAGGA 

SEQ ID NO: 2248: (Length of Sequence = 327 Nucleotides) 

TTCTCTTTAT TAATGGCTAG AAAGTCAGGT TCACCCAAGG AAGTCACTGA GGGGCCACAG CATTCAAGGG TATGGGGTTT 
GGAGAGATAG GAGCAGGACC CACCACTCAC GTCCAGAACC CAGGGQGCAC ACCT3GTCCA AGAGGTGGAG GCATTGCTCA 
CTGGACTCAC GAGGGTCAGG ACAGGCACTG AGAGGCTGAG GGAGTNTCGG TCCGGAGGGA GGCAGTTCACG GGCTAGGGCT 
GGGACTCGTA GCCAGTNTGC AGGGCCF3GG AGCCCCAGGG CPGATGCCCT GGGCTGGCGT AGTAC7TCCAC CACCTGCCGT 
GGCACCT 

SEQ ID NO: 2249: (Length of Sequence = 404 Nucleotides) 

ATxTlTAATT TAGCJITlUiT TTATTTAAGT TIAATGTTAA TTCCATGCTQ TGTTTCAGTA AGAACAATAC AGATTCTGTA 
TCTCTGGCTC CAGTCAGATA TCCAGTAGTA CAAATTAGCT TCAAGTTACA CATACTGAAC AAAAGAGGTT GAGCGAGOGA 
AGGAGGGGAG GAGTOAGGGG AAGGAGGTAG GGGGAGGGGG AAGGAGAAGA AACAAAAGNN TTGAACAGGC ATGCAGGCIT 
TTCCATACCA CCTTCAACGC TAACCTGCIT CAGK5QGAGA GTAAAGTAGG CAAGAOTGAG CAGOCACGGG ATTGTTGAAC 
TGTTACCCAG CACCATGCTT TTCAGCAACA TTTTCAGCGG AGTTCGGGAA CATTTITTTA CCAGCAAAAA CCATTACACC 
GAGT 
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SEP ID NO: 2250: (Length of Sequence = 275 Nucleotides) 

TGCCAAATAT ATATATCTGA ACATAGTTGAA AAAGIAACAT TTAAAATCAG TCAAATTATT TTTAAAATTC CTTTGCTIAA 
TAGCCATIAC TTACTCACCT TTO5TTTTTG 'ITm'NCCTT CAACTACEAG AGTACTGmC TTTTGCriTC ATKXT1TCTA 
TACATTCTSC CTTCATCCTT AAA1TGTTCA ACTOGAXACT GCTAATATTG GTAGATAATC TAOGCTAGCT GCTU1TIV1T 
GTACAGAAGT TGGTTGATAT OGCTGATPCA CTTTT 

SEP ID KO:2251: (Length of Sequence « 426 Nucleotides) 

GGAAXAAGGA GATGAGAGCA TGCTCTGCCA ACTGGCT3GG ACCTGAATGT GCTAGGCAAG TNCCACTACA TCAGCTCAAG 
AACATAAACA AAAATGTAAT TXAAAAAACA GATGGTITAA AAAAATATCT GATAAAAAIT ACCTATCCCT CTCCCTTGCT 
GTSAAATAAT TTAAATAATT TATTCTAGAT C7TAAAAATAA TAATACAAAA AAGTTTGTTC AAAGACACCT GTGTCCTGTT 
TCTTAAGTGT GCAGTCTGGG TCCCTK3GGG TGGAGGGAGC T3GCCAAGGA ATGGCATIOT GCAGAGGCAT ACOGGGAAGC 
TCTCTGGATG CAACCCCACC TCTACCGCTT GGCAGTCAAT GACCTTGGGC ATGATGTTTC TTCACTTTCTC TGAGGGCTAG 
GGCITTGATT CTGAACATGG GGGGCT 

SEP ID NO: 2252: (Length of Sequence = 315 Nucleotides) 

GAAAAGATAA ACAAAAITAA TAGACCAITA GTGAGATIAA CCAAGACAAC AGGAAAGAAG ATCITAATAA GCTCAATTAG 
CAATGAAATG NGAGCTACTA CAACTGATAC CACAGAAATA CAAAAGATCA TTCAAGGCTA CTATGAACAC CTTCACGTGC 
ACAAACTAGA AAACATAGAG GAGATGGATA AATTCCTGGA ATTTIAAGAN TAATACAATG GACTITGGGG AATCAGGAGA 
AAGGGTAAGA CTGGGGTGAG GGATAAAAGA CIACACA3TG CATACACTGT ACACTTCITG GGTGATGGGT GCGCC 

SEP ID NO; 2253: (Length of Sequence = 335 Nucleotides) 

AGHTTTATIC TCATGTTACAA AGCGGTCAGC CCACGGGACC ATATACGACA GTTGCACAGA GTCCTAGAAA AACGCATCTN 
TCTAAAGGCA ACTCAGAAAG GTAAGGCAGG TGGACCOCCT CCCCCACCCC ACAACGCACA CAGAATGAAA OGGAGAAAAA 
GAGAGAAGCC AGTOGCOQGG CTGACCCAAG ACTCCCGGCC CTATGGGGTC TCCCAAGCCC CAGGGCACAG GTTQGATATGG 
CCTTCAAGAG AGAGCCCTGC CAGGGCINAG GCCAGGTCTC TCACTGGCTG CAGGAATNGG TAAGGGGCTC AGGCCAAGGG 
GAACACTTCA GGGGG 

SEP ID NO: 2254: (Length of Sequence - 380 Nucleotides) 

GGAAGGCTCT GGAGAGGTTC CTGCAGGATT ACTITCATGG CAATCTGAAG AGATACCTGA AGTCTGAACC TATCCCAGAG 
AGCAATGAT3 GGCC1CTGAA GGTAGTGCTA GCAGAGAATT ITCATAAATA ATATACAATA ATCACATCCA CTTICCACCA 
CCEACACAAA AAACATITCA TACAGACTGC AGTACAGT3A TiTmTlTA TGAACTAAAA GCTCAAAATT GTTTCATTIT 
CTCTTCTGCA GATTCXAPCT APAAAATGAC AAAATATGCA TAGAGATGTT TCIAAACCAA AAATAAATGT CIAGGGCCCC 
GAACCCATCT GAATGGGACC CCTCCTCTCA GCCAAGGGCA TTCCAAAA3T AACCTGCAAA 

SEP ID NO: 2255: {Length of Sequence = 399 Nucleotides) 

ATATAAAAAG TOITTCICTG A1TCINCAGA GCCCAGGACT CAGTGCK3GT GGTTGGAGGG ACCPGCCCCC ACTGGTTCAT 
TIAACCCTCr CTCTCGGTGC CCTCAGAACC TCAGCCAGAA AGGCAAGGAG GAAATCAGAG CAGGAGCCTC ATACTCTTGG 
TGAIdMTC A1TCTCTGAC CTCAGGGGTC ACATATAAGG TCAGTGTTTC TOGTCCCOGC OGGATCTGCA CTGCCAACTG 
GGATTGGGTT CGAACAGCTT CAXAAACATC TTCAGCATIT TGTACCATCT GCTCCCCAAT GGCCAAAATC ACATCACCAG 
GNOGCAGACC CAGCCCGGTG TGCAGGGGAG CCXZAGGAIGA CTTTATGGGA TGAGTACANC ATCCTGAACA TCGGGNAAG 

SEP ID NO*. 2256*. (Length of Sequence = 371 Nucleotides) 
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Trrrrrrri'r TAACICTAAA TGCTATTTTA TTTTAAACAT TnTGTITAC AAAAAAAAAA AAAATCAATG ATTGGTACCT 
TTTTTACACT CTCAGATTCC TGAATATGGA CAGATCTTCA AAGGGAGGAA GGAGTTCTCA TATCAAATTT AAGATAGACT 
GTCCTGAAGG TTGTGGGGTG QGO'l'l'lTl'lG TTOICTnTA ATTCX3CTTTT GTTTTTAAGN CACAATAAAG CTAAAATCTC 
AAGTCTCTGG GAGAGATCCC CTTAAAGTTT CAGTCAAGGA GCATATCAGA GCACAGACAA GGNGACCCCA GCCTGGTGCC 
OGQCGGCCCG TCCCGGCTGC CCAGGNCTAT TTGGTAGCGC ATGGGTTGAG A 

SEP ID 130:2257: (Length of Sequence = 372 Nucleotides) 

AACTCTATGG CACIAATCTA TGATGGATTC ATTTCCAGAC TGTQGGCCAC GGAAGCACTT CTTCATGGCC TCTC3CCCTGG 
ACAGCAGCCT GTCCTCCGGG CTCCCCATGT TTTTACCAGC TFCTGCIGAG TTTCTACAAT CTTGAGCTCT GCTGAGAATT 
CTTTTCCTTG AAATTCITCT ACCTAAAGCC CCAGCCCCCA AAAGAGCATG TCTCAGGAAC TCATTATGCC CTGAGTCAAC 

AAGAAcrrcrr tgataaatgg cttaaaagtt tttacaagaa gtaacttccc ttcgtaagga gtaaataata gctctgggaa 

TTTTCCAGAT AAAACTATTT CATTTCTCVG GTCAGTGGCC CCATGGGGAG AG 
SEP ID NO: 2258: {Length of Sequence = 340 Nucleotides) 

CTCAGCCTCC TGAGAACCTG GGATTGCAGC CICCCGAGAA CCTGGGATIG CAGGCACCTS CTGCCATGCC CAGCGAAGAT 
TTICTATnT TAGTGGAGAC GGGGTCTCAC CATGTTGGCC AGGCGGGTCT CAAACTCCTG ACCTOGTGAT CCACCCGCCT 
TGGCCCCCCA AAGTGCTGGG ATIACAGGGG TGAGACACCA QGCTQGGCCT TTATATATAT TTINAGAGAG GGGGTCTCAT 
TFTNTTGCCC AGGCTGGICT TGAACICCIG GGCTCAAGCA ATCITCCCGC CTCAGNCTCT CAAAGTGCTG GGGATTACAG 
GCAATGAGCC NACCCTGNCC 

SEP ID 130:2259: (Length of Sequence = 394 Nucleotides) 

CCCCCCAGAT CCCACTCTTA GGAGAACGCC TCTGCTAACA TITTCICTAT CTICTTATCC TCTGGGAATG AGACCCACTA 
AAGGGCTAGA GTCITCCICA GICT3AATTC CTCTTTCTCG ACFCCATCTT OGCGGTAGCT GGGACOGCOG TTCAGTOGCC 
AATATGCAGC TCITICTCOG OGCCCAGGAG CTACACACCT TCGAGGTGAC OGGCCAGGAA ACGGTCGCCC AGATCAAGGC 
TCATGTAGCC TCACIGGAGG GCATTGCCCC GGAAGATCAA GTOGTGCTCC TOGCAGGOGC GNCCCTGGGA GGATGAGGCC 
ACTCINGGCC AGTNOGGGGT GGAGGCCCIT ACTACCCIGG AAGTAGCAAG GCOGCATGCT TTNGAGGTAA AGTC 

SEP ID NO: 2260: (Length of Sequence = 359 Nucleotides) 

rm'mTiG agatctgaga ttcctctaat cagaagcacg TGOGTCCCAC AGTCTGCTCT TCAAGCCCCA AAGGGCACGC 
CTCTAGGACT GCNTCCTTAG AGCGAGGCTC GGGCTCTTGG TAAAAAAGCA TTTGCTTGAT TTTATTTAAA CAATGGTGAA 
TCTTCAAGGT GCCACTCTAC ATGCCCAACA GTCCTCCAGG NTTCAAGGNC ACAGTTCAGCG TCACTCAGAG ACTGCCTCAT 
TTNGCAAGAG AGAAAAACAG TGACCACCAC AGAGGGCAGG GAGTGACAAA GdTCTAGGC TAATGCTGCA AAAGCCGCTA 
GAAACTGGGG GCCACACACA AGNGCCCANC AGGTGCGCC 

SEP ID ND:226l: (Length of Sequence = 360 Nucleotides) 

rmrrmT gagacagagt ctcgctcvgt CGCCAGGTIG GAATGCAGTG gtictgatcic agctcactgc aacctcogcc 

TCCO3GGT0C AAGCAATTCC TCIGCCTCAG CCTCCTGAGT TGCTGGGACC ACAGGCGCAC GCACGACGCC AGGCTAATTT 
TTCTATTTTT AGTAGAGACG GGGTGTCACC ATATTGGCCA GGCTGCTCTC TTOGAAATCT TAAATCCAAA CATTTCThTT 
OTCTAGATC CCTTGCTCAG GCGAATCCTT TCATCTTTCC CTTATAGCTC ATCAGCATGT AAGTGTCTTC ACATCTCTCT 
TCTCCITCCC TATTAGCTCT CTACTCTOTST CANTTACACG 



SEP ID NO: 2262: (Length of Sequence = 348 Nucleotides) 
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CTCTCAAAAA TGTA3TATAT CAATAATTTT ATCAGCAGCA TTTAAGAAAT AAGAAATCAT TAGACAATAG AAGACAAACA 
TO3IAATCCA GTCAGGCCAG CACACAAXAC ACCGTTITCA TCACACACT3 TAACCTGAAT CCCTGGCAAT TTCCIAGRGS 
TAXEAACATC ATACCTTATT AAGAATTATT GGCCCCNAGG AGTNQGGGGG TGGGGGQGIT GCAAICTGTC CAATCAACAT 
CIX3GCTCTTA CTPIOTCCCN GTAGTATTAC ATTTCTAXAA TATTCITATA GGAAACAACT CAACTCCATG 1TTATAAAAG 
CACCAXACGG TNTTTCCATC CICTACCA 

SEP ID NO: 2263: (Length of Sequence - 352 Nucleotides) 

ccccaaaagt tgacatcgtc aatgaagaaa taggcaaaca gcaaaaagtt gcagtcatac accaaatgaa agaagatcaa 
agcaaaatcc ctgaaggaat ccaagtpgac tctgacgggc taatcaccat aacaactccc antaaacttg ccacgctcag 
tgttcgagcc atgccccttc cagaagaagt cacccagntt ciggaagaaa atactgantt gattotetct atggagcact 
tgacatcctc ttpgaatnag gctgaaaata ctcacatgat tcatcagaag acccnngnga aaatttngga attcaaagga 
aaactftnag caacanctaa cagggngotg at 

SEP ID NO: 2264: (Length of Sequence = 381 Nucleotides) 

GCTTACAGTC TAGAACAAGC TTITCCAGCC CACAGCCCAG GATGGCITIG AATGTGGCCC AACACAAATT CATAAAdTT 
CCTAAAACAT 1AT3AGATCT TTTTGTGATT TGTGTTITAG TTCATCAGCT ATCATTAGIX3 TTAGICTATT TTGTGTGTDGG 
CCCAAGATAA TTCITCCAAT CTGGCCCAGG GAAGCAAAAA GATTGGACAC CCCTGGTCTA GAAGGAAAGG CAAATATTAA 
ATAACCTCAG AAAGTGATAT TACAAATTGT GGTGAGTTAT AAACACACIA TCAGGTCTTA TAAAGGAAGT GAAGGAAGTG 
GTTGAGGAAAT TCTTATCAGG GNACTGATAT TTNAN1GAAG GGCCTTAGGG GATGACIAGG G 

SEP ID NO: 2265: (Length of Sequence ~ 301 Nucleotides) 

cAcrcrrccr ccatcctgcc tttccacagc agtcrgtctg gtccamcca ccatcatctg tcacccagac taccatagcc 

ATCTCCTAAC TGGTCCTCCC ACTTGCCGTC TTTATTCTGC ACACAGCAGC CTGAGTTCAT ACACACACGT GCATTCATTC 
ATATTTTGCT TAAAACTGTT CAATGGCTTC CCATGGAACT TGQGAGTCT3 GATATCITCA CAACTGTGIN GCATGGCCXA 
GGACCAATCT GGACACCCCT NCCTCTTTGT NCATNCATGC CTTGCACCAC HmTGGCCT T 

SEP ID N0:2266: (Length of Sequence = 360 Nucleotides) 

CGCCTGCATG CCCCACAACA ACACAACTCT ATTCCTCTCC CAAACATCTG TCAGGCCTGG CCTTCCTGAG CAGGAGCTGA 
GCAGGAACAG GGCCTGGCTG COTCTCCTCT GCCACAGCTC TGACCIGGGC AAGGCTGGAA GCTGGCATCG TAATGGATCG 
GGGACTGGCT GGAGGATCTG AGGGTCCCCT GGGTAGGTTC CGATACCTTG GACAGGTGGG CCTCATCC7TG ACTTAGAACT 
CGGGGAGGGG CCACIOTCC TTCCCCTTCT TCCAGCAGCA GCTCCACCAC CCTCCACCTT CKTTCCTOGA CATCTGTOCC 
AGAAAACCCA GCCATGAGGG ACCGCTNTGA GGAAGGGTCT 

SEP ID NO: 2267: (Length of Sequence = 391 Nucleotides) 

GATGGAGICT QGCTCTCTCA CCCAGGCTGG AGTCCAGTGG CAAAATCTCG GCTCCGGACC CCCCCAAGAC ACATATGACC 
CACCACCCCA TCICTGACCA TSAGGCCACC CTGAGGTGCT GGGCCCK3GG CiTCTACCCT GCGGAGATCA CACTGACCTG 
GCAGOGGGAT GGGGAGGACC AGACCCAGGA CAOGGAGCTC GTGGAGACCA GGCCTGCAGG GGATGGAACC TTCCAGAAGT 
GGGOGGCIGT GGTGGTGCCT TCTGGAGAGG AGCAGAGATA CACCTGCCAT CTGCAGCATG AGGGTC7NCC CAAGNCCCTC 
ACCCIGAGAA TGGGAGCT1G TCTTCCCAGC CCACCATTCC CCATOCTGGG CAINATTGCT GGNCTGCTTC T 

SEP ID NO:2268: (Length of Sequence = 191 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



470 

crrrcciOTC ctcttcacac agtattogat tatttcaatg gctactitca gaggatcagc tagaggctga tctjitcttt 

CAATCGTIAT ATIATTIMG AACTGAGAGT AGAAGAAAAA TTTCAGAGCA GGriTITTGGA AAAAATGAAT TTAGACAAAT 
ATTTAGTAAC 7GTATGATAT ATAACTCCCC N 

SEP ID NP:2269: (Length of Sequence = 237 Nucleotides) 

TAGAAGCATT TTTTAAACAA CACTCAACTT 1CT3AAOCCC 1GAAGATTTT ITCAOOGTTC CAAGTCTTAA TCCCACACCA 
CTATTCCAGC GAATTTATGC TACAACTGGT AACAATGACC AGAAGCCTGA AGAATTAAAA T3CCAACACC AAACCTTTCC 
NXACCAGCTC TGGNCTATAT TGCTCCCATG CATTTAATAT ATTATNTNGT TTTATANCCA CTTCTAAATA TTCTCAG 



SEP ID NO:227Q: (Length of Sequence = 223 Nucleotides) 

AAAGGTTAAG GAATTTCCTT TATTITITAC AAATTAAGAC TATGCAGATT TCATATAITT CTGAATCAAA AACACCITTG 
TCTTCACAGT ATGAGTTAGA ATGCAGCCIG AGCTGAAAAT CAAGAAACTA GAAAAGAAAG TGGTAGAGAT AACTATATTA 
AAAANCTGTT AGGTATTTCC TTIAAAAGTA GGICTTTTTT TTITTTTNCC MT Ci ' lU ' A ' I ' I ' i ' TTT 



SEP ID NO: 2271: (Length of Sequence ~ 363 Nucleotides) 

TTTGATGGGT GAGGCTGGTh GAGOCACTGG GAGAATGTGG GGCACTGAGG GGAGGGACAT CTTCCTAGCA TCACCAGCAT 
CCTGAGCTTT GTCTICTGTT GGGAGTCCCA CAAGGGCTGG TGCAAGGNTT AGCAGCTGCT ACTTGAACCC TAATCCCTQG 
CTGGATCTGG TCTCTTCTAA CITAAGAGCA AATGTTTGTN ATGACATGCA OGGCTGGGCA GAGGITGAAA AfiAACAGGGG 
TCTAOGGAGG AGCCAGGCCA GCCACGTCAG ACCCTTCTTT CTAAGTTGGC TTCTTGTCCA TTCCTGGGGA TINGGGGAAA 
GAACGACAGA AdTACCITC CATdTCCTT CTCACAAGCA GTG 

SEP ID NO: 2272: (Length of Sequence = 150 Nucleotides) 

CTCCCCCTGT AATCCCAGOG CTITOGGAGG CCGAGGOGGG GGGATCACGA GCTCAAGAGA TCGAGACCAT CCIGGCCAAC 
ATGGTGAAAC CCCGTCTCTA ATAAAAATAC AAAAATTAGC CGGGCATGGT GACGTGCACC TGTAGTCCCT 

SEP ID NO: 2273: (Length of Sequence <= 330 Nucleotides) 

TATATTATGT TAATAAAATC ATGTATAAGC AAAAGACCTA TGAAAGTATA AAACAGACCA ATGGATTITA GTATAAAAGT 
ACAAAACOTT CATTGAGGTG GGTTCAGTIT TCCCACAAAA ACTAACCTTT AAGAAACTAC CACTTATCAA GTTrTGGTAT 
AAGGTATAAT ATGAAAGANG AAAATCCATA ATIATITCAA AAACACGNCT TAAATACTTT CCTnTITCC TACTACATAT 
CTCTATTAGG CTQQbTlTlC TTCACAACTA ATTGAATACA AAAACAAATA TGAGNATTTA GCTCTAATCT ATIAATCCCG 
ACATTACAGG 



SEP ID NO: 2274: (Length of Sequence = 372 Nucleotides) 

AAAAAGCCAG TTGCAGIGGT ATATGCCTAT TGTCCCAGCT AATCAGGAGG CTCAGATGGG AGGATAGCTT GAGCCCAAGA 
GTTCGCGACT GGGCCTGGGC AACATAGCAA GACCCTATCT CTAAATCAAT CAATCAATCA AACAGTGGTA 1GCCACCCAG 
AATAAGTATC TmTlGAAG TAAAAAACAA AAAGCGAAAT GGGAACAACA GGTCTGGTAG TCCTGGCTST CTGTCACTGA 
CAATGAGGTC TCTGCAGAGC CGITCCCTAC CCTOCCCAAC CCCCTAGACA TCAGGTCCCT TTCCTAGGAA AATGAGAGCA 
CAGACCTAGG NCCATGGNCT CCCAAACTTT TTCITCrClT CACTACAGAT TC 

SEP ID NO: 2275: (Length of Sequence = 370 Nucleotides) 

crTATrcrrr tcctgaggat GnGGrrrrA tatggatxgt ctttaagcat cacttggaaa cgciacaaat aatgcagcta 

AATCTCTAAG CAATTAGGAA ATAGGAATTT TTAAATACAG AATTPTGCAC TCCAGAGTIGT TTACAAGTAT TAAAAGATTG 
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TATTACACAA CTGTFGTTAA AOTCIAGTAA GATAAATTGA TACTAAAGAA AACAAACCCA GAAAGATCAA GTGACTTGGM 
TCACACAACA CAGGNATTAA GANGGAAATT AGEATTCTTT GTTGGAATAT TITCCATTTG AATAGTTACA GGAAAATTTA 
TTTCCATAIT TTACAAATTA AASCTGTATT GGACATCATA GTGGGGAAAT 



SEP ID NO:2276: (Length of Sequence - 349 
TCTCCAGCTC CTGGAQGCAA CCX3CAGAAAC AGAACANTGC 
GCAAACACCC CTGACATGCA GCCX7TCTGTT TAAAATCTOG 
GGGTAAGGAC TCCAGGCACA CAGCAACAAG TQGCTGCCAC 
ACTAACTCCA NGAGGGCICT AGIGTGTAAG TTCGGCCAGA 
GTGGOGGCTC AQQCTTAAGA GAOGGGAGC 



Nucleotides) 

AAATGCCAGC ATTTCCGCAG ATAAGOGTQG CCCGCCAGCT 
TTGCCCGCTC CAGOCAGTGG AGCTCAGAGG GCTGCCTGGC 
CTCAAATCCC ACCTGGAATA TGATGQGCTC CGAGCCAGCC 
GTTENCAGAT ATAATANCAT TQGCCCCACG ACGTAGACCT 



SEP ID NO:2277: (Length of Sequence = 182 
CTTXATATAG ACTCIGGTITC TAGAAACTCG CCTGCAGCOG 
CAGGCCCATT GOGGGCTGTA CCTTGGCCAC CTOCOQGCAC 
GGQGGGGOGG GGCGGGGACG GG 

SEP ID NP:2278: (Length of Sequence = 276 
GTATTA'ITJLT CCCCAAATGA AGCAAAGCAA GTACTGGGGC 
GTTOGGGAGCA TCAGGGAAAA CCCATCTCAA CTCACGCCTC 
GCTGCAGAAA GAACITCCCC AGGAA3GGCC AGTGGCCTIT 
TGGGCTGGGT GGACGOGGAG GCGOGAAQGA AAGCCT 



Nucleotides) 

CTGGCTGGAC CAGCACACGC TGAOGGGGCC GGACTATTTA 
GGTGCTCAGC 1CTGAOGNCA AAATAAGTTA QGGCCGGCCG 



Nucleotides) 

GGAGTCATCA GAAAIACCTT GGGAGGTGGT GGGGAOGGGA 
TCAGGGGTTG CGACTQGAAA NICTK3CGTT TTCCATCACT 
OGCCOGTAAC AAGGNOGCAC GCTCAGAGCA GTCTTCCTCC 



SEP ID NOr2279: (Length of Sequence = 193 Nucleotides) 

TGCACCCATG GCCCCTCC\A GAGCCCCAGG GCCCCTGAGC AAGCAQQGCT CTGGCAGCAG CCAGCCCATG GAGGTGCAGG 
AAQGCTATGG CITK3G . GGAGATSATC CCTACTCAAG TGCAGAGCCC CATGTGTCAG GICTGAAAOG GTCCCGCTCA 
GGTCAGGGOG AGCT3A. o CCTEA7G0GC AAG 

SEP ID NO:2280: (Length of Sequence = 401 Nucleotides) 

CnXSATTITCC TGTCTCCCTC TCCTGACTTAG CTGGC3ATEAC AGGTGCCAAC CACCACGCCC AGCTAATTTT TOTAGTnTA 
GTCGAGACGG TITCGCCATG TK3GCCAGGC TGGTCTCGAA CTCCIGACCT CAGGTGATOC ATTCCCCTCG GTCTCCCAAA 
GTGCTGGAAT TACAGGCATG ACCCATTGOG CTCGGCCCCA CTCTITCCTT TCTAATCGAG TGAGAAAATG CTCAGTATTT 
CT3TCAACAA AAITCATGAG GCrCTTTOTA CGCACAG3AC TTCAGGCCTT TCTCTCAACA ATCGCCAAAG CTGGAGGCAT 
CCACAATGGA GQ5AACAACT QGGGGTTCTG AAAAAACAGG GAATCTTTCC AGAATTOTTC ITCAAQAGTA TTEACA3TIT 



SEP ID NO:2281: (Length of Sequence = 217 Nucleotides) 

AGCAOGGGGA TTGTCCAAGG GTCCTOOGGC GCCCAGGGCA GTQCTQGTGG CAGCAOGAGT GCCCACTATG CAGTCAACAG 
CraGTTCACN ATGGGCGGCC CXGCCATCTC CATGGCCJTCG CCCATCTCCA TCCCX3ACCAA CACCATGCAC TACGGGAGCT 
AQGGGCCOGN CCOGOQIAAC TNACAGCACC AGGAAACCAA ATGNATC3TCC CIGCCCG 

SEP ID NO:2282: (Length of Sequence = 302 Nucleotides) 
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CQGATGCTGA AGTCCTAAGA GGTCGATGGC CIGGGAGTTC ACTTTATTAT GAAGTAGAAA OTCTQAGNCA CGACAGCACC 
TCCCAGNTTT ACACTGTAAA GT7VTAAAGAT GGAACAGAGC TTGANTIGAA AGAGAATGAT ATTAAGNCIT TAACTTCCTT 
TAGGCAAAGG AAAGGTGGCT CAACTTCCAG TTCCCCITCC AGACGCCGAG GGAGTCGATC AAGCTCACGC TCCCGATCCC 
CCGGTCGACC ACCTAAAAGT GCCCGCCGAT CTGCTTCIGC TTTCCCACCA G3GOGACATT AA 

SEP ID NO:2283 : {Length of Sequence = 314 Nucleotides) 

GAAAAAGTGG AAGTCATCAC CGGGGAGGAG GOGGAGAGCA ATGTGTTACA GATGCACTGC AAGCTGTTIG TTTTTGACAA 
GACCTCACAG TCCTGGCTGG AGAGAGGCCG GGGGCTGCTC AGACTCAATG ACATGGCGTC CACCGATGAC GGCACACTAC 
ACTCCCX5ACT AGTCATGOGG ACCCAGGGGA GCCTGOGACV GATCCTCAAC ACCAAGCIGT GGGCCCAGAT GCAGATOGAC 
AAGGCCAGCG AGAAGGAGCA TTCGCATCAC AGCCATGGAC AAOGAGGACC AGGGCGTGAA GGTCITCCIG ATCT 

SEP ID NO:2284 : (Length of Sequence = 262 Nucleotides) 

GGOGTGACAC ACGCGCCCGG CCIGTTGGAG CATTTTAAAA TCIGATTCCT TTCCCCCTGA AGTTTCCGTT CAACCCTTNN 
CICTGGTCAG GTTGATTNCT TTAATTGCTA AAACAAGTCA AAATTCAATA TCCATGGCAG CTGACAATTC AGACTITGGC 
ATATAAAGTA AAGGGTTTAT TTTTCCATTC CTCTGTAAAT GGTGTTGTNT TCACTTATTT ATAGTGCTAT GAAGCTGGTC 
ACCTGGGAGA ATGGCATAAC TG 

SEQ ID NQ:2285: (liength of Sequence = 193 Nucleotides) 

GTGAGACACA GTCTTGCTCT GCIGCCCAGG CIGGAGGGCA GICTCTCGAT CITGACTCAC 1GCAGCTGAT GCCCCCTGGG 
TTCAAGCGNT TNTCCCACCT CAGCCTCCAA GCAGCTGGGA TTACAAACAT GNACCACCAC GGCTGGGTAA TTTTTGTGTC 
TTTAGTAGAG ACGGGGNTIT GCCANGTIGG CCA 

SEP ID NO: 2287: (Length of Sequence = 342 Nucleotides) 

AGGCTGGAGT GCACTGGCGC AATCTTGGCT CGCIGCAAGA TCTGCCTCCC AGGTTCACAC CATTCTCCCG CCTCAGCCTC 
CCAAGTGGCT GGGACCACAG GCACCCACCA CX3CCTGGCTA ATmnTTG TATTTITAGT AGAGACGGGG TTTCACCATG 
TXAGCCAGGA TGGTCTCAAT CTCCTGACCT TGTGATCCGC CCGCCTCGGC CTCCCAAAGT GCTGGGATTA CAGGCGTGAN 
CACTTGCGCC CGGCCTTCAC CTGTTAGTIT TTCAAGAGGT GTTOGTCATG TCCACTGTGA TAGTTATTTT GTCTGTCAAA 
CTGACTGGGC CACQGGGTGC CC 

SEQ ID NO:22B8 : {Length of Sequence = 343 Nucleotides) 

TTTITATTGT AATGAAATTT TAAAAGGCAG TTACATTAGT TACACATATA CACAACCGAC TTAATAACTG TTAGTCATAG 
AGAACATTCA AGAAATACAA ATGATTTATC CACAGCACAG TTCACATCCA TAAGAAGAAA GAGAAATGGT TAACTACTTA 
AACTGTCCAC TGACACCTGC TTATGAAATC TTTTCCTITC TITCITTTIT TAAAGGAAAC TGAGATTGTT AGATGAAGCA 
AGCOGTCCTG CTCCCGCACA GCCTGTGAAA CCTCCATTTT GCCACTTTCA AGCTCAGTGC CCCACAGACC CTGGGCTCIT 
GTTGACCATA ACACTAGCTT TGG 



SEP ID ND:2289: (Length of Sequence = 160 
CGGGCCGCAA AGCTCAGCTC CTGGCGGTCC AGGCCCTGGT 
CTCTAGGCCC TTCAGCGGCA NAGCGNCTCC AGCACCC1CT 



Nucleotides) 

GGCTCTTGAT GATCAGGTCC ACGGCGGCTG CCACAJCGNTC 
TGIGCTCCAT GTCCGTNAAC TGCTGCACGA AGAAGCATAT 



SEQ ID NO:2290: (Length of Sequence = 310 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



473 

CCGACTCTAC TGAAAATACA AAATIAGCCG GGCCTGGTCA CGCATGCCTG TAATCCCAGC TACTOGGGAG GCTSAGGCAG 
GAGAA3TCCT TGAACCCGGG AGGIGGAGGT TTGCACTGAT CACACCACIG CACTCTAGCC T3GGTGACAA. GAGCAAAACT 
CTGTCTCAAA AAAAAAAAAA AAAAGNTTAA ATGAGGTCAT GAGGGTGAGA CCCTGATCCA AGCTCATAAG TGTCCTTAGA 
NGTGTCCTTA GAAGTGTCCT TAGGACACTT CTTTCTAAGT NTCXTAAGTT GGQGAGCTTG CIXTTCCCCAA 

SEP ID ND:2291: {Length of Sequence = 270 Nucleotides) 

CAAGACAGGG TCTCATTCTA TCTATTGCCC AGGCIGGAGT GCACTGGTCC AATCTTGGCT CACTGCAGAC TCAAOCTCCC 
AGGfcTTCAAGT GATGGAATTC CCNCAJJlTlG TCTTTGACAT TAAGANGACA CCACA33VTAG ACGGCIGTIT CTCACTGATT 
GCCCAGC24AT TCATGGATGC ATTTNCTCTC ACAGAGCAGC AACTAGGGAA GGAAGCACCA ACTAATAAGC TTCTCTATCC 
CAAGGNTATC CCAACCTACA AAGAAGAAGT 

SEP ID NO:2292: (Length of Sequence = 332 Nucleotides) 

CAGTTSTCCT ATATTCTCCA CCTICCCTTG GITTCATITC TCITOGCITC CTGAA7GAGA AGTGCCTGAG ATACCTTCAT 
TTCTCTTGAA AGTATTGATC CAAGTTTAGA CAAATATCTC CCCTCTICTT GAGAGAA3TC CTTATATGTG AAAAXACCAA 
GACATTCTIG ATATTTAGCA GGCACPCAAA TATITGTCTC CTLTlTl'iTA GCATAATTAA GCCAGACTGA TGTTIGCATr 
TGAGTATCAT CAGCAIGAGT AACCNTCTTA ATCTCTCTTC CCTTAACEAC TTCTTCEACA CTAGACTCTA GGGTCAGGGT 
ACGTACAGT3 AT 

SEP ID NO: 2293: (Length of Sequence = 255 Nucleotides) 

GCACCTGACT TATGTGAGTN TCAGGCTTCA ATGOCTGTNT TAGAGCTACT CCITCACACA AAATAGTITCA GAACATAGAG 
AAGGACCAAG CTEAATAAAT GATTTTNATC CCAAACACTA AACAIGATTG ATGGGTAGAG GCIGCCCGAA GTACTGICTA 
AAGATGGAAT CTGAGATAGA AGAATGCTGT GGTCAATTAG TAATICITGC CCA3GGAGQG ATTAGTCACA CA3GCCTTGT 
ATATTDGTCA TCIGT 

SEP ID NO: 2294: (Length of Sequence = 236 Nucleotides) 

GGCTTCAGAA GCTATTGGAA GATTCATATC AACTTACTAA XAATCAAGCA CTTTCAXATT AAGACAATGT ATGATGITTA 
GTAAAATTGA TTTTNCCATA AAAGAAGTTT AAAATAAATT AGCTATTTCA AGAGNATCAT GGTTCTCAGC AAATAGAAAT 
GTTGTGCITA ACTCAAATCA CAGTAATATT CTGTGGTrfiGT CAATTGATFT CTTTGAGCCN TTATTCTITC ATCIGT 

SEP ID ND:2295: (Length of Sequence - 308 Nucleotides) 

TTTTAATITA ATCAGTAACT TTATTATAAC AAAACCTGTA TATTACCCAT TTAAACTCAT GTCTAACATT CAGTGATOK3 
AGCICTATTA AACCCAGGTA TTAGTGAAAA TTTGCATTGT AAAACCTGGT AACAGTAGAC ATCTATGGGT GGTCAGTAAT 
TCAAGGACAG CTTTTATTTT AAACAATTTT ATATAATTCA TATCAATATG CAAAATEACC ATAAAAGATA CANGGATTAA 
TACATATITA CA'l'l'I'l'l'AGA AAXAGTEACT CTGAQGTTGA CAGCTGTCAC TTTTCTAAAT ATTTACAG 

SEQ ID NO: 2296: (Length of Sequence - 279 Nucleotides) 

ACCCCTCCTG GAGGCTTTCC CCCTCCCCAG GGCTTCCCTC AGGGCTAOGG TGCCCCGCCA CAGTTCAGTT TTGGCTAOGG 

GccrccACcr ccaccgccag atcagitigc ccctcogggg gintcctcct CCACCAGCCA CTCCCGGGGC AGCACCTCTG 
GcrrrcocAC cgcctccctc tcaggcigcc ccggacatga gcaagccccc ganagctcag ccaganttcc CCTAIGGTCA 

GTATGCAGGT TAOGGGCAGG ACTIGAGTGG CTTCGGACA 

SEP ID NO: 2297: (Length of Sequence « 306 Nucleotides) 
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CTGAGAAGAA AGAGTGTGTT GTAAAGGACA ATGACITIGA GCCCAGAGCC CTGAAAGCTA ATGGAGAAGT TATCATTGAA 
ATTCCAACAA GAGCTTCIGA AGGACAAGAA AATGCTATCA AGTCCCIGGN GCATCTACAA TITOAAGCAA CAATTGAATA 
TTCCCGAAGA GGAGACCITC ATCTCACACT TACTTCTGCT GCTGGAACTA GCACICTGCT CTTCGCTGAA AGAGAACGGG 
ATACATCTCC TAATO3CTTT AAGAATTOGG ACTTCATNGT CICTICACAC ATTGGGGAGA GAACCC 

SEP ID NO: 2298 : (Length of Sequence = 307 Nucleotides) 

AGTACACCTA CTATCTTTAC AGTGACTATT AAGTATTTIT GAACTCAAAG TATATATTCA TCTTAAACTC CTGGAACTAT 
GAACCCTCCC ATGTAATTTN CTGATGAATG AAAAGGAAAA CTITCTTTCA AATAAGTGTC ATCTGTTGCA AAAGTAICTG 
ATITAAAAAC ACATGTAAAT ATAATCTTAG CTCTAATGTT TTCCTTTGGG AGTTTGGGAA AAAGCAGTTA CATTTCTCIG 
TTGTCTTGGTT ITIATCATTT GAAAATTGGA AGGATTCATT CTGGATTGCT GAGCTGCATC AGTAGGG 

SEP ID NO: 2299 : {Length of Sequence = 289 

GTTTCTAATG CATTTTTTTT AAAGATTAAA GTAAAATGTC TCAATTGTAA AAAATACACA COGGGCAAAT CCTTACCTGG 
NTAATAAATA TCTACATCAC AGTACAATAA AATTOdNCT CIATAAAATT TAAATATGGA ITATACTCTA TCACTATGAA 
AAGAAACACT ATGCIAATAT TTCCA1ATTA TTAAAATAAC AGGAAAAATT ACX3NGCTTAT TTIAGAACCT GA7GCCATAG 
CCX3TTGGAAA GGGCAAAGAG ATTCAAATGT CGATCATCAC TCTCCATTT 

SEP ID NO: 2300: {Length of Sequence = 371 Nucleotides) 

CACCCATTCA AAAAGCAGCC GCCCTCCTTC CCAGGAGCTG CTGAAGAGAG AGCCTGCCAG AGCCTTGCCA GCAGGGACAG 
CCTCXTAGAT ACCAGCAGOG TCTCAGAACC CAACGTGTCC TITGTCTCNC ACICTGOGGA CAGCAACAGT GCTGACAXAG 
CTGflNATCGN GGAGGTCCGG ATGGAAAACC CAAAGGAGAG TAGCAGTTCC CTGAAGACTG GGAGGCACAG CTNAGGCCAA 
GACAAACCAC ACGNAACTTA CCGACIGCTG AAACGCAGGA NTCIGATCAT AGAAGCTGTC ACCAATCTTC GCTTAATCGA 
GAGTTTAITC ACGGTTCAGA AGATGATCAT GGATCAGGAG AAGCAGGAAG G 

SEP ID NO:230l: (Length of Sequence = 287 Nucleotides) 

ACTTGGTGTT GGGATTIGTT GTGAGGTTTG CTGACACCIT GACCATTITT CACIX3GCTGG AAATGAAAGG AACTTCCCAC 

TTGCTCirrG aaggcaattc cattctctcc agggtccita tttccitccc atattctctc ACACTCCCAA ACTTCTGAAG 
AAGGGAGCAA ACTITOGCCA OGAGGAAGGA GTNGAGCTGC CTCIGTACTT CTCACIGCAC CT3CACT3GT TGAATCCACC 
TTTCCTGGGT CACGCOGCTG TGCIGGCTGG TCACAGCCTA GGACCCC. 

SEP ID NO: 2302: (Length of Sequence = 358 Nucleotides) 

GGAACACAGG ATCCAAACTT GTCGGGGAAC TCGGAGAGAA GATCATCGTT GGCGOGGTCC TTGGTGGGCC CAAGGATGAX 
GATCGGGOGA GCATAGTCCA CTTCCATX7IG CG1CACTGTC TOGTAGCICA GAACCGAGTC TTCTCGACCC TOOGATOCAG 
AGCTGGAGCC CCAGTCCTIG GCCTTTAACC TTGACCACTC TCGTOGCTCA ACCCGCCGTT TGCTGGGGAT GAACCCAAIG 
TCGTCGGTCT CACIUTCAGA GTGGACCCGC CGTQTCTGCC ACCACTCCTC ATCACTAGCA TOGATGACAT GCAGCACATN 
CCCAAAGOGG AAGTTCAAGG GCCTGGCTCA GGAAGCOG 

SEP ID NO: 2303; (Length of Sequence = 403 Nucleotides) 

CTCAGGGGCT CCAGATCATC CTCCTCCAAG GGCCCCGCAG GCGCCTCCIT GGCCTCIGGC TCCTGCTTGC CGCTGGCCTC 
CAAGATGGTC ATGATGGAGT TAGGGATGTO AGCTTGCTGG TGGGGGGTGA AGGAGCQGAC ATGGGCCAGC AGGGGCTCCC 
GGAGCTCTGG GCACTINTCA AAGACGGCTC CCAGCTGCTG GGGOGGCANT GCAGGATGAC CTGGAAGCTC TGGGGCITTG 
TGCGCTGGCA GCACITGATG AAGCCCTCCC ACACCITGGG GTACTTCCAC AACTGdTCA TGATGAGGOG GGACAGGATG 
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TTCATGACGG AAGCCCCCCA GGCGGGGGTA CATGGTCANG GACCTCGATG ACGGTCCTCA TGAGCAACAT GGGCAAGGGG 
OCT 

SEP ID NO: 2304: {Length of Sequence = 376 Nucleotides) 

ATCTTGCTAT GTTGCCCAGG CTGGTCTTGA ACTCCTATTC TCAAGAGAGC CTCC7K5CCTC AGCCTTGTAA AGCACTGGGA 
1TATAGGCAT GAACCACQGC ACCCAGCCAA GATTGCCATT TICTATGATG AGACK3GAAG GACCCCATTG TTTCAGGATT 
1TGCTACAAT ATACAAAAAA CAATCICTGA GACAGTGGCT GOGCTITnT CCTGCCTGAT TAGTTCAGTG CACAIACAAC 
TTGGACCAGA GGATCTGGCT TTGAATCCCA TCTCTGATAC TTCCCAAACT GAGCTGTTTT CCTTAXTICT AAAGACTAAG 
ATOGOGTATG TCAAAGAGCT CICTAAACTC TCAACACATA CAAAGTACIA CT3CIG 

SEP ID NO:2305: (Length of Sequence - 354 Nucleotides) 

CTGCCCAGCC TGCTCCTGGC CCCCTGGAAG CCTCCCCACA GCTGGTAATC TGGACTTAAG GATTGCTGGG CCACCGCCTC 
TCIGCCTACC ACCATTCCAT ATTIAAGTGG AGCCCCIACG TAGAAAGGCC CCGGGGCITT ATTTEAGTCT (XTTTTCAGG 
GATCTCGTGG GOGQGGGRGG GGdTCITGG TGCTACAGCC CTCTCCCCAC CCCTAAAGGG ACGCCGACGC TCnTGCTGC 
CTTCACCACA TATrAGTGCT TGACCCIGGC AQGGGACCOC AIGGAAAAGA TGGGGAAGAG CAAAAIACAT GGAGAOGACG 
CACCCINCAG GGATGCTOGC TIGGGATTCC CAOG 

SEQ ID NO:2306: (Length of Sequence = 345 Nucleotides) 

CCAAGATCCT AAGTAATTCC AAATGCCTTA GATATCAATG AAAGCTACAC ACCATIGAGA TGGGCAAAAT TCITICTCTA 
CAAAGGGAGT AATCAACTAA ATACCTGTCC TCTITCAATG GACTGTTCCC TA3TGAGCAT TCTGGATGAT GTCTTTTCAG 
AITTCCAGGT GAAGTTCTGA CCCTACCICT TTGGCCAAAG ACGTAAATTG AGAGGAAAGG CCITCGTCIT CCTGATCAAC 
CAGCATTTAA CGAACACJTGG CITAATGCAG ATCACTTCAAG AGC^IAGCATA GCAATGTAAA AGGAATA1AA C7IAGGICTIG 
GATCCCTTTT TCCTAGACCA GGAAT 

SEQ ID NO: 2307: (Length of Sequence = 337 Nucleotides) 

AACAGAATGT AAAAATACGC AAGTCAAAAC CIGGTAGAAC TGCATGGAGA AACAAAIGGA TTCAATATIA TNAGTT0GGGA 
AATTCAACGC CCTCCTATCG AAAATGGACA GATCGAGCAG GCAGAAAATT AGTAAGGACA TICTTGAGCT CTGCAATACC 
ATCAATCAAC TGGATATAAT GGACATCTAT AGACIACITC AACAACAGCA GAAGATACAT TCTTCTCAAG CTCACATGGA 
ACATTCACAA AGATAGACCA CAOGCAGGCC CATAAAGCAC ACCTIAACAA ATTTAAAATA ATAIAAATCA TACAGTICTGC 
TCTCAAACCC NCAGTCG 

SEQ ID NO -.23 08: (Length of Sequence = 216 Nucleotides) 

GAGGAGTAAA CTNTTITCTG AGAAGCATGC ITAGGITGTG GGACAGGAAG TGGIAAAGGC AATGCATCGT CCACAGAGGTT 
GGATCAAGCA GINACAAAGG AATGATAATT TOANCTGCTG GTGGCATCIN CACIGCTGGA CTGTA3T3GCA GCAATCATCT 
TACTCTCCAT CATCCTGGTG GGGGGCAGTO GTGCAGGAAA GCCACAGGGA TTCGCA 

SEQ ID NO -.2309: (Length of Sequence = 289 Nucleotides) 

GGGGCTATGA AAATACAAAA AACATTAGCA CATTCAIAGT AICTATGTCT CTACAGGCAT TTNCCCAGCC CTATGAGAGT 
NCTGCAATTT GAGAAGIACT AAAATGTATT GTTTSCTGAC AAGAACTGCA ATAAAAAGAT AAATGATTTN CIGAAIGTTG 
TGGCAAAGCA GTCTATITCC ACTCCAATTT CTGCTACTAT TAGCTTAAAA ATIGCT3AGA CAAAGGACAA CCTTCTGA3T 
AINCPGCTGA GATCTAATGC AAAGTCCTCT CAGANGCTTC ACIACACAT 
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SEQ ID NO:2310: (Length of Sequence = 359 Nucleotides) 

CTGNGGGCT3 CCICTCGTTG GTCAAATCCA ACCAAAAGCT AAGAGCTGGA GAGCTTGGGT GGTGCATCCA AGGAGGCTTG 
CTrCCTGGGG CACAGAAGGG AGAGTGGAGA AGGATGGAAA GTCGCTCIAG GGGAGGAAAT GGAGAACATC CAGAACTITA 
TGTCACCTCT GGTGCTPGAA GGCCTTTCTC CAGGGAGACA AAAAGTITGT NTTGGCTAAA GCTCCCTGGT TGCTCAGGAG 
CCAAGGGTCA CATAATGTGC CAATGGGGGT TTTTGCCTCT GAAAGCCTCT GAGGTATAAT TACITGCAAT GNNAACATCC 

cnTicrcrc tcitcctctg cccaccttcc atgccaagg 

SEQ ID NO: 2311 : (Length of Sequence = 324 Nucleotides) 

GTWGGGGCC GGCCTGGGCA ACA7AGACAC CATCTCTTIA AACAAACAAA CATCATTACT TTCTACATTC TACAAGGTGA 
AAGACTAATT AGAAGTGAAA aataccacig AAATGTTGGT gtacaaatgg cagcataatt tgaittacac tagattttac 

ACATTTGTGT CTATITCAAA TAGGTACITT TACATTTTCC TTAACTGCAT CTGACACAGA CTGAATCACA GATATATGTT 
GGTCTCGAAA GCAGAGGTTA CFATTAITAA NOGAAAATTT TICTGCJiTiT GCAGTCATCA TATCTAATCT GGTTACAGAT 
TCTG 

SEQ ID NO: 2312: (Length of Sequence = 362 Nucleotides) 

GNAGTTTATA AAGCTCTATT AAACATITCA AACAGCIGTG CAACGAACAC ACCAAATAAA AGCTCTAGAA TAGCAGTCCA 
GACGTTTCAC APCTATGGCC TCACAGTCCC ATTCCCTAGA TGGACTGCCT CCAGTNCKJT NCTCTGCCTG GCCCATCTCT 

crrrccccrc AGGCAAGAGA GAGATGGATG gotcagactg aaaggacagg catgcigatc tccagcaggc aqgggccagg 

AGAAAGTCTC GTTTGCCAAC ACTTCTTACT GAAGCGCAGA AAAAGCAGCA AGTGACAGTC ACAAAGTCTT CCTSGGGTAT 
TCTTCATAAC GTACAGTCTA TATGCGCAGG AACGAGGAAG CT 

SEQ ID NO: 2313: (Length of Sequence = 449 Nucleotides) 

TGTAATTCTT AAATTAAGAC TGCdTAGTG AGAAAATTTC AGCAGGTGAG TTAAGGGCAC GAGGAAAGGG CCTTTGTGCA 
GAAGTAATGA CATAGGCAAA TTGTCAAAGG AGAGGTTCCC TGCTGTATIT NTAGAAGAAA GTAGACCCAT GTINTCTGAAC 
CCAGCACACA GTTCAdTAT GCTSCTITTG AAATCTGCCC TGGAATTINC ATGCATCTTT TAAATTTTTG GTTTATTTTT 
NCAAGAAATA AATGAAGTCT TTATnTTNC AATGAGGGCA ATGTITATTA AGAACAGCAC ATAAGGTAGA AAAGAAGGTT 
GGITPCrAAT CTTGGTTCAT CTCCCCCACT GATCITGAGT TTTAAAAGCA TAGAGAGCAC GATCCITCTG TGGGGTCTCC 
ACICTCAGAG AGCCTGTOCA GATGAGCAGT CACACTGTTA CTCCACAGC 

SEP ID NO:23l4 : (Length of Sequence - 316 Nucleotides) 

CGAGGCAAAC ACAAAGGGCT CCTTCTGCIT CTCTCACCCC ACCTCCAGCA GGTAGTGGAT AACAGCCCCT ATCGCCTCCT 
TCATGACGCT CACGAGCIGC ACCTTCICTG GCTCCITAAG CAGTGACTSC TCACAGOGAG TGCATTCCTG GNTCCCCAAC 
TCCATGAGGG CATAGCAGGC GGTCACCACA TCCTCTITCA COTCOCTGCC CGTNTCCTCC ACTGCCAGCC GCACTTCCAC 
GNACGNCAGA TTCACCAGCA GGGCCAGGAA CTTGCTCCCG GAGCK3CCCG CCQGGATCCA CTCGGAGCOG CAGCT3 

SEQ ID NO: 2315: (Length of Sequence = 286 Nucleotides) 

ATmTATGT GTAGACAGGC TGTGGGTIXIC CCTCACITAA ATTGAAGCTC TGTTGAACTT GAGACACTTA AGAbrTCITGC 
AAGTNTCAAA AGIGGAGTGA AACAAAACCA TTTCTAAAAC GAAAA7CTGT AACTOCNTTC AG'ITITACAC AGTGNAGAAA 
TAAGTAITAA ACAAGTTAGT CTCAAAOGGT TATATCTTAA GGTCATTTTA TTCCICTIAT CATTAACTAG ACATATCITC 
GT1TAGAGAG CAGCACACAA GACATTGIGT ACTNTITAAT AGCIAA 

S_EQ ID NO:2316: (Length of Sequence = 414 Nucleotides) 
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AATCATAGCT TRCICTGGCC TOGATGTCCT GAGCTCAGGC GATCCTCTCC TTATAGOCTC CAGAGTAGCT GGGACTATAG 
GTCOCTGCCA CCACACCCTG CTAATTINAT GTTTTCAAGA GACOGGGTCT CACTTTG1TG CCCAGGCTGG TGTCAGACTC 
CTGQGCTCAA GCTAAATCAC CCACCTTGGC TTCCCAAAGT GTOGQGATTA CAGGTGTGAG CCACTGOGCC CAGCICTGAT 
TnTCEATTT CTTAdTAAG GOGACATACT TAGTTAGCTGT GCGTCTTGGG GCAGATACCT CCCAAAGCCC CAGTIOTGTC 
ATCTATAAAT AATGTAACAA CAGGGCCCCG CTCGCAGGGT TCCT3TCTGC ACATATGTCT GTGTACCTAC CCATGTGCCT 
NTAOGAGAAG GGCT 



SEP ID NO:2317: {Length of Sequence = 166 Nucleotides) 

GCAGTSACIA TMTAACAT TACAGTACCA AGCATCCGCA AGAGACAGTC AITICTNATT TTTNATCAAG AAATAGGGCT 
GITITATACr GTTATIGACA TCAACTITIT CCCAGTGCAT TITTCAAAAA TATTAATAAG TTCATTOCTT TCIGCTTITA 
ACTTCC 



SEP ID NO: 2318: {Length of Sequence = 374 Nucleotides) 

TTTATITTAC ACTTACAAAA GAAATCGCCC ACCCCTTTGC CCCATTCCCC CAAAACAGTC TCTTTTTACA AACATTIAAA 
AATIAAAACC AAATGAAGAT AGACAAGTFTA ATTTCAGTAC AATEATTTTN CAGTCXAGCT GTCATAATTA GAGTTIAAAT 
TTCCTACAAG TGACCAAT3T CCAAGTGACT TATAGGGAAA TCCTGATTAT CX3GCCAAAGG AAA3TCAATA TIACAAGTTA 
GCAAATTCIT AGTACAAAAA TAGTCCGTGT GnTGGAATA3 CTTTTCCTTC3 TTACATAQCT CTEAGCTCAG TCTSCIGTNA 
ATACCTTAAC GNTTCCGGAT TCINNTCTCA CAAATG' Z AATCGTCACT GCTG 

SEP ID NO: 2319: (Length of Sequence = _>30 Nucleotides) 

CATCTTAGTT CATGGTAATC TCCTTGGCAG CACTXATTGT CTTICTGTGA GAGCAAATGA TAGACTCATC CATTCAAGTT 
AATIAAGAGC ATCTGCATK3 CAAAACK3GT CACTAAATTG CTCGCCAAAT TTQAGGCTIT TITCCTGCCA ACACAAATTA 
ATTITTTAAG TAGCAGCATT 1TCAGGAGAG ACCAAA1AAA GAAACCAACA ATAAAGTTGC CTGTCTACTG AGATGTCCCC 
AAACTATCAA CTTEAAACAT ACCTTTGCCT TTNATAGTAG TTCTTCACAC AAACTGCCTT AATCAAAATG CGTGTCTCTT 
GCICTGTCAT TTTATCTTTT GGCTCTITAG CAACCTAATT CTATGCTIAG ACAGATTCCT 

SEP ZD NO: 2320: {Length of Sequence = 348 Nucleotides) 

GGACTICTCT TOTCCACGGA GAGCACTGET GCAGTOIMG GAATGCIAAA TCTIACCCCA AAGGGCAAGC AGGCTCGAGG 
TGGCCATGAG CTGACTICTG ACITCT3GGA ACTAATTGGG TTGGCCCCT3 CTGGAGGAGC TGACAACCTG ATCAATGAGG 
ACTCTGACGT TK^ICTCCAG CTCMCAACA GACACATGAT GATCCNAGGA GAAAACA3CT CCAAAATCCT AAAAGCACGA 
TCCATGGTCA CCAGCTGCTT TAGAGATCAC TTCTTINATA GGGQGGTACT ATGAAGTTAC TTCCTCCAAC ATTAGTGCAA 
ACACAAAGTA NGAAGGTGCT GCCACACT 

SEP ID NO: 2321: (Length of Sequence = 330 Nucleotides) 

ATCTAGACIT TNAGirCCCT GCATCT3CCA COGXAGTITC TAGCAGGAGT AGTGGGGGGA GTAATACAGA TTC1NCCCTA 
GAAGGGGACA CTGGTAACAT GTCCCACTCT TGGATTAGCA GGGGTGGGTC CAGGAAGATC ATATTTOCNT CT1TXGCCCA 
CCCCCCTGGC ATPCAGCTGG ACCCAACTAG GCCAXCAT3A GTOGCTTCTC CCTGTCATCC CX^AGGGGTCA TAGGATATCT 
ACACCGCCTT TNK5ACCCCA CCCTGCACTC CCATCCTTTC CTCTCTCCCC GC7TTCA3GCC CTGCACTACA TAGCACAGCC 
GGGATGCTIU 



SEP ID NO: 2322: (Length of Sequence = 



352 Nucleotides) 
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TTGACAACTA AGTGTTATATA TTTAAGGTGT ACAATCTGAT GCTITSATAC ATACAGTCTG AAATGATTAC CACAGTTAGG 
TTTAATAATT AACATATCCA TCATCTCACA TAGCTATGAT TICTIATGTG TGTIX3GCGAGA ATCCTGAAAA TCAACTCTGA 
GCACATTTCA ACTGTACAAT ACAGTATTTA TGATAGTCAC CATGCIGITA ATCAGATTGC CTACCTK3GT TAAAGTGCAG 
ACTCAGGTGA AGGTCTGGAT GGAGGATCAT ACTXTAATTG ATTTAGACTC TAAAATAAAT GTATATAGTT ATTTTTCCIA 
ACCTAANGAA CCTACTCATA AATGGGCTAG TG 

SBQ ID NO: 2323: (Length of Sequence = 316 Nucleotides) 

GAGACAGAGT CTCTCTCTGT OGCCOGGGCT GGACTGCAGT GGCACAACTC AGCTCACTGC AACCTCCGCC TCCCAGATGT 
CCAAGTSATC AAGGGGTTTC ATTTGCTCTT GGGGGATTAG GTATCATTVG GGGAGGAAGC ATGTGTTCTC TGAQGTTCIT 
CX5GCTATCTC CAACToTOGT TTACTAATAG TGGAGACGGG GTTTCACCAT GTTGGCCAGG CAGGACCTCA QGTGATCTGC 
CCACCTCAGC CTCCCGAAGT GCTGGGATTA CAGGCA1GAG TCACCACACC CGGCTTCATT TATTTTCTTA TCXATG 

SBQ ID NO: 2324: (Length of Sequence = 300 Nucleotides) 

GGGGACAGGA GCTGACCTCG CGAGCAGAOG OGOGCNCCAN ACAAGCAAGC CCGCCCCGGC CTCTCGGGAG CCGTGGGGCA 
GAGGCTGCGG ANCCCAGGAG GGCCGGAGCC CTCATGANTT CANTNACCTG CTICTCCCCC TNTAGGTCTA TCAGCCACAG 
TOTCTGCAAG TTTCCAAGAG CAGGAGAAAA TCAACACATT NCAGGGGCCA GTTTCATTCA AAGATCTGGC TGToGATTTC 
ACCCAGGNGG ACTGGCAGCA ACTGGACCCT GATGAGAAGA TAGCATACGG GGATGTGATG 

SEP ID NO; 2325: (Length of Sequence = 303 Nucleotides) 

CTGTCTCAAA TAATAATGAT AATATTOJCT TATGCTEACT TTACTGTAAG AITACAGTAT ACATTACAAC ATATGC3TIT 
ATTGACTGTT TATGTTATTG ATAAGGCTTC TAGTCAACAG TAGGTTACTA GTAATTAAGT TTTTGAGGAG TCAAAAGTTA 
TCTCTGGATT TTCAACTGTG GACTTTGGTG CCTCTAACCC TGTCITGTTC AGGGGTCAAC TC1GTATTCT TTCTCTGGNA 
ACATTTTTAG ATCTTATAGC CITTAGACAT TAGAAAT3GA PATTTP&TTG AACTCGNCTG TIC 

SEP ID NO: 2326 : (Length of Sequence = 348 Nucleotides) 

GTTGGTCTCG TCTGGCACAT GACACAATCT CTXXXGTCCC TGGAGGCCAG CTCCCCCGTG GCCAACXTTCA GGCCTCCCAT 
GGCATCTCAG GGCTCCTCCA GCCAGACTGG CGCCATCCAA TTAACCXGAT GGTGGCTGAG CAGCTCAGCT CTGTGCCAGC 
CCCTGCAGGA GGCAGATCAT GTTGTCCAGG CCCCAGAGGT AGCO3T0CTC AOGGTTGCCN TCAGCCCAGG GCAGCCTCTG 
GCTGAGCCTC 1X3GTGGTCGG GCAAGGCCAC CGTCTIX3CCG AAGTCEATCA TCCAGACCTT GGCCAGGCCG GTGTGCTCGT 
GCACGAAGAG GAGGGAGCTT CCTACCAC 

SBQ ID NO:2327: (Length of Sequence = 392 Nucleotides) 

AGcrcrmrr tcctagctgc caagactctt gaggaagatg agagaattcc agtactaaag gtattcgcaa gagacagttt 

CTCTGGATGT TCCTCATCTG AAATTTTGAG AATGGAGAGA ATTATICTGG ATAAGjlTGAA TTGGGATCTT CACACAGCCA 
CACCATTGGA TTITCTTCAT ATTITCCATG CCATTGCAGT CTCAACIAGG CCTCAGTTAC TTTTCACTIT GCCCAAAITG 
AGCCCATCTC AACATTTGGC ACTCCXTACC ANGCAACTAC TTCACTGTAT GGCCTGGAAC CAACTTCTCC AATTGAGAGG 
ATCCATGCTT GCTCTGGCCA TGGTTAGTCT GGAAATGGAG GAAACTCATT CCTGATTGGC TITCrCXTAC AA 

SBQ ID NO: 2328 : (Length of Sequence = 256 Nucleotides) 

AOGAGCACAC TCTTCACAGT GQGGCGGAAC ATCAGAAAAT GGGAGCCITC TTCTAATGGC TGTNCITTTC TGTT3GGAAA 
AAAAAAAAAC AAATCCTCCA AACCACACCG GATGGTTUTA AAAAGCTGCA ACGGAACCTT TGGCACCNGA TGAGAAGAGA 
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QGCdTTTAA TSCCATAGCT AGTGATCATT CANTCAAAGC ATCAGTCTAA GGAAGGATGA 1GGGGGAAGG GACCNNAGAT 
CACAGNCCTT CTCCTT 

SEP ID NO:2329: (Length of Sequence = 383 Nucleotides) 

AGTAGAGACA GCATTTCATT ATGTTGGCCA GGCT3CTCTC GAACPCCTCA CCTCAAGTGA TCPGCCIGCC TCGGCCTCCC 
AAACTGCGGG GATTACAGGC GTK3AGCACNC ATCCCTGGCC TlTl'lTl'lTf Tl ' mTlTA A CGAAJTFTATT TTTCTAGAGC 
ATTCATAGTT TGTITTTftTA CAGTIMGGT TCTCATCCAT CTGGArrriT TGGTAAGTOT GGGGAGAA7A AAATGAGGAG 
CXa C ' lUlTlT TTTCTCCAAA TCGCATSTRT T3TCCCAACA CAATTTATTG AATCAATAAT TCATCTCTCC CATACGAATT 
TAAACEATTG AACTTTCACA TCAAAATTTT GGAACTACAA AGIAGGnTTA ACAAGGTGAG AAC 

SEP ID ND:2330: (Length of Sequence = 392 Nucleotides) 

CX3AAACQSTC TCAACCTATT CTCAAACTTT AAATGGGTAA GAAGCCCACT GGTCAGCATG GCAAAGCCCC AGCTCTAATA 
AAAAATGCAA AAAA3TGGCT GGGAGTGGAG GOGGGOGCCT GTAATCCCAG CTACTTGGAA GCHTGAGCTG GGAGAGTTGC 
TTCAGTCTGG GAGGCAGAGG TTGCAGTGAG COGAGATCAC ACCACTGCAC TCCACCTTGA GCAACAGACT GAGACTCTGT 
CTCAAAAAAA AAAAAAAANT TATGCAAAGT GTCTTTTCCA ACAAAAGTGT AATGAAGCTA GAAGTCAATA ACAGGAAAAC 
CTGGGNGAAT TTGCAAGEAA GTCAAAfflTA AACAACATTC TIAACCAGTG GCTCAAAGGA GGAAATGACT GG 

SEP 3D NO;233l: (Length of Sequence = 284 Nucleotides) 

AAGAAAACTA AATTCATCTT GCTCACACTC dTTCTGGAA GACTTTAGAA AGCAAAGAAT TCACCX3ACTC AGCAGGAAGC 
AGAAOGAGCT CTTCCTTCIT TTGACAOGCA CAAGCEAATC (XCTAGAGAG TGGGGAICTG GGAAAOGGAG GGTAATTAAT 
TCTTTSGTCA CPGGTTCACr GCTGAAXAGC CTTGGTCAGT TTTQGCTCTC TCCTA'JL'l'llA GGGGGAAAAA TATITINGTT 

Tcrrrmrr aaaaaataaa atgttcgcac aatgggagaa aatt 

SEP ID NP:2332: (Length of Sequence = 349 Nucleotides) 

ATCITAAAAA GAUTi'lTICT ATTmCTOT GAGACTGGGT CTCAGTCTGT TGCCCAGGCT GGAGTGTAGC AGCCTGATCA 
TGGCTCAGTG CAGCCTCTAC CTCCCCX3GGC TCAGCTSATC CTCCCCCTTC AGCCTCCTGA CTAGCT3GGA CEACAGAGGT 
GOTGCACCAT GCCCGGCTAA TITITCIATT TTTTCTGGAG ATGGGGTTIT GCCATGTTGC CCAGGCTAGT CTTGAACTCC 
TGGATGTGAG CCACTGOGTC TGGCCXATXA TTTTAAATAT AGTTCTCrrr ACTGCCAGXA GCTTTCATAT AACCCTAGOG 
ACTAGATTTA GTCACCACTG CTTAATTCC 

SEP ID NO:2333: (Length of Sequence = 353 Nucleotides) 

CCACCTCTCC GTTCrCTGCr TCTNAACCAC AGCQGCKTCC TATTTGCAGC CCTCAAGATT AAGGATGAAA ATTTGACTTT 
TTAATnTAT TATTC3TGTT CTTCCITCCr ACTTCATIAG AATCATGTTA TTGGCCTAAA ATACTCTATG TAAAGGATCC 
TC1GGGGCCC ATCTGGAAGC CTGCATICTC TCGQGATATA ATEACGCIAA GCAATTnTC ACCAGGGACA GCATGACTTA 
GCTTCTACCT GGGCATCCTC TGGCAACACA GCCCTCAGTT CITCCAAAGG GATTGGCTGC TGtfCCCITCA GGCCTICTTC 
TTCNGTCTGT GTGTGTGTGT GTCTGICTGA TIC 

SEP ID NO:2334: (Length of Sequence = 279 Nucleotides) 

GCGCCITCXA CNAGCTGCTG CTCCOGCNCT CATNCT3GTG GCGATCCTGC AGCT3CTCTA CCTCTCGCTG CTGTCQ3GAC 
TGCAQ3QGCA GGAGGAGCAA GACCAATATT TEAAGTTCIT TCCCCOGTCC CTACGGTCCG TGGACCAGGT CAAGGOGCAG 
TCXXNACOGC GCTGGOCTCT GGAGGCGTCC TO2AOGCTAG CGGCGATTAC OGCNTCEACA GGGGCCTGCT GAAGACCACC 
ATO3AOCCCA ACNATCIGAT CCTGGCCACG NAOSCCAGC 
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SEP ID NO:2335: (Length of Sequence = 386 Nucleotides) 

GCCTTTTTGT CATQGTAGCA AACTGGCTGC TGTP3GCTCCA GGCATCACAC CCTCAATCAA GCTAGGAAGA AGAGGCCCAG • 
GGAGGTGTTA GCCATGCCTG TITCTTTTAT TGGAAAAGCT TTCCCAGAAG CCCAGGTAGA CTTCCTCITC MTTTCATTG 
GCCACACCTG ATCACATAGC CATCCTAAGC TGCAAAGGAG ACTGGAACAG TGAAAATCTG GATTTACAGC CTCCACAGTT 
GGAGTGGCTG GAGATACAGA GTTGGGACGA CXXCTCAAAA GTSAACCAAG GTCGTCTGCA CGGCTGCCCT GGAGGGCCTG 
GTGCTTGAGG TCCCTTCTAC CTCTGGGGCT TCATGGAATG ACITGTIGCC TCCATGGAGC ACCTCT 

SEP ID NO: 2336: {Length of Sequence = 258 Nucleotides) 

CCCIAGCAAA CCACTGATCA CCGCCTG&ZA GGGGCCAGCC TCTOGGTGCT CTGGGCCTTG CAGCWTTTC TNTAGGGTIA 
GCGGTOGTGC CGGGGTCACT TTCTCAATCT TTTTITTTTT TTITCAAAAA GGAAAGTCTT TAATGGAAAG 1TCAGCCAGA 
ACTAAACCAG GGAGCIGTCT GAAATCATAG CACCCCATCC GGGTCGGGGG GAGATCAACT CCGAGCIGTT TTTCCGAGGC 
AGTGAGGAAC GGTGCCGG 

SEP ID NO: 2337: (Length of Sequence = 338 Nucleotides) 

ATCTCTT3TC CX^CTTCATA AAAGCAAAAT ATGTAAGACT AGCATCTGGT TTITGTCCCA ATAAAAAAAT CCCACAACTT 
TCAAGATATC ACTCTAGCIT TCTAAAGTTAG AAAGGCAATT CAQGCAACAA AAAATATTIT TTAAAAATCT ATAGCCCAAA 
TCACCAAAAG GTAAGGAAAG AACTTTCCIA GCAAGCTCIG GAGAAGACCT AATITCGNCA TCAAAATGGA GCTTTCAGAC 
ACTAATCAAG GCCATTAATT AAAAAAATTT TTTCAGGAAA ATAAGGCAGG TTGGATCTCT TITCCCACIT CATAAAAGCA 
AAATATGTGG CAGACICT 

SEP ID NO: 2338: (Length of Sequence = 410 Nucleotides) 

GGGTCITCCT A1GCIGCCTA GGCTGGTCTT GAACOTTCA ACTGCAGTCT TGACCTCCCA GGCTCAAGTC ATCTTCTTAC 
ATAGGCCTCC CAATGTGCCA GGATTATAGG CATCACCACC ATGCCAAGCT CCAGATOGTA TTCTTAATTC AGCTCACAAT 
GTCCCCTCAT CAGATTCCIA CTGGCCAGGA GTCAACAACT GAGTGACTTT AAGAATCAGG ACACCAGGAA TATUTTCCTA 
GAAAGTSAAG GTATGAGTGG AAAACCTGGG TTGGATTATG AACAAGGCCC ACATGTCTGC CAGAGTGGCC AGGGCAGGGA 
. GCAGCAGCAG GTGCTGGTGA AAGGAAGGTG GATTACTGGG GGCAATGCCT GTCITICTGT TATGGCTTTC TITIGAGGGA 
AGTAGATAAG 

SEP ID NO:2339: (Length of Sequence = 336 Nucleotides) 

AGGGGAGGAG GGGGCTAAGG GCGGCTGGAG GAAGAGCGAA ANAGATGGAA GCCTTCCGGC AGAAGGCAGA GCTGGGGOGT 
TTOTTCAGAC ATCAGTATAA CXSCTCAACTC AGCAGAOGCA CACAGCAGAT CCAAGAGGAG CTGGAGGCAG ACAGGCGQ4T 
CCIGCAGGCC CTCCrCGAGA AGGAGGACGA GAGCCAGCGC CTCCACCTGG CCAGGCGGGA GCAGGTCATG GC0GA1NTGG 
CCTGGNTGAA GCAGGCCATT NAGGNGCAGC TTCAGCT3GA GOGGGOGOGG GAGGCAGAGC TGCAGATGCT TCTTGAGGGA 
GGAGGGCCAA GGAGAT 

SEQ id NO: 2340: (Length of Sequence = 290 Nucleotides) 

ITITAGTAGA GATGGGGG7T TCTCCTPGTT GGTCAGGCTG GTCTCGAACT CCCGACCTCA GCTGATCCAC CTGCCTCGGC 
CTCCCAAAGT GTIGGGATTA CAGGCGTGAG CACNCGCGNC CGGCCTTCAG TITCTTCCTA GGCQGTTCTG TCACCCAAAT 
AGCIGCTACC CAGAGNGGCG GGGTTGACCT AGGCTGAATA TCCACITICT TITTATGGAT GGCTNCCTTC CCCCATTCGN 
CITTNCCAGA ATATCCTTTC AAGTTNCANT TTCCCAGGGG AGCTCFIGGG 

SBO ID TO: 2341: (Length of Sequence = 298 Nucleotides) 
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TTTK3CTIAT TACCCGATTT ATTAGAGAGA TCTCTAAAAA GACGGGCTGT GGCGGGGGTA GGTCGGCGAG GAACCIGGGA 
TGCAAACCAG TCT1TGGGGC CAGGACT3GC TGTATGGTTT CANAGGOGCC CACCACICTG GGTTTGAGGG ACACAGCACC 
CTCGTCTCGG CX3CT1T3GA.T TNTCAOGCAC CAGACCACGG GGCGGAGGAA TGGAGTGGCA TCCCTGGQGG GAGTTAAGAC 
ACADGAQGrrr TGCAGTITCA TITTCTTTCA GAATCAGTCTT GGCCAXAAAA ATGGGACT 



SEP ID NO:2342: {Length of Sequence = 316 Nucleotides) 

CCT3AACAAG GTOCTGCTGG TGTGGAATTC TCCCAAGCTS CCATCAGAGG ACCTTCICTG GCCTGACA1T GGOGTCCCCA 
TCATCGTGGT CCGTACTGAG AAGAACAGTT TNAACAACOG ATTCTTACCC TGGAATGAAA TTGAGACAGA GGCCATCCTG 
TCCATIGATG ACGATGCTCA CCTCOGCCAT GAOGAAATCA TGfTTTGGGIT CCGGGTGTTGG AGAGAAGCTC GGGACCNCAT 
OGTGGGCITC CXTOGNOCTT ACCACGCATG GGACATCCCC CATC^GTCCT GGNTCTACAA CTCCAACTAC TCCICT 



SEP ID NO:2343: (Length of Sequence = 380 Nucleotides) 

GGAAGAGGAG GAAGGTTGGA CCTTCATCAG ACCACTCCCT TCCCCCATCC TCCAGGAGAG GGGGCAAGGG CAACCCACCA 
TCTACCCACT TACTAACCTG GTCCTAACCC CCTTACToTG CGOGT3T3TG TGCGICTGCG CACGCTCTGG CTGmXjTCT 
ATATGTCTAG CTCATCTAGTT TCCTLTIUIT AAGGGGATGG GGGTCAGGGG CTAGGGGAGG GGGCTGAGTT TCXTCCACTTT 
AGGAGGAGGT GGGGGCTATT TCTATGCAAA TAGAAATCAG CACA3TCCTC CTACTTCCCT TTCCTCCACT CCCCCCATAT 
CTITAAAGTG TGGAAGCAGA AAAGGACCTG CATTTITCCT ACAATTGAGG AGCIGACATA 



SEP ID NO:2344: (Length of Sequence = 282 Nucleotides) 

GGGAATATAT TTATGCAAAT TTEATPGAAA TITATTGTAA ATAAAGNTTT TCNCAGT3GN CTAGAAAANC AGCTPGAAT3 
NCATTCAGCA TTTATTGAAG AAGGATGACA TCCCTNCCAC TTATTGCACA AACTIGGTAG CTTTGAGACA AATACAGTAG 
CACACTCCGT TTGAAGATTT GTCCAAAAAA TIAGTCCATA '1T1TAGTGGC TCAGTICTCAA GNGTTCCCTC CCTGTGCCCC 
CACTGTIGCr TCTGCAGTGA TAOGAAGGAT GAATCCTCAA IT 

SEP ID.NO:2345: (Length of Sequence - 256 Nucleotides) 

CHTATAGGA AGCFGCAAAA GAAATGAGCA GAGCGNGATA TTICTGCTAA GGGA3ACAAA GAACATACAA TTGTGTACIT 
GAGAGGITTC ATGGAACATT ATGACCCATC CAKTGNAGAC ATCAACATTA ACAACAAAAA TTANTTGAGG AAGAGCACTA 
TGAAAATA2T CTAATGCAGT GCTGTCCAAC AGAACTFTCT GTGGTGATGG AAATGTTCCA TA.TCTTICTG CTAATACAGA 
ATCTACCAGC CACATG 

SEP ID NOt2346: (Length of Sequence - 437 Nucleotides) 

GTGGAGATTG ATGCITCIOT TTTITG1TGC CGCIGCIGCC CTCGOGCTGG GAGCOGAGCC GGAGGGAAGG CX3CTGGAGAG 
ATGATTGCAG AGTTGGTCAG CAGCGCTCTC GGGCTOGOCT TCTATCTCAA CACCCTGAGT GOGGATTTCT GCTATGATGA 
CAGCXXJTGCT ATCAAGACIA ATCAGGACCX TCTCCCAGAA ACTCCA1GGA CGCACATTTT CTACAATNAT TTTTQGGGGA 
CrCTTCTAAC CCACAGTOGC AGCCACAACT CCIACOGGCC ACTCIGCACT CmU'lTlC GCCTGAACCA TGCCATTCGA 
GGGTTGAATC CCK3GGAGCT ACCATCTTCT CAATGTTCCTG 1TGCAATGCA GCAGTCACTG GTCTCITCAC AAAGCTTCIN 
CAAGATCCTC C7ITIX3GTGAT TGGATACTGG ACATTCA 



SEP ID NO: 2347: (Length of Sequence = 406 Nucleotides) 

OCCGGCOGCC GCTITCCGCC GGGGCGAGAC CCCCAGGTTC AAAATGAGCC TGTTTGGAAC AACCTCAGGT TTTGGAACCA 
GTQGGACCAG CATCTTTGGC AGTGCAACTA CAGACAATCA CAAXCCCMG AAGGATATTG AAGTAACATC ATCTCCTGAT 
GATAGCATTX3 GTICTCTCTC TTTTAGCCCA OCAACCTTGC CGGGGAACTT TCTTATK3CA GGATCATGGG CTAATGATGT 
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TOGCTGCTGG GAAGTTCAAG ACAGTGGACA GACCATTCCA AAAGCCCAGC AGATGCACAC TCGGCCTCTG CTTGATGTCT 
GCTGGAGTTA CGATGGGAGC AAAGTGTTTA OGGCATCGTG TGATAAAACT GCCAAAATGT GGGGACCTCA GCAGTAACCA 
AGOGAT 

SEP ID NO: 2348 : {Length of Sequence = 363 Nucleotides) 

GGCCTTTCAA GNAGCGGOGG ANTTCGCCGA COGCTGTTAAG GAGGTACAGC AGATCCGCGA OCAGCACCCC AGCAAAATCC 
CGGTX3ATCAT CEAGCGCTAC AAGGCTGAGA AGCAGCTGCC CGfTCCTGGAC AAGACCAAGT TTTTCCTCCC GGACCATCTC 
AACATGAGCN AGTTGGTCAA GATCATCOGG CGCCGTCTGC AGCTGAACCC CACGCAGGCC TTCTTCCTGC TGGTGAACCA 
GCACAGCATG GTGAGTNTtTT CCACGCCCAT CGCGGACATC TA03AGCAGG AGAAAGAOGA GGACGGCTTC CTCTATATGG 
TCTAOGGCTC CCAGGAAACC TTCGGCTITC TGAGNCAGCA GTA 

SEP ID NO: 2349: (Length of Sequence = 332 Nucleotides) 

TCCTCCTACT GATGTCTTTC ACTAGATICA GAAGTGATTG T3GCAAACAT AGTATCTIGA AGGAAGAGAT CGTCTTTTGA 
TTAGCATCTC COGAGCCTAG TTTCCTGnT ATGTTCATGG TATTGAGGAA ATAAAGATCA ATITGGACTT CTTGCACCTG 
TTAATACATC CTAGTTCCTG ACTGCAGCAA AATGACTCTC ACTGCCCCIT TCTCTTCTTA GVGATTGCCT AAGATGACAG 
CTTCAITCCC TTITAATrAT TATCCACCn CTrCCCCATC TTCANTTCIT TTCTCAAGTG AGGGACTTGG CCTCTACTGG 
GACTCCACTG GG 

SEP ID NO: 2350: (Length of Sequence = 339 Nucleotides) 

GAGATGGAGT CTCACCCCTT OGCCCAGGCT GGACTGCAAT GGCACGATCT CAGCTCACTG CAACCTCTTC CTCACAGGTT 
CAAGCAATTC TCCTCCCTCA GCCTCCCGAG TAGCTGAGAC TACAGGCCTG TGCCACCATG ACOGGCCAAT TTTTTGTACT 
TTTACTAGAG ACAGGGITTC ACCATCTTGG CCAGGCTCGC CCOGAACTCC CGACCTCATG ATCCACCTGN CTOGGCCTCC 
CAAACTGCCG GGACCACAGG CATGAGNCAC OGCACCCAGA AAAAGCAAAT CTCTTAGTAT TTTTCCTCTT GTCCAAAAGG 
TICTGACCAT GTTCATGAC 

SEQ ID NO: 2351: (Length of Sequence = 354 Nucleotides) 

AGAAGGACCT GAGTTICTGGC CAACAACAGG CTGCAGAAAG GCAATGCCAT CCTGAAGATT TCTCAACTAA GAGTCTGCAC 
CCATGACAGC CCACOGAGAC CCTCGCTCCA AGTTTGTGGA GAAAGGGAAC CCGCTK3GCA GCATCTGGAA AGACCCCACG 
ATGAGCAGCA GACACAGCAA CX3CIGCCTCC TACATCTCGA CAGCATCTCT GTAAGACTCG CTAGCATCTG CTGCACACAC 
TGTATGAGAC AGCAACAGCC AGAACAGACA GdTTACGTr GATGAACACA CAGACGGTGG CGCATCTTCA GAGATGCCGA 
GGGGACGCCG CAGTTCCCAA AATCACCTCT GGCC 

SEP ID NO: 2352: (Length of Sequence = 378 Nucleotides) 

GOTCITFGTT tactggaaca ctcaaatcaa AAACAGGCTC aoggtctgaa tactcttctg ctciaagcaa ctcagcacca 
gcgccgccaa ggggaggccg cccttgtcct ggccccggga agagacgcag ctccagcccc gaogcagacc ccatggcgca 
cacaggcagg cagagctoga ggtncaggog gctgccttgc gggaagtogc tgggggaggg tccctngctc aggctgcacc 
aagggctngg gagaggccca ggaaggggag agcgagctgn gagcitggga tgggagccgt gagctgggga tggtttngca 
gaggggcaga gccaaggnca gaggcaagtt cingggcccc acaagcttat ggttggca 

SEQ ID NO:2353: (Length of Sequence = 369 Nucleotides) 

CTGCCTTATA TAATGTCGAT GCTGGGCACA GAGCTGTCAT CT7TGACCGA TTCCGTGGAG TCCAGGACAT TCTGGTAGGG 
GAAGGGACTC ATTTTCTCAT CCCGTGGGTA CAGAAACCAA TTATCTTTGA CTCCCGTTCr CGACCACGTA ATGTGCCAGT 
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CATCATICGT AGCAAAGATT TACAGAATCT CAACATCACA CTGCGCATCC TCTTCCGGCC TGTOGCCAGC CAGCTTCCTC 
QCOTCTTCftC CAGCATQGGA GAGGACEATG ATGAGCCT3T GCT3CCGTOC ATCACAACTG AGATCCTCAA GTCACTGCTG 
GCTCGCTITG AINCTGGAGA ACTAATCACC CAGAGAGAGC TCGTCTTCA 

SEP ID NO: 2354: (Length of Sequence = 363 Nucleotides) 

GGAGAGGGAT TGGCATOQGC ACCATGGAGC TCCCAGGGCT TAGAGATGGA GCAAAGTTGG CCTCACCITC GGGAACCATT 
CCTGCTCCTG GATACTGGAA GACATTCTGC TQCATCINAG GATTGATTCC AGTGCCAAAC TGTCCTCCTA TGTTTCCICT 
CATCCCTCTG CTCACCATGC TGTTGCGGTT GGCCAAGGAT GCITCAGGAT 1TOCTGCTAG TICT3AAAAC GGGCTGGTAG 
AAGCAQGTGG GGITCCTGGG ATTTGTACCA TAGTTTNGTC GATAGGGGAA TTGCTGTGGA GCACCCTGAG GAAGAOGGGG 
CTINCCCATT TNAACTGGTA GTCCAGATGA QGGAGQGAGG GTT 

SEP ID TO: 23 55: (Length of Sequence - 403 Nucleotides) 

AACCAGGAAT GGAGGGCCTC CTCATCTCTG AGGTAGAGTA AGACGGTGTC AGGGGGCGGA CCCGGGGGCG GAGATGAGCA . 
CCGGCOGCAC TGGGGCATCA TCQ3GGCCCA CCOGGGAOGA TCGGCOGTCG GAGGGCTCAG GGCGGTGTGG TGGCCACACT 
GCGAAGAATG GATnTTAAA ACACTTCATA GCCCCGANTT TOTTTCAGCT CrCTCTTCGT GGACACAACT TCAGQGCTCC 
CTTGTCACIG GCITTCGGGG GTGGTCTCCC CACTIX3CAGA GTCT3GTCTC CACAGGACAC CGTCCTTCCC TTCCCTTCCA 
AGGGGCAGGN CCCACGMACC CTCGCCCAAA AANTAAAGGA GCTITGTGrT TGAAAACGCC AAGGCAAGCC GTTCCAAGGGA 
GOT 

SEP ID NO: 2356: (Length of Sequence = 456 Nucleotides) 

GAAAGAAAAA CAATTGCTCA. AACCACAAGA ACACTGTTAC CTIGAGCCTG AGAAGCCAAT TCAGATTCAA CCCK3AATTT 
QSnGMTTG GAXTAACTGA CSCAAAAAGT CAASASAACC ATTGAfcHTTC AGAAATCAXA. AAGTTTGCACr ATGCCAAAGA 
AAAGACTACA TCIGAATCAA GOCTAGATAG AAAACATCAA GCCAAGAAAA CAACACANTT CACAXAATTT TNTITCCCCC 
GACAAAACAT TTAAGCAGTT AATnTCTTT TGTTTTGnT TCTTTGTTTr TGAAGAACAN TICTGGTCTT TTACATTTTC 
TTGGTGGGAG AGCAAATTCT GATCAGCATT AGTGCTGTGA AATACTTTTG GNTTATCATC CCCCAAGTNT AGGGTGAGAT 
CATGAGGAAA NITTTGGCAG TCCTTCTCTC AGATTTNGTT CACINAAANT GCTTGG 

SBQ ID NO:2357: {Length of Sequence = 412 Nucleotides) 

CCACCCCATG CCCAACAAGC CATATICTCA ATAAATAAGG AATAACTGAA ACCAGACCCT TTAGGAAGAG ACAGAAATTC 
OV1TACCCAG GAAACCACTC ACTSAAGAIG CTGATAGTTC TGATATGTTC TTATGCCCTG CCCCCTTCCC CCAAAAAACC 
ACCIGCAGAA CCAAATGTCT CTCCTCAAAG CCCATCAGCA CAGATIGATA ATAATATCAC TATCAAGCCA GGGCTAGTGC 
TICTCTACAT ACKJEACT3T CACAGCTACA AAGCAAGQCC TGGACAGATA CTGTCTCCCT GCCCGCACAA ATCCMGGAG 
GAAAAAGACC AGGGANGCTT TGATTTCCTT GGGATTTAAA CCTCATCTTC AAAAAGGNTA ATAAAGGTGC TOGTACTTCT 
ATCTTCTTCC CT 

SEP ID NO:2358: (Length of Sequence *= 399 Nucleotides) 

AGATGGCAGC AGGTTCAAGT GGGGCCCCTT GGATGCCTAA GCCTGGGGAC GACTACAGCT ACAATCAGTT TTCCACATAT 
GGCXSATGCCA ATGCCGCTGG TGCTTATTAT CAGGATTATT ACAGTGGTGG CTACTATCCT GCACAGGACC CGGCCCTGGT 
CXXXXECCAG GAAATTGCCC CAGATGCCTC CTTCATOGAT ' GACGAAGCAT TTAAGOGGCT GCAGGGCAAG AGGAACOGAG 
GGAGAGAAGA AATCAACTCT GTGGAGATCA AAGGTCGATGA CCAGCTCAGT GGGGCCCAGC AATGGATGAC TAACTCATTC 
ACAGAAGAGA AAACCATGAA GTCATTCAGC AAAAAGAAAG GTGAGCAGCC AACAGGCCAG CAGCGGOGGG AAACACCAG 
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SEP ID NO: 2359: (Length of Sequence = 352 Nucleotides) 

CTTCATTAAC AAGCTGCGAG AGAAGCTGGG TTGCCAGGAC GCCTTCCCCG AGGTGTACGA CAAGATCTGC AAGGCCGCCA 
QGACTGAGCT GGAGCCCGCC TGGAGAGACA GACAOGTCTS AGTCGTCAGG CATCTTCCCT 1XZACTCAAGC TTGGCTGCTT 
TCCraGATCC ACACTTTCAA AGAGAAACCC CTCCAGAACT CCC^CCCTGA CAGCCCAACA CCACCTTCCT CCIGGCTVCC 
AGGGGGGCAG CCCAGTQGAA TGGAAAGAAT CTGGGATITG GAGTCAGACA AGCCTGAGTC CAGTINCCOG TTTAGAACTC 
ATTAGCTGTG TGACTCTGGG TGAGTCCCTT AA 

SBQ ID NO: 2360: (Length of Sequence = 359 Nucleotides) 

TITITTTCAG CATAGTCATC TTAGCTITAT TGACTAAGGC ATCCCAATCT CIGCTAAGAT TCINCTAAAT GAACGGCIGA 
TITTCCTGCC AAACTATGCA TIGGTCAAAG AGAAATCACC ACCTGGCCAC CCCATTCICT CCCCCTACAG GACACTAAGG 
GTTCTTACAG ATAAAGGGAC GATGCATTCA TGCCTGGAGA ACTAATCACA CCTGATTTCT CTGGGATCTA AANTAATGTC 
AAATTTTCAT TCACTITATG TAAAGAAAAA TCCITi'lWlT TTTNTGCAAA CCNCTTTCAA GANCAATGCT GCCCATCCCA 
TCCAAGATGT TGTTGTAAGG CCANOJ7CT3 GTATACTAA 

SEP ID TO:_236I: (Length of Sequence = 437 Nucleotides) 

CTCCAGGATT CCAATCCACT COGAACTCAA CACGAGGGGT GGCACCTACA GGCTGGGGTC AATCTGGAAG ACTGCCTGTT 
GTATGGCCTG GCAACTAAAA AATGTTTTTT ACATTCTTAA ATGGTTAACA AAATTAAAAT AAGAGAATAT TTCATGACAT 
CATCAAATTA CACGAAATGC AAATTTCAGC ATCTACAAAT ACAGTTTGAT TGGGACACAG OCACCCTCAT CCGTTTGCAG 
GCTATCCCTG GCTGCITACA GGCTCCACAT ACTCCATAAA GCCTQAGGAT ATTTACIATC TGGCCITITA CAGAAAAAGG 
TCCCCAAACA CTAAATCIGA AATGTTTTGC ATCAGAACCC CTTGTGGGGC TICTTAGGAA TGCAGCTCCC TGGTCCCACA 
NCCAGTCTCT GGATTCAGTA ACTCTGGAGC AGGGCCT 

SEP ID NO: 2362: (Length of Sequence - 317 Nucleotides) 

CrrcrCTQGA TGTPGCCTGGG OTGGACTGG CTAGAATCTT TCTCTGGACT NTTGCAT3TA CACT3NCTCC ATCCIGGAGG 
CAAGAGAGTT GGGAGTGGCT CGAATCANAG CCGTGCCCAA GATATCCCIN CTGTTGCATC GTTTCAAGCT GAOGTCCTGT 
GTCTNTACAC TGCTGCCACT GTiUINTCCT OOTTCTGCIT. GCIGTIGCCT CACGCCAGGN CCCCTCCTGC CGTCACANCC 
TTCATCCTAC CCTTGGAACC CCAAGGCCAA GTTGGTTCAA ACTGTTGGAG AACAGAGTTG GCCTGCATCT TGGAACA 

SEQ ID NO:2363 : (Length of Sequence = 412 Nucleotides) 

CTCAGAGMNT TGATAGTTCT ACTGGGAGAC CACAAAATGA CAT3GTCCAT CCICCTCCTT ATCCAAAGAT GCATGGTTAA 
AATAATATAG ATIAGGAATC ATOGTITACCT CCAAACAGTT AATTCAATTC AAATTITTAG CCCAGACIGG TTTTTAAAGA 
CATTTTCTGC CAAAATTXTT TGGAACTAAA CACATTAAGG GTAGGTCT3G AGAAOGATTA ATGGATTCAT TTTTATACTC 
ACATCTGTTT TGGAAATATA TTITATGCAA TAAAGCATAA ACTAACAGGT ATACTTATAA ATGTCTGGTT 1TAGAAACAC 
TAAAAGATCT CCAATCTTAG GAGGCCTTAA TTTGAAACTTC TGCTTTTATT TGCCTGAACT ACTGGCTAAC CPGTNTAGGC 
ATCTCACGAG GG 

SEP ID NO:2364: (Length of Sequence * 334 Nucleotides) 

GAAATGATTT AATATTAGGA AAGGCAAGTN CCTCGAGACA TTTATTTAAG CTAATCIGTC CTTOAT1T1T GACTTTCAGA 
TTCATEACAC CCAGCCACAT TAGCCTGCAC CATTAAAAAC ATTGATTCAA CCTCTCITAT TGGCATAGAC AATACATCTG 
CCTTGTTCAC TACTCIATCC TCAGCTTGGT ATTTCTCTAG CACAGAAGAA TGCTCCAGTA GATATGCTGA AGAAATACCT 
GAATGCATAA ATAAATAAGA AAATGAGAGA CTGAATGANT CAATTAATAC CTCAAGTGTT ACCCTNGATA AGGTTCTAGA 
GAGGGGAGCT TCTA 
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SEP ID NO:2365: (Length of Sequence = 423 Nucleotides) 

TTTTTTaCCR. TTTAATAAGT ACTTrMTGA TATHVIATCA. CftCftGCACTT TACACJIATAC TCTAAGATAG CCXAAATTAT 
GAATTAAACA TGCAAATATT TNCTTTTCCA AAATGTQGAC AAAATGTCIT TEAGAGTGCT TTIGAACACT AGCCTTAGCT 
ACTAAGCATT CMGC3GITTG ATCITTCITC CGACATGACT TTAAGTAAGT TAACAAAAAA TCTAGCICTA GACAGTAATT 
GTTTGATAAA TATGANCAGT TCTAAAATGG CACTGAATTT ACATCTTTAA TCATTTTAAT AGGGCCATCC ACAGCCTCTC 
TICTGTCTCT AATTCTCAAC CTCOGGGGTC TTTAAAGGGC T3GTAAAGGC TCAGAAAGTG NCCAGCTCCA T3TGGGCTCT 
CTGXRAGNNG TCTATCTCTT CAT 

SEQ ID NO: 2366: (Length of Sequence = 294 Nucleotides) 

CCAGCCATAC ACATGCCTCT ATTTAGATCA GCITmTCA AAATGCAGCC AAACTIATGA GTIGGACAGC CCAAAGTAAC 
CAGCCCTATT CCACTGAGTT AOTTTACCCC ACAGCAGTAG AACCCAGTGC TOGTTTGGTT CCIGGCCCAT GGTGGGACAG 
CGTGAAGCJTG ATGGAGGGCT CIAGCACAAG GAGGTGCTGA GTGCCACCGG CAGGTGCTTC TGCAGACAGC CTAGAGCAAG 
GTAAGCAGGA GCACTCGNTT CAGAACOGAG GCGGCTOGGA CCAGAGGGCA GGCA 



SEQ ID NO: 2367: (Length of Sequence = 393 Nucleotides) 

AOGGACAGAG CGAAGGGGAG AGGATGGTAG TGTCTGACTT CCACGTTTTC GTCAGGGATG TGTIGCAGCA TGTGGATTCC 
ATGCAGAAAG ACTACCCTGG GCTTCCTGTC TTCCITCTGG GCCACTCCAT GGGAGGCGCC ATCGCCATCC TCACGGCCGC 
AGAGAGGCCG GGCCAdTCG COGGCATQCT ACTCATTTCG CCTCTGGTTC TIGCCAATCC TGAATCIX3CA ACAACTITCA 
AGGTCCITGC TSOSAAAGTC CTCAACCITG TGCTGCCAAA CITNTCCCTC GGGCCCATCG ACTCCAGCGT GCICICTCGG 
AATAAGGACA GAGGTOGACA TTTATAACTC AGACCCCCIG ATCTTMCOGG GGCANGGGCT NAAGGTCTGC TIT 

SEP ID TO: 2368: (length of Sequence = 1B7 Nucleotides) 

GATCTTGAAG TTAAACCAGT GTTAGAAG1T TTGGIGGGGA AGACAATTNA GCAGTCTCIT CTGGANGTAA TGGAAGAAGA 
AGAGCTGGCT AACCTGCGGG CCAGTCAGOG TGAGTATGAA GAACTACGGA ATAGTGAACG TOCTGAAGTT CAACGACITG 
NAGAGCAAGA NAGGCGACAC CCAGAAG 



SEQ ID NO -.2369-. (Length of Sequence = 341 Nucleotides) 

GTATCITEAG TAGAGGOGGG GTTCCACCAT GTTGGCCAGG CIGGTCTCGT ACTCCTGACr TCAGGTGATC ACCTGCCTCC 
.TCGGCCTCCC AAAATGCTGG GATTACAAGC CTGAGCCACC GG3CCTGGCA CCATCAGTTT TTGATCCIGA TACTTGTCTG 
TCCTCITGGT TCTCCTCATC CCTAATTIAA CCTTGAACAC AAAATTCAAC AGGTTTTGGC ATATAGAATA AAGATTATCA 
GGCAAAGGCG CACTCTTGAC CTAATGATAT ATCIACATTT CATTTCCTGA TCTATCAGCA ATAITIAAIT TGTCTAGAAA 
TGATGAGAAG TTIAGAGGAG G 



SEQ ID NO: 2370: (Length of Sequence = 337 Nucleotides) 

AGATCAAGAT CTCTCCCAAA ATGCCAGTAT GCAAAGGACA CITGGGGCAG CCTCTCAACA TTTTCTGCCT GACTGATATG 
CAGCTGATIT CTGGGATCTG TGCIACTCCT GGGGAGCACA CCAAACATGT CTTCIUTTCr ATTGAAGATG CCTATGCTCA 
GGAAAGGGAT GCCTTTGAGT CCCTCTTCCA GAGCTTTGAG ACCTGGCGTC GGGGAGATGC TCTTTCTCGC TTCGATACCT 
TGGAAACTAG TAAGAGGAAA TCCCIACAGT TACTOGACTA AAGATTCAGA TAAAGIGAAG GAAITITI'IT GAGGAAGTTA 
CAACACACAC TTGGATC 



SBQ ID NO:2371: (Length of Sequence = 



320 Nucleotides) 
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CGTGGCCGCA GAGGCAGCTG AGCATGAGGG ATGGAGCGTG CIGCTOTCCT GCAGGTGCCG TTAGCCCICT TTTGCACTGG 
TGGATTGATC TGCTCAGGCG CACAGGGAGA TGGCACAGCA GGACCCGCCG CCCAGCCTCG CIGAGGGCAT GCICCOGCCT 
CACCTCCAGA GGCTGTT3GG CGGAAGCGAG AGCTGCAGCA GTTGGGGCCA GCNTGGGACT GGAGGCCCAG GTGAATCTTG 
TGGGGCAGGG GAOGGAGCIN AGGCTGTCCG GCCOGGGCCC TTCCCACCCA AAGGCCCTAG AACCCTAGGC CTTCAATCCT 

SEP ID NO: 2372: (Length of Sequence = 326 Nucleotides) 

AGGCCTGGCA TGCGGCGAAA AGTTCCTGGA GAAGGCCTCC CCCTCCCCAA AACACCOGAG AAACGTCGGG ACCVCATTAT 
TGAGTXTGAA GTGATCTTCC CCGAAAGGAT TCCCCAGACA TCAAGAACCG TACITCAGCA GGTITCITCCA ATATAGCTAT 
CTGAGCTCCC CAAGGACTGA CCAGGGACCT TTCCAGAGCT CAAGGATTTC TGGACCTFTC TACCAGTTCT GGACCATGAG 
AGGGTGGGAG GGCCCAG3GA GGGCTTXOST ACIKCTGAAT GTTITNCAGA GCATATATTA CAATCTCTCA AAGTOGCACA 
CTAGGA 

SEP ID NO:2373: (Length of Sequence = 361 Nucleotides) 

AGCAGAGCTG AGGGAAGGCG TAGGATGGCT CCAGCTTCCG GTCAGTGGCT ACATGGTCAG TTCCATGATG GCGTIGAOGA 
TGTCACTGTG GTTGTNTCTC AGAGCCCGCA CGGCCTTGGC CCTGGACACA TTGGCCTGCG CCATCACCAG CTCAATGTCA 
CGCAGTTCCA GCCCOGCCTC GTCCACCTCT TCCTCCTCCT CCTCITCCTC TTCCTIGCAC TCCAGCCTCA CXXGGGGCCT 
GQGTGCTGAC TCAGGGACCA AGGCTGAGGG CTCK3AGGGN ACCTTAAACT TCTCAGCTGC GGCTTTGTGC ACITCCTGGG 
ACAAGGTCCT CAATCTTGGN CTCGCCAAAG ACCACATAAG T 

SBQ ID NO: 2374: (Length of Sequence = 281 Nucleotides) 

TGACTCTAGT CTGGCACTTA 7TCATGACAT TGAGAGGCTG AAATATGAAA TTOCAGAGGT GATGACAGAG ATOGACAATC 

TAAcrrccxrr agaggagagc aaaaogactc agaggnacaa acagatagcc atosgaagaa agaaattcaa catggntcdc 

AAAAAGGGAA TTO^rCTTCT AATAGAAAAT GACCIGCTAC AGAGTTCCCC AGAAGACC3TC GCCC^GITCC TTTATAAAGG 

AGAAGGCCTA aataagaccg tcattgggga ctaccpgngg t 

SBQ ID NO: 2375: (Length of Sequence = 391 Nucleotides) 

ATCTTTACTG CTTCCITCAG GAGCTCTGGT AGOGCAGGTC TGGTQGTGAC AAAATCTCTC AGCATTTGCT TGTCTGTAAA 
GGATTTTATT TCTCCTTCAC TTATGAAGCT CAGTTTGGCT GGATATGAAA TIX7TGGC7ITG AAAATICTIT TCTTTAAGAA 
TGTTGAATAT TCGCCCCCAC TCTCITCTGG CTK7IA.CAGT TTCTGCTGAA AGATCTGCTG TTAGTCT3AT GGGCTTCCCT 
ITCIUAGTAA CCCGACCTTT CTCTCTOGCT GCCCTTAACA TITTINCCTT CATTTCAACT TTGGTGAATC TGACAATTGT 
GTATCTTGGA GTTGCToITC TCGAGGAGGC AACCTTTCTG GGOC7TICTCT GTAATTTCCC CGAATITCAA A 

SBQ ID NO:2376: (Length of Sequence - 324 Nucleotides) 

CCAGCCCTCC CTCAGCTGGG AACACAGCCA GCT3CCCTCA GAOXCTGGW TCTGCACAAG QGGGGCCTGC OCCCTCGOCC 
CAGCTATATA CACGACAGCC CATCCTGCTG GCCGTGGACA AAAGCT3GGA GCTXTCT3C CCACTCAGGA GCCCCTACAG 
TCCACCAGCT GOGOGGCOGG GTOCAGGGGC CCACICTGGT GCCAGCNAGT TIOTCAAAAC CNAGGGCCCA GCCCCAGCTG 
GCNCCTOGCC AAGCCCCAGG CCTCTITCCT GGGATCGAGC CTCGACACTG AGGCTGGTAA AAGCTTGAAC TCAACAGCAG 
CAAT 

SEQ ID ND:2377; (Length of Sequence = 357 Nucleotides) 

GTTTATGTTT TTATTTATGT ATTTTAACTG ACTTATTTGT GTATCCCACT AGAACAATAC ATTCACAATA TACITCCAGA 
ACTGTGCCTG GTGCGTCATG GGAGCAGAGA ACTICTCCAG TGAATAGTTG TTGAAGAAAG GAGTAAAATC TCCCCCAAAC 
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CCIAAAGGCA TCCTTTTOGT AGTGTGTGTTC CCATAGGTIAT GGCTGCTGAG CACCAGGGCT GCTCACCATG CTCCCAAGAA 
GCAQAGTCAG GGAGGCAGAC AGCAGGCJITT ATIMGGTGC ACACCCATGT CTGAGCCCCA GCTCTCTCOG NCITCTGTGG 
GGAGGAAGCC CTCCGGTCTT TCOGAGGAAC CTTCAAA 



SEP ID NO: 2378: (Length of Sequence = 454 
GACGGCTCTT TCAATAGCAA GVmCACTT CATOGACAAC 
ACITCA3TTC AAACTCCCCC AAAGCACAGA TCC3VT1AOGC 
CCCACTGTCT CAAAACAGAA ACTGAMTCT ACCGCCGTAG 
GCAdTTATT GGCAGTTGAA TGACATCK3G CAAGCTCCTT 
dTCATTACr TK2CTCAGAA TTTCTTTGCT CCACTCITCC 
GGCTGTCTCA GATCTTCACT CGGATTATTC GATGACACTC 



Nucleotides) 

ATCACGAAGG TGGTAACAAA CAAATGCTTT ATCAGGCTGG 
ACATTCAAAG ATACCATCIA CCTTACTCAG GTGATGCAGG 
TCGCAGCGAG ATAGTGGATC AGCAAGGGCA CACGATGGGG 
CCT3GQGCTT CTCTTGAGTA CGGAGGGAAA GTGGAAAATG 
CAGTAGGCTT TTGAGGAATG AAAACAOGGT CIATATCTAT 
AGTGTGAGGA GTCC 



SEQ ID N0:2379: (Length of Sequence = 224 Nucleotides) 

GGAAGAGACC TCACAGCTNA TOAAANGTGTr ATTTINTGGA CCTGGGCTTG GCT3GAATGC TCAGGGGTCC TCAAGATCCT 
ATTATAGCIT CCTTCTOITC AACCATIAAG AAAAGATGGC GANAGTCAAC ATAACTAGAG ACCTCATCCG TAGNAGATCA 
AGGAGOGQGG TCCCCTTAGC TTINAGOGGC GCTACCATGT CACICTJCCC TTTATCCGGC GGCT 

SEQ ID NO:2380: (Length of Sequence = 274 Nucleotides) 

AGGTTTGAAA TATCTTTTTG CAATAGATAA TCTIA2TTAC ATTAATACAG AATCATTTIA CATTCCTAAA TCAGACACTA 
AXAGATGCIT TA'l'l'lU'AGTG AATTATAAAG GAAAACAAAA AGGAAACICT TGAGAAGTGT TCTTCATTAA CCNCTCTAAC 
GNCAGCCCGA AGATCCNGNA ACACATGGAA ACTGCGTCAT GCITCCNGCA GAGGCTGGGG AATGGGGCTT CTCCICTCAC 
TGAATGGTIX3G GGAACC7TTCA ACPGCITAGC CTGT 



SEP ID NO;2381: (Length of Sequence = 312 Nucleotides) 

GCACAAACAG TTTTATITGA TGANCCACAG TGACIAACAG GNTCAGAAGA CACTGCAGAT ATTCTGAAGA AGGCACTGNG 
GGAGGTAAGG GGGTATCACA GCAGGCAGCC TCCTCTGNTT CTNTCCCAGT TCACAGATGA GTTCCAGGCA GGAAGTCTCT 
GCAGGTCACC CAOGGOGGCC TCAGAGGGAC AA1TTNTTCC CTTCTAGAAG CX7IOTTCCAG TGTTCACTGG ATGNTTTCAG 
GACAGNTCIG GGCAGAGGAG GTGACTCTCT GAAAGATGCT ATCITAAGAT GGGGAGACTA GGCTGTGAGG AG 

SEP ID NO;2382: (Length of Sequence = 402 Nucleotides) 

CTTAAACIAA CTTTGAAGCA AGTAATGTCA ACTTTGAGCA CTTTGTTGAG Tl'i'lGAAAAA TCTIATTT3T TGCTGCACAG 
GTTAA3AAAT TATCAATTK3 TAATTCAGCA TGTTGGTCAG AGACACGGTC ACTGATTCAC ACCCACTCCC TGCCACAGAC 
CGTCTCAGAC ACGCACACT3 GGCCTGCTGC ATGATTCACA (XCA^TCCCT GCCACAGACC GTCTCAGACA OGCACAGTGG 
GCCTGCTGCA TGCGTGTIAC CTGGCITIT3 GCTCCACGCT CACTCATAGC CATCTCCACA TGGGGGGCTT GCACACAGGA 
TCACTCACAT A1CTACATGT ACCCACCACA AACGTGCAAA GCTCCITGCA CACAIT3GATC CACACAAAQG TGCTACACAA 
GT 



SEP ID NO:2383: (Length of Sequence = 406 Nucleotides) 

GACCCTTTTC ACTIAGCCCT CTTGQGTTIO CAACATSCTT TCTCTCTCAC CTTCTCATTG AATGAGAAAA AACAGCCCAG 

CCATTITITG CAAACAGCAA agcaccagag tgatgatcgc titgctcatc tcacitcact ttcacactaa ctcagtttga 

TCTAGGCAGT CCAGGCATTA TTOTTTTCAT TTTACAGATG ATGCAACTGA GGCTCAGTGT QGTGAAACAT TTCGCICAXA 
GCCACACAGC TGATAAGCAT CAGGGAdTG GGACCIAGGN dTCACATTT CAAGTCAGCT GTATCICTCC CCAAGCCCCA 
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CCAGACTTCA TGTGAAGGT3 GCIGCITCTG GGGTGATGGT GGCIGGAGAG GCAGACTTTC AGGCTGCCAT GCTCTTATTT 
TCAGAT 

SEQ TP NO: 2384: (Length of Sequence = 165 Nucleotides) 

TTAAGACAAT AATGAAAGAT TCTGTACAAA GTTACCAAGT CTACAGGCIG AGCGAGCCAA GGGTAAGTGG GGCCTGATCC 
TICTGGACGA ATGTNCCCGG GAGAGCTGGC CTCftCCTGGG GGAGGCAGGT TGAAAAAGTA CACA7TTACA GGGCTOGGGA 
AAGGC 

SEQ ID NO: 2385: (Length of Sequence = 297 Nucleotides) 

GGTTTTNATT CMTCICTTC TATIAACCTC TCTAAAGGAA ATTGGGCACC TGTAATCCCA GCACTTTGGG 
GGCTGGGTCA CITINAGGTC AGGAGTTCAA GACCAACCIG GCCAGCATQG TGAAAACCCA TCTCIACTAA 
NTTAGCCAGG CTOGTGCTGT TCGCCTGTAA TCCCAGCTAC TCAGGAGGCT GAGGCAGGAG AATTGTTTGA 
0GC2QGCTTGC AGTSAGCTGA GATCGTGCCA CT3CATICCA GCXTAGGGTC ACAGAGT 

SEQ ID NO: 2386: (Length of Sequence = 290 Nucleotides) 
AAAAAATAAA GTGAATTTAT TGGOTCATGT AACTGGAAAG TCTCATGAAA ATGTCAGCTT CAGGAGAAGC TTGACCCAGC 
AGCTTGATGA TGTATGGAAA TACCTGGGTT TITICTITCT NCTCTGCTAC TGTGGfTATCA GCTITATrCC AAGTCTGGCT 
TCCTITCTTG TTGCAAAATG CTITGTCAGA AGAAGCCTGG GTCCATCTGT TAGGNTTAAG TITACTCIGT ATGCTCTAGT 
AGTGGCIATG ACAAGATTAG GAAGTGTATT TTCTCCTCCC ATATTAAAAG 

SEP ID NO:2387: (Length of Sequence = 356 Nucleotides) 

GTCATCIGTA TICTCACATG AAAT3CACAT CCAAAACGQG TGACTTGGAA ACGACCTATT AGGTCACACG GAGTCCGGCC 
CCTGGGGGCA AAGCCTCATC GATGCCCAOG GGCGGTTGGCC AGCACTTTCC TTGGGCJXSTG GCGTGTGCAC CCGGCCTCCC 
CAGOGGAGAG TCAGCTCACA CCCCAGGCCC TTTAGCTCTC TGGCAGCAGC TCCCAAAACG CACITGAGGA ACCAATAATT 
CdTGGGGGT TAATAGCICT TCCCCAAGAA AAGGC7ITCTG TGGGTCAAAT AAGTTTAGGA AAACATGGGT TAAAGAAGGT 
TIAGGCAAGA AGCTnTCTA TAGGGOTITC TCAGAG 

SEP ID NO:2388: (Length of Sequence = 226 Nucleotides) 

AXIATTGGTA TAAAAACTTA AGACGGCATT AGAATTCTIA AGAAAAGCT3 TAAAATTCAA AAAGATGTGC AAACAACAAA 
GAATGCCCGA CCCTGAAOCA GACCTAAAGC ACCTTCCANT TCCTCCACAC ATCATGCCCC AACACCATCC AGCCCAATCG 
GACACCAGGA CAGTGAGGGA CGGGTGGCT3 TTCAGTGGGC AACAGATCTG GAAGGAAAGA TTTTCA 

SEP ID NO:2389: (Length of Sequence = 250 Nucleotides) 

CCCAGCTAGG CCITCOdTG GCTNCAGTGA GGAGAAATCC OGGGAACDGT ATTGACACAA AGATTCINAT TGCACTTGTA 
TUTINTATr AAAGTTTGCA TGG'l'l'IUI'AA TAAAGGATTC AAACATAAGT TIGTAGIGAA ATGGCCIGGN AGATTCCAAG 
GGCTTCTCIN GAAGGGGGAT TGNGCTGCAN TGTAGATTTN CCTCTGAAGG AGGCTGGCCC CAAACTTGGN CCTCCTCATG 
ACCCCCTCCT 

SEP ID NO:2390: (Length of Sequence = 371 Nucleotides) 

CCTTTTTCTG GAGAACGGGG TCTCGCTATA 1TCCCCAGGC AGGTCTCGAA CTCCXGGGCT CAAGCIATCC 
NAGCCTCCGT TTCCAGAAGG TCACCAAGTA ATATCTGCNT TTCATCAGTT GCAGTTAAGA TTTTONTTTC 

GcnrrrcAAA cagatcagaa ttacctgggg agcttgttta aaatataaat gccccaaggc cagctccagg 



AGGCTGAGGT 
AAATACAAAA 
ACCTGGGAGG 



TCCCGCCTCT 
TTGAAATACT 
ACATTCTGAC 
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TCCATAGGTA TGTGGTAAGC CCAGGGAATC CAGCTAAGCT CAGGTAAGCC CAGGGTAAGC CAGGGAATTG TTAACAGGAA 
GCIGGTGGGT TTCTCGCACC TNGACANDGA CTGAATTCEA GC7IAGCTTGC C 

SEP ID NO: 2391: (Length of Sequence = 200 Nucleotides) 

CAGTTCAGCA GGCTATGAAA TTPGITGGGC ATATAAANAA CTGGAACTTT CAACAGGGTG GTTXTGAAAC TAG^GCATTA 
ACCAATAAAT GNCAAACCCA CAAGGACAGT GCATTGTGTC ACATAGANGA TCIGGAAAGT ACAGCICTAA ACTATAATCN 
CCACTCTCT3 AGTTAGCACC TITCCACGNT ACTCTCITAC 

SEP ID TO: 23 92: (Length of Sequence = 234 Nucleotides) 

TCGCTGAGCT CTTK3GITIG GAATAGGGAA AAAGGTAAGA GACTAAOCTG GAAAGGTGCT AACTCAGAGA CTGGAGA3TA 
TAGTTTACAG CIXTTACTTTC CAGATCTTCT ATGPGACACA ATCCACTGTC CTICTQGCTr TGTCATTTAT TCGTTAATOC 
TCIAGTTTCA AAACCACCCT GTFGAAAGTT CCAGNTATTT ATATGCCCAA CAAA1TTCAT AGQCIGCTGA ACTG 

SEP ID NO: 23 93: (Length of Sequence - 337 Nucleotides) 

TCCAGAGGCG GATTCAGAAG AAAGGAGATC CACATGAAAT GAAGATCACC TCK3CCTATC TACAGGACAT TCAGAATGCC 
TATAAGAAAA CXTITTCTCCC TGAGATGAGT GAAAAATGTG AGGNTTTACA GTATICTGCA AGGGAAGCTC AAGATTCAAA 
AAAGGTCGXA GAGGACATIG AATACCTGAA GTTCGATAAA GGGCCCTGGC TCAAGCAGGA CAATOGCACT TIATACCACC 
TGCGATTACT GGTTCAGGAT AAGTITGAQG TGCTGAATTA CACAAGCATT CCTATCITTN 1NCCGGAACT CACCATTGGA 
GCTCATGAGA CTGACCG 

SEQ ID NO?2394: (Length of Sequence = 211 Nucleotides) 

CAAATGTITA TTTTATATAC AAAGAATTAT CATGGTTTCN CATTGAGTAG ATGCCCCGGA TAATCCTCTG AAGGAAGAGC 
ATTTAGrCCA ACITAATGAA ACCGATATCC TTCGCGXACT GACGGAAACA CTGGCGGCAC ATATTGAGGC CATATTTCCG 
GATCANACCG TGCCGGITTG AACAGACACG ACAAGAGCGA GAACCCTGCC C 

SEP ID NO:2395: (Length of Sequence = 335 Nucleotides) 

CTGAAAGCTG TAACACCCTC AGGTAATAAC AAAAGGGATT TTIATTTCAC AGCIAAAGGG AAAATAGGTG GAGAAGTTAA 
AAAATAATST CTGATCCTGT TCCEAAGITC CAAACTATAG CCAACACTCT GAIGCTGCTC TTTTTCrTGT AGGACCAACC 
GTCCCAGTTT GCCIGGGACF TICTCA3TTT TACAGAGTCC CAAATCCTAG GAAACTGGAG CAACTGGEAC AACTGGTCAC 
CTACTCTTGC CCCICTGCTA AATCAAQTCA ACICTGACCA TCCAA1CTGC CATCTTACAG GGNAAAGTTA TAACCCACTA 
TICCCCTATA ACATA 

SEP ID NO:2396: (Length of Sequence = 223 Nucleotides) 

AGGGAGATCC AGCTCCGTCC TGCCTGCAGC AGCACAACCC TGCACACCCA CCATGGATGT CTTCAAGAAG GGCTTCTCCA 
TOGCCAAGGA GGGNGTGGTG GGIGOGGTGG AAAAGACCAA GCAGGQGGTG ACGGAAGCAG CTGAGAAGAC CAAGGAGGGG 
GTCATGTATG TGGGATTACA TlTlTlTlTi' AAAGAAAGAA TAAATTAATT CTGATTAAAG TVG 

SEP ID NO:2397: (Length of Sequence = 379 Nucleotides) 

CCATTACAAA GAATGTGGCA ALT1UCT1NT NCCTAAAAGG* AGGAATTGGA ACTAGAATGT GTGACTCICT GGGGACTGCA 
TAGGTITGTr AATIGACCEA TAGC7TAAACC TTAATCTGTT TC7K7ICTCTA TACATIGCTT TCCGCATTTC AAGACATCCA 
GACXaCTATIA CCAACATTTT CCTGTGCATT AACCTCTGCA TGIGAAAACT 1TEAACAGTT ACTGAACTAT CTAAATAIX3T 
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GAATrrrm atttaggtgg atgcattitt ngtcictita cixsctcitct cagctitatt caataaactt GCAT1T1AAG 

GCTICTAXK3 GCAATTITRA CTIAAAATCT GCATCATGAT GGAAGCTGCA GACC1TJLTI' 
SEP XD ND:2398: (Length of Sequence = 421 Nucleotides) 

GACAGGTK3G TCITACCCAC TGGNTCCCAG TCATGCTGTA AACAGQGCTT GCTITCGACT CICTCAGACC TGGCTTAGAC 
CCAGGCTCIG ACCAAATGGG 7GAGTTAT3C AGCTACITCG T3GCATCTAA mOCCTATOG CAAAGGACTC COGTGAACftG 
GAAGGAGCTG TCAAATTIGG CACTGCCIGA TGAGGTGAGG CTAGGACCCA GGAACTTCTA TITCCTCCCA TGCTCAGGAA 
CAGTAAGTICT TCTTCTATCT GCAGAGCTAG ATGCTTAGCA CATOGTQGGT ACTTCACTCA TGATTGCTAA AATITGAATT 
TCTGGATAAA CTCATTTCAA AACTCAGATT CIAGGACCAA AAATACAATA TCICTCCAAC ATGGAACTTCT TAGATCATGG 

rrrrrccrrc cagccccagg a 

SEP ID NO:2399: (Length of Sequence = 392 Nucleotides) 

GATAAGCTCG ATATOGAAAG TOCCACAATG GGTCAGCTGT ACCAGGAACA CCATGAAGAA GALTiLVlTC 7CTACATTGC 
CTACACTGAC GAAAGTGTCT AOGCTCTGTN AAGCTGCIGC CCCTGAGCIG GAGGGGQGTC TCATTCTACA AAGAGAGAGG 

tggcccccct ttcitgacct ccrccrarrr caagctcaaa caccacctcc ctimtcagg accqgcactt cnAATGrrrr 
GTGGcrrrcv ctccagcxtc tcitaggagg ggtaatgcts gnjtvggcat citctaactc tccttictcc rnurrcccc 

TTTCTCTGCC CGNCTTTCCC ATCXTTGCICT AGACTTCTTG ATTGTCAGTC TGTGGTCACA TCCACTGGAT TG 
SEP ID NO: 2400: (Length of Sequence = 366 Nucleotides) 

ctggggaagg actggcacaa gttctgccin aagttgcgagc gcigcagcaa gacgctgaog gcogggggcc AOGCOGAGCA 
tgacgggaag ccGrrrcTGCC acaagccgtg ctaogccacc cicttcggac ccaaaggogt gaacatoggg qgcgcgggct 

CCTACATCIA CGAGAAGCCC C7QGNGGAGG GGCCGCAGGT CACOGGCCCC ATCGAGCTCC C0G0GGCC0G AGCAGAGGAG 
CGGAAGGCGA GCNGCCCCCC GAAGGCCNCA GCAGAGCCTC CAGTCHCACC ACTTTCACOG GGGAGCCCAA CACGTGCCOG 
aSCTGCAGCA AAGAAGGTGT AC1T0GCTIG AGAAGCTGAC CTCTCT 

SEP ID TO: 2401: (Length of Sequence = 385 Nucleotides) 

CATCCACCCA GGGATTAGGG TTCAAGTAGC AGCTTCCTAAC CCITGCACCA GCCCTTGTGG GACTCCCAAC ACAAGACAAA 
GCTCAGGAT3 CTGCTGATGC 1AGGAAGATG TCCCTCCCCT C^TGCCCCA CATTCTCCCA GTOGCTCTAC CAGCCTCACC 
CATCAAACCA CTGAATTICT CAATCTTCOC TCACAGTCAC TCCAGOGOCA AGC3GNC2VTC CACCAAGCAT CAAGTTGGAG 
AAAAGGGAAC CCAAGCAGTA GAGAGCGATA TTGGACTCTT TTGITCATTC AAATCITGGA TITTTTITIT TCCCTAAGAG 
ATTCTCTTTT TAGGGGGAAT GGGAAACGGA CACCTCATAA AGGGTCTCAA AGATCATCAA TITIT 

SEP ID NP:2402: (Length of Sequence = 392 Nucleotides) 

AAAGAACITC GTATC7TCTAT TAAAGTACAT GANCCTCGAA GGAAAATAGA GCGATTIACT CTTCTCCAAT CAGTGCATAT 
TTACAAGAAG CACAGAGITC AGTTATGAAAT GAGAACACTT TACAGATGTT TAGAGTTAGA ACATCTAACT GGAAGCACAG 
CAGATCTCTA CTPGGAATAT ATTCAGCGAA ACTIACOTGA AGGGGTTCCC ATGGAAGIAA CAAAGACACA A1TAGAACAG 
TIACCAGAAC ACATCAAGGA GCCAATCTGG GAAACACTAT CAGAAGAAAA AGAAGAAAGC AAGTCATAAA GCCTTCAGGG 
AGGCCATnT TOCCTAAATT TTGAAATGAG GCTGGGCCAG ATGAGIATGT TTAAGTGGAG AGTGCTTTCC AG 

SEQ ID NO -.2403: (Length of Sequence = 179 Nucleotides) 
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TCATTAAGTT ATACTCTTGG ATAGGAACAC TGAGGAAAAA TGAAAGATGA GATTTCCAAT AGGGATTCTC TAAXTCTCAT 
GTTAATCTGT TTTGTACCAT TITIACTITC TCTITIGTGG ATCTCTTCTT TTTAITAGAT GATATTAAAG GGGA1TAAAG 
TP3TA3TCTA TGAAATGTC 

SEP ID NO: 2404: (Length of Sequence = 399 Nucleotides) 

TTCOCAAAGT GGTTGTAACA TTITACACTC CTACTAACAG TCCATGGGAA GCCAGTTTCT CTATATCCTC TCCAACAT3T 
GCTSCK5TCA ATLT1TIAAA ATTTTAGCCA TTTTICTGGT TGTATAGTGT TATCTCATTG CAGTITTAAT TTGCOGATCC 
CIGAATCICT GTAGG1CTGT AXATCTATTA TATAATATAT ATATNATNCT TTCACTEATT 1TGAAGTAAT TTCAAAGTIT 
CCAGAATAAT ATCAAGAACT CCTGTACTCC CTTCGCCAGA TTCTCCAATT CTAATUriTl' ATTGCATATG CTCCATTGCC 
CATTCTCCTC TCTACTIATA GCTTGCA1TA GflCTTITCCr GGAACCNTTA GAGAT3AAGG TGGAAAAAAG GATGCGGGT 

SEP ID NO: 2405: (Length of Sequence = 404 Nucleotides) 

GGAACAGAGT GACCTGACCA CCCTAACATC AGCTGCATAC CAGCAGAGCC TGACTGTTCA CACAGGAACT CATCTCCTCA 
GCATGCAGGG GAGCCCTCGA GGACACAATC GCCCAGGCAC CCTCATGGCA GCT3ACAGAG CCAAACAAAT GTTTOGACCC 
CAACTGCITA CGACCOGGCA CIAOCTGGGC TCAGCAGCTG CTTTTGCAGG GACACCAGAG CATGGACAAT TCCAAGGCAG 
TCCTGGTGGT GCCIATGGGA CTOCTCAGCC CCCACCTCAC TAT3GGCCCA CACAGCCAGC TTATAGTCCT AGTCAGCAGC 
TCAGAGCTCC TTCGGCATTC CCTGCACTGC AGTTACCTAT CTTCAGCCAC AGCCACAGGC ClhTTGCIGT GCA1GGGCCA 
TTTT 

SEP ID NO: 2406 : (Length of Sequence = 280 Nucleotides) 

AAGAGAGAAC ATTTTATTTG TCTATAATTA GGGTTAAACAG TTGGGTAAAA YCTTACIAAA AGAAAGTTAA GGTTGTCITA 
ACACAAGATA lOTAATGNCA TAAATYAGTT AATTAAATTT YAATTAAAAM CAGCrGCTTT GGAAATCCAA CATGTATACT 
TCAAAATAAT TTACCTAAAT AACTEATGAA AATGGAICTT A1TGTACAAC TCATCTCTCC TTATAAAAGG NGAACAAAGG 
ACATAGGAAA GCTGAAAAGA AGGCTAGATG AAGATACAGG 

SEP ID NO:24Q7: (Length of Sequence = 350 Nucleotides) 

TCCAAGGGCA ATATAAATTA CAGTAUGCAA AACATACTGA CTGGCTGAGG TAAAACGCAC TGCTCCTGCC TCACGTCACC 
A3X3AGGGGAA ACACACATAT GCITITAAAA ACATCTGGCT TAIAAAAAAA CATCCCCEAG AAAGGCCTCC AGAGAGGGGC 
TOTGAGGCTC ACCCTCTGCC GCGCTCAGGA GGACCCGCCG GCTCAGCCCT GGCCCCTCCA CTGCAGCCAT GGGTGGCGCC 
TCCCCCTACT GCCTGCCCAG GGCTCICTCC AGGITCCTCT TGATGGTCTC GAGGAAGTCC CTGGTC7ITCA GGAAGTGCTC 
GITCAGCTTC ACATTGCTGA GGCCGTGAAT 

SEP ID NO:2408: (Length of Sequence = 239 Nucleotides) 

A3NGNTTIX3G GGTOGCNAGA AATGGATCT3 CGGAAGAAGA AGAAGAAAAA AAATCAGCAG CPGAAAGANC CAGAGGCAGC 
AGGGCCTGTG GGGACAGAGC CCACAGTGGA GACACTGGAG CCTCTNGNAG TCCTGIWCCC GTCCACCACC AAGAAGAGGA 
AGAAGCCCAA AGGGAAAGAA ACCTTOGAGC CAGAAGACAA GACAGTGAAG CAGGAACAGA TTAACACIGA GCCTCTAGA 

SEP ID NO:2409: (Length of Sequence = 331 Nucleotides) 

TCTCITCAAG AATTTCAGAC CAATQGACCG TCCTCTCTCT TTAAGGCTTA GGAAGAGCAG TGTGGCTGCC CCITIAAGGA 
GGCGTTGCAA CAAACCATAT TGGACAGACG ATGGGGGCGA CCCATCGGGA CCCGACGGGC CTCTGACTCC AGCAATACAG 
CGAATCAGCG GCITTCGGGA ATACATTnT CGGAAAAAGA CITCTTCCTC GGTTTTCTGC TCTGCACACG TTGAAATTTT 
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ccccagttjt tcctgcagat cgggagtoga gcaatgccta cccccgcctc ccgcaccagt tgggogctcc cggatgatgc 
cctaccccit t 

SEP ID KG: 2410: (Length of Sequence = 135 Nucleotides) 

C3X3CAGGACX TGCGAAGAGC CTGCATTCCC AGTGGGCGAA CGGGAATTCG AACGGAGAGA GGCTTATCIT GTGGGGGGCT 
ACCCGTGGAG AGCAAGGCGC CCCCAGGGGT TCOTTOGCTG AAATINAGGT CGCCC 

SEP ID TO: 24 11: (Length of Sequence = 330 Nucleotides) 

KIGCTGCTCG GITCTCTICT CCCCCCAACT TIAOOGOGAA GCCCCAGCCT CAGAGTCCCC TOGTTICTCC 
TGA03GGTOC AGATAD3GAG CICT3GCITA TTCAGGCCCC TGCAGACTTT GCCCCAGAAT GCITCAATQG 
CCTCINTCTG GCTCCCAGAT CGTCAAGGGC AAATIGGCAG GCAAGOGGCA COGCTATCGG AGTCCTCAGC 
AAGCTGGAGA AGOGACCCTC CTGGCCCCCT CAANGGAGGC AGGAGGTCGA CTCACCICTG CCTCAGCCCC 
CTAAGGATCC 

SEO ID NO: 2412: (Length of Sequence = 583 Nucleotides) 

TSCACOGCTG CADCAQGTGC CCGTGTQGAX TCIKACAQsIN ACGT3GGINA TGAAGGT AAC CACCTACCGN 
CCNAGCAGCA GGACGTGCAC CTGACTGTOA OGGAGTCTCG GCAGCATGAG CTCTCGCCAG ACTCGAACTT 
CTCCTCACCA TCOGICTGGC CAGCACCAAC CCTCCTGTCC AGGCdTTGA CATCIGGCTG MCTCCACTC 
GCTCTGCGAG AAGCTCCGGG CACCCATCCG CAGGGCAGCC CATGTGGTCA. TCCACCAGAG CCFGQGQGAC 
AGACATTTGC CTCCCTCCTA GAGGTCAACC CGGCCTACTC ACTGCCCAGC AGCCAGGAGC TGGAGGCCIG 
CATGCAGACA OGTGCCftACG TGAAGNIGGT GAAGACCTGC CAGGACTCftG CCACAGGGGA GTTCCAGCAG 
CGCOTCMGT TQGTTGGCriA ACITGAIKGG GAAAGIQGNT TNGNCAAGOG GCAAGACCCC CTTCSGGNCTT 
T3GCAAACGG OGTOCCTGCA TOG 

SEP ID NO: 2413: (Length of Sequence = 203 Nucleotides) 

TCCTCXTCCC ACCCCCTAGC CA3GCAQJ3G TGAATO3GGG AACCCAGGNN QGGQGCTGAG AAGCTCCAGG 
GGAATCCACG AGGC7TCITTC TACCAGGAAG AAGTGCQGCA GCTGOCTGGC CGCCGAGACC ACGCGGGAGG 
GSACAAACGT TCCGTCTGCT CCCGAGTCAG GAGATCGAGT CTC 

SEQ ID NO: 2414: (Length of Sequence = 92 Nucleotides) 
AAGGGGCAGG ATGGGGCTGG GAAGTCCAAC CCCAOGCATT TGGGCTCAGC CTTCGACATG GAGGCCTGAC AGCTCTICTC 
CTTTGGGGftT CC 

SEQ ID NO: 2415: (Length of Sequence = 401 Nucleotides) 

crrrrcccTT ctgtco^cca aatgcancat citoatacac gitccitaac ciagaandgx ggctccaccg tgaattctaa 

TTSGTCCCT3 CTOTQGAGGC ACTGTCCCCT TAACTX5GTCT CGCTCCAGTG GCCCCKACTG CTTITCTTCC TCTTCCAI33A 
ATOGCTCTTC GGGCCCAGAG TTO3AATCTC GCGATCQGGA TGGGGAOGGA GTACCGGCCT GGGGTGTCCC AGAGCCCGGA 
CTGAGCTGGG GAGTCAAGAC CTCGGGCGAT GAGQGCTGAG CAAGTOGGAG TCGTAQCTCC ACTICTTCCC CAGCTTCTCC 
1CTCTCCAAT CTGTTCGGTT CITO3GGTTC TTOCTCTTCC AGGGGGGTGG AGCTGCTGGT GGAAGAGTCC TCCCCGGATC 
C 

SEO ID NO:2416: (Length of Sequence = 245 Nucleotides) 



TTGGAGGCGC 
GCGGCAT3TG 

CCAGGGCACC 



GTGCACCTGG 
GCCOGTGCAG 
AGTACGGGGA 
CIWI'XNNIGG 
CATAflGCTTC 
TNTTAATINC 
NAAAdTOJT 



CCAOCTTOAG 
TGATCTGGTG 
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ATGTAA1ACA GTGTAGAAAG CGATCATGTC ATAAGCAATG ATTCTCTACA ATCAINCNGC AGAAAATIAG TTTIGGAGAA 
TTCTTGGTAA TTGAAGACCA GCAGAGCACC CCTCCCCACC CGCCCCCTAA AAGTGCITAC AATTTACAGG GATYCITITC 
'ITITICAAAG ACCCAAAGBY AOGTGGTCAG AAAAMAAAAG CTTCAACTCT CAATCCCTAA TGTCGTGCAC ATTKNACAGG 
GACGC 

SEP ID NO: 2417: (Length of Sequence = 3B4 Nucleotides) 

GGT1TIGCAA GATGATGGAA CATCCCATAA GCCCAGGTCT GCAGCTAACC TTEAGAAGCT GGAAAAGGCA AGGAAACATA 
TIOTGTAGAG CCTCCAGAAG GAACACACCT CTGCACACAC TrTGTTTTIA GCTCACTGAA ACTGATTITG GACTACTGAC 
CTTCAGAACT GTAAGATAAA TTCCTSFTCT TTTACXrl'l'lG 1GGTGTTATA GAAGTTACAG AAA3GAAIAT ACTTACOGTA 
GTITAGAGAG AGATGGGAGG ATACTTTITT TTCTCCCTTC TITITCAAGG GAGCTAGGTC TCCTTAACTC CAGAGGAAAG 
bCTTGTCTTT CTTCKTATAG GGGCCCTTIG ATICTTAATT CATGGGAGIT GTTTAGGAGA TIGA 

SEP ID NO: 2418: (Length of Sequence = 1645 Nucleotides) 

CTGATGGCTG CCITGAGGGG GACCATCATG TOGGAGACOG CA1TGCTSCA GGTCICACCC CACAGCOCAT GCCCAGCCTC 
CTGCAGACTC AGGTCATCCA GCIGGTCGAT GGCTCTTIGC ATACCTGGTG CCTTCTCCrC TCGGGCITOG CAGGCTTCTC 
TOGGGGdTC TCAGATCACT CTITIGCCIT CTTCTCTCTC TIGGCTAACT CCTTGGCCAG CTCTCAAOGT GCCTCCTCGG 
C7TCCCTCTTC TACCACCTCC TCCOGTITGG CCAACTIGCT CAOGGCCGTC TIGCTACTGG CTTIGAGGCT CTCCTIGCTA 
TCAGCCCGCT GTTTGATTTT GCTGGGCTTG AGGITGCTAG GCACAGCCCC AGAAGCCAGG NOCTTCIGCG TGGCCACAGG 
CTAACGCAGG AACTCCAGAT GCCGAAGCTT TTCTAGGCCC TCCAAGATCT TCTTITOGGG AGCATTTCCT GGAAAAAGCA 
CAOGCACAAT CITCTCAGT3 GGATTGGCTG GTAGCCAGAC GACCAGAGCA CTGA2AGAGG TAAGGTAGGG CACGGAGATC 
TCAGCCTCCT TCCCATTGGG CAGCACGATG CCTGIOTIGG CTTTACTA1T GCCTGCOCAC TTTK3CA.TCA GGAACTGCAT 
CTCCITGCTG TCCTTSACAG GGTCGAGGAC ATACATCTCC AGCOGGCCCA CACCCATTTT GT3GAAGAGG GTCAGTGGCT 
CAATGGTATT GCTGACCACA OGATATAGAG GCTCAGCCIG GATGCCCAGG CGGITEAACT GCToCAGAGT GAGGCAGGCC 
TCCTCAATGC TAOGCITGGC TTTCCGGGAG GCATCAGGAA GCOGCAGCTT CTCAGGCACG TIGAAAAAGA CAACTCCAAG 
CTCAGGANAG ATAAGGITCT TCACCCAGTC GCTX3XAACTG CTAGAGCCCT QGNACTQCTC CTCCTCTAGC TCTGCCAdT 
TGCGCTGCAG TAGTCCATTG ATGCCTGGCA GGTTCTCTGC CCCAATGTGT GINAGTAGCA CCGAGTCAAT GCGGTCCAAG 
TNOCCTACCA GCTTCCAAAA ACAGGACTTG CGATCAGAGC CACCAICCAC CAGGAIGTIG AAACCATIGA CAGCAAAGAG 
GGCAGAGTCC CCAOGACCAC CTGGGAAGAT GTAGCAACAA GGCITGGAGA GCITGAGGAA GCCCCCTGAG GIGGQGGGCT 
CTAGIAGGTC AAAIX3GGGAT GGCACGTCCA CAGTCTCAGA GACATACTCG GAGAACTCAG CCACGCCGTC CATGGIGGGC 
AGAG1GGGCT CAGGGTTCAG CCGGAGCTGC AGGCTCTCIT GGGAACTGGA TAATCCCAGG TGGCTCCAAT CACCTTCCCC 
TAAGCAGGAC ACGGTAAGGA AGGCCTGTAT CCCAGGGTKT CIATTGCIGA GCAATIGGGA AATCTCGGGG TICTGAAGGA 
CCTGGGCAAA GTTTTCAXAT GACTAGGIGC CACTCIGTAG GATGAGCTCT CCCCCAGGCT CTAAACTTTG CCCACTCAAG 
ATIAGIAGTT TAIAAGCTGA TGAGCTGCTA AGAAGATGAT GAACCTCAGA GCIGATGCTG TCTGCACIGG GATTTACCAG 
GATGA3GGTC TCIAGGATCT CACTCTGGTG GCAAAGGGTC CTCTG 

SEP ID NO: 2419: (Length of Sequence = 837 Nucleotides) 

GGAAGGATGA GAAACAGATT IOTGCTCACT TCATGGGCTS GCCIGGAATT GACGATGGTC CAAACCCAAA 1NATCCTGAT 
CTAATINATC AAGATTATGG AACTGCAGCG AATGACATCG GGGACACCAC GAACAGAAGT AATCAAATCC CTTCCACAGA 
OKTCACTGAT AAAACCGGTC GGGAACATCT CTOGGTCTAT GCICT3GIGG TGA3TGCNTC TGTOGTGGGA TirTCCCTIT 
TGGTEAATGCT GTITCINCTr AAGTTGGCAA GACACTCCAA GTTTGGCATG AAAGGTTTTG TITIGTTTCA TAAGATCCCA 
CTGGA3X3GGT AGCIGAAATA AAGGAAAAGA CAGAGAAAGG GGCICTGGTG CTIGTIX3GTT GA1GCTGCCA TGTAAGCTGG 
ACTCCTGGGA CTGCTGTITGG OTATCCCGG GAAGTGCTGC TTATCTGGGG 'ITI NC IUJ IA GATCTGGGOG GTGTTTGGAG 
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GCTGTACTAT ATGAAGCCTG CAIMRCICT GAGCICTGAT 
CAGCACCTCA AGAAAACATG TTftAATTAAT GCITCIOTFC 
GGATTGTACT TCINTNCTGA AAAGTCTGCT TTTIGACCCT 
TTGACCTGCA AAGTTAAAAA AAAATTAAAG TTGAGAACAG 
ATATTTNNGT ATGATTTTCT ATACTCTAAT CAGCACT 



TGGGGAACAC CAATGCAGAG GTAACTCTCA GGCAGCTAAG 
TTACAGTAGT TCAAATACAA AACTGAAATG AAATCCCATT 
ACTGGACATT *IATTGACITA ATIGCTTCIG TTTATTAAAA 
GTATAAGTGC ACACTGAATA GTCTAATCTA CATGTAACAC 



SEP ID NO:2420: (Length of Sequence = 1843 Nucleotides) 

GAAGCTCCGG CCCAGGTGGC OGCT3GCTC3C TGAGCTCACG CCAAGGTTGCG GCIX7K3GTGG TOGTCGTGGC GGCTGCAGGC 
TITCCTGCIG CIGGATCTTT GCIGGCTGCA GGTTCTGCTG CTGCATCTCJT AAGTITICTG GCTSCACCTG CIGGC7ICIGC 
ACCAGGTGAG GCTGGGTGGC CAGCCGGGK5 CIGGGCAGGC CCTGGTAGCT CATCATCIGG GACAGGGCGC TOGCAGCAAG 
GCTACTCIX3C AGOGGGOCIA CXATGCCATS CTGCAGGGAG GQGGCCICT3 TGCTCAGGGG GCCTGCT3CC ACACICCCCC 
GCAGAGGGTT GTATTGGTTC GGCACCATGC 05CICT3CAG C039GACAGC CACTCGCATT GACCATTCAA ACIGGTGGAC 
COGNCCACAG TGAAATTCAG QGCOCCTCCG CTGCINGAGC CCAGGACGGT GCIGCTGCCA GAGGCCACAG GCAGGTGGGA 
GAGACGAGGT GGGCCAGTOT TAAAGGCCAG COGGCCGCCC CCACCCANCG CCGCCATYTC GGGCITGGCC GCCAOGTTCA 
GCHNCCCNAT GCCCAGGTGG GTCTCGGGCA TYCCAGGCAG GTQGTTGAQG GGCACGGACG GAGACTGCIG GAACGGGGAG 
GGCAG4ACTG GCGGCGAGGC CACGTCTGAC AGGTAGCCAT GGGGTGACTC CAGGGAGTCC ACGGGCGAGA GCATGCCGGA 
GCICTCCAGC AGGCAGNCCT TGCCGTTCCTG QGACTICITC CTCCGTGCCT TGAGCTCCTT QGCCKX7TTG CTTCCACAGG 
CCAGGCCITT GCTGCTGGGC TIGOGGACCT TCTTGCCCIG CAOGCCGGGC TTGAGGCTGC CCAGCJTAGCC GTTGGGCGAG 
CAGAGCC2K3G GOGACAGGGT GGGCGIGCCC CCCAGOGGGC TCCGTGCAGC TGCGGGCTGC GCACCAGGTT GTACTCGTCC 

agcagcctca cgaictogig atgcatgcnc tcctntgcga tctcgcgogg caggoggtcc atatgatccg tgatokxxx3 
gttggcaaag tgctccagca gcacctiggc ggtctogtag cdgccotccc gggo0gccag aaacaggggtt gtctcctccc 
tcttgitcig catatcttig txagccccct tcttcaggag cacaacigcg gcatccacat tcttcacngc ggcqgcocag 
tgcaggc3cgg actigcccag gtoatctaog goghtgacgt cx3gcgigtga gtttgaigaqg tcctccagca t3ccctccac 
ggccaggcgg gcagocagot tcagtcgcjgt ootgccatca tgcato03gg catocaggtc tctqgctosg ttccggatca 
ggatcitcga agacaccitc tgcct03gca gacacagc03 catscag03g qct30ggccc atctigtcct ggatottqgc 
atcigogcig gcciccagca ggogcitqgc ggcatcagag cctgagtagc gggcggccag gtgcaaggog gictcgccog 
tooqgtcict ctqgtictgc aagciggcgc ccigctagat gaactcggag atcaoggccg gcgcgtcctc crcttcctcg 
ctctitccccg tctccaqgcc gcccccgcig caggaggcga tcatgagcqg qctgaagcca tcaggccogc ggacattcac 
gtccatgcag tcggcgtcaa cctcaccctg gggcggigtg ggggccatgg canacatgcg caggtcagcg gcatccaggt 
gctgctgagt ccacigccgg tggttcictct ggtcgtccag gtcaggcaga accaogggct cctcgaaccg gaacttcttg 

GTC 



SEP ID NO: 2421: (Length of Sequence = 1452 Nucleotides) 

CCAGCAACTC AAATTCACCA CCICGGACTC CTGCGACCGC ATCAAAGACG AATTTCAGCT ACIGCAAQJT CAGTACCACA 
GCCTCAAGCT CGANTGTCAC AAGTTGGCCA GIGAGAAGTC AGAGATGCAG CCTCACTATG TGATGTACTA CGAGATCTCC 
TACGGCTIGA ACATCGAGAT GCACAAACAG GCTSAGATCG TCAAAAGGCT GAAOQGGATT TGTGCCCAGG TCCIGCCCTA 
CCIOTCCCAA GAGCACCAGC AGCAGGTCTT GGGAGCCATT GAGAGGGCCA AGCAGGTCAC OCTCOOGAG CTGAACTCTA 
TCATCOGACA GCAGCTCCAA GCCCACCAGC TSTCCCAGCT GCAGGCCCIG GCCCTGCCCT TCACOOCACT ACCOGIGGGG 
CIGCAGCCGC CTTCGCTGCC GGC3QCTCAGC GCAGGCACCG O^CTCCICTC GCICTCCGCG CTTGGG1TCC CAGGCCCACC 
TCTCCAAGGA AGACAAGAAC G3GCADGATG GTGACACCCA CXZAGGAGGAT GAT3GCGAGA AGTCGGATTA GCAGGGGGCC 
GGGAOGGGGA GGTT33GAGG GGGGACAGAG GGGAGACAGA GGCADGGAGA GAAAGGAATG TTTAGCACAA GACACAGCGG 
ANTCT3GGAT TGGCTAAACT CCCATAGTAT TTATNGTGGC CGCCGGCGGG GGCCCCAGCC CAGCTTGCAG GCCACCTCTA 
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GcrrrcTTcc taccccattc CCGGCTTCCC TCCTCCTCCC CTGCAGCCTG GTTAGGTGGA TACCTGCCCT GACGTCTGAG 
GCAAGNTAAG GCCTGGAGGG TCAGATCGGG AGACCAGGTC CCAAGGGAGC AAGACCTCX3C GANGCARGCA AGCOXNGOC 
CTTCCCCCGT TTTGAACATG TGTAACCGAC AGTCTGCCTG GGCCACAGCC CICTCAOXTT GGTTACTGCAT GGACGNAATG 
CTAGCTSCCC OTTCCCXJIN CTGGGCACCC CXSACTNTCCC CCGACCCCGG (HTXCAGCTA TGCTCCCACC TCCACCTGCC 
CCACTCACCA CCTCK2TTAG TNCCAGACAC CTNCACGYCC ACCTCGTCCT CINCCATOGC CCACAAAAGG GGGGGCACGA 
GGGACGAGCT TAGCT3AGCT GGGAGGAGCA GQGTGfiQGGT GGGOGACCCA GGATTCCCCC TCCCCTTCCC AAAXAAAGAT 
GAGGGrtACTA AAGITGTCTT GGTTTITATT TTATmTTAT TTTTTTCTTT TTCCACTATA CTAGCITCTC TTTTAAGAAA 
GGGGATATTA AAAAAAAAAA AAAGACAAAA. WlUlTnm AAAAAAGCAA CACCCACACC TQGTGICTGT ATATACTCAG 
CITATCTCGT GTITCAA.TOGT CTGATCICIA CAGAGAGAAG TGGAAAATGC 1GTATCAAGG GTGGGCTTAG CTGTGCXTTT 
CCAATAAAGA. TG 
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5 WHAT IS CLAIMED IS : 

1. A purified polynucleotide having a sequence designated 
as one of: 

SEQ ID NO: 316 - 2421, except SEQ ID NOS 650, 1834, 

and 2073; 

10 or having a sequence complementary thereto. 

2. A purified polynucleotide having a sequence designated as 
one of: 

SEQ ID NO: 316 - 2421, except SEQ ID NOS: 485, 650, 
1834, 2073, 2092, and 2353; 
15 or complementary sequence thereto or, for those 

sequences over 150 nucletides long, a portion thereof at least 
150 nucleotides in length. 

3. An isolated polynucleotide that includes a sequence 
designated as one of: 

20 SEQ ID NO: 316 - 2421, except SEQ ID NOS: 485, 650, 

1834, 2073, 2092, and 2353; 

or complementary sequence thereto or, for those 
. sequences over 150 nucleotides long, a portion thereof at least 
150 nucleotides in length. 
25 4. An isolated polynucleotide operably coding for a 

native human polypeptide or protein, which includes a region 
coding for the same amino acid sequence as a native human coding 
region corresponding to a sequence designated as one of: 
SEQ ID NO: 316 - 2421. 
30 5. The polynucleotide of Claim 4, wherein said SEQ ID NO 

is listed in Table 6 and is one of SEQ ID NOS: 316-2421. 

6. The polynucleotide of Claim 4, wherein said SEQ ID NO 
is listed in Table 7 and is one of SEQ ID NOS: 316-2421. 

7. The polynucleotide of Claim 4, wherein said SEQ ID NO 
35 is identified in Table 10 in a metabolic functional grouping and 

is one of SEQ ID NOS: 316-2421. 
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8. The polynucleotide of Claim 4, wherein said SEQ ID NO 
is identified in Table 10 in a structural functional grouping and 
is one of SEQ ID NOS: 316-2421. 

9. The polynucleotide of Claim 4, wherein said SEQ ID NO 
5 is identified in Table 11 in a developmental control grouping and 

is one of SEQ ID NOS: 316-2421. 

10. An isolated polynucleotide coding for a human protein or 
polypeptide, which includes a coding region corresponding to the 
EST identified as: 

10 SEQ ID NO: 316 - 2421; 

or a polynucleotide complementary thereto. 

11. The polynucleotide of Claim 10, wherein the SEQ ID NO 
is 316-1000. 

12. The polynucleotide of Claim 10, wherein the SEQ ID NO 
15 is 1001-1500. 

13. The polynucleotide of Claim 10, wherein the SEQ ID NO 
is 1501-2000. 

14. The polynucleotide of Claim 10, wherein the SEQ ID NO. 
is 2001-2421. 

20 15. The polynucleotide of Claim 10, wherein said 

polynucleotide further includes the entire sequence designated as 
any one of SEQ ID NOS: 316-2421. 

16. An isolated polynucleotide comprising at least 150 bp 
of a sequence of Claim 10 and wherein said SEQ ID NO excludes NOS 

25 485, 650, 1834, 2073, 2092, and 2353. 

17. An isolated polynucleotide sequence, which hybridizes 
to a sequence designated as any one of SEQ ID NOS 316-2421, 
except SEQ ID NOS 485, 650, 1834, 2073, 2092, and 2353, or to a 
sequence complementary thereto, under hybridization conditions 

30 sufficiently stringent to require at least 97% base pairing. 

18. A polynucleotide according to any one of Claims 4-17, 
in substantially purified form. 

19. A construct in isolated form comprising a vector and 
a polynucleotide according to any one of Claims 1-17. 

35 20. The construct according to Claim 19, further 

comprising a promoter operably linked to said polynucleotide. 
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21. A panel of at least 100 isolated polynucleotides 
having the sequences of Claim 3 or Claim 16. 

22. An antisense oligonucleotide capable of blocking 

. expression of any one of the polynucleotide- encoding sequences of 
5 Claim 10. 

23. A triple helix probe capable of blocking expression of 
any one of the polynucleotide-encoding sequences of Claim 10 
having at least a 10-base homopurine or homopyrimidine sequence, 
said probe comprising single- stranded DNA having at least a 10- 

10 base homopurine or homopyrimidine sequence and being adapted to 



bind to the major groove of double stranded DNA which includes 
said polynucleotide-encoding sequence. 



25. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 913. 



15 



26. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 1039, 



27. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 1395. 



20 



28. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 1567. 



29. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 1667. 



30.. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 1704. 



25 



31. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 2089. 



32. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 2297. 



30 



33. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 2302. 
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